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1895 ’estrictionHofHnonglucosylatedHTUevenHbacteriophagesHbyHprophageHPYVH1969TH[dTHYUYb 59

1894 TheHpscherichiaHcoliHmHrestrictionHendonucleaseVH1969THYd_THZYdUZd 75

1893 sostHspecificityHofHoylHproducedHbyHpscherichiaHcoliVHÎtVHtnHvitroHmodificationHofHphageHfdHreplicativeH
formVH1969THa[TH__aUaZ 34

1892 qunctionalHanalysisHofHhostUspecificityHmutantsHinHpscherichiaHcoliVH1970THY_THZ[bU_X 49

1891 sostHspecificityHofHoylHproducedHbyHpscherichiaHcoliVHÎttVHTheHtwoHrestrictionHandHmodificationH
systemsHofHstrainHY_TUVHMolecularuGeneticsuanduGenomicsTH1970THYXcTHZX[UYb 93

1890 nomplementationHanalysisHofHtemperatureUsensitiveHhostHspecificityHmutationsHinHpscherichiaHcoliVH
JournaluofuMolecularuBiologyTH1970TH_XTHYYYUZb 6.5 163

1889 TheHinHvitroHrestrictionHofHtheHreplicativeHformHofH³VTVHandHmutantHfdHphageHoylVH1971TH]aTHbX[UYX 21

1888 mVHsomologyHinHtheHpnterobacteriaceaeHmasedHonHtntercrossesHmetweenH–peciesVH1971TH_[Ubd 15

1887 oylHmodificationHmethylaseHactivityHofHpscherichiaHcoliHrestrictionHendonucleasesHvHandHPVH1972THadTH[Y[cU]Y 66

1886 ’estrictionHandHmodificationHofHoylVH1972TH]YTH]]bUaa 267

1885 sostHspecificityHofHoylHinHsaemophilusHinfluenzaeeHtheHtwoHrestrictionHandHmodificationHsystemsHinH
strainH’aVHMolecularuGeneticsuanduGenomicsTH1972THYYaTHYYUZ_ 13

1884 reneticsHandHfunctionHofHoylHligaseHinHpscherichiaHcoliVHJournaluofuMolecularuBiologyTH1973THbbTH_[YU]b 6.5 195

1883 sydrolysisHofHadenosineHtriphosphateHaccompanyingHinterUactionHbetweenHpscherichiaHcoliHmH
restrictionHendonucleaseHandHunmodifiedHdeoxyribonucleicHacidVH1973TH[[YTH[YXUb 2

1882 ’estrictionHendonucleaseHmHandHfYHheteroduplexHoylVH1973THZ]aTHY[Ua 31

1881 oylHmethylaseHinducedHbyHbacteriophageHphiÎYb]VH1973THbXTH[bb[U_ 9

1880 vineticsHofHmethylationHofHoylHbyHaHrestrictionHendonucleaseHfromHpscherichiaHcoliHmVH1974THbYTH[cYXU[ 64

1879 oylHmodificationHandHrestrictionVH1974THY]THYU[b 225
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1878
oylHrestrictionHandHmodificationHsystemsHinH–almonellaVHtVH–lHandH–mTHtwoH–almonellaHtyphimuriumH
systemsHdeterminedHbyHgenesHwithHaHchromosomalHlocationHcomparableHtoHthatHofHtheHpscherichiaH
coliHhsdHgenesVHMolecularuGeneticsuanduGenomicsTH1974THYZdTH[Z_U[b

41

1877
oylHrestrictionHandHmodificationHsystemsHinH–almonellaVHttVHreneticHcomplementationHbetweenHtheH
vHandHmHsystemsHofHpscherichiaHcoliHandHtheH–almonellaHtyphimuriumHsystemH–mTHwithHtheHsameH
chromosomalHlocationVHMolecularuGeneticsuanduGenomicsTH1974THY[_TH_YUaX

26

1876 TheHbacteriophageHPYHrestrictionHendonucleaseVHJournaluofuMolecularuBiologyTH1974THcdTH_]_Ua[ 6.5 58

1875 oylHrestrictionHandHmodificationHsystemsHinH–almonellaVHMolecularuGeneticsuanduGenomicsTH1975TH
Y[dTHYbbUYcc 20

1874 nharacterizationHofHsixHclonedHoylsHfromHorosophilaHmelanogasterTHincludingHoneHthatHcontainsHtheH
genesHforHr’ylVH1975TH_THY]dU_b 125

1873 reneHXV[HofHbacteriophageHTbHactsHtoHovercomeHtheHoylHrestrictionHsystemHofHtheHhostVHJournaluofu
MolecularuBiologyTH1975THd]THZc[Ud_ 6.5 183

1872 ldjacentHrepeatingHunitsHofHÎenopusHlaevisH_–HoylHcanHbeHheterogeneousHinHlengthVH1976THbTH]bbUca 76

1871 xolecularHcloningHofHoylHfragmentsHproducedHbyHrestrictionHendonucleasesH–aYtHandHmamtVH1976TH
b[THY_[bU]Y 53

1870 lHplasmidHcloningHvehicleHallowingHregulatedHexpressionHofHeukaryoticHoylHinHbacteriaVH1976THb[TH[dXXU] 60

1869 lHgeneralHmethodHforHcloningHeukaryoticHstructuralHgeneHsequencesVH1976THb[TH[Y]aU_X 96

1868
oylHrestrictionHandHmodificationHsystemsHinH–almonellaVH–‘THaHnewHsystemHderivedHbyH
recombinationHbetweenHtheH–mHsystemHofH–almonellaHtyphimuriumHandHtheH–PHsystemHofH–almonellaH
potsdamVH1976THd_THYaaUbZ

54

1867 TransferHofHplasmidUborneHbetaUlactamaseHinHyeisseriaHgonorrhoeaeVH1977THYZTHZbXUcX 23

1866 tnterbacterialHtransferHofHpscherichiaHcoliUUorosophilaHmelanogasterH’ecombinantHplasmidsVH1977TH
YdaTHZZXUY 6

1865 nloningHofHtheHsilkHfibroinHgeneHandHitsHflankingHsequencesVH1977THb]TH_[a[Ub 84

1864 xaizeHchloroplastHoylHfragmentHencodingHtheHlargeHsubunitHofHribulosebisphosphateHcarboxylaseVH
1977THb]TH_]cbUdY 219

1863 TranslationHofHorosophilaHmelanogasterHsequencesHinHpscherichiaHcoliVH1977THb]TH_X]YU_ 72

1862 lHpseudogeneHstructureHinH_–HoylHofHÎenopusHlaevisVH1977THYZTHYXdUZX 240

1861 nloningHandHcharacterizationHofHaHcomplexHsatelliteHoylHfromHorosophilaHmelanogasterVH1977THYYTH[bYUcY 78

(1977-1974)
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1860 –ynthesisHofHhybridHbacterialHplasmidsHcontainingHhighlyHrepeatedHsatelliteHoylVH1977THYXTH_XdUYd 116

1859 TheH_–HgenesHofHorosophilaHmelanogasterVH1977THYZTHYX_bUab 93

1858 –imianHvirusH]XHcarryingHanHpscherichiaHcoliHsuppressorHgeneVHJournaluofuMolecularuBiologyTH1977TH
YYZTHY__UcZ 6.5 39

1857 TheHstructureHofHcauliflowerHmosaicHvirusVHtVHlHrestrictionHendonucleaseHmapHofHcauliflowerHmosaicH
virusHoylVH1977THcXTH[aZUb_ 54

1856 nonstructionHandHcharacterizationHofHnewHcloningHvehiclesVHtVHlmpicillinUresistantHderivativesHofHtheH
plasmidHpxmdVH1977THZTHb_Ud[ 907

1855 lHnovelHarrangementHofHtheHYc–HandHZc–HsequencesHinHaHrepeatingHunitHofHorosophilaHmelanogasterH
roylVH1977THYXTHYabUba 261

1854 nonstructionHandHrestrictionHendonucleaseHmappingHofHhybridHplasmidsHcontainingH–accharomycesH
cerevisiaeHribosomalHoylVHMolecularuGeneticsuanduGenomicsTH1977THY_YTHZZdU]] 53

1853 xappingHofHtheHresistanceHgenesHofHtheH’HplasmidHy’YVHMolecularuGeneticsuanduGenomicsTH1978THY_cTHZYbUZ] 81

1852 tdentificationHofHaHconjugativeH’HplasmidHinHmacteroidesHochraceusHcapableHofHtransferHtoH
pscherichiaHcoliVH1978THZb]THYcYUZ 34

1851 TwoHhybridHplasmidsHwithHoVHmelanogasterHoylHsequencesHcomplementaryHtoHm’ylHcodingHforHtheH
majorHheatHshockHproteinVH1978THY]THdZYUd 136

1850 TheHgenesHforHYc–TH_Vc–HandHZc–HribosomalH’ylHofHmombyxHmoriHareHorganizedHintoHtandemHrepeatsH
ofHuniformHlengthVH1978TH]THY_[Uaa 47

1849 wengthHandHsequenceHheterogeneityHofHtheHhistoneHgeneHrepeatHunitHofHtheHseaHurchinTH–VH
purpuratusVH1978THY]THZ]bU_b 88

1848 lHnovelHarrangementHofHtandemlyHrepeatedHgenesHatHaHmajorHheatHshockHsiteHinHoVHmelanogasterVH
1978THY]THdXYUYd 148

1847 TheHsynthesisHandHprocessingHofHtheHmessengerH’ylsHspecifyingHheavyHandHlightHchainH
immunoglobulinsHinHxPnUYYHcellsVH1978THY_THY]d_U_Xd 320

1846 tsolationHandHanalysisHofHrecombinantHoylHmoleculesHcontainingHyeastHoylVH1978TH]TH[bU]d 92

1845 ’egulationHofHgeneHexpressionHbyHsiteUspecificHinversionVH1978THY_THZ[bU]] 107

1844 oeletionsHwithinHpVHcoliHplasmidsHcarryingHyeastHroylVH1978TH[THY[_U]b 31

1843 nloningHofHanHpVHcoliHribosomalH’ylHgeneHandHitsHpromoterHregionHfromHlambdarifdYcVH1978TH]THY[bU_Z 15
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1842 lHclonedHorosophilaHoylHfragmentHwhichHcodesHforHaH]H–H’ylHspeciesVH1978TH_ZXTH_[dU_] 6

1841 nhickenHovalbuminHisHsynthesizedHandHsecretedHbyHpscherichiaHcoliVH1978THb_TH_d[aU]X 90

1840 reneticHrecombinationHandHcomplementationHbetweenHbacteriophageHTbHandHclonedHfragmentsHofH
TbHoylVH1978THb_THZZbaUcX 155

1839 satchingHinHtheHseaHurchinHwytechinusHpictusHisHaccompaniedHbyHaHshiftHinHhistoneHs]HgeneHactivityVH
1978THb_TH]Y[_Ud 46

1838 lHgeneHadjacentHtoHsatelliteHoylHinHorosophilaHmelanogasterVH1978THb_TH_cdcUdXZ 13

1837 lHbacterialHcloneHsynthesizingHproinsulinVH1978THb_TH[bZbU[Y 422

1836 nloningHofHsoybeanHleghemoglobinHstructuralHgeneHsequencesHsynthesizedHinHvitroVH1979THaTH[XaYUbZ 8

1835 qilterHreplicasHandHpermanentHcollectionsHofHrecombinantHoylHplasmidsVH1979THbTHZYY_U[a 344

1834 –equenceHofHtheHgeneHforHisoleucineHt’ylYHandHtheHsurroundingHregionHinHaHribosomalH’ylHoperonH
ofHpscherichiaHcoliVH1979THaTH_b_UdZ 27

1833 tndirectHandHintragenicHsuppressionHofHtheHlexlYXZHmutationHinHpVHcoliHmWrVHMolecularuGeneticsuandu
GenomicsTH1979THYbbTHYZdU[b 19

1832 oirectiveHsegregationHinHtheHbasisHofHcolpYHplasmidHincompatibilityVH1979THZcYTH]]bU_Z 24

1831 tsolationHofHplasmidUproteinHcomplexesHfromHpscherichiaHcoliVH1979THddTHYX_UYY 19

1830 lHrapidHalkalineHextractionHprocedureHforHscreeningHrecombinantHplasmidHoylVH1979THbTHY_Y[UZ[ 13217

1829
lnalysisHofHÎenopusHlaevisHglobinsHduringHdevelopmentHandHerythroidHcellHmaturationHandHtheH
constructionHofHrecombinantHplasmidsHcontainingHsequencesHderivedHfromHadultHglobinHm’ylVH1979
THbZTH[_XUa[

49

1828 xodificationHofHaHoylHcloningHvehicleHtoHgiveHaHhighHstrandUseparationHmeltingHtemperatureVH1979TH
bTHdbUYXb 2

1827 TheHlinkageHarrangementHofHfourHrabbitHbetaUlikeHglobinHgenesVH1979THYcTHYZb[Uc[ 131

1826 –ynthesisHofHproteinsHcodedHbyHplasmidHvectorsHofHpn²HseriesHPlprTHTcrQHandHtheirHrecombinantH
derivativesHPpomQHinHpVHcoliHminicellsVH1979THbTHYZYU[d 15

1825 ±seHofHaHcoylHlibraryHforHstudiesHonHevolutionHandHdevelopmentalHexpressionHofHtheHchorionH
multigeneHfamiliesVH1979THYcTHY[X[UYa 101

(1979-1978)
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1824 nhangesHinHtheHabundanceHofHpolyadenylatedH’ylHduringHslimeHmouldHdevelopmentHmeasuredH
usingHclonedHmolecularHhybridizationHprobesVHJournaluofuMolecularuBiologyTH1979THYZdTHYdU[_ 6.5 107

1823 tnvestigationsHintoHtheHvlebsiellaHaerogenesHpentitolHoperonsHusingHspecialisedHtransducingHphagesH
lambdaprbtHandHlambdaprbtHdalVHJournaluofuMolecularuBiologyTH1979THY[ZTH][_UbX 6.5 18

1822
tdentificationHofHtheHtranslocatableHelementHt–YHinHaHmolecularHchimeraHconstructedHwithHplasmidH
pm’[ZZHoylHintoHwhichHaHbacteriophageHx–ZHoylHcopyHwasHinsertedHbyHtheHpolyPdlQVpolyPdTQH
linkerHmethodVHJournaluofuMolecularuBiologyTH1979THYZcTHaZYU[Z

6.5 26

1821 TheHnucleotideHsequenceHrecognizedHbyHtheHpscherichiaHcoliHvYZHrestrictionHandHmodificationH
enzymesVHJournaluofuMolecularuBiologyTH1979THY[XTHYdYUZXd 6.5 89

1820 –equenceHandHsequenceHvariationHwithinHtheHYVaccHgWcm[HsatelliteHoylHofHorosophilaH
melanogasterVHJournaluofuMolecularuBiologyTH1979THY[_TH]a_UcY 6.5 117

1819 oifferentHregionsHofHaHcomplexHstatelliteHoylHvaryHinHsizeHandHsequenceHofHtheHrepeatingHunitVH
JournaluofuMolecularuBiologyTH1979THY[_TH]c[U_XX 6.5 26

1818 nloningHofHyeastHgenesHcodingHforHglycolyticHenzymesVH1979THacTH]XcUYd 12

1817 lHproteinHthatHpreferentiallyHbindsHorosophilaHsatelliteHoylVH1979THbaTHbZaU[X 89

1816 –tructuresHandHmechanismsHofHoylHrestrictionHandHmodificationHenzymesVH1979THYZTH[Y_Uad 107

1815 PutativeHactinHgenesHinHtheHmacronucleusHofHzxytrichaHfallaxVH1980THbbTH_[[aU]X 23

1814 tsolationHandHpartialHcharacterizationHofHtheHorosophilaHalcoholHdehydrogenaseHgeneVH1980THbbTH_bd]Uc 503

1813 nharacterizationHofHorosophilaHoylUbindingHproteinHomUZeHdemonstrationHofHitsHsequenceUspecificH
interactionHwithHoylVH1980THbbTH[bb[Ub 22

1812 lrrangementHofHcodingHandHnonUcodingHsequencesHinHtheHoylHmoleculesHcodingHforHr’ylsHinH
zxytrichaHspVHoylHofHciliatedHprotozoaVH²ttVH1980THbbTHZX[UY_ 72

1811 xolecularHcloningHofHtheHT]HgenomefHorganizationHandHexpressionHofHtheHfrdUUoylHligaseHregionVH
MolecularuGeneticsuanduGenomicsTH1980THYbdTHZZbU[d 45

1810 TheHhsdHPhostHspecificityQHgenesHofHpVHcoliHvHYZVHMolecularuGeneticsuanduGenomicsTH1980THYcXTH[_U]a 109

1809 TheHralHgeneHofHphageHlambdaVHtVHtdentificationHofHaHnonUessentialHgeneHthatHmodulatesHrestrictionH
andHmodificationHinHpVHcoliVHMolecularuGeneticsuanduGenomicsTH1980THYbdTHa[Ub[ 49

1808
TheHconstructionHandHcharacterisationHofHplasmidHvectorsHsuitableHforHtheHexpressionHofHallHoylH
phasesHunderHtheHcontrolHofHtheHpVHcoliHtryptophanHpromoterVHMolecularuGeneticsuanduGenomicsTH
1980THYbbTH]ZbU[c

56

1807 nytologicalHevidenceHofHtranscriptionHofHhighlyHrepeatedHoylHsequencesHduringHtheHlampbrushH
stageHinHTriturusHcristatusHcarnifexVH1980THcXTHZcdU[Xb 72
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1806 –atelliteHoylHisHtranscribedHonHlampbrushHchromosomesVH1980THZc[THacaUc 98

1805 xolecularHcloningHandHsequencingHofHcoylHencodingHtheHprecursorHtoHtheHsmallHsubunitHofH
chloroplastHribuloseUYT_UbisphosphateHcarboxylaseVH1980THZcbTHadZUadb 217

1804 lHnewHmethodHforHtheHpurificationHofHoylUbindingHproteinsHwithHsequenceHspecificityVH1980THYX]TH_UYY 6

1803 ’ecombinantHplasmidsHcarryingHpromotersTHgenesHandHtheHoriginHofHoylHreplicationHofHtheHearlyH
regionHofHbacteriophageHTbVH1980THcTHYZcbU[X_ 16

1802 TwoHgenesHforHtheHmajorHheatUshockHproteinHofHorosophilaHmelanogasterHarrangedHasHanHinvertedH
repeatVH1980THcTHZ[_U_Z 80

1801 ’epetitiveHoylHsequencesHnearHthreeHhumanHbetaUtypeHglobinHgenesVH1980THcTH[[YdU[[ 37

1800 ²ariationsHinHmitochondrialHoylHorganisationHbetweenHnormalHandHmaleUsterileHcytoplasmsHofH
maizeVH1980THcTHYdddUZXXc 68

1799 TemporalHregulationHofHherpesHsimplexHvirusHtypeHZHtranscriptionHandHcharacterizationHofHvirusH
immediateHearlyHm’ylOsVH1980THcTHZaZbU]_ 23

1798 TheHexpressionHinHpVHcoliHofHsyntheticHrepeatingHpolymericHgenesHcodingHforH
polyPwUaspartylUwUphenylalanineQVH1980THcTH]_b_UdZ 52

1797 TheHribosomalHoylHofHnalliphoraHerythrocephalafHandHanalysisHofHhybridHplasmidsHcontainingH
ribosomalHoylVHJournaluofuMolecularuBiologyTH1980THY[bTH[]dUb[ 6.5 43

1796 nloningHinHsingleUstrandedHbacteriophageHasHanHaidHtoHrapidHoylHsequencingVHJournaluofuMolecularu
BiologyTH1980THY][THYaYUbc 6.5 3472

1795 lHplasmidHcloningHvectorHforHvpnlUcleavedHoylVH1980TH]TH[_]Ua 22

1794 lHmolecularHdescriptionHofHtelometicHheterochromatinHinHsecaleHspeciesVH1980THYdTH_]_UaX 554

1793 ’estrictionHmapHofHnativeHandHclonedHcauliflowerHmosaicHvirusHoylVH1980THYYTHZYU[Y 36

1792 ÎenopusHlaevisHhistoneHgeneseHvariantHsYHgenesHareHpresentHinHdifferentHclustersVH1980THZZTHcXbUY_ 60

1791 nloningHofHrandomlyHshearedHoylHfragmentsHfromHaHphiHYX_HlysogenHofHmacillusHsubtilisH
identificationHofHprophageUcontainingHclonesVH1980THcTHZabUbc 35

1790 yucleotideHsequenceHofHaHclonedHcoylHcorrespondingHtoHsecretedHmuHchainHofHmouseH
immunoglobulinVH1980THYZTHbbUca 23

1789 wargeUscaleHpurificationHofHtwoHformsHofHactiveHlacHoperatorHfromHplasmidsVH1980THaXaTHYY[UZ] 11

(1980-1980)
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1788 PlasmidHscreeningHatHhighHcolonyHdensityVH1980THYXTHa[Ub 892

1787 xolecularHanalysisHofHtheHrrmHmutationHinHmombyxHmoriHthroughHtheHuseHofHchorionHcoylHlibraryVH
1980THZXTHa_dUad 51

1786 lHnewHhighUcapacityHcosmidHvectorHandHitsHuseVH1980THYYTHZbYUcZ 85

1785 oirectHrepetitionHofHaHYVZHxdHoylHsequenceHisHinvolvedHinHsiteUspecificHrecombinationHbyHtheHPYH
plasmidH’acVH1980THYXTH[YdUZc 31

1784 ’estrictionHmappingHofHcoylHrecombinantsHincludingHtheHadultHchickenHandHduckHglobinHmessengerH
sequenceseHaHcomparativeHstudyVH1980THYYTHZ_dUad 12

1783 nloningHandHcharacterizationHofHParameciumHmitochondrialHoylHreplicationHinitiationHregionsVH1980TH
YYTH][U_Z 14

1782 nhorionHcoylHclonesHofHoVHmelanogasterHandHtheirHuseHinHstudiesHofHsequenceHhomologyHandH
chromosomalHlocationHofHchorionHgenesVH1980THYdTHdY_UZZ 52

1781 [HmicronHoylHUHanHextrachromosomalHribosomalHoylHinHtheHyeastH–accharomycesHcerevisiaeVH1980TH
YZTH]YUd 47

1780 nomparisonHofHtheHearlyHhistoneHs]HgeneHsequenceHofH–trongylocentrotusHpurpuratusHwithH
maternalTHearlyTHandHlateHhistoneHs]Hm’ylHsequencesVH1981THZXTHYZYaUZ[ 31

1779 TransformationHofHpVHcoliHusingHhomopolymerUlinkedHplasmidHchimerasVH1981THa__THZ][U_X 94

1778 nhangesHinHtheHabundanceHofHpolyadenylatedH’ylsHinHdevelopmentHofHorosophilaHmelanogasterH
analyzedHwithHclonedHoylHfragmentsVH1981THc[THaZUc 19

1777 yucleotideHsequenceHofHtheHclonedHgeneHforHbacteriophageHTbH’ylHpolymeraseVHJournaluofu
MolecularuBiologyTH1981THY]cTH]cYU_ 6.5 42

1776 nharacterizationHofHaHhighlyHrepetitiveHsequenceHoylHfamilyHinHratVHJournaluofuMolecularuBiologyTH
1981THY]_THZdYU[Yc 6.5 55

1775 nomplexesHformedHbetweenHtheHrestrictionHendonucleaseHpcovHandHheteroduplexHoylVHJournaluofu
MolecularuBiologyTH1981THY_[TH]Z_U]X 6.5 35

1774 TheHribosomalHoylHofHnalliphoraHerythrocephalaVHTheHcistronHclassesHofHtotalHgenomicHoylVHJournalu
ofuMolecularuBiologyTH1981THY]dTHY]YUad 6.5 17

1773 t’ylZwysHgeneHclustersHinHorosophilaVHJournaluofuMolecularuBiologyTH1981THY]bTH]b_Udd 6.5 12

1772
yucleotideHsequenceHofHterminalHrepeatsHofH]YZHtransposableHelementsHofHorosophilaH
melanogasterVHlHsimilarityHtoHproviralHlongHterminalHrepeatsHandHitsHimplicationsHforHtheHmechanismH
ofHtranspositionVHJournaluofuMolecularuBiologyTH1981THY_[THcdbUdY_

6.5 81

1771 nohesiveHendHannealingHandHtheHhelperUmediatedHtransformationHsystemHofHphageHlambdaVH1981TH
YXdTH[bdUdX 9
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1770 TheHTranscriptionHofH–atelliteHandH’ibosomalHoylH–equencesHonHwampbrushHnhromosomesHofH
nrestedHyewtsVH1981TH[[U]a 2

1769 nonstructionHandHfineHmappingHofHrecombinantHplasmidsHcontainingHtheHrrnmHribosomalH’ylHoperonH
ofHpVHcoliVH1981THaTHYYZUc 429

1768 rrownHgallHplantHtumorsHofHabnormalHmorphologyTHinducedHbyHlgrobacteriumHtumefaciensHcarryingH
mutatedHoctopineHTiHplasmidsfHanalysisHofHTUoylHfunctionsVH1981THY]TH[[U_X 336

1767 tncompatibilityHpropertiesHofHnolHpYHandHpxmYHderivativeHplasmidseHrandomHreplicationHofHmulticopyH
repliconsVH1981THZ[THZZdU[c 44

1766 tsolationHofHbetaUglobinUrelatedHgenesHfromHaHhumanHcosmidHlibraryVH1981THY[THZZbU[b 287

1765 nloningHofHtheHst–_HgeneHofH–accharomycesHcerevisiaeHbyHyeastHtransformationVH1981THYaTH[[_U]Y 12

1764 TheHnucleotideHsequenceHandHproteinUcodingHcapabilityHofHtheHtransposableHelementHt–_VH1981THY]THY__Ua[ 105

1763 nloningHofHchickenHglobinHcoylHinHbacterialHplasmidsVH1981THY[TH]YbUZZ 2

1762 –equencesHofHhumanHadenovirusHld[HandHldbHoylsHencodingHtheHpromoterHandHfirstHleaderH
segmentHofHlateH’ylsVH1981THY[THY[[U][ 12

1761 TheHstructureHofHtheHhumanHhistoneHgeneseHclusteredHbutHnotHtandemlyHrepeatedVH1981THZ]THaaYUc 148

1760 TheHnucleotideHsequenceHofHtheHpolypeptideHtÎHgeneHofHhumanHadenovirusHtypeH[VH1981THY[TH[cbUd] 15

1759 xolecularHcloningHofHcoylHsequencesHcodingHforHtheHmajorHPbetaUTHgammaUTHdeltaUHandHepsilonUQH
heatUshockHpolypeptidesHofHsewaHcellsVH1981THYaTHZbU[] 14

1758 dHTypeHtH’estrictionHpnzymesVH1981THY]THY[bUY_a 10

1757 TheHconstructionTHidentificationHandHpartialHcharacterizationHofHplasmidsHcontainingHguineaUpigHmilkH
proteinHcomplementaryHoylHsequencesVH1981THYd]THdcdUdc 23

1756 TheHconstructionHandHpartialHcharacterizationHofHplasmidsHcontainingHcomplementaryHoylH
sequencesHtoHhumanHcalcitoninHprecursorHpolyproteinVH1981THYddTHbZ_U[Y 36

1755 nomparisonHbetweenHtheHviralHtransformingHgeneHPsrcQHofHrecoveredHavianHsarcomaHvirusHandHitsH
cellularHhomologVH1981THYTHYXZ]U[b 54

1754 TheHtetracyclineHresistanceHtransposonsHTnYbZYHandHTnYbbYHhaveHthreeH[cUbaseUpairHrepeatsHandH
generateHfiveUbaseUpairHdirectHrepeatsVHMolecularuGeneticsuanduGenomicsTH1981THYcYTHcbUd] 64

1753 TheHtargetHofHtheHnegativeHregulatorHofHpxmYHreplicationHoverlapsHwithHpartHofHtheHrepressorHcodingH
sequenceVHMolecularuGeneticsuanduGenomicsTH1981THYc]TH]XU_ 19

(1981-1981)
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1752
²ectorsHforHcloningHinHcyanobacteriaeHconstructionHandHcharacterizationHofHtwoHrecombinantH
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