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l Paper IF Citations

367 “hylogenomicsHrevealsHtheHevolutionaryHoriginHofHlichenizationHinHchlorophyteHalgaeVH 0

366 “lantHwastesHandHsustainableHrefineriesgHwhatHcanHweHlearnHfromHfungilVH2022TH_aTHYXXcXZ 0

365 tenomeHnnalysisHofHspVH“—UpYHvsolatedHfromH—ekinchanHoeachHinH—elangorTHzalaysiaTH–evealsHvtsH
˛†UtlucosidaseHandHyicheninaseHnctivitiesVVH2022THYXTH 0

364 rnzymesUnssistedHrxtractionHofH“lantsHforH—ustainableHandHsunctionalHnpplicationsVVH2022THZ_TH 3

363 teneticsHoehindHtheHtlycosylationH“atternsHinHtheHoiosynthesisHofHqalbaheptidesVVH2022THYXTHebedXe 0

362 —ecretedHtlycosideHuydrolaseH“roteinsHasHrffectorsHandHvnvasionH“atternsHofH“lantUnssociatedHsungiH
andHOomycetesVVH2022THY_THeb_YXc 3

361 pharacterizationHofHanHUnknownH–egionHyinkedHtoHtheHtlycosideHuydrolaseHsamilyHYdH
˛†UYT_UtlucanaseHofH–evealsHaHNovelHtlucanUoindingHqomainVVH2022THZXTH

360 UnravelingHtheHtenotypicHandH“henotypicHqiversityHofHtheH“sychrophilicHpomplexTHaHzeatH—poilageH
ngentVVH2022THY_THebceYX 0

359 qiverseHeventsHhaveHtransferredHgenesHforHedibleHseaweedHdigestionHfromHmarineHtoHhumanHgutH
bacteriaVVH2022TH 3

358
pomparativeHtranscriptomicsHofHfungalHendophytesHinHcoUcultureHwithHtheirHmossHhostHqicranumH
scopariumHrevealsHfungalHtrophicHlabilityHandHmossHunchangedHtoHslightlyHincreasedHgrowthHratesVVH
2022TH

2

357 “layerH hreeHuasHrnteredgHqiscoveryHofHaHNovelHoiopolymerTH“olyU˛†UYT_UUacetylglucosamineTHandHvtsH
pompanionHtlycosideH“hosphorylaseVVH2022THeTHaYZUaYa

356 qiscoveryHandHoiotechnologicalHrxploitationHofHtlycosideU“hosphorylasesVVH2022THZ_TH 1

355 WhiteH–otHsungiH“roduceHNovelH ireHWearHpompoundHzetabolitesHandH–evealHUnderappreciatedH
nminoHncidHponjugationH“athwaysVVH2022THfTH_fYU_ff 1

354 —tructuralHbasisHofHtheHstrictHspecificityHofHaHbacterialHtu_YH˛–UYT_UglucosidaseHforH
nigerooligosaccharidesVVH2022THYXYeZd 1

353 nssemblyHandHsynthesisHofHtheHextracellularHmatrixHinHbrownHalgaeVVH2022TH 0

352  heHáenturiaHinaequalisHeffectorHrepertoireHisHexpressedHinHwavesTHandHisHdominatedHbyHexpandedH
familiesHwithHpredictedHstructuralHsimilarityHtoHavirulenceHproteinsHfromHotherHfungiVH 0

351  heHwhiteHkojiHfungusHnspergillusHluchuensisHmutVHkawachiiVVH2022TH
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350 —tructureTHsunctionHandH“roteinHrngineeringHofHperealU ypeHvnhibitorsHnctingHonHnmylolyticH
rnzymesVVH2022THfTHecebce

349 vmpactHofHzodularHnrchitectureHonHnctivityHofHtlycosideHuydrolaseHsamilyHbH—ubfamilyHeH
zannanasesVVH2022THZdTH 2

348 qraftHtenomeH—equenceHofHtheHyignocellulolyticHandH hermophilicHoacteriumH hermobacillusH
xylanilyticusHαrVVH2022THeXXf_aZY 0

347 rnzymaticHuydrolysisHofHuumanHzilkHOligosaccharidesVH heHzolecularHzechanismHofH
yactoUUbiosidaseVVH2022THYZTHad_dUada_ 4

346 zolecularHbasisHforHsubstrateHrecognitionHandHseptumHcleavageHbyHntlnTHtheHmajorH
NUacetylglucosaminidaseHofHrnterococcusHfaecalisVVH2022THYXYfYb 0

345 –ecentHadvancesHinHenzymeHbiotechnologyHonHmodifyingHgelatinizedHandHgranularHstarchVH2022THYZ_TH_a_U_ba 5

344 rxploringHtheHimpactHofHáerticilliumHwiltHdiseaseHonHtheHmechanicalHpropertiesHofHelementaryHflaxH
PyinumHusitatissimumHyVQHfibresVH2022THYeZTHYYafXX

343 qataHpentricHzolecularHnnalysisHandHrvaluationHofHuepatocellularHparcinomaH herapeuticsHUsingH
zachineHvntelligenceUoasedH oolsVVH2021THbZTHYZcc

342  heHZXZZHNucleicHncidsH–esearchHdatabaseHissueHandHtheHonlineHmolecularHbiologyHdatabaseH
collectionVVHNucleic Acids ResearchTH2022THbXTHqYUqYX 20.1 5

341 nHtuYYbH˛–UglucuronidaseHstructureHrevealsHdimerizationUmediatedHsubstrateHbindingHandHaHprotonH
wireHpotentiallyHimportantHforHcatalysisVVH2022THdeTHcbeUcce

340 pbpqHcrystalHstructureHaddsHintrigueHtoHsubstrateUspecificityHmotifsHinHchitinUactiveHlyticH
polysaccharideHmonooxygenasesVH

339 tuUYcHtypeH˛†UYT_UglucanaseHfromHNlthiNgthyysobacterNlthWiNgthHspVHzxfUYHenhancesHantifungalH
activityHofHtuUYfHtypeHchitinaseTHandHitsHglucanUbindingHdomainHbindsHtoHfungalHcellUwallVH2022TH

338 nnHobjectiveHcriterionHtoHevaluateHsequenceUsimilarityHnetworksHhelpsHinHdividingHtheHproteinHfamilyH
sequenceHspaceVH

337 —ynergicHactionHofHanHinsertedHcarbohydrateUbindingHmoduleHinHaHglycosideHhydrolaseHfamilyHbH
endoglucanaseVVH2022THdeTHc__Ucac 0

336 tlycogenHoranchingHrnzymeHwithHaHNovelHphainH ransferHzodeHqerivedHfromHspVH—trainHrtoHandHvtsH
“otentialHnpplicationsVVH2022TH 0

335 sunctionalHexplorationHofHtheHglycosideHhydrolaseHfamilyHtuYY_VVH2022THYdTHeXZcdbXf 1

334
WholeHtenomeH—equenceHnnalysisHofHaHNovelHnpilactobacillusH—peciesHfromHtiantHuoneybeeHPnpisH
dorsataQHtutH–evealsHOccurrenceHofHteneticHrlementsHpodingH“rebioticHandH“robioticH raitsVH2022TH
YXTHfXa

0

333 UsingHzolecularH oolsHtoHUnderstandHzicrobialHparbonatesVH2022THYZTHYeb 0
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332  heHstructureHofH“hocaeicolaHvulgatusHsialicHacidHacetylesteraseVVH2022THdeTHcadUcbd 0

331 sunctionalHcharacterizationHandHvacuoleHlocalizationHofHfructanHexohydrolaseHderivedHfromHonionH
PnlliumHcepaQVVH2022TH 1

330 uypertransglycosylatingHáariantsHofHtheHtuZXH˛†UNUncetylhexosaminidaseHforHtheH—ynthesisHofH
phitooligomersVH 0

329 nnHapproachHforHevaluatingHtheHeffectsHofHdietaryHfiberHpolysaccharidesHonHtheHhumanHgutH
microbiomeHandHplasmaHproteomeVVH2022THYYfTHeZYZ_aYYYYf 0

328 pomparativeHtenomicsHUnveilsHtheHuabitatHndaptationHandHzetabolicH“rofilesHofHinHanHnrtificialH
rcosystemHforHyiquorH“roductionVVH2022THeXXZfdZZ 1

327 teneHfamilyHexpansionHandHfunctionalHdiversificationHofHchitinaseHandHchitinHsynthaseHgenesHinH
ntlanticHsalmonHP—almoHsalarQVH 0

326 –ecombinantHsnailHsialicHacidHaldolaseHisHpromiscuousHtowardsHaliphaticHaldehydesVVH2022TH 0

325 nHnovelHlowHtemperatureHactiveHmaltooligosaccharidesUformingHamylaseHfromHoacillusHkoreensisH
uyYZHasHbiocatalystHforHmaltooligosaccharideHproductionVH2022THYZTH 2

324 phangesHinHtheHzetagenomeUrncodedHpnγymesHofHtheH–umenHzicrobiomeHnreHyinkedHtoH
seedUvnducedH–eductionsHinHzethaneHrmissionHsromHuolsteinHpowsVH2022THY_TH

323  heH—earchHforHprypticHyU–hamnosyltransferasesHonHtheH—porothrixHschenckiiHtenomeVH2022THeTHbZf 0

322 —tructuralHmechanismHofHaHdualUfunctionalHenzymeHqgpnWoWpHasHbothHaHpUglycosideHcleavingHenzymeH
andHanHOUHtoHpUglycosideHisomeraseVH2022TH 0

321 “rebioticsHandHtheHuumanHtutHzicrobiotagHsromHoreakdownHzechanismsHtoHtheHvmpactHonH
zetabolicHuealthVH2022THYaTHZXfc 4

320 prystalH—tructuresHofHnrabidopsisHthalianaHtq“UqUzannoseH“yrophosphorylaseHáv nzvNHpH
qrsrp várHYVH2022THY_TH 0

319
sunctionalHgeneHanalysisHandHcultivationHexperimentsHpredictHtheHdegradationHofHdiverseH
extracellularHpolysaccharidesHbyHubiquitousHtaxaHinHpustularHmicrobialHmatsHfromH—harkHoayTH
WesternHnustraliaVH

318 tenomeHseaturesHandHnnti—zn—uHnnalysisHofHanHrndophyticH—trainHsusariumHspVH–YVH2022THYZTHbZY 1

317 αyloglucanHoiosynthesisgHsromHtenesHtoH“roteinsHandH heirHsunctionsVH2022THY_TH 3

316 teneticHqeterminantsHofHαylanHUtilizationHinHuumisphaeraHborealisHzYeX_ THaH“lanctomyceteHofHtheH
plassH“hycisphaeraeVH2022THfYTHZafUZbe

315 zetagenomicHandHzetabolomicHvnsightsHvntoHtheHzechanismHUnderlyingHtheHqisparityHinHzilkHβieldH
ofHuolsteinHpowsVHY_TH 0
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314  heHgastricHmucosaHofHntlanticHsalmonHP—almoHsalarQHisHabundantHinHhighlyHactiveHchitinasesVH

313 “reUassembledHpasfHribonucleoproteinUmediatedHgeneHdeletionHidentifiesHtheHcarbonHcataboliteH
repressorHandHitsHtargetHgenesHinHpoprinopsisHcinereaVH

312 nnHinsightHintoHcellulolyticHcapacityHofHtheH richodermaHharzianumH“af“YYHrevealedHbyHomicsH
approachesVH

311  ranscriptionalHoasisHforHuaustoriumHsormationHandHuostHrstablishmentHinHuemiparasiticH
“sittacanthusHschiedeanusHzistletoesVHY_TH

310 tenomeHnnalysisHofHaHNovelH“olysaccharideUqegradingHoacteriumH“aenibacillusHalgicolaHandH
qeterminationHofHnlginateHyyasesVH2022THZXTH_ee 0

309 —ystemsHbiologyUguidedHunderstandingHofHwhiteUrotHfungiHforHbiotechnologicalHapplicationsgHaH
reviewVH2022THYXacaX 3

308 nH—ingleHuydrogenHoondHpontrolsHtheH—electivityHofH ransglycosylationHvsHuydrolysisHinHsamilyHY_H
tlycosideHuydrolasesVH2022THY_THbcZcUbc_Z 0

307 —tructuralHbasisHforHproteolyticHprocessingHofHnspergillusHsojaeH˛–UglucosidaseHyHwithHstrongH
transglucosylationHactivityVH2022THZYaTHYXdeda 0

306 nrtificialHintelligenceHinHtheHanalysisHofHglycosylationHdataVH2022THcXTHYXeXXe 0

305 pharacterizationHofHaHrutinUhydrolyzingHenzymeHwithH˛†UglucosidaseHactivityHfromHtartaryHbuckwheatH
PsagopyrumHtartaricumQHseedsVHaZTH 0

304  heHstructureHofHrα y_HhelpsHtoHexplainHtheHdifferentHrolesHofHbiUdomainHexostosinsHinHheparanH
sulfateHsynthesisVH2022THY_TH 2

303 uumanHgutHmetagenomesHencodeHdiverseHtuYbcHsialidasesVH

302 quplicationHofHuorizontallyHncquiredHtub_ZHrnzymesH“layedHaHpentralH–oleHinHtheHrvolutionHofH
yonghornedHoeetlesVH2022TH_fTH 0

301 tlycosylationHofHrpigallocatechinHtallateHbyHrngineeredHtlycosideHuydrolasesHfromH alaromycesH
amestolkiaegH“otentialHnntiproliferativeHandHNeuroprotectiveHrffectHofH heseHzoleculesVH2022THYYTHY_Zb 0

300 pomparativeHinvestigationHofHbacterialHthermoalkaliphilicHtuYYHxylanasesHatHmolecularHphylogenyTH
sequenceHandHstructureHlevelVH 1

299 —tarchUoindingHqomainHzodulatesHtheH—pecificityHofHzaltopentaoseH“roductionHatHzoderateH
 emperaturesVH 1

298 trowingHzaizeH–ootgHyectinsHvnvolvedHinHponsecutiveH—tagesHofHpellHqevelopmentVH2022THYYTHYdff

297 ploningTHexpressionHandHcharacterizationHofHaHglycosideHhydrolaseHfamilyHbYH˛–UlUarabinofuranosidaseH
fromH hermoanaerobacteriumHthermosaccharolyticumHq—zHbdYVH2022THYZTH 0
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296 oiochemicalHandHzolecularHpharacteristicsHofHaHNovelHuyaluronicHncidHyyaseHfromHpitrobacterH
freundiiVH2022THYYTHYfef

295 vnsightsHintoHtheHxylanHdegradationHsystemHofHpellulomonasHspVHocgHbiochemicalHcharacterizationHofH
rpsαynYXnHandHrpsnbfcZnVH

294 ndjacentHdoubleHbranchesHexistHinHtheHbranchingHstructureHofHstarchVH2022THbYfTHYXecZe

293 —tructureHandHsunctionHofH“lantHphitinUbindingHyectinsHandH omatoHyectinVH2022TH_aTHrdbUreX

292 zetagenomicsgHnnHnpproachHforHUnravelingHtheHpommunityH—tructureHandHsunctionalH“otentialHofH
nctivatedH—ludgeHofHaHpommonHrffluentH reatmentH“lantVHY_TH

291 tenomeHanalysisHandHpnγyHrepertoireHofHaHnovelHfungusHnspergillusHsydowiiHpcdHwithH
lignocellulolyticHabilityHisolatedHfromHcamelHrumenVH2022TH

290 vsolationTHgenomicHcharacterizationTHandHmushroomHgrowthUpromotingHeffectHofHtheHfirstH
fungusUderivedH–hizobiumVHY_TH 1

289 ouildingHartificialHplantHcellHwallHonHlipidHbilayerHbyHassemblingHpolysaccharidesHandHengineeredH
proteinsVH 0

288  heHcrystalHstructureHofHpbpqHclarifiesHsubstrateUspecificityHmotifsHinHchitinUactiveHlyticH
polysaccharideHmonooxygenasesVH2022THdeTH 0

287 —tructureHandHsunctionHofH“lantHphitinUbindingHyectinsHandH omatoHyectinVH2022TH_aTHwdbUweX

286 pompleteHgenomeHsequencingHandHinvestigationHonHtheHfiberUdegradingHpotentialHofHoacillusH
amyloliquefaciensHstrainH yYXcHfromHtheHtibetanHpigVH2022THZZTH 0

285 nHsunctionalHparbohydrateHqegradingHrnzymeH“otentiallyHncquiredHbyHuorizontalHteneH ransferHinH
theHtenomeHofHtheH—oilHvnvertebrateHsolsomiaHcandidaVH2022THY_THYaXZ

284 vntrinsicHdietaryHfibersHandHtheHgutHmicrobiomegH–ediscoveringHtheHbenefitsHofHtheHplantHcellHmatrixH
forHhumanHhealthVHY_TH 2

283 tlycoinformaticsHinHtheHnrtificialHvntelligenceHrraVH 0

282 pontributionHofH agnUyikeHtlycosyltransferasesHtoHtheHnssemblyHofHtheH—econdaryHpellHWallH
“olysaccharideHinHoacillusHanthracisVH

281 ppoldUassistedHexpressionHofHaHthermostableHxylanaseHfromHoacillusHamyloliquefaciensgHcloningTH
expressionHandHcharacterizationVH2022THYZTH

280 rvidencingHNewH–olesHforHtheHtlycosylU ransferaseHppsYHinHtheH“hytopathogenicHsungusHootrytisH
cinereaVH2022THeTHeff 0

279 rffectsHofHinterspeciesHinteractionsHonHmarineHcommunityHecosystemHfunctionVH
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278 tlobalHpatternsHofHdiversityHandHmetabolismHofHmicrobialHcommunitiesHinHdeepUseaHhydrothermalH
ventHdepositsVH 0

277 vnflammatoryHbowelHdiseaseUassociatedHgutHcommensalsHdegradeHcomponentsHofHtheHextracellularH
matrixVH

276 tlobalHpatternsHofHdiversityHandHmetabolismHofHmicrobialHcommunitiesHinHdeepUseaHhydrothermalH
ventHdepositsVH

275  heHlandscapeHinHtheHgutHmicrobiomeHofHlongUlivedHfamiliesHrevealsHnewHinsightsHonHlongevityHandH
agingHâ��HrelevantHneuralHandHimmuneHfunctionVH2022THYaTH 1

274 vdentificationTHmolecularHandHbiochemicalHcharacterizationHofHaHnovelHthermoactiveHandH
thermostableHglucoamylaseHfromH hermoanaerobacterHethanolicusVH

273 vnteractionHbetweenH“lasmaHzetabolomicsHandHvntestinalHzicrobiomeHinHdbWdbHzouseTHanHnnimalH
zodelHforH—tudyHofH ypeHZHqiabetesHandHqiabeticHxidneyHqiseaseVH2022THYZTHddb 0

272
sunctionalHcharacterizationHofHaHnovelHtufaHglycosideHphosphorylaseTH_UOU˛†UdUglucopyranosylH
˛†UdUglucuronideHphosphorylaseTHandHimplicationHofHtheHmetabolicHpathwayHofHacidicHcarbohydratesH
inH“aenibacillusHborealisVH2022THcZbTHcXUcb

271 zodularlyHdesignedHproteinHfragmentsHcombineHintoHthousandsHofHactiveHandHstructurallyHdiverseH
enzymesVH 1

270 nHpreviouslyHuncharacterizedHOUglycopeptidaseHfromHnkkermansiaHmuciniphilaHrequiresHtheH
 nUantigenHforHcleavageHofHtheHpeptideHbondVH2022THZfeTHYXZa_f 0

269 —exUbiasedHproteomicHresponseHtoHtomatoHspottedHwiltHvirusHinfectionHofHtheHsalivaryHglandsHofH
srankliniellaHoccidentalisTHtheHwesternHflowerHthripsVH2022THYafTHYX_ea_ 0

268 pharacterizationHofHaHbifunctionalHandHendolyticHalginateHlyaseHfromHzicrobulbiferHspVHnyWYHandHitsH
applicationHinHalginateHoligosaccharidesHproductionHfromHyaminariaHjaponicaVH2022THZXXTHYXcYdY 0

267 –ecentHadvancesHinHmetagenomicHanalysisHofHdifferentHecologicalHnichesHforHenhancedH
biodegradationHofHrecalcitrantHlignocellulosicHbiomassVH2022THZYbTHYYa_cf 0

266 ouildingHmutationalHbridgesHbetweenHcarbohydrateUactiveHenzymesVH2022THdeTHYXZeXa 0

265 —tructuresHandHfunctionsHofHalgalHglycansHshapeHtheirHcapacityHtoHsequesterHcarbonHinHtheHoceanVH
2022THdYTHYXZZXa 0

264 —tandardHpandlesHforHqatingHzicrobialHyineagesVH2022THaYUda 0

263 nHsimpleHandHdirectHionicHchromatographyHmethodHtoHmonitorHgalactoseHoxidaseHactivityVH2022THYZTHZcXaZUZcXbX0

262 phargeHneutralizationHandH˛†UeliminationHcleavageHmechanismHofHfamilyHaZH
yUrhamnoseU˛–UYTaUqUglucuronateHlyaseHrevealedHusingHneutronHcrystallographyVH 0

261 plostridioidesHdifficileH cdoH oxinHtlucosylatesH–hoHt “aseHbyHanH—NiHzechanismHandHvonH“airH
 ransitionH—tateVH2022THYdTHZbXdUZbYe 0
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260  heH–oleHofH woHyinearH˛†UtlucansHnctivatedHbyHcUdiUtz“HinH–hizobiumHetliHpsNaZVH2022THYYTHY_ca 0

259 pharacterizationHofHaHnovelHnn__YHxylooligosaccharideHdehydrogenaseHfromH hermothelomycesH
myriococcoidesHpo—H_feVf_VH 0

258 zetatranscriptomicHholobiontHanalysisHofHcarbohydrateUactiveHenzymesHinHtheHmillipedeH
 elodeinopusHaoutiiHPqiplopodaTH—pirostreptidaQVHYXTH 0

257 zrprgHaHmethodHforHenhancingHtheHcatalyticHefficiencyHofHglycosideHhydrolaseHbasedHonHdeepHneuralH
networksHandHmolecularHevolutionVH 0

256 rnzymaticHdepolymerizationHofHalginateHbyHtwoHnovelHthermostableHalginateHlyasesHfromH
–hodothermusHmarinusVHY_TH 0

255 qraftHtenomeH—equenceHofH“ediococcusHpentosaceusH—trainH““YcppTHvsolatedHfromHOysterH
prassostreaHcorteziensisVH 0

254 nssessmentHofHtheHsafetyHandHprobioticHpropertiesHofH–oseburiaHintestinalisgHnHpotentialHâ��NextH
tenerationH“robioticâ��VHY_TH 1

253  heHmaizeHpathogenHUstilagoHmaydisHsecretesHglycosideHhydrolasesHandHcarbohydrateHoxidasesH
directedHtowardsHcomponentsHofHtheHfungalHcellHwallVH 0

252 tenomicHpomparativeHnnalysisHofHpordycepsHpseudotenuipesHwithHOtherH—peciesHfromHpordycepsVH
2022THYZTHeaa 0

251 UnveilingHtheH—ecretomeHofHtheHsungalH“lantH“athogenHNeofusicoccumHparvumHvnducedHbyHvnHáitroH
uostHzimicryVH2022THeTHfdY 1

250 pharacterizationHofHaHnovelHthermophilicHbetaUglucosidaseHfromH hermotogaHspVHandHitsHapplicationH
inHtheHtransformationHofHnotoginsenosideH–YVH2022THYZTH 0

249 rngineeringHpaldicellulosiruptorHbesciiHwithH—urfaceHyayerHuomologyHqomainUyinkedHtlycosideH
uydrolasesHvmprovesH“lantHoiomassH—olubilizationVH 0

248 pomparativeHgenomicsHofH–othiaHspeciesHrevealsHdiversityHinHnovelHbiosyntheticHgeneHclustersHandH
ecologicalHadaptationHtoHdifferentHeukaryoticHhostsHandHhostHnichesVH2022THeTH 0

247 nHWildH–iceH–hizobacteriumHourkholderiaHcepaciaHo–qwHrnhancesHNitrogenHUseHrfficiencyHinH–iceVH
2022THZ_THYXdcf 0

246  heHnphelenchoidesHgenomesHrevealHmajorHeventsHofHhorizontalHgeneHtransfersHinHcladeHváH
nematodesVH 0

245 áalorizationHofHoiomassesHfromHrnergyHpropsHforHtheHqiscoveryHofHNovelH hermophilicHtlycosideH
uydrolasesHthroughHzetagenomicHnnalysisVH2022THZ_THYXbXb 0

244 —tructuralHelucidationHofHtheHOUantigenHpolysaccharideHfromHrscherichiaHcoliHOYZbacHandH
biosyntheticHaspectsHthereofVH 0

243 nHholobiontHapproachHtowardsHpolysaccharideHdegradationHbyHtheHhighlyHcompartmentalisedHgutH
systemHofHtheHsoilUfeedingHhigherHtermiteHyabiotermesHlabralisVH 0
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242 qietaryHvsoflavonesHnlterHtutHzicrobiotaHandHyipopolysaccharideHoiosynthesisHtoH–educeH
vnflammationVH2022THYaTH 0

241  heH—tructureHofH—tableHpellulolyticHponsortiaHvsolatedHfromHNaturalHyignocellulosicH—ubstratesVH
2022THZ_THYXddf 1

240  heHlongUawaitedHstructureHofHhumanHfucosidaseHsucnYHopensHnovelHavenuesHforHtheHtreatmentHofH
fucosidosisVH2022TH_XTHY_cfUY_dY 0

239 nHpathwayHforHchitinHoxidationHinHmarineHbacteriaVH2022THY_TH 1

238 ouildingHanHnrtificialH“lantHpellHWallHonHaHyipidHoilayerHbyHnssemblingH“olysaccharidesHandH
rngineeredH“roteinsVH 0

237 ncceptorHdependentHcatalyticHpropertiesHofHtubdHaU˛–UglucanotransferaseHfromH“yrococcusHspVH
— XaVHY_TH 0

236 rxploringHtheHbiodiversityHofHoifidobacteriumHasteroidesHamongHhoneyHbeeHmicrobiomesVH 0

235 rnzymaticHpleavageHofHqiferuloylHprossUyinksHinHpornHoranHnrabinoxylanHbyH woHoacterialHseruloylH
rsterasesVH 1

234  heH—tructureHandHsunctionHofHtheH—argassumHfusiformeHzicrobiomeHunderHqifferentHponditionsVH
2022THYXTHYaXY 0

233 qiversityHandHbiogeochemicalHrolesHofHqNnHvirusesHinHnntarcticHseaHiceVH 0

232 tenomeUwideHcharacterizationHandHexpressionHanalysisHofH˛–UamylaseHand´ ˛†UamylaseHgenesH
underlyingHdroughtHtoleranceHinHcassavaVH 0

231 oeneficialHbacterialUnuriculariaHcorneaHinteractionsHfosteringHgrowthHenhancementHidentifiedHfromH
microbiotaHpresentHinHspentHmushroomHsubstrateVHY_TH 0

230 rlucidationHofHtheHOUantigenHstructureHofHrscherichiaHcoliHOf_HandHcharacterizationHofHitsH
biosyntheticHgenesVH 0

229 rnzymaticHpotatoHstarchHmodificationHandHstructureUfunctionHanalysisHofHsixHdiverseHtuddH
aUalphaUglucanotransferasesVH2022TH 2

228 nHfungalHlyticHpolysaccharideHmonooxygenaseHisHrequiredHforHcellHwallHintegrityTHthermotoleranceTH
andHvirulenceHofHtheHfungalHhumanHpathogenpryptococcusHneoformansVH 0

227
paecalHmicrobialHcommunitiesTHfunctionalHdiversityTHandHmetabolicHpathwaysHinH–ossH_XeHbroilerH
chickensHfedHwithHdietsHcontainingHdifferentHlevelsHofHzaramaHP ylosemaHesculentumQHbeanHmealVH
Y_TH

0

226 zicrobialHdiversityHandHbiogeochemicalHcyclingHpotentialHinHdeepUseaHsedimentsHassociatedHwithH
seamountTHtrenchTHandHcoldHseepHecosystemsVHY_TH 0

225 qraftHgenomeHofHtheHbluefinHtunaHbloodHflukeTHpardicolaHforsteriVH2022THYdTHeXZdcZed 0
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224 ˛†UYTZUtlucansHandHassociatedHenzymesVH 0

223  hreeHnovelHmarineHspeciesHofHtheHgenusHsulvivirgaTHrichHsourcesHofHcarbohydrateUactiveHenzymesH
degradingHpolysaccharidesVH 0

222 —tructureTHsunctionHandHzechanismHofHNUtlycanH“rocessingHrnzymesgHendoHU˛–UYTZUzannanaseHandH
endoHU˛–UYTZUzannosidaseVH 0

221 NextHtenerationH—equencingHandHpomparativeHtenomicHnnalysisH–evealHrxtremeH“lasticityHofH woH
ourkholderiaHglumaeH—trainsHuNYHandHuNZVH2022THYYTHYZcb 0

220 vdentificationTHpharacterizationTHandHrxpressionHofHaH˛†UtalactosidaseHfromHnrionH—peciesHPzolluscaQVH
2022THYZTHYbde 0

219 —creeningHzetagenomesHforHnlgaeHpellHWallHparbohydratesHqegradingHuydrolasesHinHrnrichmentH
pulturesVH2023THYZbUY_d 0

218
OptimizedHstrategyHvalorizingHunautoclavedHcottonseedHhullHasHruminantHalternativeHfeedsHviaH
solidUstateHfermentationgHqetoxifyingHpolyphenolsTHrestrainingHhazardousHmicrofloraHandH
antibioticUresistanceHgeneHhostsVH2022THYXZf_d

1

217 tlycosideHhydrolaseHsubfamilyHtub_bdHfeaturesHaHhighlyHredesignedHcatalyticHinterfaceHtoHprocessH
complexHheteroU˛†UmannansVH2022THdeTHY_beUY_dZ 0

216 —ystematicHnnalysisHofHt YHsamilyHtenesHandH heirH–egulationHinHnnthocyaninHzetabolismHinH–edH
zapleVH 0

215
 heHáenturiaHinaequalisHeffectorHrepertoireHisHdominatedHbyHexpandedHfamiliesHwithHpredictedH
structuralHsimilarityTHbutHunrelatedHsequenceTHtoHavirulenceHproteinsHfromHotherHplantUpathogenicH
fungiVH2022THZXTH

0

214 —ulfntlasTHtheHsulfataseHdatabasegHstateHofHtheHartHandHnewHdevelopmentsVH 1

213 nmyw__THaHtruncatedHamylaseHwithHimprovedHcatalyticHpropertiesVH 0

212 —tarchHandHpelluloseHqegradationHinHtheH–umenHandHnpplicationsHofHzetagenomicsHonH–uminalH
zicroorganismsVH2022THYZTH_XZX 0

211 “recisionHNutritionHfromHtheHáiewHofHtheHtutHzicrobiomeVH2022THcdUfc 0

210 ndvancesHinHgreenHbioproductionHofHmarineHandHglycosaminoglycanHoligosaccharidesVH2023TH_XXTHYZXZba 0

209 pharacterizationHofHaHtlycolipidH—ynthaseH“roducingH˛–UtalactosylceramideHinHoacteroidesHfragilisVH
2022THZ_THY_fdb 0

208 –edHoloodHpellsHOligosaccharidesHasH argetsHforH“lasmodiumHvnvasionVH2022THYZTHYccf 0

207 nsynchronousHresponsesHofHmicrobialHpnγymesHgenesHandHtheHnetHpOZHexchangeHinHalpineHpeatlandH
followingHbHyearsHofHcontinuousHextremeHdroughtHeventsVH2022THZTH 0
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206 ouildingHaHpellHuouseHfromHpellulosegH heHpaseHofHtheH—oilHncidobacteriumHncidisarcinaHpolymorphaH
—opeZ VH2022THYXTHZZb_ 0

205 pharacterisationHofHmarineHbacteriumHzicrobulbiferHspVHnyWYHwithHyaminariaHjaponicaHdegradationH
capabilityVH2022THYZTH 0

204 “olymerizationHofHtheHbackboneHofHtheHpecticHpolysaccharideHrhamnogalacturonanHvVH2022THeTHYZefUY_X_ 1

203  heHzaizeH“athogenHUstilagoHmaydisH—ecretesHtlycosideHuydrolasesHandHparbohydrateHOxidasesH
qirectedHtowardHpomponentsHofHtheHsungalHpellHWallVH 0

202 “reassembledHpasfH–ibonucleoproteinUzediatedHteneHqeletionHvdentifiesHtheHparbonHpataboliteH
–epressorHandHvtsH argetHtenesHinHpoprinopsisHcinereaVH 1

201 uumanHtutHzetagenomesHrncodeHqiverseHtuYbcH—ialidasesVH 1

200 uungatellaHhathewayiTHanHrfficientHtlycosaminoglycanUqegradingHsirmicutesHfromHuumanHtutHandH
vtsHphondroitinHnopHrxolyaseHwithHuighHnctivityHandHoroadH—ubstrateH—pecificityVH 0

199 NucleotideHbindingHasHanHallostericHregulatoryHmechanismHforHnkkermansiaHmuciniphilaH
˛†UNUacetylhexosaminidaseHnmZY_cVH2022THYaTH 0

198 pharacterizationHofHaHxylanaseHbelongingHtoHtheHglycosideHhydrolaseHfamilyHbHsubfamilyH_bHfromH
“aenibacillusHspVHuZpVH 0

197  heH“owerHofHoiocatalystsHforHuighlyH—electiveHandHrfficientH“hosphorylationH–eactionsVH2022THYZTHYa_c 0

196 sunctionalHgenomicsHofHtheHlacticHacidHbacteriumHyimosilactobacillusHfermentumHynoUYgHmetabolicTH
probioticHandHbiotechnologicalHperspectivesVH2022THeTHeYYaYZ 2

195  heHzedicagoHtruncatulaHhydrolaseHztpuv bbHdegradesHNodHfactorsHofH—inorhizobiumHmelilotiHandH
cooperatesHwithHztNsuYHtoHregulateHtheHnoduleHsymbiosisVHY_TH 0

194  woH—ubgroupsHwithinHtheHtua___cH˛–UlUnrabinofuranosidaseH—ubfamilyHuydrolyzeHnrabinosylHfromH
ritherHzonoUorHqisubstitutedHαylosylHUnitsHinHWheatHnrabinoxylanVH2022THZ_THY_dfX 0

193 vtOsHtimeHtoHgoHglycoHinHcellHwallHbioengineeringVH2022THYXZ_Y_ 0

192 —elfishHuptakeHversusHextracellularHarabinoxylanHdegradationHinHtheHprimaryHdegraderH
–uminiclostridiumHcellulolyticumTHaHnewHstringHtoHitsHbowVH2022THYbTH 1

191 eggNOtHcVXgHenablingHcomparativeHgenomicsHacrossHYZ´ b_bHorganismsVH 0

190 —ynergyHofHtheH woHnlginateHyyaseHqomainsHofHaHNovelHnlginateHyyaseHfromHáibrioHspVHNpZHinH
nlginateHqegradationVH 0

189  heH–uminococcusHbromiiHamylosomeHproteinH—ascHbindsHsingleHandHdoubleHhelicalH˛–UglucanH
structuresHinHstarchVVH 0
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188 wointHαUrayWneutronHstructureHofHyentinusHsimilisHnnf_nHatHroomHtemperatureVH2023THdfTHYUd 0

187 αylanasesHfromHthermophilicHarchaeagHnHhiddenHtreasureVH2023THbTHYXXYYc 0

186  heHchangesHofHchemicalHmolecularHcomponentsHinHsoilHorganicHmatterHareHassociatedHwithHfungusH
zortierellaHcapitataHxVVH2023THZZdTHYXbbfe 0

185 –eactiveHoxygenHspeciesHP–O—QHinHmycorrhizalHfungiHandHsymbioticHinteractionsHwithHplantsVH2022TH 0

184 zodularityHofHpellulasesTHαylanasesTHandHOtherHtlycosylHuydrolasesH–elevantHforHoiomassH
qegradationVH2022THYU_b 0

183 pelluloseUdegradingHenzymesgHkeyHplayersHinHbiorefineryHdevelopmentVH 0

182 —ystematicHnnalysisHofHt YHsamilyHtenesHandH heirH–egulationHinHnnthocyaninHzetabolismHinH–edH
zapleVH 0

181 pomparativeHgenomicsHandHgenomicHdiversityHofH“seudomonasHsyringaeHclade´ ZbUaHinHnustraliaVH
2022THZZTH 0

180  heHfirstHhostUassociatedHanaerobicHisolateHof“sychrilyobacterprovidesHinsightsHintoHitsHpotentialH
rolesHinHtheHabaloneHgutVH 0

179  heHconservedHdomainHdatabaseHinHZXZ_VH 1

178 —oilHmicrobiotaHpromotesHearlyHdevelopmentalHstagesHofH“helipancheHramosaHyVH“omelHduringHplantH
parasitismHonHorassicaHnapusHyVVH 0

177 tapUfreeHnuclearHandHmitochondrialHgenomesHofHsusariumHverticillioidesHstrainHuNZVH 0

176 qiscoveryHofH˛–UlUtlucosidaseH–aisesHtheH“ossibilityHofH˛–UlUtlucosidesHinHNatureVH2022THdTHadaYYUadaZ_ 1

175 “revotellagHnHxeyH“layerHinH–uminalHzetabolismVH2023THYYTHY 1

174 WorldwideHtlycoscienceHvnformaticsHvnfrastructuregH heHtly—paceHnllianceVH 0

173 OnHtheHimpactHofHcarbohydrateUbindingHmodulesHPpozsQHinHlyticHpolysaccharideHmonooxygenasesH
Py“zOsQVH 1

172 vnsightHintoHpnγymesHofHnlicyclobacillusHmaliHsyYegHpharacterizationHofHaHNewHzultifunctionalHtufH
rnzymeVH2023THZaTHZa_ 0

171 pharacterizationHofHaHnovelHnn__YHxylooligosaccharideHdehydrogenaseHfromH hermothelomycesH
myriococcoidesHpo—H_feVf_VH2022THYbTH 0
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170 vnflammatoryHoowelHqiseaseUnssociatedHtutHpommensalsHqegradeHpomponentsHofHtheH
rxtracellularHzatrixVH2022THY_TH 0

169 pharacterizationHandH—patialHzappingHofHtheHuumanHtutHzetasecretomeVH2022THdTH 0

168 zechanisticHinsightHintoHtheHsynthesisHofHfucooligosaccharidesHbyH˛–UyUfucosidaseHfromH hermotogaH
maritimaHbelongingHtoHtheHtuZfHfamilygHinHsilicoHstudyVH 0

167 cazy_webscrapergHlocalHcompilationHandHinterrogationHofHcomprehensiveHpnγymeHdatasetsVH 0

166 popperHradicalHoxidasesgHgalactoseHoxidaseTHglyoxalHoxidaseTHandHbeyondIVH 1

165 —ubfunctionalizationHofHaHmonolignolHtoHaHphytoalexinHglucosyltransferaseHisHaccompaniedHbyH
substrateHinhibitionVH2022THYXXbXc 0

164 “otentHqeHNovoHzacrocyclicH“eptidesHthatHvnhibitHOUtlcNncH ransferaseH hroughHanHnllostericH
zechanismVH 0

163 “otentHqeHNovoHzacrocyclicH“eptidesHthatHvnhibitHOUtlcNncH ransferaseH hroughHanHnllostericH
zechanismVH 0

162 —tructuralHbasisHforHmatriglycanHsynthesisHbyHtheHyn–trYHdualHglycosyltransferaseVH2022THYdTHeXZdedY_ 0

161 nctinomycesHruminisHspVHnovVTHanHobligatelyHanaerobicHbacteriumHisolatedHfromHtheHrumenHofHcattleVH
2023THZXbTH 0

160 tlobalHpatternsHofHdiversityHandHmetabolismHofHmicrobialHcommunitiesHinHdeepUseaHhydrothermalH
ventHdepositsVH2022THYXTH 0

159 prystalHstructureHofHtheHferuloylHesteraseHfromHyentilactobacillusHbuchneriHrevealsHaHnovelH
homodimericHstateVHY_TH 0

158 –oleHofHcarbohydrateUactiveHenzymesHinHmycorrhizalHsymbiosesVH 1

157  heHsirstHtenomeH—equenceH–esourceHofH illetiaHsetariaeTHtheHpausalHngentHofHsoxtailHzilletH
—tinkingH—mutHqiseaseVH 0

156 rvolutionHandHphylogeneticHdistributionHofendoU˛–UmannosidaseVH 0

155 tutHmicrobiotaHcontributesHtoHlignocelluloseHdeconstructionHandHnitrogenHfixationHofHtheHlarvaHofH
nprionaHswainsoniVHY_TH 0

154 vdentificationHandHpharacterizationHofHqextranH˛–UYTZUqebranchingHrnzymeHfromH
NlthiNgthzicrobacteriumHdextranolyticumNlthWiNgthVH2022TH 1

153 qeHnovoassemblyHandHannotationHofHtheH“atagonianHtoothfishHPqissostichusHeleginoidesQHgenomeVH 0
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152 nHpombinedH—tudyHonHOptimizationTHvnH—ilicoHzodelingTHandHteneticHzodificationHofHyargeH—caleH
zicrobialHpellulaseH“roductionVH2022THZXZZTHYUYa 0

151 rnzymaticHpreparationHandHpotentialHapplicationsHofHagarHoligosaccharidesgHaHreviewVHYUYd 0

150 nHNovelH—ubfamilyHtuY__acHofHtheH˛–UnmylaseHsamilyHtuY_H–epresentedHbyHtheH
pyclomaltodextrinaseHfromHslavobacteriumHspVHNoVHfZVH2022THZdTHed_b 1

149 pelluloseHsynthesisHinHlandHplantsVH2022TH 0

148 rstimateHofHtheHdegradationHpotentialsHofHcelluloseTHxylanTHandHchitinHacrossHglobalHprokaryoticH
communitiesVH 0

147 WholeHgenomeHsequenceHcharacterizationHofHnspergillusHterreusHn ppHZXbaYHandHgenomeH
comparisonHofHtheHfungiHnVHterreusVH2023THY_TH 0

146 ˛†UYTaUαylanHbackboneHsynthesisHinHhigherHplantsgHuowHcomplexHcanHitHbelVHY_TH 0

145 pontinuousHphotometricHactivityHassaysHforHlyticHpolysaccharideHmonooxygenaseâ��priticalH
assessmentHandHpracticalHconsiderationsVH2022TH 0

144 NewestHperspectivesHofHglycopeptideHantibioticsgHbiosyntheticHcascadesTHnovelHderivativesTHandHnewH
appealingHantimicrobialHapplicationsVH2023TH_fTH 1

143 UnderstandingHtheHmicrobialHfibreHdegradingHcommunitiesHNamphHprocessesHinHtheHequineHgutVH2023
THbTH 0

142 rxtracellularHenzymesHsecretedHinHtheHmycelialHblockHofHyentinulaHedodesHduringHhyphalHgrowthVH 0

141 pombinatorialHassemblyHandHdesignHofHenzymesVH2023TH_dfTHYfbUZXY 2

140 zolecularHinsightHintoHcelluloseHdegradationHbyHtheHphototrophicHgreenHalgaH—cenedesmusVH 0

139  heHnphelenchoidesHgenomesHrevealHsubstantialHhorizontalHgeneHtransfersHinHtheHlastHcommonH
ancestorHofHfreeUlivingHandHmajorHplantHparasiticHnematodesVH 0

138 “enicilliumHchrysogenumHasHaHfungalHfactoryHforHferuloylHesterasesVH2023THYXdTHcfYUdYd 1

137 pharacterizationHofHanHendoUYT_UfucanaseHfromHmarineHbacteriumHWenyingzhuangiaHaestuariigH heH
firstHmemberHofHaHnovelHglycosideHhydrolaseHfamilyHtuYdaVH2023THYZXbfY 0

136 —tructuralHbasisHforHheparanHsulfateHcoUpolymeraseHactionHbyHtheHrα Yâ��ZHcomplexVH 1

135 ncarboseHzayHsunctionHasHaHpompetitiveHrxclusionHngentHforHtheH“roducingHoacteriaVH 0
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134  ranscriptomicHandHproteomicHanalysesHprovideHinsightsHintoHhostHadaptationHofHaHbambooUfeedingH
aphidVHY_TH 0

133 “cal_XfdcTHaHpullulanaseHhomologueHfromH“yrobaculumHcalidifontisTHdisplaysHaHglycosideHhydrolaseH
activityHbutHnoHpullulanaseHactivityVH 0

132 tlucuronoylHesterasesHâ��HenzymesHtoHdecoupleHligninHandHcarbohydratesHandHenableHbetterH
utilizationHofHrenewableHplantHbiomassVH 1

131 ploningHandHsequenceHanalysisHofHaUOU˛–UdUisomaltooligosaccharylmaltooligosaccharideH
YTaU˛–UisomaltooligosaccharohydrolaseHfromH—arocladiumHkilienseHUabZXVH 0

130 nrchaeaHasHaHzodelH—ystemHforHzolecularHoiologyHandHoiotechnologyVH2023THY_THYYa 0

129 rnzymaticHdebranchingHisHaHkeyHdeterminantHofHtheHxylanUdegradingHactivityHofHfamilyHnnfHlyticH
polysaccharideHmonooxygenasesVH2023THYcTH 0

128 nnHalkalophilicHandHthermostableHpolygalacturonaseHP“taseQHfromH“seudomonasHspVHY_Ybf_afgH
purificationTHbiochemicalHcharacterizationHandHitsHefficacyHinHoliveHoilHextractionVH 0

127  heHsynergisticHsynbioticHpotentialHofHYUkestoseHandHoifidobacteriumHlongumHinHtheHmouseHgutVH
2023THYXYTHYXbaX_ 0

126 rxpandingHtheHviewpointgHyeveragingHsequenceHinformationHinHenzymologyVH2023THdZTHYXZZac 0

125
pomparisonHofHtheHsolidUstateHandHsubmergedHfermentationHderivedHsecretomesHofH
hyperUcellulolyticH“enicilliumHjanthinellumHNpvzHY_ccHrevealsHtheHchangesHresponsibleHforH
differencesHinHhydrolyticHperformanceVH2023TH_dYTHYZecXZ

0

124 nHpracticalHapproachHtoHproducingHtheHsingleUarmHlinearHdextrinTHaHchimericHglucosaccharideH
containingHanHP˛–UY´ Uk´ aQHlinkedHportionHatHtheHnonreducingHendHofHanHP˛–UY´ Uk´ cQHglucochainVH2023TH_XbTHYZXbZX 1

123 vnH—ilicoH“hylogenyTH—equenceHandH—tructureHnnalysesHofHsungalH hermoacidophilicHtuYYHαylanasesVH 0

122 zicrobialHyignocellulolyticHrnzymesHforHtheHrffectiveHáalorizationHofHyignocellulosicHoiomassgHnH
–eviewVH2023THY_THe_ 1

121 slavobacteriumHpotamiHspVHnovVTHaHmultiUmetalHresistanceHgenesHharbouringHbacteriumHisolatedHfromH
shallowHriverHsiltVH 0

120
qescriptionHandHtenomeHpharacterizationHofH hreeHNovelHsungalH—trainsHvsolatedHfromHzarsHZXZXH
zissionUnssociatedH—pacecraftHnssemblyHsacilityH—urfacesâ��–ecommendationsHforH woHNewHteneraH
andHOneH—peciesVH2023THfTH_Y

0

119 vdentificationHandHstructuralHanalysisHofHaHcarbohydrateHbindingHmoduleHspecificHtoHalginateTHaH
representativeHofHaHnewHfamilyTHpozxxKVH2022THYXZeba 0

118 oiochemicalHandHstructuralHcharacterisationHofHaHfamilyHtubHcellulaseHfromHendosymbiontHofH
shipwormH“VHmegotaraVH 0

117 pharacterisationHandHsubstrateHbindingHmodesHofHexopolygalacturonaseH“t”YHfromH—accharobesusH
litoralisVHYUd 0
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116 passavaHpullulanaseHandHitsHsynergisticHdebranchingHactionHwithHisoamylaseH_HinHstarchHcatabolismVH
YaTH 0

115 –oleHofHglycosyltransferasesHinHtheHbiosynthesisHofHantibioticsVH2023THZZfUZad 0

114 –ationalHengineeringHofHnnb_ZHcopperHradicalHoxidasesHtoHprobeHtheHmolecularHdeterminantsH
governingHtheirHsubstrateHselectivityVH 0

113  hermospiraHaquaticaHgenVHnovVTHspVHnovVTHaHnovelHthermophilicHspirocheteHisolatedHfromHaH unisianH
hotHspringTHandHdescriptionHofHtheHnovelHfamilyH hermospiraceaeVVH2023THd_TH 0

112 oiochemicalHandHstructuralHcharacterisationHofHaHfamilyHtubHcellulaseHfromHendosymbiontHofH
shipworm“VHmegotaraVH 0

111 tenomeUcenteredHmetagenomicsHilluminatesHadaptationsHofHcoreHmembersHtoHaHpartialH
Nitritationâ��nnammoxHbioreactorHunderHperiodicHmicroaerationVHYaTH 0

110 outyrateHqifferentiatesH“ermissivenessHtoHplostridioidesHdifficileHvnfectionHandHvnfluencesHtrowthH
ofHqiverseHpVHdifficileHvsolatesVH 1

109  heHvnH—ilicoHpharacterizationHofHzonocotyledonousH˛–UlUnrabinofuranosidasesHonHtheHrxampleHofH
zaizeVH2023THY_THZcc 0

108 –umenHandHsecalHzicrobiotaHpharacteristicsHofH”inchuanHpattleHwithHqivergentH–esidualHseedH
vntakeVH2023THYYTH_be 0

107 qifferentialHtranscriptomeHanalysisHofH—porocytophagaHspVHpαYYHandHidentificationHofHcandidateH
genesHinvolvedHinHlignocelluloseHdegradationVH2023THYXTH 0

106  heHhistidineHbracegHnatureOsHcopperHalternativeHtoHhaemlVH 0

105 pomputationalHdesignHandHstructureHdynamicsHanalysisHofHbifunctionalHchimeraHofHendoxylanaseH
fromHplostridiumHthermocellumHandHxylosidaseHfromHoacteroidesHovatusVH2023THY_TH 0

104 —ubstanceHbioconversionTHhydrolasesHactivityTHandHmetagenomicHanalysisHtoHunravelHtheHenhancedH
biomethanationHofHcornHstoverHwithHureaUhydrothermalHpretreatmentVH2023TH___THYYdacc 0

103 vmportanceHofHaccessoryHenzymesHinHhemicelluloseHdegradationVH2023THY_fUYdc 0

102 sructanHrnzymesHinHzicrobesHandH“lantsgH—tructureTHsunctionTHandH“roductHsormationVH2023THadUd_ 0

101 qifferencesHofHgutHmicrobiotaHandHbehavioralHsymptomsHbetweenHtwoHsubgroupsHofHautisticH
childrenHbasedHonH˛‡˛· HcellsUderivedHvsNU˛‡HyevelsgHnHpreliminaryHstudyVHYaTH 0

100 prystalHstructureHandHbiochemicalHanalysisHofHacetylesteraseHPygrstvQHfromHyactococcusHgarvieaeVH
2023THYeTHeXZeXfee 0

99 nH“ythiumHmyriotylumH—mallHpysteineU–ichH“roteinH riggersHvmmuneH–esponsesHinHqiverseH“lantH
uostsVH 0
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98 tenomeUwideHcharacterizationHandHexpressionHanalysisHofH˛–UamylaseHandH˛†UamylaseHgenesH
underlyingHdroughtHtoleranceHinHcassavaVH2023THZaTH 0

97 tutHbacterialHalginateHdegradingHenzymesVH 1

96 nHbroadUspectrumHfamilyHtuY_H˛–UglucosidaseHfromzarinovumspVTHaHmemberHofH
the–oseobactercladeVH 0

95 rmergingHstructuralHinsightsHintoHpUtypeHglycosyltransferasesVH2023THdfTHYXZbad 0

94
NatronogracilivirgaHsaccharolyticaHgenVHnovVTHspVHnovVHandHpyclonatronumHproteinivorumHgenVHnovVTH
spVHnovVTHhaloalkaliphilicHorganotrophicHbacteroidetesHfromHhypersalineHsodaHlakesHformingHaHnewH
familyHpyclonatronaceaeHfamVHnovVHinHtheHorderHoalneolalesVH2023THacTHYZcaX_

0

93 zetagenomicHanalysesHrevealHthatHmesophilicHanaerobicHdigestionHsubstantiallyHreducesHtheH
abundanceHofHantibioticHresistanceHgenesHandHmobileHgeneticHelementsHinHdairyHmanuresVH2023TH_XTHYX_YZe 0

92 ootryosphaeriaceaeHgeneHmachinerygHporrelationHbetweenHdiversityHandHvirulenceVH2023THYZdTHYXYXUYX_Y 0

91 qeterminationHofHprebioticHutilisationHcapabilityHofHpotentialHprobioticHoacillusHvelezensisHs—ZcH
throughHinHsilicoHandHinHvitroHapproachesVH2023THb_THYXZbcc 0

90 tlycosidaseHmechanismsgH—ugarHconformationsHandHreactivityHinHendoUHandHexoUactingHenzymesVH
2023THdaTHYXZZeZ 0

89 zetagenomicHcharacterizationHofHbiomethaneHtransformationHbyHlipidUcatalyzedHanaerobicH
fermentationHofHligniteVH2023THZZdTHYYbddd 0

88  heHtlycosideHuydrolaseHsamilyH_bH˛†UgalactosidaseHfromH richodermaHreeseiHdebranchesHxyloglucanH
oligosaccharidesHfromHtamarindHandHjatobˆ¡VH2023THZYYTHYcUZa 0

87 zechanismHofHimidazoleHinhibitionHofHaHtuYH˛†UglucosidaseVH 0

86 parbohydrateUactiveHenzymesHinHanimalHfeedVH2023THcbTHYXeYab 0

85  heHgenomeHofHaHsarHrasternHisolateHofHqiaportheHcaulivoraTHaHsoybeanHfungalHpathogenVH2023THYXdTHY_YYUY_Zd 0

84 sungalHferuloylHesterasesHcanHcatalyzeHreleaseHofHdiferulicHacidsHfromHcomplexHarabinoxylanVH2023TH
Z_ZTHYZ__cb 0

83 zucinHutilizationHbyHgutHmicrobiotagHrecentHadvancesHonHcharacterizationHofHkeyHenzymesVH2023THcdTH_abU_b_ 1

82 vncreasingHpomplexityHofHtheHNUtlycomeHquringHpaenorhabditisHqevelopmentVH2023THZZTHYXXbXb 0

81 rngineeringHofHxylanasesHforHtheHdevelopmentHofHbiotechnologicallyHimportantHcharacteristicsVH2023
THYZXTHYYdYUYYee 0
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