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k Paper IF Citations

124 NucleolarKdominancenKuniparentalKgeneKsilencingKonKaKmultiamegabaseKscaleKinKgeneticKhybridsbK
2000YKhgYKejgakk 91

123 unKimmediateKresponseKofKribosomalKtranscriptionKtoKgrowthKfactorKstimulationKinKmammalsKisK
mediatedKbyKyRKKphosphorylationKofKUvzbK2001YKlYKedjgakg 194

122 yRKsKweighKinKonKribosomeKmassbK2001YKlYKmgfag 2

121 RegulationKofKribosomeKbiogenesisKwithinKtheKnucleolusbK2001YKidmYKehiaid 96

120 RrbepYKaKyeastKnuclearKWxarepeatKproteinKinvolvedKinKtheKregulationKofKribosomeKbiosynthesisbK2001
YKfeYKefjdake 60

119 TranslationKwontrolKbyKProteinsbK2001YK

118 RNuKpolymeraseKIKholoenzymeapromoterKcomplexesKincludeKanKassociatedKwKfalikeKproteinKkinasebK
2001YKhkYKhhmaim 18

117 γeneKstructureKandKpromoterKfunctionKofKaKteleostKribosomalKproteinnKaKtilapiaKTOreochromisK
mossambicusUKLelKgenebK2001YKeifdYKemiafdf 5

116 xoKmRNusKactKasKdirectKsensorsKofKsmallKmoleculesKtoKcontrolKtheirKexpressionsbK2001YKmlYKmhjiak 76

115 wrossKtalkKbetweenKtRNuKandKrRNuKsynthesisKinKSaccharomycesKcerevisiaebK2001YKfeYKelmami 32

114 RelatingKwholeagenomeKexpressionKdataKwithKproteinaproteinKinteractionsbK2002YKefYKgkahj 509

113 InKexponentiallyKgrowingKSaccharomycesKcerevisiaeKcellsYKrRNuKsynthesisKisKdeterminedKbyKtheK
summedKRNuKpolymeraseKIKloadingKrateKratherKthanKbyKtheKnumberKofKactiveKgenesbK2003YKfgYKeiilajl 251

112
TranscriptionalKregulationKandKsignatureKpatternsKrevealedKbyKmicroarrayKanalysesKofKStreptococcusK
pneumoniaeKRjKchallengedKwithKsublethalKconcentrationsKofKtranslationKinhibitorsbKJournalgofg
BacteriologyYK2003YKeliYKgimakd

3.5 112

111 PostatranscriptionalKexpressionKregulationKinKtheKyeastKSaccharomycesKcerevisiaeKonKaKgenomicK
scalebK2004YKgYKedlgamf 186

110 MolecularKcloningKandKcharacterizationKofKaKcxNuKencodingKtheKParacoccidioidesKbrasiliensisKegiK
ribosomalKproteinbK2004YKhfYKfekafe 2

109 wTxKkinaseKIKisKinvolvedKinKRNuKpolymeraseKIKtranscriptionbK2004YKgfYKilieajd 15

108 SilencingKofKribosomalKproteinKLgKgenesKinKNbKtabacumKrevealsKcoordinateKexpressionKandKsignificantK
alterationsKinKplantKgrowthYKdevelopmentKandKribosomeKbiogenesisbK2004YKgmYKfmahh 38
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107 TargetedKmRNuKdegradationKbyKdeadenylationaindependentKdecappingbK2004YKeiYKiaei 117

106 MycadependentKregulationKofKribosomalKRNuKsynthesisKduringKxrosophilaKdevelopmentbK2005YKkYKfmiagdf 302

105 HumanKribosomalKproteinKSfjKsuppressesKtheKsplicingKofKitsKpreamRNubK2005YKekfkYKeghahd 27

104
unalysisKofKtheKprecursorKrRNuKfractionsKofKrapidlyKgrowingKmycobacterianKquantificationKbyK
methodsKthatKincludeKtheKuseKofKaKpromoterKTrrnuKPeUKasKaKnovelKstandardbKJournalgofgBacteriologyYK
2005YKelkYKighahg

3.5 11

103 ReviewKofKprocaryoteKmetabolismKinKviewKofKmodelingKmicrobialKadaptationKfromKfastKgrowthKtoK
starvationKconditionsbK2005YKhYKiekaigf 7

102 TheKzunctionalKSignificanceKofKRibosomalKTrUxNuKVariationnKImpactsKonKtheKyvolutionaryKycologyKofK
OrganismsbK2005YKgjYKfemafhf 117

101 γlobalKanalysisKofKmRNuKstabilityKinKtheKarchaeonKSulfolobusbK2006YKkYKRmm 69

100 RibosomalKproteinKSfhKgeneKisKmutatedKinKxiamondavlackfanKanemiabK2006YKkmYKeeedal 233

99 RibosomalKproteinKgeneKregulationnKwhatKaboutKplantssbK2006YKlhYKghfagjf 36

98 MappingKcontactsKofKtheKSefaSkKintercistronicKregionKofKstrKoperonKmRNuKwithKribosomalKproteinKSkK
ofKybKcolibK2006YKildYKililajf 6

97 PotassiumKglutamateKasKaKtranscriptionalKinhibitorKduringKbacterialKosmoregulationbK2006YKfiYKeieiafe 74

96 PhosphateKacquisitionKgenesKinKProchlorococcusKecotypesnKevidenceKforKgenomeawideKadaptationbK
2006YKedgYKefiifak 244

95 RateKofKeliminationKofKWolbachiaKpipientisKbyKdoxycyclineKinKvitroKincreasesKfollowingKdrugK
withdrawalbK2006YKidYKmffak 19

94 RibosomeKbiogenesisKandKtheKtranslationKprocessKinKyscherichiaKcolibK2007YKkeYKhkkamh 271

93 TranslationKwontrolKbyKProteinsbK2007YK

92 xrosophilaKTIzaIuKisKrequiredKforKribosomeKsynthesisKandKcellKgrowthKandKisKregulatedKbyKtheKTORK
pathwaybK2007YKekmYKeediaeg 75

91 RegulationKofKrRNuKsynthesisKbyKTuTuabindingKproteinaassociatedKfactorKMotebK2007YKfkYKflljamj 11

90 whapterKgKzixedKtoKTranslationnKuKRecollectionbK2007YKjmagih

(2007-2004)
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89 ImprovingKintracellularKproductionKofKrecombinantKproteinKinKPichiaKpastorisKusingKanKoptimizedK
preinductionKglycerolafeedingKschemebK2008YKklYKfikajh 15

88 SelectionKofKrandomKRNuKfragmentsKasKmethodKforKsearchingKforKaKsiteKofKregulationKofKtranslationK
ofKybKcoliKstreptomycinKmRNuKbyKribosomalKproteinKSkbK2008YKkgYKjifam 2

87 RequirementsKforKtranslationKreainitiationKinKyscherichiaKcolinKrolesKofKinitiatorKtRNuKandKinitiationK
factorsKIzfKandKIzgbK2008YKjkYKedefafj 10

86 TwoKRNuKpolymeraseKIKsubunitsKcontrolKtheKbindingKandKreleaseKofKRrngKduringKtranscriptionbK2008YK
flYKeimjajdi 60

85 woordinationKofKgrowthKrateYKcellKcycleYKstressKresponseYKandKmetabolicKactivityKinKyeastbK2008YKemYKgifajk 405

84 RecombineeringKwithKtolwKasKaKselectableccounteraselectableKmarkernKremodelingKtheKrRNuK
operonsKofKyscherichiaKcolibK2008YKgjYKeh 56

83 uKnewKregulatoryKcircuitKinKribosomalKproteinKoperonsnKSfamediatedKcontrolKofKtheKrpsvatsfK
expressionKinKvivobK2008YKehYKellfamh 46

82 xiscerningKstaticKandKcausalKinteractionsKinKgenomeawideKreverseKengineeringKproblemsbK2008YKfhYKeiedai 26

81 γenomeascaleKreconstructionKofKyscherichiaKcoliSsKtranscriptionalKandKtranslationalKmachinerynKaK
knowledgeKbaseYKitsKmathematicalKformulationYKandKitsKfunctionalKcharacterizationbK2009YKiYKeedddgef 143

80 woordinationKofKgeneKexpressionKwithKgrowthKratenKaKfeedbackKorKaKfeedaforwardKstrategysbK2009YK
ilgYKgmkhal 32

79 wonservationKofKregulatoryKelementsKcontrollingKtheKexpressionKofKtheKrpsvatsfKoperonKinK
˛‡aproteobacteriabK2009YKhgYKedeaedk 10

78 ImpactKofKgenomeKreductionKonKbacterialKmetabolismKandKitsKregulationbK2009YKgfjYKefjgal 229

77 HowKcommonKareKextraribosomalKfunctionsKofKribosomalKproteinssbK2009YKghYKgaee 485

76 MappingKtheKribosomalKproteinKSkKregulatoryKbindingKsiteKonKmRNuKofKtheKybKcoliKstreptomycinK
operonbK2010YKkiYKlheaid

75 wostsKandKconstraintsKfromKtimeadelayedKfeedbackKinKsmallKgeneKregulatoryKmotifsbK2010YKedkYKlekeaj 12

74 womparativeKanalysesKofKtimeacourseKgeneKexpressionKprofilesKofKtheKlongalivedKschmxeltaKmutantbK
2010YKglYKehgail 16

73 zunctionalKcharacterizationKofKalternateKoptimalKsolutionsKofKyscherichiaKcoliSsKtranscriptionalKandK
translationalKmachinerybK2010YKmlYKfdkfale 46

72 ureKribosomalKproteinsKpresentKatKtranscriptionKsitesKonKorKoffKribosomalKsubunitssbK2010YKglYKeihgak 8
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71 SpeculationsKonKtheKinitiationKofKchromosomeKreplicationKinKyscherichiaKcolinKtheKdualismK
hypothesisbK2011YKkjYKkdjaej 10

70 uKdynamicKmodelKofKproteomeKchangesKrevealsKnewKrolesKforKtranscriptKalterationKinKyeastbK2011YKkYKieh 208

69 unKinventoryKofKtheKbacterialKmacromolecularKcomponentsKandKtheirKspatialKorganizationbK2011YKgiYKgmiaheh 53

68 yxtraribosomalKfunctionsKofKbacterialKribosomalKproteinsbK2011YKhiYKkgmakid 38

67 γeneticKcircuitKperformanceKunderKconditionsKrelevantKforKindustrialKbioreactorsbK2012YKeYKiiiajh 75

66 ProtectionKofKextraribosomalKRPLegaKbyKγuPxHKandKdysregulationKbyKSanitrosylationbK2012YKhkYKjijajg 58

65 SampleKpoolingKobscuresKdiversityKpatternsKinKintertidalKciliateKcommunityKcompositionKandK
structurebK2012YKkmYKkheaid 11

64 IncreaseKinKrRNuKcontentKinKaKSaccharomycesKcerevisiaeKsuppressorKstrainKfromKrrnedKdisruptantKbyK
rxNuKclusterKduplicationbK2013YKmkYKmdeeam 2

63 SilencingKofKtheKnuclearKRPSedKgeneKencodingKmitochondrialKribosomalKproteinKaltersKtranslationKinK
arabidopsisKmitochondriabK2013YKfiYKeliiajk 46

62 InvolvementKofKcyclicKuMPKreceptorKproteinKinKregulationKofKtheKrmfKgeneKencodingKtheKribosomeK
modulationKfactorKinKyscherichiaKcolibKJournalgofgBacteriologyYK2013YKemiYKffefam 3.5 37

61 viomolecularKresourceKutilizationKinKelementaryKcellafreeKgeneKcircuitsbK2013YK 13

60 StudiesKonKtheKassemblyKcharacteristicsKofKlargeKsubunitKribosomalKproteinsKinKSbKcerevisaebKPLoSg
ONEYK2013YKlYKejlhef 3.7 41

59 wonditionalKinactivationKofKUpstreamKvindingKzactorKrevealsKitsKepigeneticKfunctionsKandKtheK
existenceKofKaKsomaticKnucleolarKprecursorKbodybK2014YKedYKeeddhidi 47

58 IsolationKofKgenesKconferringKsaltKtoleranceKfromKPiriformosporaKindicaKbyKrandomKoverexpressionK
inKyscherichiaKcolibK2015YKgeYKeemiafdm 10

57 vicistronicKmRNusKtoKenhanceKmembraneKproteinKoverexpressionbK2015YKhfkYKmhgamih 7

56 OrganellarKmaturasesnKuKwindowKintoKtheKevolutionKofKtheKspliceosomebK2015YKelhkYKkmlaldl 44

55 ProteomeKreallocationKinKyscherichiaKcoliKwithKincreasingKspecificKgrowthKratebK2015YKeeYKeelhamg 75

54 whaosKandKHyperchaosKinKaKModelKofKRibosomeKuutocatalyticKSynthesisbK2016YKjYKgllkd 12

(2016-2011)
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53 rRNuKOperonKwopyKNumberKwanKyxplainKtheKxistinctKypidemiologyKofKHospitalaussociatedK
MethicillinaResistantKStaphylococcusKaureusbK2016YKjdYKkgegakgfd 3

52 PatternsKofKribosomalKproteinKexpressionKspecifyKnormalKandKmalignantKhumanKcellsbK2016YKekYKfgj 97

51 yxposureKofKtoKlowashearKmodeledKmicrogravitynKeffectKonKgrowthYKtheKtranscriptomeKandKsurvivalK
underKstressbK2016YKfYKejdgl 17

50 γlobalKanalysisKofKtheKimpactKofKlinezolidKontoKvirulenceKfactorKproductionKinKSbKaureusKUSugddbK
2016YKgdjYKegeahd 8

49 uKsyntheticKgeneKcircuitKforKmeasuringKautoregulatoryKfeedbackKcontrolbK2016YKlYKihjaii 7

48 TemperatureadependentKregulationKofKrxNuKcondensationKinKSaccharomycesKcerevisiaebK2017YKejYKeeelaeefk 9

47 wompetitionKforKaminoKacidKfluxKamongKtranslationYKgrowthKandKdetoxificationKinKbacteriabK2018YKeiYKmmeammh 4

46 LifeKandKxeathKofKRibosomesKinKurchaeabK2017YKefmaeil 10

45 PredictingKtheKdynamicsKofKbacterialKgrowthKinhibitionKbyKribosomeatargetingKantibioticsbK2017YKehYKdjiddi 15

44 ymergingKRolesKofKMitochondrialKRibosomalKProteinsKinKPlantKxevelopmentbK2017YKelYK 18

43
TheKubsenceKofKtheKTranscriptionKzactorKYrrepYKIdentifiedKfromKwomparativeKγenomeKProfilingYK
IncreasedKVanillinKToleranceKxueKtoKynhancementsKofKuvwKTransportersKyxpressingYKrRNuK
ProcessingKandKRibosomeKviogenesisKinbKFrontiersgingMicrobiologyYK2017YKlYKgjk

5.7 10

42 TheKRNuabindingKproteinKHfqKisKimportantKforKribosomeKbiogenesisKandKaffectsKtranslationKfidelitybK
2018YKgkYK 53

41 TheKγuITKtranslationalKcontrolKsystembK2018YKmYKeehhe 28

40 zitnessKadvantagesKconferredKbyKtheKLfdainteractingKRNuKaregulatorKofKribosomalKproteinKsynthesisK
inbK2018YKfhYKeeggaeehg 3

39 xecouplingKYeastKwellKxivisionKandKStressKxefenseKImplicatesKmRNuKRepressionKinKTranslationalK
ReallocationKduringKStressbK2018YKflYKfjkgafjldbeh 20

38 LinearKRegressionKLinksKTranscriptomicKxataKandKwellularKRamanKSpectrabK2018YKkYKedhaeekbeh 13

37 IdentifyingKtheKγrowthKModulonKofbKFrontiersgingMicrobiologyYK2019YKedYKmkh 5.7 2

36 PufjKandKLoceKureKtheKxedicatedKwhaperonesKofKRibosomalKProteinKRplhgKinbK2019YKfdYK 4
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35 yffectKofKaminoKacidsKonKtranscriptionKandKtranslationKofKkeyKgenesKinKybKcoliKKKandKvKgrownKatKaK
steadyKstateKinKminimalKmediumbK2019YKhmYKefdaefl 6

34 uKversatileKcisaactingKelementKreporterKsystemKtoKstudyKtheKfunctionYKmaturationKandKstabilityKofK
ribosomalKRNuKmutantsKinKarchaeabK2020YKhlYKfdkgafdmd 9

33 NascentKTranscriptKzoldingKPlaysKaKMajorKRoleKinKxeterminingKRNuKPolymeraseKylongationKRatesbK
2020YKkmYKhllaidgbeee 18

32 untibioticsKtargetingKbacterialKribosomalKsubunitKbiogenesisbK2020YKkiYKklkaldj 3

31 vimodalKstringenceamediatedKresponseKofKmetaladetectingKluminescentKwholeKcellKbioreportersnK
yxperimentalKevidenceKandKquantitativeKtheorybK2020YKgdmYKefkkie 3

30 PosttranscriptionalKRegulationKofKbyKProteinaRNuKInteractionKMediatedKbyKRibosomalKProteinKLhKinK
yscherichiaKcolibKJournalgofgBacteriologyYK2020YKfdfYK 3.5 3

29 StructuralKbasisKofKribosomalKRNuKtranscriptionKregulationbK2021YKefYKifl 11

28 γrowthKlawsKandKinvariantsKfromKribosomeKbiogenesisKinKlowerKyukaryabK2021YKgYK 2

27 HighKresolutionKRNuaseqKprofilingKofKgenesKencodingKribosomalKproteinsKacrossKdifferentKorgansK
andKdevelopmentalKstagesKinbK2021YKiYKeddgfd 2

26 RibosomeKviogenesisKinKurchaeabKFrontiersgingMicrobiologyYK2021YKefYKjljmkk 5.7 4

25 ProteomicKSignaturesKofKMicrobialKudaptationKtoKtheKHighestKUVaIrradiationKonKyarthnKLessonsKfromK
aKSoilKuctinobacteriumbK 1

24 YeastKframeshiftKsuppressorKmutationsKinKtheKgenesKcodingKforKtranscriptionKfactorKMbfepKandK
ribosomalKproteinKSgnKevidenceKforKautoregulationKofKSgKsynthesisbKGeneticsYK2001YKeikYKeeheail 4 28

23 IdentificationKofKaKroleKforKSaccharomycesKcerevisiaeKwgrepKinKprearRNuKprocessingKandKjdSK
ribosomeKsubunitKsynthesisbKMicrobiologygrUnitedgKingdomsYK2002YKehlYKedleaedmd 2.9 24

22 StructuralKbasisKofKribosomalKRNuKtranscriptionKregulationbK 1

21 RibosomalKRNuKgenesYKRNuKpolymerasesYKnucleolarKstructuresYKandKsynthesisKofKrRNuKinKtheKyeastK
SaccharomycesKcerevisiaebKColdgSpringgHarborgSymposiagongQuantitativegBiologyYK2001YKjjYKiiiaji 3.9 59

20 MeasurementKofKtheKratesKofKsynthesisKofKthreeKcomponentsKofKribosomesKofKMycobacteriumK
fortuitumnKaKtheoreticalKapproachKtoKqRTaPwRKexperimentationbKPLoSgONEYK2010YKiYKeeeiki 3.7 8

19 xynamicKexpressionKofKtheKtranslationalKmachineryKduringKvacillusKsubtilisKlifeKcycleKatKaKsingleKcellK
levelbKPLoSgONEYK2012YKkYKehemfe 3.7 21

18 PlaceholderKfactorsKinKribosomeKbiogenesisnKpleaseYKpaveKmyKwaybKMicrobialgCellYK2017YKhYKehhaejl 3.9 15
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17 RibosomalKproteinsKasKunrevealedKcaretakersKforKcellularKstressKandKgenomicKinstabilitybKOncotargetYK
2014YKiYKljdake 3.3 61

16 uKribosomeKassemblyKstressKresponseKregulatesKtranscriptionKtoKmaintainKproteomeKhomeostasisbK
ELifeYK2019YKlYK 8.9 55

15 NucleolarKdominancenKuniparentalKgeneKsilencingKonKaKmultiamegabaseKscaleKinKgeneticKhybridsbK
2000YKhgaik 1

14 NucleolusbK

13 PosttranscriptionalKwontrolKofKγeneKyxpressionKandKRoleKofKSmallKRNusKinKRltoiRgtoStreptococcusK
mutansRltociRgtobKAdvancesgingMicrobiologyYK2018YKdlYKeglaejd 0.6

12 uKribosomeKassemblyKstressKresponseKregulatesKtranscriptionKtoKmaintainKproteomeKhomeostasisbK 1

11 γrowthalawsKandKinvariantsKfromKribosomeKbiogenesisKinKlowerKyukaryabK

10 IdentificationKofKNovelKRNuaProteinKwontactKinKwomplexKofKRibosomalKProteinKSkKandKgSaTerminalK
zragmentKofKejSKrRNuKinKybKcolibKActagNaturaeYK2012YKhYKjiakf 2.1

9 TranslationKwontrolKbyKProteinsbKfYKeaed

8 TranslationalKdemandKisKnotKaKmajorKsourceKofKplasmidaassociatedKfitnessKcostsbKPhilosophicalg
TransactionsgofgthegRoyalgSocietygB:gBiologicalgSciencesYK2022YKgkkYKfdfddhjg 5.8 4

7 LookingKthroughKtheKlensKofKtheKribosomeKbiogenesisKevolutionaryKhistorynKpossibleKimplicationsKforK
archaealKphylogenyKandKeukaryogenesisbbKMoleculargBiologygandgEvolutionYK2022YK 8.3 2

6 ProteomicKSignaturesKofKMicrobialKudaptationKtoKtheKHighestKUltravioletaIrradiationKonKyarthnK
LessonsKzromKaKSoilKuctinobacteriumbbKFrontiersgingMicrobiologyYK2022YKegYKkmekeh 5.7 1

5
PhenotypicKwharacterizationKandKwomparativeKγenomicsKofKtheKMelaninaProducingKYeastKRevealsKaK
xistinctKStressKToleranceKProfileKandKReducedKRibosomalKγeneticKwontentbbKJournalgofgFungigrBaselvg
SwitzerlandsYK2021YKkYK

5.6 0

4 TheKelectronicKtreeKofKlifeKTeToLUnKaKnetKofKlongKprobesKtoKcharacterizeKtheKmicrobiomeKfromK
RNuaseqKdatabK2022YKffYK 0

3 utKtheKwrossroadKofKNucleotideKxynamicsKandKProteinKSynthesisKinKvacteriabK2023YKlkYK 0

2 HowKtotalKmRNuKinfluencesKcellKgrowthbK 0

1 γenomeascaleKmetabolicKmodelingKrevealsKmetabolicKtradeaoffsKassociatedKwithKlipidKproductionKinK
RhodotorulaKtoruloidesbK2023YKemYKeedeeddm 0
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