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k Paper IF Citations

1945 PhenotypicHexpressionHinHpVHcoliHofHaHoylHsequenceHcodingHforHmouseHdihydrofolateHreductaseVH
1978THZb_THaYbUZ] 409

1944 PreparationHofHtripleUblockHoylHpolymersHusingHrecombinantHoylHtechniquesVH1979THaTH[XZ_U]X 10

1943 oissectionHofHtheHtranspositionHprocesseHaHtransposonUencodedHsiteUspecificHrecombinationHsystemVH
1979THYb_THZabUb] 210

1942 PlasmidHcistronsHcontrollingHsynthesisHandHexcretionHofHtheHexotoxinHalphaUhaemolysinHofH
pscherichiaHcoliVH1979THYb_TH[][U_X 81

1941 zverlappingHsequencesHofHvlebsiellaHpneumoniaeHnifoylHclonedHandHcharacterizedVH1979THYb]TH_dUaa 164

1940 nloningHandHendonucleaseHmappingHofHtheHhepatitisHmHviralHgenomeVH1979THZbdTH[]aUc 117

1939 ”ranspositionHproteinHofH”n[eHidentificationHandHcharacterisationHofHanHessentialH
repressorUcontrolledHgeneHproductVH1979THZcZTHcXYUa 106

1938 yucleotideHsequenceHanalysisHofHtheHchloramphenicolHresistanceHtransposonH”ndVH1979THZcZTHca]Ud 474

1937 nloningHandHcharacterizationHofHribosomalHRylHgenesHfromHwheatHandHbarleyVH1979THbTHYcadUc_ 1333

1936 PlasmidsHofHpscherichiaHcoliHasHcloningHvectorsVH1979THacTHZ]_Uab 552

1935 RecombinantHoylHtechniquesVH1979THacTH[UZ] 12

1934 tdentificationHandHcharacterizationHofHaHselfUregulatedHrepressorHofHtranslocationHofHtheH”n[H
elementVH1979THbaTH]XZXU] 73

1933 macteriophageHlambdaHvehicleHforHtheHdirectHcloningHofHpscherichiaHcoliHpromoterHoylHsequenceseH
feedbackHregulationHofHtheHrpluwUrpomnHoperonVH1980THbbTHZYZ]Uc 28

1932 “tructuralHandHfunctionalHanalysisHofHclonedHoylHcontainingHgenesHresponsibleHforHbranchedUchainH
aminoHacidHtransportHinHpscherichiaHcoliVH1980THbbTHY]YZUa 53

1931 PlasmidHvectorsHderivedHfromHphageHxuHallowHdirectHselectionHofHtransformantsHcontainingHclonedH
sindtttHandHPsttHfragmentsVH1980THYbdTH[adUbZ 11

1930 nonstructionHofHaHphysicalHmapHofHaHkanamycinHPvmQHtransposonTH”n_THandHaHcomparisonHtoHanotherH
vmHtransposonTH”ndX[VH1980THYbcTHbbUc[ 15

1929 RecombinantHP]HbacteriophagesHpropagateHasHviableHlyticHphagesHorHasHautonomousHplasmidsHinH
vlebsiellaHpneumoniaeVH1980THYcXTHYa_Ub_ 26
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1928 nonversionHofHbacteriophageHfdHintoHanHefficientHsingleUstrandedHoylHvectorHsystemVH1980THYbbTHZ[YU]Z 102

1927 PlasmidHcloningHvectorsHthatHcanHbeHnickedHatHaHuniqueHsiteVH1980THYbdTH_b[UcX 15

1926 pffectHofHoylHsequencesHadjacentHtoHtheHterminiHofH”n[HonHsequentialHtranslocationVH1980THYbbTH_dbUaXY 7

1925 nomparisonHofHplasmidsHfromHtheHcyanobacteriumyostocPnnHb_Z]HwithHtwoHmutantHstrainsHunableH
toHformHheterocystsVH1980THdTHYc_UYcc 14

1924 ”ransUcomplementableHcopyUnumberHmutantsHofHplasmidHnolpYVH1980THZc[THZYaUc 992

1923 tnHvitroHandHinHvivoHproductsHofHpVHcoliHlactoseHpermeaseHgeneHareHidenticalVH1980THZc[TH_[bU]X 147

1922 nellUfreeHsynthesisHofHenterotoxinHofHpVHcoliHfromHaHclonedHgeneVH1980THZc]TH]b[U] 82

1921 qHplasmidHprovidesHaHfunctionHthatHpromotesHreclUindependentHsiteUspecificHfusionsHofHp“nYXYH
repliconVH1980THZc_TH_bbUd 15

1920 tmprovedHconversionHofHmethanolHtoHsingleUcellHproteinHbyHxethylophilusHmethylotrophusVH1980TH
ZcbTH[daU]XY 170

1919 wactoseHcarrierHproteinHofHpscherichiaHcoliVH“tructureHandHexpressionHofHplasmidsHcarryingHtheHÎHgeneH
ofHtheHlacHoperonVH1980THYXcTHZZ[U[Y 238

1918 yucleotideHsequenceHofHaH_“HribosomalHRylHgeneHinHtheHseaHurchinHwytechinusHvariegatusVH1980THcTHYc[dU_[ 40

1917 ProcessingHofHribosomalHprecursorHRylsHinHPhysarumHpolycephalumVH1980THcTHZa]bUa] 26

1916 lHbacterialHcellHthatHsynthesizesHaHproteinHcontainingHtheHantigenicHdeterminantsHofHratHprolactinVH
1980THcTHZ_[bU]a 4

1915 lHshortHprimerHforHsequencingHoylHclonedHinHtheHsingleUstrandedHphageHvectorHxY[mpZVH1980THcTHYb[YU][ 157

1914 lHfunctionalHhybridHribosomeHbindingHsiteHinHtryptophanHoperonHmessengerHRylHofHpscherichiaHcoliVH
1980THY][TH[[_U]Y 12

1913 ”issueUspecificHexpressionHofHmouseHalphaUamylaseHgenesVH1980THY]ZTHd[UYYa 195

1912 reneHstructureHinHtheHtryptophanHoperonHofHpscherichiaHcoliVHyucleotideHsequenceHofHtrpnHandHtheH
flankingHintercistronicHregionsVH1980THY]ZTH_YdU[X 48

1911 lnalysisHofHgeneHcontrolHsignalsHbyHoylHfusionHandHcloningHinHpscherichiaHcoliVH1980THY[cTHYbdUZXb 2357

(1980-1980)
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1910
ReclHindependentTHsiteUspecificHrecombinationHbetweenHnolpYHorHnolvHandHaHminiplasmidHtheyH
complementHforHmobilizationHandHrelaxationeHimplicationsHforHtheHmechanismHofHoylHtransferH
duringHmobilizationVH1980TH]TH_YUa[

35

1909 lHrapidHmicroscaleHtechniqueHforHisolationHofHrecombinantHplasmidHoylHsuitableHforHrestrictionH
enzymeHanalysisVH1980TH[THccUdY 235

1908 wocalisationHofHtheHtranscriptionHinitiationHsiteHofHtheHchloramphenicolHresistanceHgeneHonHplasmidH
plnYc]VH1980THYY[TH]ZUa 20

1907 wactoseHcarrierHproteinHofHpscherichiaHcolieHstudiesHonHpurificationTHbiosynthesisTHandHmechanismVH
1980TH[_cTHZdZU[Xa 11

1906 lnHRtsYUderivativeHplasmidHconferringH–—HsensitivityHonHpscherichiaHcoliHhostVH1980THdbTHad]Ud 3

1905 PhysicalHlocalisationHandHcloningHofHtheHstructuralHgeneHforHpVHcoliHinitiationHfactorHtq[HfromHaHgroupH
ofHgenesHconcernedHwithHtranslationVH1980THYYTH[[U]Z 70

1904 ”ranslocationHspecificityHofHtheH”n[HelementeHcharacterizationHofHsitesHofHmultipleHinsertionsVH1980TH
YdTHY_YUaX 97

1903 macteriophageHxuUmediatedHgeneHtranspositionHandHinHvitroHcloningHofHtheHenterochelinHgeneH
clusterHofHpscherichiaHcoliVH1980THYYTH[]bU_b 45

1902 ”heHgeneticHcodeHinHbovineHmitochondriaeHsequenceHofHgenesHforHtheHcytochromeHoxidaseHsubunitHttH
andHtwoHtRylsVH1980THYZTHZ_bUa_ 48

1901 maseHdistributionHinHtheHcodingHandHnoncodingHregionsHinHtheHroylHofHwytechinusHvariegatusVH1980TH
YXTHb_Uc

1900 nonstructionHandHcharacterizationHofHnewHcoliphageHxY[HcloningHvectorsVH1980THYYTHZXbUYc 77

1899 [OUendHlabelingHofHoylHwithHαalphaU[ZPλcordycepinU_OUtriphosphateVH1980THYXTHYbbUc[ 222

1898 nomplexityHandHabundanceHofHribonucleicHacidHtranscribedHfromHrestrictionHendonucleaseH
fragmentsHofHpuglenaHchloroplastHdeoxyribonucleicHacidHduringHchloroplastHdevelopmentVH1981THZXTHZa[dU]] 27

1897
“tructuralHgeneHcodingHforHtheHdicyclohexylcarbodiimideUbindingHproteinHofHtheH
proteinUtranslocatingHl”PaseHfromHpscherichiaHcoliVHwocusHofHtheHgeneHinHtheHqYUUqXHgeneHclusterVH
1981THYZbTH]cU_Z

25

1896
reneticHandHbiochemicalHcharacterizationHofHtheHbirlHgeneHandHitsHproducteHevidenceHforHaHdirectH
roleHofHbiotinHholoenzymeHsynthetaseHinHrepressionHofHtheHbiotinHoperonHinHpscherichiaHcoliVH1981TH
Y]aTH]adUdZ

167

1895 “tructureHandHregulationHofHarosTHtheHstructuralHgeneHforHtheHtryptophanUrepressibleH
[UdeoxyUoUarabinoUheptulosonicHacidUbUphosphateHsynthetaseHofHpscherichiaHcoliVH1981THY]_TH]bUb[ 148

1894 lnalysisHinHvivoHofHtranslationalHmutantsHofHtheHrttmHcistronHofHbacteriophageH”]VH1981THY]dTH]X_U[Z 58

1893 nloningHofHtheHhumanHcytomegalovirusHgenomeHasHendonucleaseH²batHfragmentsVH1981THYaTHZXbUYa 100
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1892 nomplementationHanalysisHofHreplicationHandHmaintenanceHfunctionsHofHbroadHhostHrangeHplasmidsH
RvZHandHRPYVH1981TH_THZbbUdY 90

1891 PurificationHofHpscherichiaHcoliHamplifiableHplasmidsHbyHhighUsaltHsepharoseHchromatographyVH1981TH
_THZZYU[ 12

1890 “tructureHandHfunctionHofHplasmidHnolvVH1981THaTH[_cUd 9

1889 xolecularHcloningHandHmappingHofHaHdeletionHderivativeHofHtheHplasmidHRtsHYVH1981THaTHZZZU[] 12

1888 tnheritanceHfunctionsHofHgroupHtncqttHtransmissibleHantibioticHresistanceHplasmidsVH1981TH_TH_[Ub_ 33

1887 “pecificUpurposeHplasmidHcloningHvectorsVHttVHmroadHhostHrangeTHhighHcopyHnumberTHR“qYXYXUderivedH
vectorsTHandHaHhostUvectorHsystemHforHgeneHcloningHinHPseudomonasVH1981THYaTHZ[bU]b 991

1886 nloneHbanksHofHtheHmungHbeanTHpeaHandHspinachHchloroplastHgenomesVH1981THY_THZYUa 74

1885 RoleHofHtheHniflHgeneHproductHinHtheHregulationHofHnifHexpressionHinHvlebsiellaHpneumoniaeVH1981TH
Zd]THbbaUc 201

1884 “pecificUpurposeHplasmidHcloningHvectorsVHtVHwowHcopyHnumberTHtemperatureUsensitiveTH
mobilizationUdefectiveHp“nYXYUderivedHcontainmentHvectorsVH1981THYaTHZZbU[_ 177

1883 nonstructionHandHexpressionHofHhybridHplasmidsHcontainingHtheHpscherichiaHcoliHglylHgenesVH1981TH
Y]THa[UbZ 129

1882 zrganizationHofHaHgeneHclusterHexpressedHspecificallyHinHtheHasexualHsporesHofHlVHnidulansVH1981THZaTHZdU[b 90

1881 oirectHrepeatsHofHtheHqHplasmidHincnHregionHexpressHqHincompatibilityVH1981THZ]THacbUd] 97

1880
nonstructionHandHcharacterizationHofHaHnovelHtwoUplasmidHsystemHforHaccomplishingH
temperatureUregulatedTHamplifiedHexpressionHofHclonedHadventitiousHgenesHinHpscherichiaHcoliVH1981TH
YaTHZb_Uca

47

1879 nloningHandHorganizationHofHgenesHforH_“HribosomalHRylHinHtheHseaHurchinVHwytechinusHvariegatusVH
1981THY]TH_YUaZ 15

1878 nloningHofHbothHendsHandHtheHthermoUinducibleHgenesHlHandHmHofHbacteriophageHxuHonHaHmulticopyH
plasmidVH1981THY[THYYYU] 4

1877 pxpressionHofHPseudomonasHfluorescensHoUgalactoseHdehydrogenaseHinHpVHcoliVH1981THYaTHY]dU_d 60

1876 “ensoryHtransducersHofHpVHcoliHareHencodedHbyHhomologousHgenesVH1981THZaTH[[[U][ 56

1875 ProcedureHforHproductionHofHhybridHgenesHandHproteinsHandHitsHuseHinHassessingHsignificanceHofH
aminoHacidHdifferencesHinHhomologousHtryptophanHsynthetaseHalphaHpolypeptidesVH1981THbcTHZYadUb[ 73

(1981-1981)

5



1874 ”ranscriptionHandHprocessingHofHadenoviralHRylHbyHextractsHfromHsewaHcellsVH1981THbcTH]XdZUa 42

1873 RegulationHofHoylHreplicationeHJtargetJHdeterminantHofHtheHreplicationHcontrolHelementsHofHplasmidH
RaU_HliesHwithinHaHcontrolHelementHgeneVH1981THbcTH]addUbX[ 39

1872 seteroduplexHformationHbyHreclHproteineHpolarityHofHstrandHexchangesVH1981THbcTHaY]dU_[ 133

1871 ”woHseparateHregionsHofHtheHextrachromosomalHribosomalHdeoxyribonucleicHacidHofH”etrahymenaH
thermophilaHenableHautonomousHreplicationHofHplasmidsHinH“accharomycesHcerevisiaeVH1981THYTH_[_U][ 103

1870 mRylHinHhumanHcellsHcontainsHsequencesHcomplementaryHtoHtheHlluHfamilyHofHrepeatedHoylVH1981TH
bcTHaXX[Ub 42

1869 nloningHandHanalysisHofHstrongHpromotersHisHmadeHpossibleHbyHtheHdownstreamHplacementHofHaHRylH
terminationHsignalVH1981THbcTH]d[aU]X 152

1868 “tableHchromosomalHintegrationHofHtheHentireHnitrogenHfixationHgeneHclusterHfromHvlebsiellaH
pneumoniaeHinHyeastVH1981THbcTH[]daU_XX 32

1867 zrganizationHofHtranscriptionalHsignalsHinHplasmidsHpmR[ZZHandHplnÎnYc]VH1981THbcTHYabUbY 314

1866 ”ransposonH”n[HencodesHaHsiteUspecificHrecombinationHsystemeHidentificationHofHessentialH
sequencesTHgenesTHandHactualHsiteHofHrecombinationVH1981THbcTH]X]YU_ 61

1865 PropertiesHofHtheHlHandHlHproteinsHofHbacteriophageHr]VH”heHoriginHofHr]HreplicativeUformHoylH
replicationVH1981THYY]TH_XYUb 8

1864 lHrapidHboilingHmethodHforHtheHpreparationHofHbacterialHplasmidsVH1981THYY]THYd[Ub 3087

1863 ReplicationHandHincompatibilityHpropertiesHofHsegmentsHofHtheHoriginHregionHofHreplicationHofHtheH
broadHhostHrangeHplasmidHRvZVH1981THYcYTHYUb 79

1862 ”heHtetracyclineHresistanceHtransposonsH”nYbZYHandH”nYbbYHhaveHthreeH[cUbaseUpairHrepeatsHandH
generateHfiveUbaseUpairHdirectHrepeatsVH1981THYcYTHcbUd] 64

1861 reneticHstudiesHofHtheHbasisdiomyceteHlgrocybeHaegeritaHeHPartHZeHreneticHcontrolHofHfruitHbodyH
formationHandHitsHpracticalHimplicationsVH1981THaXTHZa_Uc 23

1860 nloningHandHexpressionHofHtheHmacillusHsubtilisHphageH“PPYHinHpVHcoliVHtVHnonstructionHandH
characterizationHofHlambdaW“PPYHhybridsVH1981THYcZTHZd[Uc 9

1859 ”heHcloningHandHtransposonH”n_HmutagenesisHofHtheHglnlHregionHofHvlebsiellaHpneumoniaeeH
identificationHofHglnRTHaHgeneHinvolvedHinHtheHregulationHofHtheHnifHandHhutHoperonsVH1981THYc[THZcdUdb 59

1858 nloningHofHpVHcoliHpnpHgeneHfromHanHepisomeVH1981THYc[THZdcU[X_ 38

1857 “iteUspecificHpropertiesHofH”nbHtranspositionHintoHtheHpVHcoliHchromosomeVH1981THYc[TH[cXUb 73
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1856 ”heHtargetHofHtheHnegativeHregulatorHofHpxmYHreplicationHoverlapsHwithHpartHofHtheHrepressorHcodingH
sequenceVH1981THYc]TH]XU_ 19

1855 ”heHuseHofHclonedHnifHPnitrogenHfixationQHoylHtoHinvestigateHtranscriptionalHregulationHofHnifH
expressionHinHvlebsiellaHpneumoniaeVH1981THYc]THYXZUa 71

1854 nloningHandHtheHnucleotideHsequenceHofHtheHgenesHforHpscherichiaHcoliHribosomalHproteinsHwZcH
PrpmmQHandHw[[HPrpmrQVH1981THYc]THZYcUZ[ 41

1853 —ectorsHforHcloningHinHcyanobacteriaeHconstructionHandHcharacterizationHofHtwoHrecombinantH
plasmidsHcapableHofHtransformationHofHpscherichiaHcoliHvYZHandHlnacystisHnidulansHRZVH1981THYc]THZ]dU_] 80

1852 renesHcontrollingHearlyHandHlateHfunctionsHinHsymbiosisHareHlocatedHonHaHmegaplasmidHinHRhizobiumH
melilotiVH1981THYc]TH[ZaU[[ 290

1851 RegulationHofHnitrogenaseHmessengerHRylHsynthesisHandHstabilityHinHvlebsiellaHpneumoniaeVH1981TH
Y[XTH[cU][ 31

1850 zrganizationHofHgenesHinHtheHfourHminuteHregionHofHtheHpscherichiaHcoliHchromosomeeHevidenceHthatH
rpsmHandHtsfHareHcoUtranscribedVH1981THYcYTH[_aUaZ 27

1849 oylHsequenceHofHaHplasmidUencodedHdihydrofolateHreductaseVH1981THYcYTH]]YUb 74

1848 PhysicalHandHfunctionalHmappingHofH”nZaX[THaHtransposonHencodingHampicillinTHstreptomycinTH
sulfonamideTHandHmercuryHresistanceVH1981THYcYTH]a]Ud 31

1847 lHgeneralHmethodHforHsiteUdirectedHmutagenesisHinHprokaryotesVH1981THZcdTHc_Uc 670

1846 tdentificationHofHmutationsHaffectingHreplicationHcontrolHofHplasmidHnloHoqY[VH1981THZdXTHZa]Ub 48

1845 reneticHanalysisHofHvccUmediatedHadhesionHofHenterotoxigenicHpscherichiaHcoliVH1981THZdYTHYZZUa 73

1844 RecombinantHplasmidsHcarryingHnitrogenHfixationHgenesHfromHRhizobiumHjaponicumVH1981THZdYTH[_]U[__ 61

1843 ”otalHsynthesisHofHaHhumanHleukocyteHinterferonHgeneVH1981THZdZTHb_aUaZ 155

1842 saemolysinHcontributesHtoHvirulenceHofHextraUintestinalHpVHcoliHinfectionsVH1981THZd]THaa_Ub 298

1841 zrganizationHofHtheHlexlHgeneHofHpscherichiaHcoliHandHnucleotideHsequenceHofHtheHregulatoryHregionVH
1981THdTH_ZdU][ 53

1840 nonstructionHandHcharacterizationHofHrecombinantHplasmidHoylsHcontainingHsequencesHofHtheHoriginH
ofHbacteriophageHphiH²Yb]HoylHreplicationVH1981THdTH[[[_U_] 25

1839 ”heHatpHoperoneHnucleotideHsequenceHofHtheHregionHencodingHtheHalphaUsubunitHofHpscherichiaHcoliH
l”PUsynthaseVH1981THdTHZYcbUd] 137

(1981-1981)
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1838 ”heHstructureHandHfunctionHofHtheHregulatoryHelementsHofHtheHpscherichiaHcoliHuvrmHgeneVH1981THdTH_aZ[U][ 40

1837 lHcomplexHrepeatedHoylHsequenceHwithinHtheHorosophilaHtransposableHelementHcopiaVH1981THdTHbX_[Ua] 19

1836 pxpressionHofHplantHtumorUspecificHproteinsHinHminicellsHofHpscherichiaHcolieHaHfusionHproteinHofH
lysopineHdehydrogenaseHwithHchloramphenicolHacetyltransferaseVH1981THdTH_YcbUZXZ 48

1835 sumanHimmunoglobulinHheavyHchainHgeneseHevolutionaryHcomparisonsHofHnHmuTHnHdeltaHandHnH
gammaHgenesHandHassociatedHswitchHsequencesVH1981THdTH]_XdUZ] 206

1834 ”heHnucleotideHsequenceHcodingHforHmajorHouterHmembraneHproteinHzmplHofH“higellaHdysenteriaeVH
1982THYXTHZ[abUbc 55

1833 nloningHandHcharacterizationHofHcoylHcopiesHofHtheHb“HRylsHofHsewaHcellsVH1982THYXTHZZXdUZ[ 41

1832 pscherichiaHcoliHdeltaHYUpyrrolineU_UcarboxylateHreductaseeHgeneHsequenceTHproteinHoverproductionH
andHpurificationVH1982THYXTHbbXYUY] 70

1831 oecreasedHsusceptibilityHtoH]OUdeoxyUaOUyUmethylamikacinHPmmUv[YYQHconferredHbyHaHmutantHplasmidH
inHpscherichiaHcoliVH1982THZZTHbcUcZ 6

1830 tnitiationHandHterminationHofHtheHbacteriophageHphiH²Yb]HrollingHcircleHoylHreplicationHinHvivoeH
packagingHofHplasmidHsingleUstrandedHoylHintoHbacteriophageHphiH²Yb]HcoatsVH1982THYXTHac]dUa[ 23

1829 tnsertionHsitesHandHtheHterminalHnucleotideHsequencesHofHtheH”n]HtransposonVH1982THYXTH[dcYUd[ 5

1828 ”heHnucleotideHsequenceHofHtheHbacteriocinHpromotersHofHplasmidsHnloHoqY[HandHnoYHpYeHroleHofH
lexlHrepressorHandHclxPHinHtheHregulationHofHpromoterHactivityVH1982THYXTHYdY[UZc 60

1827 tsolationHofHaHgenomicHcloneHpartiallyHencodingHhumanHhypoxanthineHphosphoribosyltransferaseVH
1982THbdTH_X[cU]Y 97

1826 reneHorderHandHgeneUpolypeptideHrelationshipsHofHtheHprotonUtranslocatingHl”PaseHoperonHPuncQHofH
pscherichiaHcoliVH1982THbdTH[ZXU] 98

1825 reneticHandHbiochemicalHanalysisHofHgonococcalHtglYHproteaseeHcloningHinHpscherichiaHcoliHandH
constructionHofHmutantsHofHgonococciHthatHfailHtoHproduceHtheHactivityVH1982THbdTHbccYU_ 106

1824 —aricellaHzosterHvirusHoylHexistsHasHtwoHisomersVH1982THbdTHY_aUaX 65

1823 ”emperatureUsensitiveHcopyHnumberHmutantsHofHnotpYHareHlocatedHinHanHuntranslatedHregionHofHtheH
plasmidHgenomeVH1982THbdTH[_bXU] 65

1822 tsolationHofHtheHthymidylateHsynthetaseHgeneHP”xPYQHbyHcomplementationHinH“accharomycesH
cerevisiaeVH1982THZTH][bU]Z 24

1821 oifferentiationHbetweenHalphaHpromoterHandHregulatorHregionsHofHherpesHsimplexHvirusHYeHtheH
functionalHdomainsHandHsequenceHofHaHmovableHalphaHregulatorVH1982THbdTH]dYbUZY 134
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1820 nloningHandHmappingHofHaHgeneHforHtranslationalHinitiationHfactorHtqZHinHpscherichiaHcoliVH1982THbdTH_X[[Ub 56

1819 RelationshipHbetweenHtheHtwoHcomponentsHofHtheHsplitHpromoterHofHeukaryoticHtRylHgenesVH1982TH
bdTHYdZYU_ 77

1818 mroadHhostHrangeHplasmidHRvZHencodesHmultipleHkilHgenesHpotentiallyHlethalHtoHpscherichiaHcoliHhostH
cellsVH1982THbdTHYd[_Ud 121

1817 R]c[HandHqHplasmidHgenesHpromotingHRylHdegradationeHcomparativeHrestrictionHmappingVH1982THZaTHbbdUd[ 18

1816 lHnovelHcloningHvectorHforHtheHdirectHselectionHofHrecombinantHoylHinHpVHcoliVH1982THYdTHZ[YU] 91

1815 nloningHofHaHnitrogenHfixationHPnifQHgeneHclusterHofHlzospirillumHbrasilenseVH1982THa]TH]d_U_XZ 87

1814 nloningHofHtheHnolp[Unl[cHcolicinHandHimmunityHgenesHandHidentificationHofHaHplasmidHregionHwhichH
enhancesHcolicinHproductionVH1982THYdTHYdYUZXX 22

1813 pxpressionHofHtheHpcoHRtHrestrictionUmodificationHsystemHandHtheHconstructionHofHpositiveUselectionH
cloningHvectorsVH1982THZXTHZYdUZd 67

1812 xappingHofHtheHplasmidHPpwQ[QHfromHlchromobacterHandHcloningHofHitsHcephalosporinaseHgeneHinH
pscherichiaHcoliVH1982THYcTHadUb_ 18

1811 mroadUhostUrangeHcloningHvectorsHderivedHfromHtheH™UplasmidH“aVH1982THYdTH[aYU] 74

1810 oirectedHtransposonH”n_HmutagenesisHandHcomplementationHanalysisHofHRhizobiumHmelilotiH
symbioticHnitrogenHfixationHgenesVH1982THZdTH__YUd 199

1809 tdentificationHofHsequencesHnecessaryHforHpackagingHoylHintoHlambdaHphageHheadsVH1982THZXTHZabUbd 26

1808 lHcloningHvectorHableHtoHreplicateHinHpscherichiaHcoliHandH“treptococcusHsanguisVH1982THYdTH[]_U_[ 218

1807 pxpressionHofHclonedHchloroplastHoylHfromHpuglenaHgracilisHinHanHinHvitroHoylUdependentH
transcriptionUtranslationHsystemHpreparedHfromHpVHcoliVH1982THcTHY]cUa[ 7

1806 nloningHofHtheHreplicationHandHincompatibilityHregionsHofHaHplasmidHderivedHfromHRtsYVH1982THcTHZ[ZU][ 19

1805 tdentificationTHcloningTHandHRUloopHmappingHofHtheHpolyhedrinHgeneHfromHtheHmulticapsidHnuclearH
polyhedrosisHvirusHofHzrgyiaHpseudotsugataVH1982THYZYTH_YUaX 19

1804 yerTHaHcroUlikeHfunctionHofHbacteriophageHxuVH1982THYZ[THYdUZc 46

1803 PhysicalHmapHofHtheHshortHfoldbackHsequencesHofHherpesHsimplexHvirusHtypeHYHoylVH1982THYYbTHbXUcX 7
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1802 ”heHselectionTHexpressionTHandHorganizationHofHaHsetHofHheadUspecificHgenesHinHorosophilaVH1982THd]TH]_YUa] 51

1801 RegulationHofHtheHphoHregulonHofHpscherichiaHcoliHvUYZVHnloningHofHtheHregulatoryHgenesHphomHandH
phoRHandHidentificationHofHtheirHgeneHproductsVH1982THY_bTHZa_Ub] 72

1800 PlasmidHRavHoylHreplicationVHtttVHRegulatoryHpropertiesHofHtheHpiHinitiationHproteinVH1982THYaYTH_bUba 90

1799 reneticHrecombinationHofHbacterialHplasmidHoylVHlnalysisHofHtheHeffectHofHrecombinationUdeficientH
mutationsHonHplasmidHrecombinationVH1982THYaXTH]YYU[X 120

1798 yucleotideHsequenceHofHtheHtrpoHgeneTHencodingHanthranilateHsynthetaseHcomponentHttHofH
pscherichiaHcoliVH1982THY_aTHZ]_U_a 14

1797 reneticHevidenceHforHaHpositiveUactingHregulatoryHfactorHmediatingHinductionHinHtheHtryptophanH
pathwayHofHPseudomonasHaeruginosaVH1982THY_aTHabUbb 27

1796 mYX]THaHnewHdispersedHrepeatedHgeneHfamilyHinHorosophilaHmelanogasterHandHitsHanalogiesHwithH
retrovirusesVH1982THY_bTH][_U_Y 134

1795 zrganizationHandHexpressionHofHorosophilaHtropomyosinHgenesVH1982THYaZTHZ[YU_X 43

1794 wocalizationHandHregulationHofHtheHstructuralHgeneHforHtranscriptionUterminationHfactorHrhoHofH
pscherichiaHcoliVH1982THYaZTHZc[Udc 43

1793 ReplicationHoriginHofHbacteriophageHfYVH”woHsignalsHrequiredHforHitsHfunctionVH1982THYaZTH[[_U][ 31

1792 wocalisationHofHaHstronglyHconservedHsectionHofHcodingHsequenceHinHglutamateHdehydrogenaseH
genesVH1982THY]bTHZYU_ 35

1791 nontrolHofHphageHlambdaHdevelopmentHbyHstabilityHandHsynthesisHofHcttHproteineHroleHofHtheHviralHctttH
andHhostHhfllTHhimlHandHhimoHgenesVH1982TH[YTH_a_Ub[ 209

1790 lHnewHapproachHforHmolecularHcloningHinHcyanobacteriaeHcloningHofHanHlnacystisHnidulansHmetHgeneH
usingHaH”ndXYUinducedHmutantVH1982THZXTHYYYUd 74

1789 zverproductionHofHtheH”n[HtranspositionHproteinHandHitsHroleHinHoylHtranspositionVH1982THZcTH[]_U_] 26

1788 “tudyHofHagaroseHgelsHbyHelectronHmicroscopyHofHfreezeUfracturedHsurfacesVH1982THZYTHYdXdUZa 103

1787 “eparationHofHtheHminimalHreplicationHregionHofHtheHqHplasmidHintoHaHreplicationHoriginHsegmentHandH
aHtransUactingHsegmentVH1982THYcaTH[bZUb 48

1786 xolecularHgeneticsHofHmutantsHofHRhizobiumHleguminosarumHwhichHfailHtoHfixHnitrogenVH1982THYcbTHYaaUYbY 38

1785 pxpressionHofHpyruvateHformateUlyaseHofHpscherichiaHcoliHfromHtheHclonedHstructuralHgeneVH1982TH
Y[ZTH[a_UbY 37
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1784 ptuYXYTHaHmultiUcopyHbroadHhostUrangeH“treptomycesHplasmideHfunctionalHanalysisHandHdevelopmentH
ofHoylHcloningHvectorsVH1982THYc_THZZ[Uc 334

1783 tsolationHofHaHrecombinantHlambdaHphageHcarryingHnuslHandHsurroundingHregionHofHtheHpscherichiaH
coliHvUYZHchromosomeVH1982THYcbTHZ]cU_[ 10

1782 reneHexpressionHinH“treptomyceseHconstructionHandHapplicationHofHpromoterUprobeHplasmidHvectorsH
inH“treptomycesHlividansVH1982THYcbTHZa_Ubb 283

1781 nodingHpropertiesHofHclonedHnitrogenaseHstructuralHgenesHfromHRhizobiumHjaponicumVH1982THYcbTH]YdU]Z_ 45

1780 xutantsHthatHoverproduceH”ra”pTHaHplasmidUspecifiedHmajorHouterHmembraneHproteinHofHpscherichiaH
coliVH1982THYcbTH]ZaU[Y 13

1779 nloningHofHaHgenomicHfragmentHcarryingHtheHinsertionHelementHninHYHofHØeaHmaysVH1982THYccTHZaaUZbY 19

1778 tncoTHaHgeneticHlocusHinHqHresponsibleHforHincompatibilityHwithHseveralHplasmidsHofHtheHtncqtHgroupVH
1982THYccTH[]_U_Z 31

1777 znHtheHroleHofHtheHsingleUstrandedHoylHbindingHproteinHofHbacteriophageH”]HinHoylHmetabolismVHtVH
tsolationHandHgeneticHcharacterizationHofHnewHmutationsHinHgeneH[ZHofHbacteriophageH”]VH1982THYccTHbbUdX 16

1776 nloningHofHompqTHtheHstructuralHgeneHforHanHouterHmembraneHporeHproteinHofHpVHcoliHvYZeHPhysicalH
localizationHandHhomologyHwithHtheHphopHgeneVH1982THYc_THYX_UYYX 36

1775 ReadUthroughHtranscriptionHfromHaHderepressedH”n[HpromoterHaffectsHnolpYHfunctionsHonHaH
nolpYee”n[HcompositeHplasmidVH1982THYc_TH]XcUYb 9

1774 nloningHofHmglmTHtheHstructuralHgeneHforHtheHgalactoseUbindingHproteinHofH“almonellaHtyphimuriumH
andHpscherichiaHcoliVH1982THYc_TH]b[UcX 14

1773 nloningHofHtheHglnlTHntrmHandHntrnHgenesHofHvlebsiellaHpneumoniaeHandHstudiesHofHtheirHroleHinH
regulationHofHtheHnitrogenHfixationHPnifQHgeneHclusterVH1982THYcaTH_YcUZ] 71

1772 reneticHmapHofHmitochondrialHoylHinHPodosporaHanserinaVH1982TH_THY][Ub 30

1771 pxpressionHofHRhizobiumHmelilotiHgenesHforHnitrogenHfixationHinHpscherichiaHcoliHminicellseHxappingH
ofHtheHsubunitHofHtheHnitrogenaseHreductaseVH1982THYTH[X_UZX 10

1770 pxpressionHofeltUmTHtheHgeneHencodingHtheHmHsubunitHofHtheHheatUlabileHenterotoxinHofpscherichiaH
coliTHwhenHclonedHinHplnÎnYc]VH1982THY]THYU_ 26

1769 yucleotideHsequenceHhomologyHbetweenHtheHvccHandHtheHvddHadhesionHsystemHofH
enterotoxigenicpscherichiaHcoliVH1982THY]THYZdUY[Z 7

1768 tnterUrepliconHtranspositionHofH”nYW[HoccursHinHtwoHsequentialHgeneticallyHseparableHstepsVH1982TH
Zd_THaZaUc 15

1767 tnHvitroHpackagingHofHplasmidHoylsHintoHphiH²Yb]HbacteriophageHcapsidVH1982THZdbTHbX]Ua 14
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1766 ”ranscriptHsecondaryHstructuresHregulateHtranscriptionHterminationHatHtheHattenuatorHofH“VH
marcescensHtryptophanHoperonVH1982THZdcTH[]Uc 49

1765 “uperattenuationHinHtheHtryptophanHoperonHofH“erratiaHmarcescensVH1982THZdcTH[cU]Y 29

1764 nloningHofHregionsHencodingHcolonisationHfactorHantigenHYHandHheatUstableHenterotoxinHinH
pscherichiaHcoliVH1983THYaTHYXYUYXa 38

1763
“tudiesHonHtheHfimbriaeHofHanpscherichiaHcolizaevZesYeqbHstraineHxolecularHcloningHofHaHoylH
fragmentHencodingHaHfimbrialHantigenHresponsibleHforHmannoseUresistantHhemagglutinationHofH
humanHerythrocytesVH1983THYdTHbbUcZ

31

1762 pxpressionHofHcompleteHtransplantationHantigensHbyHmammalianHcellsHtransformedHwithHtruncatedH
classHtHgenesVH1983TH[XYTH[ccUd] 57

1761 lctivationHofHnifHgeneHexpressionHinHlzotobacterHbyHtheHniflHgeneHproductHofHvlebsiellaH
pneumoniaeVH1983TH[XYTHaZaUc 73

1760 tsolationHofHgeneticHelementsHthatHincreaseHfrequenciesHofHplasmidHrecombinantsVH1983TH[X[THZ_aUd 26

1759 lHmroadHsostHRangeHxobilizationH“ystemHforHtnH—ivoHreneticHpngineeringeH”ransposonHxutagenesisH
inHrramHyegativeHmacteriaVH1983THYTHbc]UbdY 5701

1758 lHmethodHforHtheHpurificationHofHpVHcoliHplasmidHoylHbyHhomogeneousHlysisHandHpolyethyleneHglycolH
precipitationVH1983THdTHYdYU_ 27

1757 nhloroplastHandHnuclearHoylHfragmentsHfromHnhlamydomonasHpromotingHhighHfrequencyH
transformationHofHyeastVH1983THbTH]b[UcX 22

1756 ”heHcloningHandHcharacterizationHofHtheHglnqHPntrlQHgeneHofHvlebsiellaHpneumoniaeeHRoleHofHglnqH
PntrlQHinHtheHregulationHofHnitrogenHfixationHPnifQHandHotherHnitrogenHassimilationHgenesVH1983THYdZTH[]ZU[_[ 48

1755 ninYTHaHfamilyHofHdispersedHrepetitiveHelementsHinHØeaHmaysVH1983THYdZTH[b[U[bb 12

1754 qineHstructureHofHtranspositionHgenesHonH”nZaX[HandHcomplementationHofHitsHtnplHandHtnpRH
mutationsHbyHrelatedHtransposonsVH1983THYdYTH]]ZU_X 9

1753 nloningHandHcharacterisationHofHnifwlHregulatoryHmutationsHfromHvlebsiellaHpneumoniaeVH1983THYdYTH]c_UdY 32

1752 PlasmidicHrecombinationHinHpscherichiaHcoliHvUYZeHtheHroleHofHrecqHgeneHfunctionVH1983THYcdTH]bYU] 73

1751 ”ransferHinhibitionHofHRP]HbyHqHfactorVH1983THYdZTHYX]Ud 21

1750 nloningHofHtheHugpHregionHcontainingHtheHstructuralHgenesHforHtheHphoHregulonUdependentH
snUglycerolU[UphosphateHtransportHsystemHofHpscherichiaHcoliVH1983THYdZTHYbbUca 24

1749 nloningHandHexpressionHofHtheHgenePsQHforHcephalosporinaseHproductionHofHnitrobacterHfreundiiVH
1983THYdXTHc_UdY 19
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1748 xolecularHcloningHofHpldlTHtheHstructuralHgeneHforHouterHmembraneHphospholipaseHofHpVHcoliHvYZVH
1983THYdXTHY_XU_ 62

1747 oeletionHmappingHofHkilHandHkorHfunctionsHinHtheHtrflHandHtrfmHregionsHofHbroadHhostHrangeHplasmidH
RvZVH1983THYdXTHZ]_U_] 66

1746 ”ransposonH”nYbZYeHsiteUspecificHrecombinationHgeneratesHdeletionsHandHinversionsVH1983THYdXTH[XXUc 26

1745 pxpressionHofHantibioticHresistanceHgenesHfromHpscherichiaHcoliHinHmacillusHsubtilisVH1983THYdXTH[c]Ud 17

1744 tnterchangeabilityHofHrepressorsHforHtheHcontrolHofHtheHuxuHandHuidHoperonsHinHpVHcoliHvYZVH1983THYdYTHZa[UbX 16

1743 RestrictionHendonucleaseHmgltHasHaHtoolHforHinHvitroHreconstructionHandHrecombinationHofHplasmidH
andHbacteriophageHgenomesVH1983THYcdTHZadUb] 9

1742 ”heHlethalHeffectHofHaHplasmidHresultingHfromHtranscriptionalHreadthroughHofHrpluHfromHtheHrplvlH
operonHinHpscherichiaHcoliVH1983THYcdTHZb_UcY 9

1741 ”nZaYXTHaHtransposonHinvolvedHinHtheHspreadHofHtheHcarbenicillinUhydrolyzingHbetaUlactamaseHgeneVH
1983THYcdTHZcZUc 12

1740 xultipleHregulationHinvolvedHinHtheHexpressionHofHtheHuxuRHregulatoryHgeneHinHpscherichiaHcoliHvUYZVH
1983THYcdTH[_YU] 5

1739 ”ransportHofHhemolysinHbyHpscherichiaHcoliVH1983THZZTHcbUdb 77

1738 tnHvitroHeffectsHofHacridineHintercalationHonHRylHpolymeraseHinteractionsHwithHsupercoiledHoylVH
1983THY_THYZ[YUd 2

1737 xapHlocationHandHnucleotideHsequenceHofHkorlTHaHkeyHregulatoryHgeneHofHpromiscuousHplasmidHRvZVH
1983THYYTHb]_[Uad 55

1736 xutationsHinHtheHrptuHleaderHofHpscherichiaHcoliHthatHabolishHfeedbackHregulationVH1983TH[ZTH[aYUd 38

1735 pxpressionHinH“treptomycesHambofaciensHofHanHpscherichiaHcoliHvUYZHgeneHwhichHconfersHresistanceH
toHhygromycinHmVH1983THZaTHZd_Ud 14

1734 ”heHnucleotideHsequenceHofHtheHshattHrestrictionHandHmodificationHgenesHfromHsaemophilusH
haemolyticusVH1983THZ]THZZbU[a 78

1733 yovelHshuttleHplasmidHvehiclesHforHpscherichiaU“treptococcusHtransgenericHcloningVH1983THZ_THY]_U_X 199

1732 macterialHbioluminescenceeHisolationHandHgeneticHanalysisHofHfunctionsHfromH—ibrioHfischeriVH1983TH[ZTHbb[UcY 712

1731 ”heHnifHpromotersHofHvlebsiellaHpneumoniaeHhaveHaHcharacteristicHprimaryHstructureVH1983TH[]THaa_UbY 224
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1730 tdentificationHofHnitrogenaseHandHcarboxylaseHgenesHinHtheHphotosyntheticHbacteriaHandHcloningHofHaH
carboxylaseHgeneHfromHRhodopseudomonasHsphaeroidesVH1983THZ_THZdYUd 20

1729 xolecularHcloningHofHaHmacillusHsubtilisHxylanaseHgeneHinHpscherichiaHcoliVH1983THZaTH_dUa_ 74

1728 nloningHofHserpesvirusHsaimiriHoylHfragmentsHrepresentingHtheHentireHwUregionHofHtheHgenomeVH
1983THZ_THZcYUd 38

1727 ”heHuseHofHaHpartitionHlocusHtoHincreaseHstabilityHofHtryptophanUoperonUbearingHplasmidsHinH
pscherichiaHcoliVH1983THZ[THYX_UY_ 85

1726 nloningHandHcharacterizationHofHtheHumuHoperonHresponsibleHforHinducibleHmutagenesisHinH
pscherichiaHcoliVH1983THZ[THYabUb] 179

1725 “tableHintegrationHofHforeignHoylHintoHtheHchromosomeHofHtheHcyanobacteriumH“ynechococcusHRZVH
1983THZ]TH[bU_Y 159

1724 nloningHofHaHplasmidHregionHspecifyingHtheHyHtransferHsystemHofHbacterialHconjugationHinHpscherichiaH
coliVH1983THZYTHZZbU[a 25

1723 oylHclonesHandHRylHtranscriptsHofHfourHlampbrushHloopsHfromHtheHÎHchromosomeHofHorosophilaH
hydeiVH1983TH[ZTHYdYUd 52

1722 ppxmweHaHnewHfamilyHofHsingleHstrandedHplasmidsVH1983THYYTHYa]_U__ 1240

1721 “tructureHofHtheHbacteriophageHlambdaHcohesiveHendHsiteeHlocationHofHtheHsitesHofHterminaseHbindingH
PcosmQHandHnickingHPcosyQVH1983THZ]THZXbUYc 72

1720 “tudiesHonHtransformationHofHpscherichiaHcoliHwithHplasmidsVH1983THYaaTH__bUcX 9497

1719 RegulationHofHtheHqHconjugationHgenesHstudiedHbyHhybridizationHandHtraUlacØHfusionVH1983THYacTHYX[UZZ 73

1718 nhloramphenicolHacetyltransferaseeHenzymologyHandHmolecularHbiologyVH1983THY]THYU]a 215

1717 “tructureHandHreversionHofHanHadenovirusHtypeHZHmutantHcontainingHaHduplicationHofHtheHleftHendHofH
theHgenomeHatHtheHrightHendVH1983THYZdTH[cYUdZ 12

1716 ”heHctttHgeneHandHproteinHofHbacteriophageHlambdaVH1983THYa[TH_X_UYX 8

1715 lmplificationHofHssbUYHmutantHsingleUstrandedHoylUbindingHproteinHinHpscherichiaHcoliVH1983THYa]THYd[UZYY 44

1714 renesHandHregulatoryHsequencesHofHbacteriophageHphiH²Yb]VH1983THb]YTHd]UYXZ 9

1713 nloningHandHpolypeptideHanalysisHofHtheHleadingHregionHinHqHplasmidHoylHtransferVH1983THdTHZaZUbZ 35
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1712 px“baTHaHplasmidHcapableHofHamplificationHbyHtreatmentHwithHchloramphenicolVH1983THdTHcaUdb 11

1711 “equenceHhomologyHbetweenHtncHyHgroupHplasmidsVH1983THYXTHZYYUZ[ 9

1710 “tudyHofHtheHincompatibilityHandHreplicationHofHtheHbXUkbHvirulenceHplasmidHofHÎersiniaVH1983THYXTHZbdUcd 26

1709 nloningHofHanHexclusionUdeterminingHfragmentHofHtheHtnctHplasmidTHRY]]VH1983THYXTHYYUZX 17

1708 lHnewHtechniqueHforHgeneticHengineeringHofHlgrobacteriumH”iHplasmidVH1983THYXTHZYU[X 67

1707 nonditionalHlethalHmutantsHofHtheHkilmHdeterminantHofHbroadHhostHrangeHplasmidHRvZVH1983THYXTHcZUd_ 24

1706 lnalysisHofHt“ZYUmediatedHmobilizationHofHplasmidHplnÎnYc]HbyHRacV]_HinHpscherichiaHcoliVH1983THYXTHYYYUc 19

1705 lHhostUvectorHsystemHforHgeneHcloningHinHtheHcyanobacteriumHlnacystisHnidulansHRZVH1983THYXTHY_aUa[ 120

1704 tnstabilityHofHaHhighUcopyUnumberHmutantHofHaHminiplasmidHderivedHfromHbroadHhostHrangeHtncPH
plasmidHRvZVH1983THYXTHYc]Ud_ 17

1703 ”heHoriginHofHreplicationHofHplasmidHpY_lHandHcomparativeHstudiesHonHtheHnucleotideHsequencesH
aroundHtheHoriginHofHrelatedHplasmidsVH1983TH[ZTHYYdUZd 182

1702 pnzymaticHformationHofHbiparentalHfigureUeightHmoleculesHfromHplasmidHoylHandHtheirHresolutionHinH
pVHcoliVH1983TH[ZTHcYbUZd 57

1701 nloningHandHexpressionHofHaHoylHfragmentHcarryingHaHhisHniflHfusionHandHtheHnifmQHoperonHfromHaH
nifHconstitutiveHmutantHofHvlebsiellaHpneumoniaeVH1983THa_TH_[Ua[ 13

1700 ReclUindependentHrecombinationHbetweenHdirectHrepeatsHofHt“_XVH1983TH[[THaZdU[b 11

1699 —iabilityHofHpalindromicHoylHisHrestoredHbyHdeletionsHoccurringHatHlowHbutHvariableHfrequencyHinH
plasmidsHofHpscherichiaHcoliVH1983THZ]TH[YbUZa 42

1698 “iteUspecificHrecombinationHbyHrinHofHbacteriophageHxueHinversionsHandHdeletionsVH1983THYZbTHZ]U[a 53

1697 tnHvivoHtranscriptionHofHtheHpVHcoliHuvrmHgeneeHbothHpromotersHareHinducibleHbyH–—VH1983THYYTH][__Ua[ 23

1696 reneticHinstabilityHofHanHartificialHpalindromHoylHsequenceVH1983THYTHbZdU]Z 3

1695 seterogeneityHofHpumpkinHribosomalHoylVH1983THbZTHYaaUbY 46
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1694 tsolationHandHcharacterizationHofHtwoHlinkedHmouseH–YbHsmallHnuclearHRylHgenesVH1983THYYTHaZ__UbX 86

1693 yucleotideHsequenceHofHtheHilvmHmultivalentHattenuatorHregionHofHpscherichiaHcoliHvYZVH1983THYYTHYZbU[d 36

1692 tnitiationHsignalsHforHcomplementaryHstrandHoylHsynthesisHonHsingleUstrandedHplasmidHoylVH1983TH
YYTH]d_bUb_ 44

1691 qrequencyHofHtetracyclineHresistanceHdeterminantHclassesHamongHlactoseUfermentingHcoliformsVH
1983THZ]THc[_U]X 98

1690 nloningHandHstructuralHanalysesHofHhepatitisHmHvirusHoylsTHsubtypeHadrVH1983THYYTH]aXYUYX 289

1689 ”nZXYYTHaHnewHtransposonHencodingHoxacillinUhydrolyzingHbetaUlactamaseVH1983THZ[TH]XbUYZ 5

1688 oylHsequenceHofHtheHYa“HrRylWZ[“HrRylHintercistronicHspacerHofHtwoHroylHoperonsHofHtheH
archaebacteriumHxethanococcusHvannieliiVH1983THYYTHb_[bU]] 38

1687 ”heHstructureHofHratHZc“HribosomalHribonucleicHacidHinferredHfromHtheHsequenceHofHnucleotidesHinHaH
geneVH1983THYYTHbcYdU[Y 170

1686 ”heHadenovirusUZHpttaHearlyHgeneHpromotereHsequencesHrequiredHforHefficientHinHvitroHandHinHvivoH
transcriptionVH1983THYYTHbYX_UYb 76

1685 “tructureHandHcodingHpropertiesHofHaHdominantHpscherichiaHcoliHmutatorHgeneTHmutoVH1983THcXTHZZd_Ud 31

1684 xodulatorHsequencesHmediateHoxygenHregulationHofHnÎnYHandHaHneighboringHgeneHinHyeastVH1983TH
cXTHY_YU_ 100

1683 ReplacementHandHamplificationHofHbacterialHgenesHwithHsequencesHalteredHinHvitroVH1983THcXTH]cd]Uc 167

1682 tdentificationHofHaHtransposonH”n[HsequenceHrequiredHforHtranspositionHimmunityVH1983THcXTHaba_Ud 61

1681 nharacterizationHofHaHviableTHnoninvertingHherpesHsimplexHvirusHYHgenomeHderivedHbyHinsertionHandH
deletionHofHsequencesHatHtheHjunctionHofHcomponentsHwHandH“VH1983THcXTHZadXU] 67

1680 pxpressionHofHhepatitisHmHsurfaceHantigenHgeneHinHyeastVH1983THcXTHYU_ 230

1679 somologousHrecombinationHinHmammalianHcellsHmediatesHformationHofHaHfunctionalHgeneHfromHtwoH
overlappingHgeneHfragmentsVH1983THcXTHZXXZUa 123

1678 oevelopmentalHregulationHofHtheHlspergillusHnidulansHtrpnHgeneVH1983THcXTHb_baUcX 79

1677 nloningHofHtheH—ibrioHharveyiHluciferaseHgeneseHuseHofHaHsyntheticHoligonucleotideHprobeVH1983THcXTHYZXU[ 66
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1676 nharacterizationHofHtheHgeneHandHmRylHofHtheHlargeHsubunitHofHribuloseUYT_UbisphosphateH
carboxylaseHinHpeaHplantsVH1983TH[TH_cbUd_ 19

1675 “tructureHandHexpressionHofHtheHdnaQHmutatorHandHtheHRyaseHsHgenesHofHpscherichiaHcolieHoverlapH
ofHtheHpromoterHregionsVH1983THcXTHbY[bU]Y 73

1674 “tructureHofHaHclusterHofHmouseHhistoneHgenesVH1983THYYTHaabdUdb 71

1673 xolecularHcloningHinHheterologousHsystemsVH1983THY][UYb[ 1

1672 xutationsHinHtheHuncpHgeneHaffectingHassemblyHofHtheHcUsubunitHofHtheHadenosineHtriphosphataseHofH
pscherichiaHcoliVH1983THZYYTHbYbUZa 51

1671 zxidativeHphosphorylationHbyHmutantHpscherichiaHcoliHmembranesHwithHimpairedHprotonH
permeabilityVH1983THZYaTHY][U_X 41

1670 nloningHofHtheHstructuralHgenesHofHtheHpscherichiaHcoliHadenosinetriphosphataseHcomplexVH1983THdbTHYbaUcb 1

1669 lnalysisHofHpscherichiaHcoliHl”PHsynthaseHsubunitsHbyHoylHandHproteinHsequencingVH1983THdbTHYd_UZYc 14

1668 nonstructionHofHmutantsHofHxoloneyHmurineHleukemiaHvirusHbyHsuppressorUlinkerHinsertionalH
mutagenesiseHpositionsHofHviableHinsertionHmutationsVH1984THcYTH]Y]dU_[ 53

1667 reneHlHproteinHcleavageHofHrecombinantHplasmidsHcontainingHtheHphiH²Yb]HreplicationHoriginVH1984TH
YZTHa]][U_] 16

1666 ”heHinfluenceHofHmessengerHRylHsecondaryHstructureHonHexpressionHofHanHimmunoglobulinHheavyH
chainHinHpscherichiaHcoliVH1984THYZTH[d[bU_X 97

1665 yucleotideHsequenceHofHRhizobiumHmelilotiHnodulationHgenesVH1984THYZTHd_XdUZ] 155

1664 yovelHpVHcoliHmutantsHdeficientHinHbiosynthesisHofH_UmethylaminomethylUZUthiouridineVH1984THYZTH[_ZYU[] 101

1663 lntibioticHresistanceHmutationsHinHYa“HandHZ[“HribosomalHRylHgenesHofHpscherichiaHcoliVH1984THYZTH]a_[Ua[ 238

1662 rrowthUrateHdependentHregulationHofHmRylHstabilityHinHpscherichiaHcoliVH1984TH[YZTHb_Ub 211

1661 xolecularHcloningHofHthepscherichiaHcolivUYZentlnrmpgenesVH1984THZ]THbbUcX 30

1660 PhysicalHmapHofHtheHbacteriophageHwHP“almonellaHtyphimuriumQVH1984THZ_THYYbUYZX 2

1659 qactorsHnecessaryHforHtheHexportHprocessHofHcolicinHpYHacrossHcytoplasmicHmembraneHofHpscherichiaH
coliVH1984THY]XTHZ]dU__ 27
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1658 ProlipoproteinHmodificationHandHprocessingHinHpscherichiaHcoliVHlHuniqueHsecondaryHstructureHinH
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1654 somologiesHbetweenHheterogeneousHextrachromosomalHoylHpopulationsHofHsalobacteriumH
halobiumHandHfourHnewHhalobacterialHisolatesVH1984THYd]THdYUdb 38
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1649
xolecularHorganisationHofHtheHgenesHinvolvedHinHtheHproductionHofHqbPZQHfimbriaeTHcausingH
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Yd]TH_ZcU[[

39

1648 RecombinationalHpropertiesHofHtheH“accharomycesHcerevisiaeHqwPHgeneHexpressedHinHpscherichiaH
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1642
xolecularHandHgeneticHstudiesHonHtheHeuchromatinUheterochromatinHtransitionHregionHofHtheH²H
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1627 ”ransposonH”n_HmutagenesisHofHgenesHforHtheHphotosyntheticHapparatusHinHRhodopseudomonasH
capsulataVH1984THYdcTHY_[UY_c 39

1626 ReversalHbyHoylHamplificationsHofHanHunusualHmutationHblockingHalkaneHandHalcoholHutilizationHinH
PseudomonasHputidaVH1984THYdbTH[c]UdY 8
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1984THZcTHYUY_ 102

1580 cisUactingHmutationsHthatHaffectHropHproteinHcontrolHofHplasmidHcopyHnumberVH1984THcYTH]]a_Ud 13
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1573 yucleotideHsequenceHofHbeanHgoldenHmosaicHvirusHandHaHmodelHforHgeneHregulationHinHgeminivirusesVH
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geneTHfromHRhizobiumHleguminosarumHPRpVH1985THZXXTH[acU[b] 17
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identificationHofHtheHcloacinHoqY[WaerobactinHouterHmembraneHreceptorHproteinsVH1985TH_YTHZX[UYc 15

1534 ”ransductionHofHvirulenceHinHherpesHsimplexHvirusHtypeHYHfromHaHpathogenicHtoHanHapathogenicHstrainH
byHaHclonedHviralHoylHfragmentVH1985THYb[THZ_bUbc 46
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1523 ResistanceHtoHvariousHtetracyclinesHmediatedHbyHtransposonH”nYXHinHpscherichiaHcoliHvUYZVH1985THZbTHcbdUcY 7
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470 lHdeletionHmutantHofHtheHtypeHtnHrestrictionHendonucleaseHpcoRYZ]YHexpressingHaHnovelHoylH
specificityVH1993THZYTH]][_U][ 51

469 xutationsHinHtheHrfb”HgeneHareHresponsibleHforHtheHzgawaHtoHinabaHserotypeHconversionHinH—ibrioH
choleraeHzYVH1993TH[bTHZcYUc 18

468 nharacterizationHofHaHnovelHextendedUspectrumHbetaUlactamaseHfromHPseudomonasHaeruginosaVH
1993TH[bTHdaZUd 177

467 zligomerizationHofHy”RnHatHtheHglnlHenhancerHisHrequiredHforHtranscriptionalHactivationVH1993THbTHZZ_cUb[ 163

466 “nR[YTHsnR[ZTHandHsnR[[eHthreeHnovelTHnonUessentialHsnRylsHfromH“accharomycesHcerevisiaeVH1993TH
ZYTH_[dYUb 31

465 reneHstructureHandHexpressionHofHtheHxbotHrestrictionUUmodificationHsystemVH1993THZYTHZ[XdUY[ 22

464 ”heHactivityHofHtheHpscherichiaHcoliHtranscriptionHfactorHqyRHisHregulatedHbyHaHchangeHinHoligomericH
stateVH1993THbTHYdd[UZXX_ 134

463 nloningHandHassessmentHofHmycobacterialHpromotersHbyHusingHaHplasmidHshuttleHvectorVHJournal of 
BacteriologyTH1993THYb_TH_YcaUdZ 3.5 91

462 RegulatoryHinteractionsHbetweenHReplTHanHessentialHreplicationHproteinTHandHtheHoylHrepeatsHofH
RepqtmHfromHplasmidHP[XbVHJournal of BacteriologyTH1993THYb_TH]XYaUZ] 3.5 6

461 “equenceHofHaHclassHpHtetracyclineHresistanceHgeneHfromHpscherichiaHcoliHandHcomparisonHofHrelatedH
tetracyclineHeffluxHproteinsVHJournal of BacteriologyTH1993THYb_TH]__]UaX 3.5 32

460 PlasmidHpvxYXYHencodesHtwoHnonhomologousHantirestrictionHproteinsHPlrdlHandHlrdmQHwhoseH
expressionHisHcontrolledHbyHhomologousHregulatoryHsequencesVHJournal of BacteriologyTH1993THYb_TH]c][U_X3.5 55

459
xolecularHanalysisHofHregionHYHofHtheHpscherichiaHcoliHv_HantigenHgeneHclustereHaHregionHencodingH
proteinsHinvolvedHinHcellHsurfaceHexpressionHofHcapsularHpolysaccharideVHJournal of BacteriologyTH
1993THYb_TH_dbcUc[

3.5 73

458
pxpressionHofHtheHcapsularHv_HpolysaccharideHofHpscherichiaHcolieHbiochemicalHandHelectronH
microscopicHanalysesHofHmutantsHwithHdefectsHinHregionHYHofHtheHv_HgeneHclusterVHJournal of 
BacteriologyTH1993THYb_TH_dc]UdZ

3.5 73

457 ”heHpscherichiaHcoliHfmtHgeneTHencodingHmethionylUtRylPfxetQHformyltransferaseTHescapesH
metabolicHcontrolVHJournal of BacteriologyTH1993THYb_THdd[UYXXX 3.5 34

456 zxidationHofHoUlactateHandHwUlactateHbyHyeisseriaHmeningitidiseHpurificationHandHcloningHofH
meningococcalHoUlactateHdehydrogenaseVHJournal of BacteriologyTH1993THYb_THa[cZUdY 3.5 30

455 reneticHandHmolecularHanalysesHofHtheHnUterminalHregionHofHtheHrecpHgeneHfromHtheHRacHprophageHofH
pscherichiaHcoliHvUYZHrevealHtheHrec”HgeneVHJournal of BacteriologyTH1993THYb_THbab[UcZ 3.5 43

454 RegulationHofHpyocinHgenesHinHPseudomonasHaeruginosaHbyHpositiveHPprtyQHandHnegativeHPprtRQH
regulatoryHgenesVHJournal of BacteriologyTH1993THYb_THYZ_bUa[ 3.5 96

453
—ibrioHparahaemolyticusHhasHaHhomologHofHtheH—ibrioHcholeraeHtoxR“HoperonHthatHmediatesH
environmentallyHinducedHregulationHofHtheHthermostableHdirectHhemolysinHgeneVHJournal of 
BacteriologyTH1993THYb_TH[c]]U__

3.5 136
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452
xaltoseHandHmaltotrioseHcanHbeHformedHendogenouslyHinHpscherichiaHcoliHfromHglucoseHandH
glucoseUYUphosphateHindependentlyHofHenzymesHofHtheHmaltoseHsystemVHJournal of BacteriologyTH
1993THYb_TH_a__Ua_

3.5 66

451 RecombinationHwalkingeHgeneticHselectionHofHclonesHfromHpooledHlibrariesHofHyeastHartificialH
chromosomesHbyHhomologousHrecombinationVH1993THdXTHcYYcUZZ 2

450 ÎersiniaHenterocoliticaHinvasineHaHprimaryHroleHinHtheHinitiationHofHinfectionVH1993THdXTHa]b[Ub 208

449 reneticHanalysisHofHmicrocinHs]bHantibioticHsystemVHJournal of BacteriologyTH1993THYb_TH_]ZXUb 3.5 37

448 noordinateHregulationHofHsiderophoreHandHexotoxinHlHproductioneHmolecularHcloningHandH
sequencingHofHtheHPseudomonasHaeruginosaHfurHgeneVHJournal of BacteriologyTH1993THYb_THZ_cdUdc 3.5 190

447 tRylHmodificationHactivityHisHnecessaryHforH”etPxQUmediatedHtetracyclineHresistanceVHJournal of 
BacteriologyTH1993THYb_THbZXdUY_ 3.5 33

446 ”heHyUendHruleHinHpscherichiaHcolieHcloningHandHanalysisHofHtheHleucylTHphenylalanylUtRylUproteinH
transferaseHgeneHaatVHJournal of BacteriologyTH1993THYb_TH][a]Ub] 3.5 74

445 tdentificationHofHaHglycoproteinHproducedHbyHenterotoxigenicHpscherichiaHcoliVH1999THabTH]Xc]UdY 133

444 pffectHofHtemperatureHonHtranslocationHfrequencyHofHtheH”n[HelementVHJournal of BacteriologyTH1979
THY[dTH_Y_Ud 3.5 63

443 “tructuralHandHfunctionalHanalysisHofHclonedHdeoxyribonucleicHacidHcontainingHtheHtrpRUthrHregionHofH
theHpscherichiaHcoliHchromosomeVHJournal of BacteriologyTH1979THY]XTHYXaUY[ 3.5 83

442 PlasmidHvehiclesHforHdirectHcloningHofHpscherichiaHcoliHpromotersVHJournal of BacteriologyTH1979THY]XTH]XXUb3.5 122

441 ResistanceHplasmidsHinHPseudomonasHcepaciaH]rdVHJournal of BacteriologyTH1979THY]XTHYXYbUZZ 3.5 15

440 PhysicalHmappingHofHtheHpscherichiaHcoliHoUserineHdeaminaseHregioneHcontiguityHofHtheHdsdHstructuralH
andHregulatoryHgenesVHJournal of BacteriologyTH1980THY]ZTHYb]Uc] 3.5 12

439 “ubunitsHofHtheHadenosineHtriphosphataseHcomplexHtranslatedHinHvitroHfromHtheHpscherichiaHcoliHuncH
operonVHJournal of BacteriologyTH1980THY][THcUYb 3.5 113

438 semolysisHdeterminantHcommonHtoHpscherichiaHcoliHhemolyticHplasmidsHofHdifferentHincompatibilityH
groupsVHJournal of BacteriologyTH1980THY][THcZ_U[[ 3.5 54

437
tnHvitroHgeneHfusionsHthatHjoinHanHenzymaticallyHactiveHbetaUgalactosidaseHsegmentHtoH
aminoUterminalHfragmentsHofHexogenousHproteinseHpscherichiaHcoliHplasmidHvectorsHforHtheHdetectionH
andHcloningHofHtranslationalHinitiationHsignalsVHJournal of BacteriologyTH1980THY][THdbYUcX

3.5 981

436 PlasmidHreplicationHfunctionseHtwoHdistinctHsegmentsHofHplasmidHRYTHReplHandHRepoTHexpressH
incompatibilityHandHareHcapableHofHautonomousHreplicationVHJournal of BacteriologyTH1980THY]]THYYZaU[c 3.5 28

435 xolecularHcloningHofHpscherichiaHcoliHvUYZHhexuronateHsystemHgeneseHexuHregionVHJournal of 
BacteriologyTH1981THY]_THYcYUdX 3.5 19
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434 ”hreeHgenesHcodingHforHsubunitsHofHtheHmembraneHsectorHPqXQHofHtheHpscherichiaHcoliHadenosineH
triphosphataseHcomplexVHJournal of BacteriologyTH1981THY]_THZXXUYX 3.5 98

433 oeterminationHofHtheHfunctionsHofHhemolyticHplasmidHpslyY_ZHofHpscherichiaHcoliVHJournal of 
BacteriologyTH1981THY]_THZ[[U]b 3.5 79

432 pscherichiaHcoliHheatUlabileHenterotoxinHgenesHareHflankedHbyHrepeatedHdeoxyribonucleicHacidH
sequencesVHJournal of BacteriologyTH1981THY]_THc_XUaX 3.5 36

431 xolecularHcloningHofH”zwHgenesHxylmHandHxylpHinHpscherichiaHcoliVHJournal of BacteriologyTH1981THY]_THYY[bU][3.5 82

430 somologyHbetweenHpscherichiaHcoliHplasmidsHnolpYHandHpY_lVHJournal of BacteriologyTH1981THY]_THY[X_Ud3.5 6

429 nloningHandHexpressionHinHstreptomycesHlividansHofHantibioticHresistanceHgenesHderivedHfromH
pscherichiaHcoliVHJournal of BacteriologyTH1981THY]aTH[aXUc 3.5 71

428 ”heHregionHcontrollingHtheHthermosensitiveHeffectHofHplasmidHRtsYHonHhostHgrowthHisHseparateHfromH
theHRtsYHreplicationHregionVHJournal of BacteriologyTH1981THY]aTHc_UdZ 3.5 8

427 nloningHandHcharacterizationHofHtheHpscherichiaHcoliHgeneHcodingHforHalkalineHphosphataseVHJournal 
of BacteriologyTH1981THY]aTHaaXUb 3.5 29

426 –seHofHtransposonsHinHcloningHpoorlyHselectableHgenesHofHpscherichiaHcolieHcloningHofHuvrlHandH
adjacentHgenesVHJournal of BacteriologyTH1981THY]bTHacZU] 3.5 12

425 xolecularHcloningHofHgeneHxyl“HofHtheH”zwHplasmideHevidenceHforHpositiveHregulationHofHtheHxyloprqH
operonHbyHxyl“VHJournal of BacteriologyTH1981THY]cTH]Y[Uc 3.5 99

424 xolecularHorganizationHofHheatUlabileHenterotoxinHgenesHoriginatingHinHpscherichiaHcoliHofHhumanH
originHandHconstructionHofHheatUlabileHtoxoidUproducingHstrainsVHJournal of BacteriologyTH1981THY]cTHdc[Ub3.5 25

423 pvidenceHforHanHinternalHpromoterHprecedingHtuflHinHtheHstrHoperonHofHpscherichiaHcoliVHJournal of 
BacteriologyTH1982THY]dTH_]cU_[ 3.5 13

422 nloningHandHendonucleaseHrestrictionHanalysisHofHuidlHandHuidRHgenesHinHpscherichiaHcoliHvUYZeH
determinationHofHtranscriptionHdirectionHforHtheHuidlHgeneVHJournal of BacteriologyTH1982THY]dTH_cbUd] 3.5 25

421 nloningHofHphopTHtheHstructuralHgeneHforHtheHpscherichiaHcoliHphosphateHlimitationUinducibleHouterH
membraneHporeHproteinVHJournal of BacteriologyTH1982THY]dTHaacUbZ 3.5 52

420 nomparisonHofHtranscriptionHofHbetaUlactamaseHgenesHspecifiedHbyHvariousHampicillinHtransposonsVH
Journal of BacteriologyTH1982THY_XTHZadUba 3.5 27

419 ”heHcataboliteUsensitiveHpromoterHforHtheHchloramphenicolHacetylHtransferaseHgeneHisHprecededHbyH
twoHbindingHsitesHforHtheHcataboliteHgeneHactivatorHproteinVHJournal of BacteriologyTH1982THY_XTH[YZUc 3.5 30

418 ”ranspositionHofHtheHcarbenicillinUhydrolyzingHbetaUlactamaseHgeneVHJournal of BacteriologyTH1982TH
Y_XTH]c[Ud 3.5 29

417 nonstructionHandHcharacterizationHofHmutantsHimpairedHinHtheHbiosynthesisHofHtheHvccabHantigenVH
Journal of BacteriologyTH1982THY_XTH_YZUZY 3.5 52
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416 –seHofHinHvitroHgeneHfusionsHtoHstudyHtheHuxuRHregulatoryHgeneHinHpscherichiaHcoliHvUYZeHdirectionHofH
transcriptionHandHregulationHofHitsHexpressionVHJournal of BacteriologyTH1982THY_XTHYX]XUb 3.5 17

415 RosanilinseHindicatorHdyesHforHchloramphenicolUresistantHenterobacteriaHcontainingHchloramphenicolH
acetyltransferaseVHJournal of BacteriologyTH1982THY_XTHY[b_UcZ 3.5 34

414 ”woHcomplementationHgroupsHmediateHtetracyclineHresistanceHdeterminedHbyH”nYXVHJournal of 
BacteriologyTH1982THY_YTHZXdUY_ 3.5 74

413 reneticHandHmolecularHcharacterizationHofH”nZYTHaHmultipleHresistanceHtransposonHfromHRYXXVYVH
Journal of BacteriologyTH1982THY_YTHZZZUZc 3.5 160

412 “everalHcopiesHofHtheHsameHinsertionHsequenceHareHpresentHinHalphaUhemolyticHplasmidsHbelongingH
toHfourHdifferentHincompatibilityHgroupsVHJournal of BacteriologyTH1982THY_YTH]bZUa 3.5 26

411 xolecularHcloningHofHpheRHinHpscherichiaHcoliHvUYZVHJournal of BacteriologyTH1982THY_ZTHYUa 3.5 16

410 xolecularHcloningHandHregulationHofHexpressionHofHtheHgenesHforHinitiationHfactorH[HandHtwoH
aminoacylUtRylHsynthetasesVHJournal of BacteriologyTH1982THY_ZTH[_bUaZ 3.5 21

409 pscherichiaHcoliHphenylalanylUtRylHsynthetaseHoperoneHcharacterizationHofHmutationsHisolatedHonH
multicopyHplasmidsVHJournal of BacteriologyTH1982THY_ZTHa_XUaX 3.5 15

408 xultipleHmechanismsHforHexpressionHofHincompatibilityHbyHbroadUhostUrangeHplasmidHRvZVHJournal of 
BacteriologyTH1982THY_ZTHYXbcUdX 3.5 46

407 nloningHandHexpressionHofHtheHbetaUoUphosphogalactosideHgalactohydrolaseHgeneHofHwactobacillusH
caseiHinHpscherichiaHcoliHvUYZVHJournal of BacteriologyTH1982THY_ZTHYY[cU]a 3.5 43

406 qormationHofHoligomericHstructuresHfromHplasmidHoylHcarryingHcosHlambdaHthatHisHpackagedHintoH
bacteriophageHlambdaHheadsVHJournal of BacteriologyTH1983THY_[THYXXUc 3.5 10

405 yitrogenHfixationHbyHvlebsiellaHpneumoniaeHisHinhibitedHbyHcertainHmulticopyHhybridHnifHplasmidsVH
Journal of BacteriologyTH1983THY_[TH]_U_a 3.5 60

404 nlusteredHgenesHforHgalactoseHmetabolismHfromH“treptococcusHmutansHclonedHinHpscherichiaHcoliVH
Journal of BacteriologyTH1983THY_[THYXd_Ub 3.5 13

403 –seHofHclonedHmtlHgenesHofHpscherichiaHcoliHtoHintroduceHmtlHdeletionHmutationsHintoHtheH
chromosomeVHJournal of BacteriologyTH1983THY_[THac_UdZ 3.5 35

402 nonstructionHofHhybridHplasmidsHcontainingHtheHpscherichiaHcoliHuxamHgeneeHanalysisHofHitsHregulationH
andHdirectionHofHtranscriptionVHJournal of BacteriologyTH1983THY_[THb]bU__ 3.5 12

401 RelationshipHbetweenHplasmidHandHchromosomalHhemolysinHdeterminantsHofHpscherichiaHcoliVH
Journal of BacteriologyTH1983THY_[THc]aU_Y 3.5 72

400 tnvertedHrepeatsHinHtheHoylHofHplasmidHpn–YVHJournal of BacteriologyTH1983THY_[THY_XZUYZ 3.5 10

399 nomparisonHofHplasmidsHnoYpZUPdHandHnoYpZUnl]ZHandHtheirHimmunityHproteinsVHJournal of 
BacteriologyTH1983THY_[THY__ZUb 3.5 7

(1983-1982)
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398
xolecularHcloningHandHcharacterizationHofHtheHgenesHPpbplHandHrodlQHresponsibleHforHtheHrodHshapeH
ofHpscherichiaHcoliHvUYZeHanalysisHofHgeneHexpressionHwithHtransposonH”n_HmutagenesisHandHproteinH
synthesisHdirectedHbyHconstructedHplasmidsVHJournal of BacteriologyTH1983THY_]THYXUa

3.5 12

397 PositiveUselectionHcloningHvehicleHusefulHforHoverproductionHofHhybridHproteinsVHJournal of 
BacteriologyTH1983THY_]THYXX_Uc 3.5 48

396 nharacterizationHandHcomplementationHofHpxmYHcopyHnumberHmutanteHeffectHofHRylHtHgeneHdosageH
onHplasmidHcopyHnumberHandHincompatibilityVHJournal of BacteriologyTH1983THY_]THcXdUYc 3.5 37

395 nloningHandHinsertionalHinactivationHofHtheHdyeHPsfrlQHgeneTHmutationHofHwhichHaffectsHsexHfactorHqH
expressionHandHdyeHsensitivityHofHpscherichiaHcoliHvUYZVHJournal of BacteriologyTH1983THY_]THY[XdUY] 3.5 29

394 snUrlycerolU[UphosphateHtransportHinH“almonellaHtyphimuriumVHJournal of BacteriologyTH1983THY__THYcaUd_3.5 18

393 RoleHofHnineHrepeatingHsequencesHofHtheHminiUqHgenomeHforHexpressionHofHqUspecificHincompatibilityH
phenotypeHandHcopyHnumberHcontrolVHJournal of BacteriologyTH1983THY__TH[[bU]] 3.5 95

392 xulticopyH”nYXHtetHplasmidsHconferHsensitivityHtoHinductionHofHtetHgeneHexpressionVHJournal of 
BacteriologyTH1983THY__TH_]dU_a 3.5 64

391 ”n_HinsertionHmutationsHinHtheHmercuricHionHresistanceHgenesHderivedHfromHplasmidHRYXXVHJournal of 
BacteriologyTH1983THY__THadXUbX[ 3.5 101

390 nonditionallyHreplicatingHplasmidHvectorsHthatHcanHintegrateHintoHtheHvlebsiellaHpneumoniaeH
chromosomeHviaHbacteriophageHP]HsiteUspecificHrecombinationVHJournal of BacteriologyTH1983THY__THbX]UY[3.5 10

389 nonstructionHofHaHmobilizableHÎersiniaHenterocoliticaHvirulenceHplasmidVHJournal of BacteriologyTH
1983THY__THbaYUb 3.5 131

388 tdentificationHofHtheHrodlHgeneHproductHofHpscherichiaHcoliVHJournal of BacteriologyTH1983THY__THc_]Ud 3.5 34

387 pxpressionHofHaHclonedHvccacHadhesionHantigenHdeterminanteHidentificationHofHaHnewHadhesionH
cistronHandHroleHofHaHvectorUencodedHpromoterVHJournal of BacteriologyTH1983THY__THYXbYUb 3.5 16

386 yucleotideHsequenceHofHanHincompatibilityHregionHofHminiURtsYHthatHcontainsHfiveHdirectHrepeatsVH
Journal of BacteriologyTH1983THY__THYYc_UdY 3.5 32

385 xolecularHcloningHofHregulatoryHgeneHxylRHandHoperatorUpromoterHregionsHofHtheHxyllmnHandH
xyloprqHoperonsHofHtheH”zwHplasmidVHJournal of BacteriologyTH1983THY__THYYdZUd 3.5 102

384 PhysicalHmappingHofHtheHexu”HandHuxanHoperatorsHbyHuseHofHexuHplasmidsHandHgenerationHofH
deletionHmutantsHinHvitroVHJournal of BacteriologyTH1983THY__THdb[UcZ 3.5 12

383 nloningHofHtheHglutamineHsynthetaseHtHgeneHfromHRhizobiumHmelilotiVHJournal of BacteriologyTH1983TH
Y_aTHYacUba 3.5 91

382 nharacterizationHofHconjugativeHplasmidHpoPZXcVHJournal of BacteriologyTH1983THY_aTHZ[XU_ 3.5 18

381 PlasmidUencodedHregulationHofHcolicinHpYHgeneHexpressionVHJournal of BacteriologyTH1983THY_aTH]cbUdZ 3.5 10
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380 pssentialHgenesHofHplasmidHRvZHinHpscherichiaHcolieHtrfmHregionHcontrolsHaHkilHgeneHnearHtrflVHJournal 
of BacteriologyTH1983THY_aTH_c]UdY 3.5 38

379 tdentificationHofHrepressorHbindingHsitesHcontrollingHexpressionHofHtetracyclineHresistanceHencodedH
byH”nYXVHJournal of BacteriologyTH1983THY_aTHYYccUdY 3.5 25

378 “uicideHplasmidHvehiclesHforHinsertionHmutagenesisHinHRhizobiumHmelilotiHandHrelatedHbacteriaVH
Journal of BacteriologyTH1983THY_aTHYZdZU[XX 3.5 178

377 xutationsHaffectingHregulationHofHtheHvlebsiellaHpneumoniaeHnifsHPnitrogenaseHreductaseQH
promotorVHJournal of BacteriologyTH1984THY_bTHY][Ub 3.5 39

376 PhysicalHandHgeneticHanalysesHofHstreptococcalHplasmidHplxHbetaHYHandHcloningHofHitsHreplicationH
regionVHJournal of BacteriologyTH1984THY_bTH]]_U_[ 3.5 96

375 lssemblyHofHtheHaspartateHtranscarbamoylaseHholoenzymeHfromHtranscriptionallyHindependentH
catalyticHandHregulatoryHcistronsVHJournal of BacteriologyTH1984THY_bTHcdYUc 3.5 14

374 pffectsHofHdeletionsHinHtransposonH”nbHonHitsHfrequencyHofHtranspositionVHJournal of BacteriologyTH
1984THY_bTHdaZU] 3.5 19

373 reneticHscreenHforHclonedHreleaseHfactorHgenesVHJournal of BacteriologyTH1984THY_cTH[aZU] 3.5 57

372 PlasmidHinsertionHmutagenesisHandHlacHgeneHfusionHwithHminiUmuHbacteriophageHtransposonsVH
Journal of BacteriologyTH1984THY_cTH]ccUd_ 3.5 489

371 nloningTHmappingTHandHexpressionHofHgenesHinvolvedHinHtheHfattyHacidUdegradativeHmultienzymeH
complexHofHpscherichiaHcoliVHJournal of BacteriologyTH1984THY_cTH_[_U]Z 3.5 35

370 ”ransposonH”n_HspecifiesHstreptomycinHresistanceHinHRhizobiumHsppVHJournal of BacteriologyTH1984TH
Y_cTH_cXUd 3.5 42

369 xethodHforHdeterminingHwhetherHaHgeneHofHpscherichiaHcoliHisHessentialeHapplicationHtoHtheHpollH
geneVHJournal of BacteriologyTH1984THY_cTHa[aU][ 3.5 209

368 xolecularHcloningHandHcharacterizationHofHgenesHrequiredHforHriboseHtransportHandHutilizationHinH
pscherichiaHcoliHvUYZVHJournal of BacteriologyTH1984THY_cTHab]UcZ 3.5 72

367 PromoterHexchangeHbetweenHompqHandHompnTHgenesHforHosmoregulatedHmajorHouterHmembraneH
proteinsHofHpscherichiaHcoliHvUYZVHJournal of BacteriologyTH1984THY_cTHYX]YUb 3.5 71

366 ”ransformationHofHvluyveromycesHfragilisVHJournal of BacteriologyTH1984THY_cTHYYa_Ub 3.5 41

365 nonstructionHandHcharacterizationHofHanHpscherichiaHcoliHstrainHwithHaHunctHmutationVHJournal of 
BacteriologyTH1984THY_cTHcZXU_ 3.5 88

364 oetectionHandHcharacterizationHofH”nZ_XYTHaHtransposonHincludedHwithinHtheHlactoseHtransposonH
”nd_YVHJournal of BacteriologyTH1984THY_cTHcaaUbY 3.5 23

363 nonstructionHofHaHsingleUcopyHpromoterHvectorHandHitsHuseHinHanalysisHofHregulationHofHtheH
transposonH”nYXHtetracyclineHresistanceHdeterminantVHJournal of BacteriologyTH1984THY_cTHdYXUd 3.5 68

(1984-1983)
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362 nloningHandHcharacterizationHofHtheH“almonellaHtyphimuriumHmetpHgeneVHJournal of BacteriologyTH
1984THY_cTHdZcU[[ 3.5 16

361 PhysicalHandHgeneticHanalysesHofHtheHtncUtHalphaHplasmidHRa]VHJournal of BacteriologyTH1984THY_cTHddbUYXX]3.5 24

360
RegenerationHofHinsertionallyHinactivatedHstreptococcalHoylHfragmentsHafterHexcisionHofH
transposonH”ndYaHinHpscherichiaHcolieHstrategyHforHtargetingHandHcloningHofHgenesHfromH
gramUpositiveHbacteriaVHJournal of BacteriologyTH1984THY_dTHZY]UZY

3.5 236

359 nloningHofHnitrateHreductaseHgenesHfromHtheHcyanobacteriumHlnacystisHnidulansVHJournal of 
BacteriologyTH1984THY_dTH[aU]Y 3.5 53

358 reneHresponsibleHforHprotectingHpscherichiaHcoliHfromHsodiumHdodecylHsulfateHandHtoluidineHblueH
plusHlightVHJournal of BacteriologyTH1984THY_dTH_ZbU[Z 3.5 7

357 xutationHcausingHreverseHosmoregulationHofHsynthesisHofHzmpqTHaHmajorHouterHmembraneHproteinH
ofHpscherichiaHcoliVHJournal of BacteriologyTH1984THY_dTHaccUdZ 3.5 32

356 zrganizationHandHexpressionHofHgenesHresponsibleHforHtypeHYHpiliationHinHpscherichiaHcoliVHJournal of 
BacteriologyTH1984THY_dTHb[aU]] 3.5 191

355 RegulationHofHtheHphosphateHregulonHinHpscherichiaHcoliHvUYZeHregulationHofHtheHnegativeHregulatoryH
geneHpho–HandHidentificationHofHtheHgeneHproductVHJournal of BacteriologyTH1984THY_dTHdbdUc_ 3.5 20

354 “tudyHofHregulationHandHtransportHofHhemolysinHbyHusingHfusionHofHtheHbetaUgalactosidaseHgeneH
PlacØQHtoHhemolysinHgenesVHJournal of BacteriologyTH1984THYaXTHYaYUc 3.5 19

353 tncqttHplasmidHincompatibilityHproductHandHitsHtargetHareHbothHRylHtranscriptsVHJournal of 
BacteriologyTH1984THYaXTHZcU[_ 3.5 52

352 reneticHsystemHforHanalyzingHpscherichiaHcoliHthymidylateHsynthaseVHJournal of BacteriologyTH1984TH
YaXTH[bYUc 3.5 36

351 xolecularHbasisHofHisozymeHformationHofHbetaUgalactosidasesHinHmacillusHstearothermophiluseH
isolationHofHtwoHbetaUgalactosidaseHgenesTHbgalHandHbgamVHJournal of BacteriologyTH1984THYaXTHdUY] 3.5 29

350 tdentificationHofHadditionalHgenesHonHtransposonH”nYXeHtetnHandHtetoVHJournal of BacteriologyTH1984TH
YaXTH_X]Ud 3.5 26

349
lnHacidicHorHbasicHaminoHacidHatHpositionHZaHofHtheHbHsubunitHofHpscherichiaHcoliHqYqXUl”PaseHimpairsH
membraneHprotonHpermeabilityeHsuppressionHofHtheHuncq]adHnonsenseHmutationVHJournal of 
BacteriologyTH1984THYaXTHba]UbX

3.5 15

348 xolecularHcloningHandHgeneticHorganizationHofHn]UdicarboxylateHtransportHgenesHfromHRhizobiumH
leguminosarumVHJournal of BacteriologyTH1984THYaXTHdX[Ud 3.5 88

347 tsolationHofHaHversatileH“erratiaHmarcescensHmutantHasHaHhostHandHmolecularHcloningHofHtheHaspartaseH
geneVHJournal of BacteriologyTH1985THYaYTHYUa 3.5 45

346 seterologousHrepressorUoperatorHrecognitionHamongHfourHclassesHofHtetracyclineHresistanceH
determinantsVHJournal of BacteriologyTH1985THYaYTH[ZaU[Z 3.5 53

345 tdentificationHofHpvxYXYUencodedHlociHspecifyingHpotentiallyHlethalHgeneHproductsVHJournal of 
BacteriologyTH1985THYaYTH]YbUZ] 3.5 29

Citation Report

90



344 his”HisHpartHofHaHmultigeneHoperonHinHpscherichiaHcoliHvUYZVHJournal of BacteriologyTH1985THYaYTHaXUbY 3.5 36

343 lnalysisHofHtheHindividualHregulatoryHcomponentsHofHtheHtncqttHplasmidHreplicationHcontrolHsystemVH
Journal of BacteriologyTH1985THYaYTH_[]U][ 3.5 15

342 nloningHandHcharacterizationHofHaHgeneHPfadRQHinvolvedHinHregulationHofHfattyHacidHmetabolismHinH
pscherichiaHcoliVHJournal of BacteriologyTH1985THYaYTH_c[Uc 3.5 46

341 tnvolvementHofHoylHsuperhelicityHinHminichromosomeHmaintenanceHinHpscherichiaHcoliVHJournal of 
BacteriologyTH1985THYaYTHacbUd_ 3.5 21

340 pscherichiaHcoliHa“HRylHgeneHisHpartHofHaHdualUfunctionHtranscriptionHunitVHJournal of BacteriologyTH
1985THYaYTHYYaZUbX 3.5 45

339 PolycistronicHmRylsHcodeHforHpolypeptidesHofHtheH—ibrioHharveyiHluminescenceHsystemVHJournal of 
BacteriologyTH1985THYaYTHdd_UYXXY 3.5 42

338 tsolationHandHcharacterizationHofHtransposonH”n_UinducedHsymbioticHmutantsHofHRhizobiumHlotiVH
Journal of BacteriologyTH1985THYaZTH[[_U][ 3.5 50

337 nopyHmutantHofHminiURtsYeHloweredHbindingHaffinityHofHmutatedHReplHproteinHtoHdirectHrepeatsVH
Journal of BacteriologyTH1985THYaZTHbZUb 3.5 20

336 RepeatedHsequencesHsimilarHtoHinsertionHelementsHclusteredHaroundHtheHnifHregionHofHtheHRhizobiumH
japonicumHgenomeVHJournal of BacteriologyTH1985THYaZTH_[_U]Z 3.5 85

335 tsolationHofHaHnovelHtransposonHwhichHcarriesHtheHpscherichiaHcoliHenterotoxinH“”ttHgeneVHJournal of 
BacteriologyTH1985THYaZTHaY_UZX 3.5 38

334 nonstructionHandHcharacterizationHofHaHdeletionHmutantHlackingHmicqTHaHproposedHregulatoryHgeneH
forHzmpqHsynthesisHinHpscherichiaHcoliVHJournal of BacteriologyTH1985THYaZTHYYdaUZXZ 3.5 74

333 rlobosideUspecificHadhesinsHofHuropathogenicHpscherichiaHcoliHareHencodedHbyHsimilarH
transUcomplementableHgeneHclustersVHJournal of BacteriologyTH1985THYaZTHYZd[U[XY 3.5 70

332 oefectiveHsecretionHofHmaltoseUHandHriboseUbindingHproteinsHcausedHbyHaHtruncatedHperiplasmicH
proteinHinHpscherichiaHcoliVHJournal of BacteriologyTH1985THYaZTHdbZUc 3.5 27

331 ReplicationHcontrolHinHpromiscuousHplasmidHRvZeHkilHandHkorHfunctionsHaffectHexpressionHofHtheH
essentialHreplicationHgeneHtrflVHJournal of BacteriologyTH1985THYa[THZZcU[b 3.5 55

330 sostHoylHreplicationHforksHareHnotHpreferredHtargetsHforHbacteriophageHxuHtranspositionVHJournal 
of BacteriologyTH1985THYa[THZcZUdX 3.5 7

329 pxtensionHofHtheHhostHrangeHofHpscherichiaHcoliHvectorsHbyHincorporationHofHR“qYXYXHreplicationHandH
mobilizationHfunctionsVHJournal of BacteriologyTH1985THYa[TH[Z]U[X 3.5 122

328 nharacterizationHofHtheH“almonellaHtyphimuriumHmglHoperonHandHitsHgeneHproductsVHJournal of 
BacteriologyTH1985THYa[TH[bU]_ 3.5 38

327
naZSUinducedHpermeabilizationHofHtheHpscherichiaHcoliHouterHmembraneeHcomparisonHofH
transformationHandHreconstitutionHofHbindingUproteinUdependentHtransportVHJournal of BacteriologyTH
1985THYa[THaYUc

3.5 21

(1985-1985)

91



326 yHconjugativeHtransferHsystemHofHplasmidHpn–YVHJournal of BacteriologyTH1985THYa[THYZZdU[a 3.5 28

325 oeterminationHofHtheHtranscriptionHinitiationHsiteHandHidentificationHofHtheHproteinHproductHofHtheH
regulatoryHgeneHxylRHforHxylHoperonsHonHtheH”zwHplasmidVHJournal of BacteriologyTH1985THYa[THca[Ud 3.5 65

324 oylHsequenceHandHcomplementationHanalysisHofHaHmutationHinHtheHrpl²HgeneHfromHpscherichiaHcoliH
leadingHtoHlossHofHribosomalHproteinHwZ]VHJournal of BacteriologyTH1985THYa[THcdXU] 3.5 15

323 tncompatibilityHmutantsHofHtncqttHplasmidHyRYHandHtheirHeffectHonHreplicationHcontrolVHJournal of 
BacteriologyTH1985THYa[THdb[UcZ 3.5 7

322
nomplementationHofHaHRhodopseudomonasHsphaeroidesHribuloseHbisphosphateH
carboxylaseUoxygenaseHregulatoryHmutantHfromHaHgenomicHlibraryVHJournal of BacteriologyTH1985TH
Ya]THY]bU_]

3.5 19

321 nharacterizationHofHaHRhizobiumHmelilotiHfixationHgeneHPfixqQHlocatedHnearHtheHcommonHnodulationH
regionVHJournal of BacteriologyTH1985THYa]THZ]_U_] 3.5 46

320 ”woHmodesHofHcontrolHofHpillTHtheHgeneHencodingHtypeHYHpilinHinHpscherichiaHcoliVHJournal of 
BacteriologyTH1985THYa]TH[ZYU[X 3.5 83

319 nharacterizationHofHtheHinHvivoHRylHproductHofHtheHpz–”HpromoterHofHt“YXRVHJournal of Bacteriology
TH1985THYa]TH__aUaZ 3.5 11

318 tsolationHandHcharacterizationHofHnaZSUblindHmutantsHofHÎersiniaHpestisVHJournal of BacteriologyTH
1985THYa]THbX]UYY 3.5 97

317 pscherichiaHcoliHrepHgeneeHidentificationHofHtheHpromoterHandHyHterminusHofHtheHrepHproteinVHJournal 
of BacteriologyTH1985THYa]THYXX]UYX 3.5 21

316 pxcretionHofHalkalineHphosphataseHbyHpscherichiaHcoliHvUYZHphoHconstitutiveHmutantsHtransformedH
withHplasmidsHcarryingHtheHalkalineHphosphataseHstructuralHgeneVHJournal of BacteriologyTH1985THYa]THY[baUcX3.5 21

315 tnvolvementHofHcpxlTHaHsensorHofHaHtwoUcomponentHregulatoryHsystemTHinHtheHpsUdependentH
regulationHofHexpressionHofH“higellaHsonneiHvirqHgeneVHJournal of BacteriologyTH1995THYbbTH_XaZUd 3.5 127

314 ”emperateHxyxococcusHxanthusHphageHxxcHencodesHaHoylHadenineHmethylaseTHxoxVHJournal of 
BacteriologyTH1997THYbdTH]Z_]Ua[ 3.5 24

313
tdentificationHandHcharacterizationHofHaarqTHaHlocusHrequiredHforHproductionHofHubiquinoneHinH
ProvidenciaHstuartiiHandHpscherichiaHcoliHandHforHexpressionHofHZOUyUacetyltransferaseHinHPVHstuartiiVH
Journal of BacteriologyTH1998THYcXTHYZcU[_

3.5 48

312 oifferentialHexpressionHofHtheHzmpqHandHzmpnHporinHproteinsHinHpscherichiaHcoliHvUYZHdependsH
uponHtheHlevelHofHactiveHzmpRVHJournal of BacteriologyTH1998THYcXTHYbYU] 3.5 88

311 ”heHqixvZHproteinHisHinvolvedHinHregulationHofHsymbioticHhydrogenaseHexpressionHinHmradyrhizobiumH
japonicumVHJournal of BacteriologyTH1998THYcXTH[Z_[Ua 3.5 20

310 nharacterizationHofHtheHglnvUamtmHoperonHofHlzotobacterHvinelandiiVHJournal of BacteriologyTH1998TH
YcXTH[ZaXU] 3.5 51

309 tdentificationHofHaHspecificHchaperoneHforH“ptPTHaHsubstrateHofHtheHcentisomeHa[HtypeHtttHsecretionH
systemHofH“almonellaHtyphimuriumVHJournal of BacteriologyTH1998THYcXTH[[d[Ud 3.5 88

Citation Report

92



308 tdentificationHofHcpxRHasHaHpositiveHregulatorHessentialHforHexpressionHofHtheH“higellaHsonneiHvirqH
geneVHJournal of BacteriologyTH1998THYcXTH[_ZZUc 3.5 77

307
”hreeHcdgHoperonsHcontrolHcellularHturnoverHofHcyclicHdiUrxPHinHlcetobacterHxylinumeHgeneticH
organizationHandHoccurrenceHofHconservedHdomainsHinHisoenzymesVHJournal of BacteriologyTH1998TH
YcXTH]]YaUZ_

3.5 295

306 xutationsHinHtoxRHandHtox“HthatHseparateHtranscriptionalHactivationHfromHoylHbindingHatHtheH
choleraHtoxinHgeneHpromoterVHJournal of BacteriologyTH1998THYcXTH]bZ]U[[ 3.5 37

305 xutationsHinH“almonellaHpathogenicityHislandHZHP“PtZQHgenesHaffectingHtranscriptionHofH“PtYHgenesH
andHresistanceHtoHantimicrobialHagentsVHJournal of BacteriologyTH1998THYcXTH]bb_UcX 3.5 85

304 qumarateHregulationHofHgeneHexpressionHinHpscherichiaHcoliHbyHtheHocu“RHPdcu“RHgenesQH
twoUcomponentHregulatoryHsystemVHJournal of BacteriologyTH1998THYcXTH_]ZYU_ 3.5 102

303 pfficiencyHofHtheHp”qUqnZHpasHpoisonUantidoteHstabilityHsystemHinHpscherichiaHcoliHisHaffectedHbyHtheH
hostHstrainTHandHantidoteHdegradationHrequiresHtheHlonHproteaseVHJournal of BacteriologyTH1998THYcXTH_]_cUaZ3.5 23

302 lutoregulationHofHtheHp”qUqnZHproteicHpoisonUantidoteHplasmidHaddictionHsystemHPpasQHisHessentialH
forHplasmidHstabilizationVHJournal of BacteriologyTH1998THYcXTH_]a[U_ 3.5 18

301 uspmTHaHnewHsigma“UregulatedHgeneHinHpscherichiaHcoliHwhichHisHrequiredHforHstationaryUphaseH
resistanceHtoHethanolVHJournal of BacteriologyTH1998THYcXTHaY]XUb 3.5 58

300 reneticHdeterminantsHofHimmunityHandHintegrationHofHtemperateHxyxococcusHxanthusHphageHxxcVH
Journal of BacteriologyTH1998THYcXTHaY]UZY 3.5 19

299 xodulationHofHpscherichiaHcoliHadenylylHcyclaseHactivityHbyHcatalyticUsiteHmutantsHofHproteinHttlPrlcQH
ofHtheHphosphoenolpyruvateesugarHphosphotransferaseHsystemVHJournal of BacteriologyTH1998THYcXTHb[ZUa3.5 29

298 RolesHofHonavHandHRpo“HinHstarvationUinducedHthermotoleranceHofHpscherichiaHcoliVHJournal of 
BacteriologyTH1998THYcXTHc]aU_] 3.5 61

297 –seHofHaHtwoUcolorHgeneticHscreenHtoHidentifyHaHdomainHofHtheHglobalHregulatorHwrpHthatHisHspecificallyH
requiredHforHpapHphaseHvariationVHJournal of BacteriologyTH1998THYcXTHYZZ]U[Y 3.5 12

296 PhysiologicalHandHgeneticHanalysesHleadingHtoHidentificationHofHaHbiochemicalHroleHforHtheHmoelH
PmolybdateHmetabolismQHgeneHproductHinHpscherichiaHcoliVHJournal of BacteriologyTH1998THYcXTHY]aaUbZ 3.5 54

295 lHperiodUextenderHgeneTHpexTHthatHextendsHtheHperiodHofHtheHcircadianHclockHinHtheHcyanobacteriumH
“ynechococcusHspVHstrainHPnnHbd]ZVHJournal of BacteriologyTH1998THYcXTHZYabUb] 3.5 64

294 “ubstrateHspecificitiesHofHhybridHnaphthaleneHandHZT]UdinitrotolueneHdioxygenaseHenzymeHsystemsVH
Journal of BacteriologyTH1998THYcXTHZ[[bU]] 3.5 81

293 ndPttQUresponsiveHandHconstitutiveHmutantsHimplicateHaHnovelHdomainHinHxerRVHJournal of 
BacteriologyTH1999THYcYTH[]aZUbY 3.5 33

292 tmportanceHofHcisHdeterminantsHandHnitrogenaseHactivityHinHregulatedHstabilityHofHtheHvlebsiellaH
pneumoniaeHnitrogenaseHstructuralHgeneHmRylVHJournal of BacteriologyTH1999THYcYTH[b_YUaX 3.5 11

291 ”ranscriptionalHorganizationHandHinHvivoHroleHofHtheHpscherichiaHcoliHrsdHgeneTHencodingHtheHregulatorH
ofHRylHpolymeraseHsigmaHoVHJournal of BacteriologyTH1999THYcYTH[bacUba 3.5 94

(1999-1998)

93



290 nloningHandHcharacterizationHofHtheHgeneHencodingHPasteurellaHhaemolyticaHqnrPTHaHregulatorHofHtheH
pscherichiaHcoliHsilentHhemolysinHshelVHJournal of BacteriologyTH1999THYcYTH[c]_Uc 3.5 16

289 “iteUspecificHrecombinationHofHtemperateHxyxococcusHxanthusHphageHxxceHgeneticHelementsH
requiredHforHintegrationVHJournal of BacteriologyTH1999THYcYTH]X_XUaY 3.5 33

288
nloningTHsequenceTHandHtranscriptionalHregulationHofHtheHoperonHencodingHaHputativeH
yUacetylmannosamineUaUphosphateHepimeraseHPnanpQHandHsialicHacidHlyaseHPnanlQHinHnlostridiumH
perfringensVHJournal of BacteriologyTH1999THYcYTH]_ZaU[Z

3.5 33

287 lntigenU][UmediatedHautoaggregationHofHpscherichiaHcoliHisHblockedHbyHfimbriationVHJournal of 
BacteriologyTH1999THYcYTH]c[]U]Y 3.5 139

286
nomparisonHofHproteinsHinvolvedHinHpilusHsynthesisHandHmatingHpairHstabilizationHfromHtheHrelatedH
plasmidsHqHandHRYXXUYeHinsightsHintoHtheHmechanismHofHconjugationVHJournal of BacteriologyTH1999TH
YcYTH_Y]dU_d

3.5 66

285 “uppressionHofHnonsenseHmutationsHinducedHbyHexpressionHofHanHRylHcomplementaryHtoHaH
conservedHsegmentHofHZ[“HrRylVHJournal of BacteriologyTH1999THYcYTH_Z_bUaZ 3.5 7

284 ”heHfrequencyHofHconjugativeHtranspositionHofH”ndYaHisHnotHdeterminedHbyHtheHfrequencyHofH
excisionVHJournal of BacteriologyTH1999THYcYTH_]Y]Uc 3.5 21

283 RegulationHofHtransferHfunctionsHbyHtheHimpHlocusHofHtheH“treptomycesHcoelicolorHplasmidogenicH
elementH“wPYVHJournal of BacteriologyTH1999THYcYTH_dbaUc[ 3.5 10

282 lHsecondHoperatorHisHinvolvedHinHPseudomonasHaeruginosaHelastaseHPlasmQHactivationVHJournal of 
BacteriologyTH1999THYcYTHaZa]UbX 3.5 34

281 qerricHenterochelinHtransportHinHÎersiniaHenterocoliticaeHmolecularHandHevolutionaryHaspectsVHJournal 
of BacteriologyTH1999THYcYTHa[cbUd_ 3.5 58

280 tdentificationHandHcharacterizationHofHtheHsingleUstrandedHoylUbindingHproteinHofHbacteriophageH
PYVHJournal of BacteriologyTH1999THYcYTHa]a[Uc 3.5 11

279
t“Y[dbHisHactiveHforHtranspositionHintoHtheHchromosomeHofHpscherichiaHcoliHvUYZHandHinsertsH
specificallyHintoHpalindromicHunitsHofHbacterialHinterspersedHmosaicHelementsVHJournal of 
BacteriologyTH1999THYcYTHadZdU[a

3.5 20

278 ProvidenciaHstuartiiHgenesHactivatedHbyHcellUtoUcellHsignalingHandHidentificationHofHaHgeneHrequiredH
forHproductionHorHactivityHofHanHextracellularHfactorVHJournal of BacteriologyTH1999THYcYTHbYc_UdY 3.5 56

277 “eparateHrolesHofHpscherichiaHcoliHreplicationHproteinsHinHsynthesisHandHpartitioningHofHp“nYXYH
plasmidHoylVHJournal of BacteriologyTH1999THYcYTHb__ZUb 3.5 17

276 ”heHmerrHgeneHproductHisHinvolvedHinHphenylmercuryHresistanceHinHPseudomonasHstrainHvUaZVH
Journal of BacteriologyTH1999THYcYTHbZaU[X 3.5 42

275 yeisseriaHgonorrhoeaeHPillHisHanHqtsÎHhomologVHJournal of BacteriologyTH1999THYcYTHb[YUd 3.5 13

274 lnalysisHofHelementsHinvolvedHinHpseudoknotUdependentHexpressionHandHregulationHofHtheHreplH
geneHofHanHtncwWxHplasmidVHJournal of BacteriologyTH1999THYcYTHYcYYUd 3.5 20

273 nharacterizationHofHtheHssnlHgeneTHwhichHisHinvolvedHinHtheHdeclineHofHcellHviabilityHatHtheHbeginningH
ofHstationaryHphaseHinHpscherichiaHcoliVHJournal of BacteriologyTH1999THYcYTHYc[cU]a 3.5 12

Citation Report

94



272 tdentificationHofHtheHtliopqHlmnHtransporterHspecificHforHlipaseHinHPseudomonasHfluorescensH“tvH™YVH
Journal of BacteriologyTH1999THYcYTHYc]bU_Z 3.5 82

271 “iteUdirectedHmutagenesisHofHloopHw[HofHsucroseHporinH“crÎHleadsHtoHchangesHinHsubstrateHselectivityVH
Journal of BacteriologyTH1999THYcYTHYdZXU[ 3.5 17

270 qunctionalHanalysisHofHtheHactiveHpartitionHregionHofHtheHnoxiellaHburnetiiHplasmidHQpsYVHJournal of 
BacteriologyTH1999THYcYTHYd]bU_Z 3.5 6

269 “tabilizationHofHtheHrelaxosomeHandHstimulationHofHconjugalHtransferHareHgeneticallyHdistinctH
functionsHofHtheHRYYaZHproteinHxobmVHJournal of BacteriologyTH1999THYcYTHZYZ]U[Y 3.5 15

268 nharacterizationHofHmdcRTHaHregulatoryHgeneHofHtheHmalonateHcatabolicHsystemHinHvlebsiellaH
pneumoniaeVHJournal of BacteriologyTH1999THYcYTHZ[XZUa 3.5 9

267 RoleHofHnt“HinHreplicationHofHanHtncmHplasmidVHJournal of BacteriologyTH1999THYcYTHZba_UbZ 3.5 11

266
PhhmTHaHPseudomonasHaeruginosaHhomologHofHmammalianHpterinH]aUcarbinolamineH
dehydrataseWonosTHdoesHnotHregulateHexpressionHofHphenylalanineHhydroxylaseHatHtheH
transcriptionalHlevelVHJournal of BacteriologyTH1999THYcYTHZbcdUda

3.5 17

265
sistidineHoperonHdeattenuationHinHdnalHmutantsHofH“almonellaHtyphimuriumHcorrelatesHwithHaH
decreaseHinHtheHgeneHdosageHratioHbetweenHtRylPsisQHandHhistidineHbiosyntheticHlociVHJournal of 
BacteriologyTH1999THYcYTHZd[cU]Y

3.5 5

264 ”heHxoblUlinkedHprimaseHisHtheHonlyHreplicationHproteinHofHRYYaZHrequiredHforHconjugalH
mobilizationVHJournal of BacteriologyTH1999THYcYTHZdb[Uc 3.5 19

263 pxpressionHofHppsteinUmarrHviralHearlyHantigenHinHmonolayerHtissueHculturesHafterHtransfectionHwithH
viralHoylHandHoylHfragmentsVH1981TH]XTHcaYUd 24

262 nlonedHbacteriophageHphiH²Yb]HoylHsequenceHinterferesHwithHsynthesisHofHtheHcomplementaryH
strandHofHinfectingHbacteriophageHphiH²Yb]VH1982TH]ZTHYUYY 13

261 nonstructionHofHaHclonedHlibraryHofHtheHpcoRtHfragmentsHfromHtheHhumanHcytomegalovirusHgenomeH
PstrainHloYadQVH1982TH]ZTH_]bU_b 86

260 ”ransformationHofHytsH[”[HcellsHwithHclonedHfragmentsHofHhumanHcytomegalovirusHstrainHloYadVH
1982TH][THc[UdY 95

259 oeletionHofHtheHnontransformingHppsteinUmarrHvirusHstrainHP[sRUYHcausesHfusionHofHtheHlargeH
internalHrepeatHtoHtheHo“wHregionVH1982TH][THd_ZUac 117

258 yonUimmortalizingHP[uUsRUYHppsteinUmarrHviruseHaHdeletionHmutantHofHitsHtransformingHparentTH
uijoyeVH1982TH]]THc[]U]] 168

257 ”ranscriptionHfromHtheHmamstHuHfragmentHofHherpesHsimplexHvirusHtypeHYHPvz“QVH1983TH]bTHZ[cU][ 5

256 xolecularHcloningHandHphysicalHmappingHofHmurineHcytomegalovirusHoylVH1983TH]bTH]ZYU[[ 104

255 RylsHtranscribedHfromHaH[VaUkilobaseH“matHfragmentHofHtheHshortHuniqueHregionHofHtheHherpesH
simplexHvirusHtypeHYHgenomeVH1983TH]cTH]aXUbY 15

(1983-1999)

95



254 PredominantHimmediateUearlyHtranscriptsHofHhumanHcytomegalovirusHloHYadVH1984TH]dTH[a[UbX 120

253 oeletionHandHinsertionHmutationsHinHearlyHregionHYaHofHtypeH_HadenovirusHthatHproduceH
coldUsensitiveHorHdefectiveHphenotypesHforHtransformationVH1984TH]dTHb[YU]X 42

252 RegionsHofHincompatibilityHinHsingleUstrandedHoylHbacteriophagesHphiH²Yb]HandHr]VH1984TH_XTH_[[U]X 6

251 tsolationTHcharacterizationTHandHphysicalHmappingHofHaHpseudorabiesHvirusHmutantHcontainingH
antigenicallyHalteredHgp_XVH1984TH_YTH_bUaZ 62

250 nharacterizationHofHtheHguineaHpigHcytomegalovirusHgenomeHbyHmolecularHcloningHandHphysicalH
mappingVH1984TH_ZTH][aU]b 38

249 ”erminalHrepetitiveHsequencesHinHherpesvirusHsaimiriHvirionHoylVH1985TH__THY[[Ud 44

248 yucleotideHsequenceHandHstructuralHfeaturesHofHaHnovelH–“UaHjunctionHpresentHinHaHdefectiveHherpesH
simplexHvirusHgenomeVH1985TH__THY]XUa 38

247 tdentificationHandHlocalizationHofHpreUsUencodedHpolypeptidesHfromHwoodchuckHandHgroundHsquirrelH
hepatitisHvirusesVH1986TH_bTHYb[UcZ 20

246 reneticHrelatednessHandHcolinearityHofHgenomesHofHequineHherpesvirusHtypesHYHandH[VH1986TH_bTHcYaUZ_ 30

245 pxpressionHofHhepatitisHmHvirusHcoreHantigenHgeneHinH“accharomycesHcerevisiaeeHsynthesisHofHtwoH
polypeptidesHtranslatedHfromHdifferentHinitiationHcodonsVH1986TH_dTHYbaUcX 96

244 PolyomavirusHsmallHtHantigeneHoverproductionHinHbacteriaTHpurificationTHandHutilizationHforH
monoclonalHandHpolyclonalHantibodyHproductionVH1986THaXTHYXb_Uc] 111

243 ™ildUtypeHbacteriophageH”]HisHrestrictedHbyHtheHlambdaHrexHgenesVH1987THaYTH[bdXU] 36

242 lHsingleUbaseHchangeHwithinHtheHoylHpolymeraseHlocusHofHherpesHsimplexHvirusHtypeHZHcanHconferH
resistanceHtoHaphidicolinVH1987THaYTH[ccUd] 59

241 xapHpositionHandHnucleotideHsequenceHofHtheHgeneHforHtheHlargeHstructuralHphosphoproteinHofH
humanHcytomegalovirusVH1987THaYTHY[_cUab 87

240 “tructuralHcharacteristicsHofHtheHnorynebacteriumHliliumHbacteriophageHnw[YVH1987THaYTHY_]XU_ 12

239 nloningTHpurificationTHandHbiochemicalHcharacterizationHofHtheHpneumococcalHbacteriophageHnpUYH
lysinVH1987THaYTHZ_b[UcX 68

238 RoleHforHoylUproteinHinteractionHinHactivationHofHtheHherpesHsimplexHvirusHglycoproteinHoHgeneVH
1988THaZTH]aaYUbZ 23

237 ”hymidylateHsynthaseHgeneHofHherpesvirusHatelesVH1988THaZTH[_[XU_ 18

Citation Report

96



236 lcquisitionHofHnewHproviralHcopiesHinHavianHlymphoidHcellsHtransformedHbyHreticuloendotheliosisH
virusVH1989THa[THYYXbUY_ 11

235 tnP]UbindingHsitesHinHtheHpromoterHandHcodingHregionsHofHtheHherpesHsimplexHvirusHgoHgeneH
contributeHtoHactivationHofHinHvitroHtranscriptionHbyHtnP]VH1989THa[THZ_YXUZX 41

234 sumanHimmunodeficiencyHvirusHpseudotypesHwithHexpandedHcellularHandHspeciesHtropismVH1990THa]THZZdcU[Xc 111

233 tdentificationHofHtheHmurineHcytomegalovirusHglycoproteinHmHgeneHandHitsHexpressionHbyH
recombinantHvacciniaHvirusVH1992THaaTH][ddU]Xa 66

232 ”hreeHbaculovirusHgenesHinvolvedHinHlateHandHveryHlateHgeneHexpressioneHieUYTHieUnTHandHlefUZVH1993TH
abTHZY]dU_c 107

231 tdentificationHandHcharacterizationHofHvlfUYTHaHbaculovirusHgeneHinvolvedHinHveryHlateHgeneH
expressionVH1994THacTHbb]aU_a 96

230 RegulationHofHintHgeneHexpressionHinHbacteriophageHPZVH1994THacTH]ZZXUa 6

229 reneHtargetingHwithHaHreplicationUdefectiveHadenovirusHvectorVH1995THadTHaYcXUdX 25

228 yucleotideHsequenceHofHclassicalHswineHfeverHvirusHstrainHllfortWYcbHandHtranscriptionHofHinfectiousH
RylHfromHstablyHclonedHfullUlengthHcoylVH1996THbXTH[]bcUcb 158

227 ldenoUassociatedHvirusHvectorHintegrationHjunctionsVH1997THbYTHc]ZdU[a 101

226 oerepressionHofHprophageHPZHbyHsatelliteHphageHP]eHcloningHofHtheHP]HepsilonHgeneHandH
identificationHofHitsHproductVH1997THbYTH]_XZUc 23

225 nompetitionHforHoylHbindingHsitesHbetweenHtheHshortHandHlongHformsHofHpZHdimersHunderliesH
repressionHinHbovineHpapillomavirusHtypeHYHoylHreplicationHcontrolVH1998THbZTHYd[YU]X 27

224 ”heHtranscriptionalHswitchHofHbacteriophageH™PhiTHaHPZUrelatedHbutHheteroimmuneHcoliphageVH1999TH
b[THdcYaUZa 21

223 “ystematicHexcisionHofHvectorHsequencesHfromHtheHmlnUclonedHherpesvirusHgenomeHduringHvirusH
reconstitutionVH1999THb[THbX_aUaX 258

222 nharacterizationHofHtheHoritHandHorittHoriginsHofHreplicationHinHphageUplasmidHP]VH1999THb[THb[XcUYa 9

221 ”woHseparateHregionsHofHtheHextrachromosomalHribosomalHdeoxyribonucleicHacidHofH”etrahymenaH
thermophilaHenableHautonomousHreplicationHofHplasmidsHinH“accharomycesHcerevisiaeVH1981THYTH_[_U_][ 52

220 ”heHnaenorhabditisHelegansHvitellogeninHgeneHfamilyHincludesHaHgeneHencodingHaHdistantlyHrelatedH
proteinVH1985TH_THZ]d_UZ_XY 42

219 “tructureHandHregulationHofHaHnuclearHgeneHinH“accharomycesHcerevisiaeHthatHspecifiesHxRPbTHaH
proteinHofHtheHlargeHsubunitHofHtheHmitochondrialHribosomeVH1988THcTH[a[aU[a]a 44
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218 ProcessingHofHplasmidHoylHduringHbacterialHconjugationVH1984TH]cTHZ]U]Y 256

217 ReplicationHofHplasmidsHinHgramUnegativeHbacteriaVH1989TH_[TH]dYU_Ya 150

216 ØincHfingerHrecombinasesHwithHadaptableHoylHsequenceHspecificityVH2011THaTHeYd_[b 26

215 “ensingHandHadaptationHtoHlowHpsHmediatedHbyHinducibleHaminoHacidHdecarboxylasesHinH“almonellaVH
2011THaTHeZZ[db 44

214 ”heHflagellarHregulatorHfli”HrepressesH“almonellaHpathogenicityHislandHYHthroughHflhonHandHfliØVH2012
THbTHe[]ZZX 13

213 wsrRUmediatedHquorumHsensingHcontrolsHinvasivenessHofH“almonellaHtyphimuriumHbyHregulatingH
“PtUYHandHflagellaHgenesVH2012THbTHe[bX_d 41

212 ReceptorHdiversityHandHhostHinteractionHofHbacteriophagesHinfectingH“almonellaHentericaHserovarH
”yphimuriumVH2012THbTHe][[dZ 72

211 –singHsyntheticHbiologyHtoHdistinguishHandHovercomeHregulatoryHandHfunctionalHbarriersHrelatedHtoH
nitrogenHfixationVH2013THcTHeacabb 35

210 ”heHroleHofHtheHst[Y[UtdHgeneHinHvirulenceHofH“almonellaH”yphimuriumH“”[Y[VH2014THdTHec]_aa 38

209 xodulationHofHRyaseHpHactivityHbyHalternativeHRylHbindingHsitesVH2014THdTHedXaYX 3

208 PlasmidHppnY_aTHaHyaturallyHzccurringHpscherichiaHcoliHreneticHplementH”hatHnarriesHrenesHofHtheH
pco—tttHRestrictionUxodificationH“ystemTHtsHxobilizableHamongHpnterobacteriaVH2016THYYTHeXY]c[__ 10

207 nhrl“zTHtheHchromateHeffluxHpumpHofH“hewanellaHoneidensisTHimprovesHchromateHsurvivalHandH
reductionVH2017THYZTHeXYcc_Ya 25

206 lnHorthologHofHtheHweptospiraHinterrogansHlipoproteinHwipw[ZHaidsHinHtheHcolonizationHofH
PseudoalteromonasHtunicataHtoHhostHsurfacesVH2014TH_TH[Z[ 8

205 ”opologicallyHcorrectHsyntheticHreconstructionHofHpathogenHsocialHbehaviorHfoundHduringHgrowthHinH
deepHtissueHsitesVH2020THdTH 1

204 macterialHâ��renesUtoU“creensâ��HinHtheHPostUrenomicHpraVH2002THc[Uda

203 PlasmidefHvlonierungHvonHrenenHPreneticHengineeringQVH1979THd]UYXY

202 Rpr–wl”tzyHzqH”n[H”Rly“Pz“t”tzyHlyoH“Ppntqtnt”ÎHzqHt”“Hty“pR”tzyH“t”p“VH1980THa_Ubd

201 xzwpn–wlRHnwzytyrHzqH”spHs–xlyHnÎ”zxprlwz—tR–“HrpyzxpHP“”RltyHloYadQVH1980THZYU[b 2
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200 nzy“”R–n”tzyHzqH˛»gt™p“V”_UaZZeHlyHtxPRz—poHRpnzxmtyly”HoylH—pn”zRHlwwz™tyrH
“pwpn”tzyHqzRHqzRptryHoylHty“pR”“VH1980TH__Ua]

199 nloningHofH“ynthesisHandH”ransportHqunctionsHofHtheHpxtracellularH”oxicHProteinTH˛–UsaemolisinHofHpVH
noliVH1980THYbdUYcd

198 p““py”tlwHqpl”–Rp“HzqH”spHzRtrtyHzqHmln”pRtzPslrpHˆ�²Yb]HRqHoylHRpPwtnl”tzyeHlH
Rpnzryt”tzyHlyoHlHvpÎH“pQ–pynpHqzRHˆ�²HrpypHlHPRz”ptyVH1981THYd_UZXd 2

197 nloningHvectorsHderivedHfromHbacterialHplasmidsVH1982THYdTHZdU]d

196 “Ppntqtnt”ÎHzqH”n[HlyoH”n]H”Rly“Pz“t”tzyYY“upportedHbyHy“qHgrantHPnxUcXZZa_XHandHbyHaH
miomedicalHResearchH“upportHrrantHfromHtheHPennsylvaniaH“tateH–niversityVVH1982THZX[UZZ]

195 PlasmidHandHphageHxY[HcloningHvectorsVH1982THYU_Z 1

194 ”spHy–nwpz”topH“pQ–pynpHzqHplnÎnHYbbVH1982TH_Z]

193 reneHpxpressionVH1984THZX[UZ]b

192 masicHxethodsVH1984THYUYX[

191 xutationalHlnalysisHofHtheHqunctionalHoomainsHofHtheHld_UpYaHreneHProductsHpffectingHnellH
”ransformationVH1984THZ]bUZaZ

190 nlonedHoylHasHaH“ubstrateHofHmacterialHRecombinationH“ystemVH1985TH_dUbZ

189 tnHvitroHRylHpolymeraseHinteractionHwithHaHrestrictionHfragmentHcontainingHtheHpscherichiaHcoliH
originHofHreplicationVHJournal of BacteriologyTH1985THYaYTHYc[Uc 3.5

188 nloningTH“equencingTHandHpxpressionHinHpVHnoliHandHmVH“ubtilisHofHaH“taphylokinaseHreneVH1987THZdU[c

187 qunctionalHdomainsHofHaH”UoylHpromoterHactiveHinHcrownHgallHtumorsVH1987THbTH_dUab 16

186 PlasmidHpositiveHselectionHvectorsVH1988THYXTHY[YU_Z

185 Pwl“xtoHoylHt“zwl”tzyHlyoHlrlRz“pHrpwHlylwÎ“t“VH1989TH[YU]Z

184 nloningHtheHreneHforHnytochromeHnZHfromHRhcdospirillumHRubrumVH1989TH]bbU]cX

183 Pwl“xtoHoylHt“zwl”tzyHlyoHlrlRz“pHrpwHlylwÎ“t“VH1992TH[YU]Z
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182 rapHRepairHinH—itroHnatalyzedHbyHnellUqreeHpxtractsHfromHÎeastVH1992THY][UY_]

181 pxcisionHofHaHtransposableHelementHfromHaHviralHvectorHintroducedHintoHmaizeHplantsHbyH
agroinfectionVH1992THZTH[_U]Z

180 PartialHrevertantsHofHtryptophanHsynthetaseHalphaHchainHactiveHsiteHmutantHlspaXâ��ilsnVVH1993THZacTHcZY[UcZZX 3

179 lnHrRylHvariableHregionHhasHanHevolutionarilyHconservedHessentialHroleHdespiteHsequenceH
divergenceVH1994THY]TH]ZX[U]ZY_ 41

178 movineH”HcellsHspecificHforH”rypanosomaHbruceiHbruceiHvariantHsurfaceHglycoproteinHrecognizeH
nonconservedHareasHofHtheHmoleculeVH1994THaZTH[[]cU_[

177 “ecretionHofHheterologousHproteinsHbyHgeneticallyHengineeredH“treptococcusHgordoniiVH1998THYZbUY[a

176 nhiUdependentHintramolecularHrecombinationHinHpscherichiaHcoliVH1998THY]cTH_]_U_b 13

175 reneH”ransferHinHrramUyegativeHmacteriaVHb[_Ub__ 2

174 PlasmidH—ectorsHforHreneHnloningHandHpxpressionVH_][U_aa

173 oylHlssemblyH”oolsHandH“trategiesHforHtheHrenerationHofHPlasmidsVH_ddUaY[

172 pxperimentalHxethodsHforH“tudyingHvingellaHkingaeVH2016THc_Udb

171 tdentificationHofHthreeHpathwaysHforHpUcresolHcatabolismHandHtheirHgeneHexpressionHinHPseudomonasH
alkylphenolicaHvwZcVH2016TH_ZTHZdcU[X_

170 lHplasmidUbasedpscherichiaHcoligeneHexpressionHsystemHwithHcellUtoUcellHvariationHbelowHtheH
extrinsicHnoiseHlimitVH

169 ”heHessentialHgenomeHofpscherichiaHcolivUYZVH

168 tnsightsHintoHtheHinitiationHofHchromosomeHttHreplicationHofHtheHpressureUlovingHdeepUseaHbacteriumH
PhotobacteriumHprofundumH““dVH2018THYa]THdZXUd[[

167 “tartU“topHlssemblyeHaHfunctionallyHscarlessHoylHassemblyHsystemHoptimisedHforHmetabolicH
engineeringVH 1

166 “tepwiseHevolutionHandHconvergentHrecombinationHunderlieHtheHglobalHdisseminationHofH
carbapenemaseUproducingpscherichiaHcoliVH

165 ”hevlebsiellaHpneumoniaecitrateHsynthaseHgeneTgltlTHinfluencesHsiteHspecificHfitnessHduringH
infectionVH
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164 zptogeneticlacoperonHtoHcontrolHchemicalHandHproteinHproductionHinpscherichiaHcoliwithHlightVH

163 murkholderiaHthailandensismethylatedHhydroxyUalkylquinolineseHbiosynthesisHandHantimicrobialH
activityHinHcoUculturesVH

162 zrganophosphateHhydrolaseHinteractsHwithHferricUenterobactinHandHpromotesHironHuptakeHinH
associationHwithH”onmUdependentHtransportHsystemVH2020TH]bbTHZcZYUZc]X 2

161 wimitationHofHphosphateHassimilationHmaintainsHcytoplasmicHmagnesiumHhomeostasisVH

160 nloningHandH”ransformationHwithHPlasmidH—ectorsVH2021THZXZYTHpdbVtopYXYYbX

159 xolecularHnloningHinHseterologousH“ystemsVH1983THY][UYb[

158 reneticsHofHyitrogenHqixationHinHqreeUwivingHzrganismsVH1983THYYYUY[[ 2

157 ”opologicallyHcorrectHsyntheticHreconstructionHofHpathogenHsocialHbehaviorHfoundHinHdeepHtissueH
sitesVH

156 ”heHvulnerableHversatilityHofH“almonellaHantibioticHpersistersHduringHinfectionVH2021THZdTHYb_bUYbb[VeYX 8

155 lHvirulenceHassociatedHsiderophoreHimporterHcausesHantimicrobialHeffluxHinHvlebsiellaHpneumoniaeVH

154 rlycineHacylationHandHtraffickingHofHaHnewHclassHofHbacterialHlipoproteinHbyHaHcompositeHsecretionH
systemVH

153
PlateHlssayHforHpndoUVmp”lVUyUlcetylglucosaminidaseHlctivityH–singHaHnhromogenicH“ubstrateH
“ynthesizedHbyH”ransglycosylationHwithHlrthrobacterHpndoUVmp”lVUyUlcetylglucosaminidaseVVH2000TH
dXTH]aZU]a]

1

152 nharacterizationHofHtheHgeneHandHmRylHofHtheHlargeHsubunitHofHribuloseUYT_UbisphosphateH
carboxylaseHinHpeaHplantsVH1983TH[TH_cbU_d_ 6

151 xolecularHcloningHandHstructuralHanalysisHofHmurineHthymidineHkinaseHgenomicHandHcoylH
sequencesVH1985TH_TH[Y]dU[Y_a 36

150 tsolationHofHtheHthymidylateHsynthetaseHgeneHP”xPYQHbyHcomplementationHinH“accharomycesH
cerevisiaeVH1982THZTH][bU]]Z 16

149 nloningTHsequencingTHandHtranscriptionalHanalysisHofHtheHdnavHheatHshockHoperonHofHwisteriaH
monocytogenesVH2000TH_THZYUd 12

148 lnHalternativeHproteinHtargetingHpathwayHinHpscherichiaHcolieHstudiesHonHtheHroleHofHqtsÎVH1994THY[THZZcdUda 83

147 nopyUchoiceHillegitimateHoylHrecombinationHrevisitedVH1994THY[THZbZ_U[] 19
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146 “ignalHtransferHthroughHthreeHcompartmentseHtranscriptionHinitiationHofHtheHpscherichiaHcoliHferricH
citrateHtransportHsystemHfromHtheHcellHsurfaceVH1995THY]THY][XUc 65

145 “ilencingHofHpscherichiaHcoliHbglHpromoterHbyHflankingHsequenceHelementsVH1995THY]THZ_]_U_X 35

144 nharacterizationHofHtheHstaphylococcalHbetaUlactamaseHtransposonH”n__ZVH1989THcTHZbaYUb[ 39

143 xolecularHanalysisHofHrefPZQPTHaHorosophilaHgeneHimplicatedHinHsigmaHrhabdovirusHmultiplicationHandH
necessaryHforHmaleHfertilityVH1989THcTH[][bU]a 22

142 nonstructionHandHcharacterizationHofHaHmercuryUindependentHxerRHactivatorHPxerRlnQeH
transcriptionalHactivationHinHtheHabsenceHofHsgPttQHisHaccompaniedHbyHoylHdistortionVH1993THYZTH]Y[UZY 16

141 qunctionalHtRylsHwithHalteredH[OHendsVH1993THYZTHZ__dUaa 26

140 tnHvivoHreactivationHofHcatecholHZT[UdioxygenaseHmediatedHbyHaHchloroplastUtypeHferredoxineHaH
bacterialHstrategyHtoHexpandHtheHsubstrateHspecificityHofHaromaticHdegradativeHpathwaysVH1993THYZTH[[[dU]b 17

139 lutogenousHregulationHofHtheHpcoRttHmethylaseHgeneHatHtheHtranscriptionalHleveleHeffectHofH
_UazacytidineVH1993THYZTH]ZdbU[X[ 14

138 tnvolvementHofHstressHproteinHPsplHPphageHshockHproteinHlQHofHpscherichiaHcoliHinHmaintenanceHofH
theHprotonmotiveHforceHunderHstressHconditionsVH1996THY_THYaZUbY 89

137 ”heHchannelHdomainHofHcolicinHlHisHinhibitedHbyHitsHimmunityHproteinHthroughHdirectHinteractionHinH
theHpscherichiaHcoliHinnerHmembraneVH1996THY_THZ[_aUa] 11

136 nhromosomalHreplicationHincompatibilityHinHoamHmethyltransferaseHdeficientHpscherichiaHcoliHcellsVH
1996THY_TH_dddUaXXc 21

135 ”heHnewHgeneHmukmHcodesHforHaHYbbHkdHproteinHwithHcoiledUcoilHdomainsHinvolvedHinHchromosomeH
partitioningHofHpVHcoliVH1991THYXTHYc[Ud[ 147

134 ”ranslationalHcontrolHofHtranspositionHactivityHofHtheHbacterialHinsertionHsequenceHt“YVH1991THYXTHbX_UYZ 37

133 tncreasedHproteinHflexibilityHleadsHtoHpromiscuousHproteinUUoylHinteractionsHinHtypeHtnH
restrictionUmodificationHsystemsVH1991THYXTHd_YUb 17

132 ryraseUdependentHstabilizationHofHp“nYXYHplasmidHinheritanceHbyHtranscriptionallyHactiveH
promotersVH1991THYXTHZ_c[Uc 16

131 nhloroplastHribosomalHintronHofHnhlamydomonasHreinhardtiieHinHvitroHselfUsplicingTHoylH
endonucleaseHactivityHandHinHvivoHmobilityVH1991THYXTH[]d_U_XY 38

130 pxpressionHandHfunctionalHanalysisHofHtheHRhizobiumHmelilotiHniflHgeneVH1988THbTHbUY] 27

129 ”heHoylHinvertaseHrinHofHphageHxueHformationHofHaHcovalentHcomplexHwithHoylHviaHaH
phosphoserineHatHaminoHacidHpositionHdVH1988THbTHYZZdU[b 23
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128 RegulationHofHtheHbglHoperonHofHpscherichiaHcoliHbyHtranscriptionalHantiterminationVH1988THbTH[ZbYUb 60

127 lHthreonineHtoHalanineHexchangeHatHpositionH]XHofH”etHrepressorHaltersHtheHrecognitionHofHtheHsixthH
baseHpairHofHtetHoperatorHfromHrnHtoHl”VH1988THbTH]XYYUb 19

126 ”heHpartitionHlocusHofHplasmidHp“nYXYHisHaHspecificHbindingHsiteHforHoylHgyraseVH1988THbTHYccdUd_ 36

125 rammaHdeltaHtransposaseHandHintegrationHhostHfactorHbindHcooperativelyHatHbothHendsHofHgammaH
deltaVH1988THbTHYdXbUYY 26

124 ProteaseHsecretionHbyHprwiniaHchrysanthemieHtheHspecificHsecretionHfunctionsHareHanalogousHtoHthoseH
ofHpscherichiaHcoliHalphaUhaemolysinVH1990THdTHY[b_UcZ 75

123 nontrolHofHreplicationHofHplasmidHRYeHtheHduplexHbetweenHtheHantisenseHRylTHnoplTHandHitsHtargetTH
nop”THisHprocessedHspecificallyHinHvivoHandHinHvitroHbyHRyaseHtttVH1990THdTHZ[[YU]X 84

122 ”heHistlHgeneHofHinsertionHsequenceHt“ZYHisHessentialHforHcleavageHatHtheHinnerH[OHendsHofHtandemlyH
repeatedHt“ZYHelementsHinHvitroVH1990THdTH]X__Ua[ 13

121 ”woHdistantHregionsHofHtheHppsteinUmarrHvirusHgenomeHwithHsequenceHhomologiesHhaveHtheHsameH
orientationHandHinvolveHsmallHtandemHrepeatsVH1982THYTHZYUa 20

120 nomparisonHofHtheHhingeUcodingHsegmentsHinHhumanHimmunoglobulinHgammaHheavyHchainHgenesH
andHtheHlinkageHofHtheHgammaHZHandHgammaH]HsubclassHgenesVH1982THYTH]X[Ub 22

119 RearrangementsHofHtheH_“HRylHgeneHclusterHofHorosophilaHmelanogasterHassociatedHwithHtheH
insertionHofHaHmYX]HelementVH1982THYTHdbbUc_ 9

118 lutoregulationHofHbacteriophageHPZHrepressorVH1987THaTHcXdUY] 16

117 pvidenceHthatHtheHnormalHrouteHofHreplicationUallowedHRedUmediatedHrecombinationHinvolvesH
doubleUchainHendsVH1987THaTH[YbYUa 16

116 ”heHcoxHproteinHofHbacteriophageHPZHinhibitsHtheHformationHofHtheHrepressorHproteinHandH
autoregulatesHtheHearlyHoperonVH1987THaTH[YdYUd 35

115 “ystematicHalterationsHinHtheHanticodonHarmHmakeHtRylPrluQU“uocHaHmoreHefficientHsuppressorVH
1987THaTHY]ddU_Xa 24

114 lH”n[HlacØHtransposonHforHtheHrandomHgenerationHofHbetaUgalactosidaseHgeneHfusionseHapplicationH
toHtheHanalysisHofHgeneHexpressionHinHlgrobacteriumVH1985TH]THcdYUc 227

113 qailureHofHpVHcoliHvUYZHtoHtransportHPhopUwacØHhybridHproteinsHoutHofHtheHcytoplasmVH1985TH]THYX]YUb 30

112 “equenceHofHtheHrelmHtranscriptionHunitHfromHpscherichiaHcoliHandHidentificationHofHtheHrelmHgeneVH
1985TH]THYX_dUaa 34

111 lHsignalHsequenceHmutantHdefectiveHinHexportHofHriboseUbindingHproteinHandHaHcorrespondingH
pseudorevertantHisolatedHwithoutHimposedHselectionVH1985TH]THYcb_UcX 13
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110 lHsingleHaminoHacidHalterationHinHtheHinitiationHproteinHisHresponsibleHforHtheHoylHoverproductionH
phenotypeHofHcopyHnumberHmutantsHofHplasmidHRavVH1985TH]THZ[XYUb 9

109 xappingHandHexpressionHofHaHregulatoryHnitrogenHfixationHgeneHPfixoQHofHRhizobiumHmelilotiVH1985TH
]THZb_YUa 22

108 oevelopmentallyHregulatedHtranscriptionHofHoictyosteliumHdiscoideumHplasmidHodpYVH1985TH]TH[bdbUcX[ 24

107 ”ranscriptionalHactivationHofHaHpapHpilusHvirulenceHoperonHfromHuropathogenicHpscherichiaHcoliVH1985
TH]TH[ccbUd[ 58

106 mindingHbetweenHtheHparHregionHofHplasmidsHRYHandHp“nYXYHandHtheHouterHmembraneHfractionHofH
theHhostHbacteriaVH1983THZTHZbU[Z 13

105 ”ransposonUencodedHsiteUspecificHrecombinationeHnatureHofHtheH”n[HoylHsequencesHwhichH
constituteHtheHrecombinationHsiteHresVH1983THZTHYX__UaX 20

104 ”heHultimateHlocalizationHofHanHouterHmembraneHproteinHofHpscherichiaHcoliHvUYZHisHnotHdeterminedH
byHtheHsignalHsequenceVH1983THZTHYZb_Ud 43

103 nonstructionHofHaHcorrelatedHphysicalHandHgeneticHmapHofHtheHvlebsiellaHpneumoniaeHhisorzHregionH
usingHtransposonH”n_HmutagenesisVH1983THZTHYc[YUc 2

102 RecombinationHofHconstantHandHvariableHmodulesHaltersHoylHsequenceHrecognitionHbyHtypeHtnH
restrictionUmodificationHenzymesVH1992THYYTHZ[[U]X 47

101 ReplicationHcontrolHofHplasmidHRYeHReplHsynthesisHisHregulatedHbyHnoplHRylHthroughHinhibitionHofH
leaderHpeptideHtranslationVH1992THYYTHZab_Uc[ 39

100 oylHtranscriptionHandHrepressorHbindingHaffectHdeletionHformationHinHpscherichiaHcoliHplasmidsVH
1992THYYTH[aZdU[] 31

99 RepetitiveHsequencesHandHtheirHorganizationHonHgenomicHclonesHofHØeaHmaysVH1984TH[THY[[Ud 7

98 PositiveHandHnegativeHcontrolHofHtheHglnlHntrmnHregulonHinHvlebsiellaHpneumoniaeVH1984TH[TH_XYUb 23

97 xutationsHinHpHcoliHcistronsHaffectingHadhesionHtoHhumanHcellsHdoHnotHabolishHPapHpiliHfiberH
formationVH1984TH[THYY_dUa_ 66

96 renesHofHpyelonephritogenicHpVHcoliHrequiredHforHdigalactosideUspecificHagglutinationHofHhumanH
cellsVH1984TH[THYYabUb[ 82

95 xappingHofHtheHproteinUcodingHregionsHofHRhizobiumHmelilotiHcommonHnodulationHgenesVH1984TH[THYbX_UYY 21

94 ”ranspositionHandHtranspositionHimmunityHofHtransposonH”n[HderivativesHhavingHdifferentHendsVH
1984TH[THYbZ[Ud 13

93 qormationHofHcovalentlyHclosedHheteroduplexHoylHbyHtheHcombinedHactionHofHgyraseHandHReclH
proteinVH1984TH[THZY_dUa] 3
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92 RecombinationHefficiencyHisHaHquadraticHfunctionHofHtheHlengthHofHhomologyHduringHplasmidH
transformationHofHmacillusHsubtilisHprotoplastsHandHpscherichiaHcoliHcompetentHcellsVH1984TH[THZcbdUc] 7

91 pnvironmentalHtemperatureHregulatesHtranscriptionHofHaHvirulenceHpiliHoperonHinHpVHcoliVH1984TH[THZcc_Uc 26

90 tceHnucleationHactivityHofHPseudomonasHfluorescenseHmutagenesisTHcomplementationHanalysisHandH
identificationHofHaHgeneHproductVH1986TH_THZ[YUa 11

89 lH[VaUkbpHsegmentHfromHtheHvirHregionHofH”iHplasmidsHcontainsHgenesHresponsibleHforH
borderUsequenceUdirectedHproductionHofH”HregionHcirclesHinHpVHcoliVH1986TH_THYYZdU[_ 34

88 ”heHpleiotropicHnatureHofHsymbioticHregulatoryHmutantseHmradyrhizobiumHjaponicumHniflHgeneHisH
involvedHinHcontrolHofHnifHgeneHexpressionHandHformationHofHdeterminateHsymbiosisVH1986TH_THYYa_Ub[ 45

87 “ubregionsHofHaHconservedHpartHofHtheHst—Hgp]YHtransmembraneHproteinHareHdifferentiallyH
recognizedHbyHantibodiesHofHinfectedHindividualsVH1986TH_TH[X_YUa 38

86 tnducibleHcephalosporinaseHproductionHinHclinicalHisolatesHofHpnterobacterHcloacaeHisHcontrolledHbyHaH
regulatoryHgeneHthatHhasHbeenHdeletedHfromHpscherichiaHcoliVH1986TH_TH[bXdUY] 93

85 sybridizationHstudiesHwithHaHoylHprobeHderivedHfromHtheHvirulenceHregionHofHtheHaXHxdalHplasmidH
ofH“almonellaHtyphimuriumVH1989TH_[TH[bcUc] 27

84 zverexpressionHofHouterHmembraneHporinsHinHpVHcoliHusingHpmluescriptUderivedHvectorsVH1998THbTHY]dUaY 5

83 zuterHxembraneHProteinHqHtsHtnvolvedHinHmiofilmHqormationTH—irulenceHandHlntibioticHResistanceHinVH
2021THdTH 0

82 tmprovingHnhickenHResponsesHtoHrlycoconjugateH—accinationHlgainstVH2021THYZTHb[]_Za 1

81 sexamericHringsHofHtheHscaffoldingHproteinHnhe™HenhanceHresponseHsensitivityHandHcooperativityHinH
chemoreceptorHarraysVVH2022THY_THeabjYb[b 3

80 yontypeableHsaemophilusHinfluenzaeHRedoxHRecyclingHofHProteinH”hiolsHPromotesHResistanceHtoH
zxidativeHvillingHandHmacterialH“urvivalHinHmiofilmsHinHaH“mokeURelatedHtnfectionHxodelVVH2022THeXXc]bZY

79 tnvestigationHofHcoreHmachineryHforHbiosynthesisHofH—iHantigenHcapsularHpolysaccharidesHinH
rramUnegativeHbacteriaVVH2021THYXY]ca 0

78 mreakingHantimicrobialHresistanceHbyHdisruptingHextracytoplasmicHproteinHfoldingVVH2022THYYTH 1

77 noUevolutionHofHdrugHresistanceHandHbroadenedHsubstrateHrecognitionHinHst—HproteaseHvariantsH
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