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206 The yeast SUA7 gene encodes a homolog of human transcription factor TFIIB and is required for
normal start site selection in vivo. Cell, 1992, 68, 977-988. 13.5 216
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226 The Saccharomyces cerevisiae SEC20 gene encodes a membrane glycoprotein which is sorted by the
HDEL retrieval system.. EMBO Journal, 1992, 11, 423-432. 3.5 86
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