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k Paper IF Citations

94 MiniaturizedJwNtJSequencersJforJPersonalJUsemJUnreachableJwreamsJorJtchievableJzoalsYJFrontiersi
iniNanotechnologyWJeWJ 5.5 1

93 —aplotypeXresolvedJdeJnovoJassemblyJusingJphasedJassemblyJgraphsJwithJhifiasmYJNatureiMethodsWJ
2021WJckWJcibXcig 21.6 242

92 MetapopulationJStructureJofJwiatomXassociatedJMarineJuacteriaYJ 2

91 TheJzenomeJofJtheJMarginedJWhiteJuutterflyJSPierisJmacdunnoughiiTmJSexJvhromosomeJInsightsJ
andJtheJPowerJofJPolishingJwithJPoolSeqJwataYJGenomeiBiologyiandiEvolutionWJ2021WJceWJ 3.9 1

90 uenchmarkingJOxfordJNanoporeJreadJassemblersJforJhighXqualityJmolluscanJgenomesYJ
PhilosophicaliTransactionsiofitheiRoyaliSocietyiB:iBiologicaliSciencesWJ2021WJeihWJdbdbbchb 5.8 7

89 IdentificationJandJcorrectionJofJphaseJswitchesJwithJ—iXvJdataJinJtheJNanoporeJandJ—iyiJ
chromosomeXscaleJassembliesJofJtheJdikaryoticJleafJrustJfungusJPucciniaJtriticinaYJ 1

88 TelomereXtoXtelomereJgaplessJchromosomesJofJbananaJusingJnanoporeJsequencingYJ 2

87 vhromosomalJInversionJPolymorphismsJinJTwoJSympatricJtscidianJLineagesYJGenomeiBiologyiandi
EvolutionWJ2021WJceWJ 3.9 1

86 vhromosomeXlevelJdeJnovoJgenomeJassemblyJofJTelopeaJspeciosissimaJSNewJSouthJWalesJwaratahTJ
usingJlongXreadsWJlinkedXreadsJandJ—iXvYJ 0

85 SomaticJvariationsJledJtoJtheJselectionJofJacidicJandJacidlessJorangeJcultivarsYJNatureiPlantsWJ2021WJ
iWJlgfXlhg 11.5 5

84 OptimizingJexperimentalJdesignJforJgenomeJsequencingJandJassemblyJwithJOxfordJNanoporeJ
TechnologiesYJGigaByteWJdbdcWJcXdh 6

83
UsingJvombinedJMethodsJofJzeneticJMappingJandJNanoporeXuasedJSequencingJTechnologyJtoJ
tnalyzeJtheJInsertionJPositionsJofJXxPSPSJandJTransgenesJinJMaizeYJFrontiersiiniPlantiScienceWJ2021WJ
cdWJhlblgc

6.2 1

82 SequencingJandJvhromosomeXScaleJtssemblyJofJPlantJzenomesWJasJaJUseJvaseYJBiologyWJ2021WJcbWJ 4.9 3

81 vhromosomeXscaleJassemblyJofJtheJyellowJmealwormJgenomeYJOpeniResearchiEuropeWJcWJlf 0

80 SystematicJvomparisonJofJtheJPerformancesJofJzenomeJtssemblersJforJOxfordJNanoporeJ
TechnologyJReadsJyromJPiroplasmYJFrontiersiiniCellulariandiInfectioniMicrobiologyWJ2021WJccWJhlhhhl 5.9 1

79 TelomereXtoXtelomereJgaplessJchromosomesJofJbananaJusingJnanoporeJsequencingYJ
CommunicationsiBiologyWJ2021WJfWJcbfi 6.7 9

78 xlectricalJbiosensingJwithJsyntheticJnanoporesJandJnanochannelsYJCurrentiOpinioniini
ElectrochemistryWJ2021WJdlWJcbbigf 7.2 2
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77 tpplicationsJandJpotentialsJofJnanoporeJsequencingJinJtheJSepiTgenomeJandJSepiTtranscriptomeJ
eraYYJInnovationtChinauWJ2021WJdWJcbbcge 17.8 5

76 phasebookmJhaplotypeXawareJdeJnovoJassemblyJofJdiploidJgenomesJfromJlongJreadsYJGenomei
BiologyWJ2021WJddWJdll 18.3 1

75 NanoporeJsequencingJtechnologyWJbioinformaticsJandJapplicationsYJNatureiBiotechnologyWJ2021WJelWJcefkXcehg44.5 43

74 tccurateJlongXreadJdeJnovoJassemblyJevaluationJwithJInspectorYJGenomeiBiologyWJ2021WJddWJecd 18.3 2

73 tJreviewJofJcomputationalJtoolsJforJgeneratingJmetagenomeXassembledJgenomesJfromJ
metagenomicJsequencingJdataYYJComputationaliandiStructuraliBiotechnologyiJournalWJ2021WJclWJhebcXhecf6.8 8

72 vhromosomeXlevelJdeJnovoJgenomeJassemblyJofJTelopeaJspeciosissimaJSNewJSouthJWalesJwaratahTJ
usingJlongXreadsWJlinkedXreadsJandJ—iXvYYJMoleculariEcologyiResourcesWJ2022WJ 8.4 0

71 zraphJTheoreticalJStrategiesJinJweJNovoJtssemblyYJIEEEiAccessWJ2022WJcbWJledkXleel 3.5

70 WholeJzenomeJSequenceJofJanJxdibleJMushroomJSwaqiugaiguTYYJJournaliofiFungiitBaselyi
SwitzerlanduWJ2022WJkWJ 5.6 2

69 tJchromosomeJscaleJtomatoJgenomeJbuiltJfromJcomplementaryJPacuioJandJNanoporeJsequencesJ
aloneJrevealsJextensiveJlinkageJdragJduringJbreedingYYJPlantiJournalWJ2022WJ 6.9 1

68 zenomeJSequencesJofJTwoJStrainsJofJProvideJInsightJIntoJtheJProtothecosisJxvolutionYYJFrontiersiini
CellulariandiInfectioniMicrobiologyWJ2022WJcdWJilibci 5.9

67 —ybridJsequencingJrevealsJtheJfullXlengthJNephilaJpilipesJpyriformJspidroinJcJSPySpcTYYJInternationali
JournaliofiBiologicaliMacromoleculesWJ2021WJdbbWJehdXehd 7.9 1

66 zenomeJtssemblyJofJStinkhornJMushroomJSuasidiomycotaWJyungiTJUsingJIlluminaJandJNanoporeJ
SequencingJwataYYJMicrobiologyiResourceiAnnouncementsWJ2022WJebcbdhdc 1.3 0

65 TheJgenomeJofJtheJriceJvarietyJLT—JprovidesJinsightJintoJitsJuniversalJsusceptibilityJmechanismJtoJ
worldwideJriceJblastJfungalJstrainsYYJComputationaliandiStructuraliBiotechnologyiJournalWJ2022WJdbWJcbcdXcbdh6.8 1

64 vhromosomeXscaleJassemblyJofJtheJyellowJmealwormJgenomeYJOpeniResearchiEuropeWJcWJlf 0

63 PhysicalJseparationJofJhaplotypesJinJdikaryonsJallowsJbenchmarkingJofJphasingJaccuracyJinJ
NanoporeJandJ—iyiJassembliesJwithJ—iXvJdataYYJGenomeiBiologyWJ2022WJdeWJkf 18.3 2

62 tJminiXTztJproteinWJlackingJaJfunctionalJwNtXbindingJdomainWJmodulatesJgeneJexpressionJthroughJ
heterogeneousJassociationJwithJtranscriptionJfactorsYJ

61 tutomatedJassemblyJofJhighXqualityJdiploidJhumanJreferenceJgenomesYJ 3

60 zenomeJResourceJofJStrainJvvNXdJvausingJvucumberJScabJinJvhinaYYJPlantiDiseaseWJ2022WJPwISccdcdgkft1.5

(2022-2021)
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59 zenomeJsequencingJofJInonotusJobliquusJrevealsJinsightsJintoJcandidateJgenesJinvolvedJinJ
secondaryJmetaboliteJbiosynthesisYYJBMCiGenomicsWJ2022WJdeWJecf 4.5 3

58 xditorialmJvellularJandJMolecularJuasisJinJParasiticJwiseasesJvontrolmJResearchJTrendsYYJFrontiersiini
CelliandiDevelopmentaliBiologyWJ2022WJcbWJklikgk 5.7

57 uenchmarkingJofJlongXreadJsequencingWJassemblersJandJpolishersJforJyeastJgenomeYYJBriefingsiini
BioinformaticsWJ2022WJdeWJ 13.4 2

56 vhromosomeXLevelJzenomeJtssemblyJofJtheJ—emiparasiticJTaxillusJchinensisYYJGenomeiBiologyiandi
EvolutionWJ2022WJ 3.9 1

55 —ybridJtssemblyJandJtnnotationJofJtheJzenomeJofJtheJIndianJPunicaJgranatumWJaJSuperfoodYJ
FrontiersiiniGeneticsWJ2022WJceWJ 4.5 0

54 tpplicationJofJNanoporeJSequencingJinJtheJwetectionJofJyoodborneJMicroorganismsYYJ
NanomaterialsWJ2022WJcdWJ 5.4 1

53 kngMapmJSensitiveJandJyastJMappingJtlgorithmJforJNoisyJLongJReadsJuasedJonJtheJKXMerJ
NeighborhoodJzraphYJFrontiersiiniGeneticsWJ2022WJceWJ 4.5

52 tJdeepJdiveJintoJgenomeJassembliesJofJnonXvertebrateJanimalsYJdWJ

51 uuildingJaJnovelJnuclearXorganelleJgenomicJframeworkJforJtheJfeverJtreeJSvinchonaJpubescensJ
VahlTJthroughJshortJandJlongXreadJwNtJdataJassembliesYJ

50 TheJintegratedJgenomicsJofJcropJdomesticationJandJbreedingYJCellWJ2022WJ 56.2 0

49 TheJchromosomeXscaleJassemblyJofJendiveJSvichoriumJendiviaTJgenomeJprovidesJinsightsJintoJtheJ
sesquiterpenoidJbiosynthesisYJGenomicsWJ2022WJccfWJccbfbb 4.3

48 vhromosomeJlevelJreferenceJgenomeJforJxuropeanJflatJoysterJSOstreaJedulisJLYTYJ 0

47
TelomereXtoXTelomereJzenomeJSequencesJacrossJaJSingleJzenusJRevealJ—ighlyJVariableJ
vhromosomeJRearrangementJRatesJbutJtbsoluteJStasisJofJvhromosomeJNumberYJJournaliofiFungii
tBaselyiSwitzerlanduWJ2022WJkWJhib

5.6

46 vompleteJzenomesJofJTheileriaJorientalisJvhitoseJandJuuffeliJzenotypesJRevealJwithinJSpeciesJ
TranslocationsJandJwifferencesJinJtuvJTransporterJvontentYJPathogensWJ2022WJccWJkbc 4.5 0

45 weJnovoJassemblyJofJhumanJgenomeJatJsingleXcellJlevelsYJNucleiciAcidsiResearchWJ 20.1 0

44 PlantJsyntheticJepigenomicJengineeringJforJcropJimprovementYJScienceiChinaiLifeiSciencesWJ 8.5 0

43 TheJPhylogeneticJPositionJofJtheJxnigmaticWJPolypodiumJhydriformeJSvnidariaWJPolypodiozoaTmJ
InsightsJfromJMitochondrialJzenomesYJGenomeiBiologyiandiEvolutionWJ 3.9 0

42 TangledJgeneXforXgeneJinteractionsJmediateJcoXevolutionJofJtheJriceJNLRJimmuneJreceptorJPikJandJ
blastJfungusJeffectorJproteinsYJ 0
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41 tnJUpdatedJzenomeJtssemblyJImprovesJUnderstandingJofJtheJTranscriptionalJRegulationJofJ
volorationJinJMidasJvichlidYJlWJ 0

40 vomparisonJofJONTJandJvvSJsequencingJtechnologiesJonJtheJpolyploidJgenomeJofJaJmedicinalJ
plantJshowedJthatJhighJerrorJrateJofJONTJreadsJareJnotJsuitableJforJselfXcorrectionYJ2022WJciWJ 0

39 NanoporeJSequencingJforJweJNovoJuacterialJzenomeJtssemblyJandJSearchJforJSingleXNucleotideJ
PolymorphismYJ2022WJdeWJkghl 1

38 MultiXomicsJanalysesJrevealJMdMYucbJhypermethylationJbeingJresponsibleJforJaJbudJsportJofJappleJ
fruitJcolorYJ 2

37 yecmJaJfastJerrorJcorrectionJmethodJbasedJonJtwoXroundsJoverlappingJandJcachingYJ

36 NewJalgorithmsJforJaccurateJandJefficientJdeXnovoJgenomeJassemblyJfromJlongJwNtJsequencingJ
readsYJ 0

35 PltniPgtnweJnovoPltnaiPgtnJassemblyJofJplantJcompleteJgenomesYJ2022WJcWJcXk 2

34 zenomeJSequenceJofJtheJxdibleJzreenJtlgaJUlvaJproliferaWJOriginatingJfromJtheJYoshinogawaJRiverJ
inJJapanYJ 0

33 vhromosomeXscaleJassemblyJofJtheJyellowJmealwormJgenomeYJcWJlf 0

32 deJnovoJdiploidJgenomeJassemblyJusingJlongJnoisyJreadsJviaJhaplotypeXawareJerrorJcorrectionJandJ
inconsistentJoverlapJidentificationYJ 0

31 tmmoniaJoxidationJbyJnovelJLvandidatusJNitrosacidococcusJurinaeLJisJsensitiveJtoJprocessJ
disturbancesJatJlowJp—JandJtoJironJlimitationJatJneutralJp—YJ2022WJcbbcgi 1

30 TheJnanoporeJsequencingJofJaJvhineseJrhesusJmacaqueJrevealedJpatternsJofJmethylationWJ
recombinationWJandJselectionJforJstructuralJvariationsYJ 0

29 tnalysisJofJplantJcellJdeathXinducingJproteinsJofJtheJnecrotrophicJfungalJpathogensJuotrytisJ
squamosaJandJuotrytisJellipticaYJceWJ 0

28 SemiXautomatedJassemblyJofJhighXqualityJdiploidJhumanJreferenceJgenomesYJ 3

27 NanoporeXbasedJlongXreadJmetagenomicsJuncoverJtheJresistomeJintrusionJbyJantibioticJresistantJ
bacteriaJfromJtreatedJwastewaterJinJreceivingJwaterJbodyYJ2022WJddhWJccldkd 0

26 TheJfirstJhighXqualityJchromosomeXlevelJgenomeJassemblyJofJPhyllanthaceaeJSPhyllanthusJ
cochinchinensisTJprovidesJinsightsJintoJflavonoidJbiosynthesisYJ2022WJdghWJ 0

25 tJgapXfreeJgenomeJassemblyJofJvhlamydomonasJreinhardtiiJandJdetectionJofJtranslocationsJ
inducedJbyJvRISPRXmediatedJmutagenesisYJ2022WJcbbfle 1

24 PhasedJzenomeJtssembliesYJ2023WJdieXdkh 0

(2023-)

5



23 ReducingJtheJnumberJofJacceptedJspeciesJinJtspergillusJseriesJNigriYJ2022WJ 1

22 vhromosomeXlevelJgenomeJassemblyJprovidesJnewJinsightsJintoJJapaneseJchestnutJSvastaneaJ
crenataTJgenomesYJceWJ 1

21 ONTXuasedJtlternativeJtssembliesJImpactJonJtheJtnnotationsJofJUniqueJversusJRepetitiveJ
yeaturesJinJtheJzenomeJofJaJRomanianJStrainJofJwrosophilaJmelanogasterYJ2022WJdeWJcfkld 0

20 tJminiXTztJproteinJmodulatesJgeneJexpressionJthroughJheterogeneousJassociationJwithJ
transcriptionJfactorsYJ 0

19 PlantJpanXgenomicsJandJitsJapplicationsYJ2022WJ 1

18 tlleleXspecificJxffectsJofJThreeXdimensionalJzenomeJtrchitectureJinJ—ybridJPigsYJ 0

17 tlleleXspecificJxffectsJofJThreeXdimensionalJzenomeJtrchitectureJinJ—ybridJPigsYJ 0

16 ImprovedJzenomeJSequenceJofJtustralianJMethicillinXResistantJStaphylococcusJaureusJStrainJ
JKwhcglYJ 0

15 wisentanglingJtheJcomplexJgeneJinteractionJnetworksJbetweenJriceJandJtheJblastJfungusJidentifiesJ
aJnewJpathogenJeffectorYJ2023WJdcWJeebbclfg 0

14 vompleteJzenomeJSequenceJofJTheileriaJequiJNVSLegfYJ 0

13 tnJefficientJerrorJcorrectionJandJaccurateJassemblyJtoolJforJnoisyJlongJreadsYJ 0

12 NextXzenerationJSequencingJSNzSTJandJThirdXzenerationJSequencingJSTzSTJforJtheJwiagnosisJofJ
ThalassemiaYJ2023WJceWJeie 2

11 zenomeJSequencingJ—ighlightsJtheJPlantJvellJWallJwegradingJvapacityJofJxdibleJMushroomJ
StrophariaJrugosoannulataYJ2023WJhcWJkeXle 0

10 —owJtoJSequenceJandJtssembleJPlantJzenomesYJ2023WJgiXii 0

9 vompleteJzenomeJSequencesJofJMycobacteriumJbovisJStrainsJtffiliatedJwithJuovineJTuberculosisJ
OutbreaksJinJvanadaJinJdbchJandJdbckYJ2023WJcdWJ 0

8 WholeJzenomeJSequenceJofJanJxdibleJMushroomJOudemansiellaJraphanipesJSvhanggenguTYJ2023WJ
lWJdhh 1

7 uioinformaticJToolsJforJNzSXuasedJMetagenomicsJtoJImproveJtheJvlinicalJwiagnosisJofJxmergingWJ
ReXxmergingJandJNewJVirusesYJ2023WJcgWJgki 0

6 NewJalgorithmsJforJaccurateJandJefficientJdeJnovoJgenomeJassemblyJfromJlongJwNtJsequencingJ
readsYJ2023WJhWJedbddbcicl 0
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5 tssemblingJtheJperfectJbacterialJgenomeJusingJOxfordJNanoporeJandJIlluminaJsequencingYJ2023WJ
clWJecbcblbg 0

4 xxploringJmicrobialJfunctionalJbiodiversityJatJtheJproteinJfamilyJlevelâ��yromJmetagenomicJ
sequenceJreadsJtoJannotatedJproteinJclustersYJeWJ 0

3 tJchromosomeXscaleJgenomeJsequenceJofJsudangrassJSSorghumJsudanenseTJhighlightsJtheJgenomeJ
evolutionJandJregulationJofJdhurrinJbiosynthesisYJ2023WJcehWJ 0

2 UnzippedJassembliesJofJpolyploidJrootXknotJnematodeJgenomesJrevealJnewJkindsJofJunilateralJ
compositeJtelomericJrepeatsYJ 0

1 vompleteJzenomeJSequenceJofJanJxndemicJMycobacteriumJbovisJStrainJfromJWoodJuisonJinJWoodJ
uuffaloJNationalJParkWJvanadaYJ 0
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