CITATION REPORT
List of articles citing

Source: https://exaly.com/paper-pdf/76658469citation-report.pdf
Version: 2024-04-10

This report has been generated based on the citations recorded by exaly.com for the above article. For
the latest version of this publication list, visit the link given above.

The third column is the impact factor (IF) of the journal, and the fourth column is the number of

citations of the article.




12

10

CITATION REPORT

Paper IF Citations

AVIFAVIR for Treatment of Patients With Moderate Coronavirus Disease 2019 (COVID-19): Interim 6
Results of a Phase II/Ill Multicenter Randomized Clinical Trial. Clinical Infectious Diseases, 2021, 73, 531-53%

The HMOX1 Pathway as a Promising Target for the Treatment and Prevention of SARS-CoV-2 of

2019 (COVID-19). International Journal of Molecular Sciences, 2020, 21, 63 16

Remdesivir use in the coronavirus disease 2019 pandemic: A mini-review. Journal of Microbiology,
Immunology and Infection, 2021, 54, 27-36

The mass production of systematic reviews about COVID-19: An analysis of PROSPERO records.
Journal of Evidence-Based Medicine, 2021, 14, 56-64

Structural insights of key enzymes into therapeutic intervention against SARS-CoV-2. Journal of
Structural Biology, 2021, 213, 107690

Pharmacokinetic, Pharmacodynamic, and Drug-Interaction Profile of Remdesivir, a SARS-CoV-2

Replication Inhibitor. Clinical Pharmacokinetics, 2021, 60, 569-583 62 29

A review on recent electroanalytical methods for the analysis of COVID-19 drugs.

Aprotinin - a new multi-target drug candidate or "magic shotgun" for the therapy of COVID-19. o)

HBEEHIRAEE-HE
EEOVID-19.

Drug repurposing for identification of potential inhibitors against SARS-CoV-2 spike 5
receptor-binding domain: An approach. Indian Journal of Medical Research, 2021, 153, 132-143 9

Drug repurposing for identification of potential inhibitors against SARS-CoV-2 spike
receptor-binding domain: An approach. Indian Journal of Medical Research, 2020, 153,

Repurposing of approved drugs and nutraceuticals to identify potential inhibitors of SARS-COV-2H
entry into human host cells: a structural analysis using induced-fit docking, MMGBSA and molecular 2 o)
dynamics simulation approach. Molecular Simulation, 1-20

A Review on SARS-CoV-2 Genome in the Aquatic Environment of Africa: Prevalence, Persistence

and the Future Prospects. Water (Switzerland), 2022, 14, 2020




