CITATION REPORT
List of articles citing

Source: https://exaly.com/paper-pdf/73323418citation-report.pdf
Version: 2024-04-26

This report has been generated based on the citations recorded by exaly.com for the above article. For
the latest version of this publication list, visit the link given above.

The third column is the impact factor (IF) of the journal, and the fourth column is the number of

citations of the article.




2128

2126

2124

2122

2120

2118

2116

2114

CITATION REPORT

Paper IF Citations

On-PKS BaeyerVilliger-Type OAtom Insertion Catalyzed by Luciferase-Like Monooxygenase OvmO
during Olimycin Biosynthesis.

Incarnatapeptins A and B, Nonribosomal Peptides Discovered Using Genome Mining and 1H/15N
HSQC-TOCSY.

Discovery of the Biosynthetic Machinery for Stravidins Biotin Antimetabolites.

Genetic mining of the "dark matter" in fungal natural products. 2019, 62, 1250-1252 3

Characterization of Extracellular Biosurfactants Expressed by a Pseudomonas putida Strain Isolated
from the Interior of Healthy Roots from Sida hermaphrodita Grown in a Heavy Metal Contaminated
Soil. 2019, 76, 1320-1329

Plantibacter flavus, Curtobacterium herbarum, Paenibacillus taichungensis, and Rhizobium
selenitireducens Endophytes Provide Host-Specific Growth Promotion of Arabidopsis thaliana, 14
Basil, Lettuce, and Bok Choy Plants. 2019, 85,

Madurastatin D1 and D2, Oxazoline Containing Siderophores Isolated from an. 2019, 21, 6275-6279

Directed Evolution Reveals the Functional Sequence Space of an Adenylation Domain Specificity
Code. 2019, 14, 2044-2054 9

Amnibacterium setariae sp. nov., an endophytic actinobacterium isolated from dried foxtail. 2019,
112,1731-1738

Ilyomonas limi gen. nov., sp. nov., a new member of the family Chitinophagaceae isolated from
mud. 2019, 112, 1715-1723

Draft Genome Sequences of Six Bacteria Isolated from the Benham Bank, Philippine Rise,
Philippines. 2019, 8,

A metabolomics-guided approach to discover Fusarium graminearum metabolites after removal of L
a repressive histone modification. 2019, 132, 103256 4

Comparative Genomics of Marine Sponge-Derived spp. Isolates SM17 and SM18 With Their Closest
Terrestrial Relatives Provides Novel Insights Into Environmental Niche Adaptations and Secondary
Metabolite Biosynthesis Potential. 2019, 10, 1713

Pontibacter oryzae sp. nov., a carotenoid-producing species isolated from a rice paddy field. 2019,
112, 1705-1713 9

Production of a Dibrominated Aromatic Secondary Metabolite by a Planctomycete Implies Complex
Interaction with a Macroalgal Host. 2019, 14, 2713-2719

MIBIG 2.0: a repository for biosynthetic gene clusters of known function. Nucleic Acids Research,
2020, 48, D454-D458

Exploring novel herbicidin analogues by transcriptional regulator overexpression and MS/MS

molecular networking. 2019, 18, 175




(2019-2019)

2112 Highly efficient DSB-free base editing for streptomycetes with CRISPR-BEST. 2019, 116, 20366-20375 66

MicroScope: an integrated platform for the annotation and exploration of microbial gene functions
through genomic, pangenomic and metabolic comparative analysis. Nucleic Acids Research, 2020,
48, D579-D589

Bioinformatics for Marine Products: An Overview of Resources, Bottlenecks, and Perspectives.

2110 2019, 17,

12

Promoter Activation in Bfq Mutants as an Efficient Tool for Specialized Metabolite Production

Enabling Direct Bioactivity Testing. 2019, 131, 19133-19139

The identification and deletion of the polyketide synthase-nonribosomal peptide synthase gene
2108 responsible for the production of the phytotoxic triticone A/B in the wheat fungal pathogen 3
Pyrenophora tritici-repentis. 2019, 21, 4875-4886

Characterization of the Ohmyungsamycin Biosynthetic Pathway and Generation of Derivatives with

Improved Antituberculosis Activity. 2019, 9,

Genetic, Epigenetic and Phenotypic Diversity of Four Strains Used for Plant Protection or as

2106 peobiotics. 2019, 10, 2610

20

IMG-ABC v.5.0: an update to the IMG/Atlas of Biosynthetic Gene Clusters Knowledgebase. Nucleic

Acids Research, 2020, 48, D422-D430

Promoter Activation in Bfq Mutants as an Efficient Tool for Specialized Metabolite Production

2104 Enabling Direct Bioactivity Testing. 2019, 58, 18957-18963 5

Micromonospora musae sp. nov., an endophytic actinomycete isolated from roots of Musa species.
2019, 42, 126020

Genome Sequencing of SCSIO T05 and Activated Production of Lobophorin CR4 via Metabolic

2102 Engineering and Genome Mining. 2019, 17, 9

Whole-Genome Sequencing of sp. Strain UYFA156, a Cultivar-Specific Plant Growth-Promoting
Endophyte of. 2019, 8,

Culture-Dependent Bioprospecting of Bacterial Isolates From the Canadian High Arctic Displaying

2100 Antibacterial Activity. 2019, 10, 1836 14

Comparative Genomic Insights into Secondary Metabolism Biosynthetic Gene Cluster Distributions
of Marine. 2019, 17,

2098 Metabolic gene clusters, fungal diversity, and the generation of accessory functions. 2019, 58-59, 17-24 10

Applied evolution: phylogeny-based approaches in natural products research. 2019, 36, 1295-1312

2096 PutaBow on It: Knotted Antibiotics Take Center Stage. 2019, 8, 20

NeuRiPP: Neural network identification of RiPP precursor peptides. 2019, 9, 13406




CITATION REPORT

Genome Insights into the Novel Species , a Rapeseed Endophyte with Biotechnological Potential.
2094 2019, 7, 4

Actinomycete-Derived Polyketides as a Source of Antibiotics and Lead Structures for the
Development of New Antimicrobial Drugs. 2019, 8,

Genome Mining Coupled with OSMAC-Based Cultivation Reveal Differential Production of
2092 Surugamide A by the Marine Sponge Isolate sp. SM17 When Compared to Its Terrestrial Relative 8
J1074. 2019, 7,

Genomic Analysis of EHexachlorocyclohexane-Degrading WS5A3p Strain in the Context of the
Pangenome of. 2019, 10,

Two Trifunctional Leloir Glycosyltransferases as Biocatalysts for Natural Products

2099 Glycodiversification. 2019, 21, 8058-8064

11

Survey of Biosynthetic Gene Clusters from Sequenced Myxobacteria Reveals Unexplored
Biosynthetic Potential. 2019, 7,

Genome Sequence of an Aspergillus flavus CA14 Strain That Is Widely Used in Gene Function

2088 o dies. 2019, 8,

Bacillus velezensis UTB96 Is an Antifungal Soil Isolate with a Reduced Genome Size Compared to
That of Bacillus velezensis FZB42. 2019, 8,

2086 Hybrid Polyketides from a -Associated SW67 and Their Putative Biosynthetic Origin. 2019, 17, 6

sp. COW3 Produces New Bananamide-Type Cyclic Lipopeptides with Antimicrobial Activity against
and. 2019, 24,

2084 Antibiotics: past, present and future. 2019, 51, 72-80 303

Flavobacterium humi sp. nov., a flexirubin-type pigment producing bacterium, isolated from soil.
2019, 57, 1079-1085

Recent Advances in Synthetic Biology Approaches to Optimize Production of Bioactive Natural

2082 peoducts in Actinobacteria, 2019, 10, 2467 17

Bacterial terpene biosynthesis: challenges and opportunities for pathway engineering. 2019, 15, 2889-2906

Calm Before the Storm: A Glimpse into the Secondary Metabolism of , the Etiologic Agent of the

2080 gical Bole Rot. 2019, 11,

Structure, Biosynthesis, and Bioactivity of Photoditritide from Meg1. 2019, 82, 3499-3503

2078 Evolution and Diversity of Assembly-Line Polyketide Synthases. 2019, 119, 12524-12547 74

Molecular messages in human microbiota. 2019, 366, 1309-1310




(2020-2020)

2076 Machine learning applications in systems metabolic engineering. 2020, 64, 1-9 60

Structure elucidation and biosynthetic locus of trinickiabactin from the plant pathogenic bacterium
Trinickia caryophylli. 2020, 73, 28-34

A functionally-distinct carboxylic acid reductase PcCAR4 unearthed from a repertoire of type IV
2074 CARs in the white-rot fungus Pycnoporus cinnabarinus. 2020, 307, 55-62

Amycolatopsis alkalitolerans sp. nov., isolated from Gastrodia elata Blume. 2020, 73, 35-39

DDAP: docking domain affinity and biosynthetic pathway prediction tool for type | polyketide

2072 synthases. 2020, 36, 942-944 3

Recent Progress in Unusual Carbohydrate-Containing Natural Products Biosynthesis. 2020, 336-392

Complete genome sequence of Dyadobacter sp. 32, isolated from a culture of the freshwater

2079 diatom Cymbella microcephala. 2020, 52, 100720

Identification and Mobilization of a Cryptic Antibiotic Biosynthesis Gene Locus from a
Human-Pathogenic Isolate. 2020, 15, 1161-1168

Oxygenated elansolid-type of polyketide spanned macrolides from a marine heterotrophic Bacillus

2068 as prospective antimicrobial agents against multidrug-resistant pathogens. 2020, 55, 105892

16

Functional role of bloom-forming cyanobacterium Planktothrix in ecologically shaping aquatic
environments. 2020, 710, 136314

Blastopirellula retiformator sp. nov. isolated from the shallow-sea hydrothermal vent system close

2066 panarea Island. 2020, 113, 1811-1822

18

Description of the novel planctomycetal genus Bremerella, containing Bremerella volcania sp. nov.,
isolated from an active volcanic site, and reclassification of Blastopirellula cremea as Bremerella
cremea comb. nov. 2020, 113, 1823-1837

Computational Tools for Discovering and Engineering Natural Product Biosynthetic Pathways. 2020

2064 53100795

21

Advanced strategy for metabolite exploration in filamentous fungi. 2020, 40, 180-198

Total synthesis reveals atypical atropisomerism in a small-molecule natural product, tryptorubin A.

2002 5020 367, 458-463 23

Isolation and structure determination of a new antibacterial peptide pentaminomycin C from
Streptomyces cacaoi subsp. cacaoi. 2020, 73, 224-229

The 27th annual Nucleic Acids Research database issue and molecular biology database collection.

2060 Nucleic Acids Research, 2020, 48, D1-D8

201 37

Description of three bacterial strains belonging to the new genus Novipirellula gen. nov.,

reclassificiation of Rhodopirellula rosea and Rhodopirellula caenicola and readjustment of the
genus threshold of the phylogenetic marker rpoB for Planctomycetaceae. 2020, 113, 1779-1795




CITATION REPORT

i Isolation of new streptimidone derivatives, glutarimide antibiotics from Streptomyces sp. W3002
2059 ysing LC-MS-guided screening. 2020, 73, 184-188

Pyridoxal-5'-phosphate-dependent bifunctional enzyme catalyzed biosynthesis of indolizidine
alkaloids in fungi. 2020, 117, 1174-1180

Technically relevant enzymes and proteins produced by LAB suitable for industrial and biological

2056, Ctivity. 2020, 104, 1401-1422

10

Heterologous and Engineered Biosynthesis of Nematocidal Polyketide-Nonribosomal Peptide
Hybrid Macrolactone from Extreme Thermophilic Fungi. 2020, 142, 1957-1965

Draft genomes and initial characteriaztion of siderophore producing pseudomonads isolated from
2954 mine dump and mine drainage. 2020, 25, €00403 ]

Rhodopirellula heiligendammensis sp. nov., Rhodopirellula pilleata sp. nov., and Rhodopirellula
solitaria sp. nov. isolated from natural or artificial marine surfaces in Northern Germany and
California, USA, and emended description of the genus Rhodopirellula. 2020, 113, 1737-1750

Development of a Kribbella-specific isolation medium and description of Kribbella capetownensis

2052 sp. nov. and Kribbella speibonae sp. nov., isolated from soil. 2020, 113, 617-628 3

Structural Revision and Absolute Configuration of Burnettramic Acid A. 2020, 22, 98-101

Production of distinct labdane-type diterpenoids using a novel cryptic labdane-like cluster from
2050 Streptomyces thermocarboxydus K155. 2020, 104, 741-750
Dual-function chromogenic screening-based CRISPR/Cas9 genome editing system for
actinomycetes. 2020, 104, 225-239

2048 Exploration and genome mining of natural products from marine Streptomyces. 2020, 104, 67-76 19

Global identification of alternative splicing in Shiraia bambusicola and analysis of its regulation in
hypocrellin biosynthesis. 2020, 104, 211-223

o016 Complete Genome Sequence of Microcystis aeruginosa FD4, Isolated from a Subtropical Riverin
2045 southwest Florida. 2020, 9, 3
Genome-Based Insights into the Production of Carotenoids by Antarctic Bacteria, sp. ANT_H30 and

sp. ANT_H53B. 2020, 25,

Reinekea thalattae sp. nov., a New Species of the Genus Reinekea Isolated from Surface Seawater
2044 in Sehwa Beach. 2020, 77, 4174-4179

Complete Genome Sequence of Pseudomonas putida BS3701, a Promising Polycyclic Aromatic
Hydrocarbon-Degrading Strain for Bioremediation Technologies. 2020, 9,

2042 Screening Unveil the Great Potential of Ruminal Bacteria Synthesizing Lasso Peptides. 2020, 11, 576738 5

Chromosome-Scale Genome Assembly of W13939, a Mycoparasitic Fungus and Promising

Biocontrol Agent. 2020, 33, 1446-1450




(2020-2020)

-Aminophenylalanine Involved in the Biosynthesis of Antitumor Dnacin B1 for Quinone Moiety

2040 £ormation. 2020, 25,

Transporter engineering in microbial cell factories: the ins, the outs, and the in-betweens. 2020, 66, 186-194

Signs of a phyllospheric lifestyle in the genome of the stress-tolerant strain Azospirillum brasilense
Az19. 2020, 43, 126130

Pseudomonas as Versatile Aromatics Cell Factory. 2020, 15, e1900569

2036 IMA Genome - F13: Draft genome sequences of , and. 2020, 11, 19 8

Whole genome sequence of the multi-resistant plant growth-promoting bacteria Streptomyces sp.
Z38 with potential application in agroindustry and bio-nanotechnology. 2020, 112, 4684-4689

2034 The sporothriolides. A new biosynthetic family of fungal secondary metabolites. 2020, 11, 12477-12484 6

Two New Reference Genomes Reveal a Large Insertion Potentially Contributing to Isolate Stress
Tolerance and Aflatoxin Production. 2020, 10, 3515-3531

Combined Comparative Genomics and Gene Expression Analyses Provide Insights into the Terpene
2032 Synthases Inventory in. 2020, 8,
Genomic and phenotypic characterization of Bacillus velezensis AMB-y1; a potential probiotic to
control pathogens in aquaculture. 2020, 113, 2041-2052

Draft Genome Sequence of the Non-Microcystin-Producing Microcystis aeruginosa Strain KLA2,

2039 |solated From a Freshwater Reservoir in Northern California, USA. 2020, 9,

Shared PKS Module in Biosynthesis of Synergistic Laxaphycins. 2020, 11, 578878

In the fungus where it happens: History and future propelling Aspergillus nidulans as the archetype

2028 of natural products research. 2020, 144, 103477

Genomic characterization of a multidrug-resistant Salmonella enterica serovar Goldcoast sequence
type 358 strain in China. 2020, 23, 181-183

2026 Discovery of Pyranoviolin A and Its Biosynthetic Gene Cluster in. 2020, 11, 562063 3

Draft Genome Sequences for the sp. strains CgS1, Ccl156 and CgMI4, Nitrogen-Fixing Bacteria
Isolated from sp. in Egypt. 2020, 8, 84-88

Comparative Genomics and Pan-Genomics of the Myxococcaceae, including a Description of Five
2024 Novel Species: Myxococcus eversor sp. nov., Myxococcus 14
llanfairpwllgwyngyllgogerychwyrndrobwlllilantysiliogogogochensis sp. nov., Myxococcus vastator

Machine learning-based prediction of activity and substrate specificity for OleA enzymes in the

thiolase superfamily. 2020, 5,




CITATION REPORT

Oxepinamide F biosynthesis involves enzymatic D-aminoacyl epimerization, 3H-oxepin formation,

2022 and hydroxylation induced double bond migration. 2020, 11, 4914 4

Discovery and Biosynthesis of Clostyrylpyrones from the Obligate Anaerobe. 2020, 22, 8204-8209

2020 First Draft Genome Resource for the Tomato Black Leaf Mold Pathogen. 2020, 33, 1441-1445 1

A maltose-regulated large genomic region is activated by the transcriptional regulator MalT in
Actinoplanes sp. SE50/110. 2020, 104, 9283-9294

Paenibacillus lycopersici sp. nov. and Paenibacillus rhizovicinus sp. nov., isolated from the

2018 rhizosphere of tomato (Solanum lycopersicum). 2020, 58, 832-840

Paraburkholderia lycopersici sp. nov., a nitrogen-fixing species isolated from rhizoplane of
Lycopersicon esculentum Mill. var. Saladette in Mexico. 2020, 43, 126133

2016 Ustethylin Biosynthesis Implies Phenethyl Derivative Formation in. 2020, 22, 7837-7841 7

Complete Genome of Roseobacter ponti DSM 106830T. 2020, 12, 1013-1018

Completed Genomic Sequence of HER1410 Reveals a -Containing Chromosome, Two

2014 Megaplasmids, and an Integrative Plasmidial Prophage. 2020, 10, 2927-2939

Discovery of Three 22-Membered Macrolides by Deciphering the Streamlined Genome of
Mangrove-Derived sp. HM190. 2020, 11, 1464

2012 Modes of Action of Microbial Biocontrol in the Phyllosphere. 2020, 11, 1619 23

: Automated Hierarchical Clustering and Principal Component Analysis of Large Metabolomic
Datasets in R. 2020, 10,

2010 Atypical Spirotetronate Polyketides Identified in the Underexplored Genus. 2020, 85, 10648-10657 4

Investigating the biosynthesis of Sch-642305 in the fungus sp. CMU-LMA.. 2020, 10, 27369-27376

The genome insights of Streptomyces lannensis T1317-0309 reveals actinomycin D production.

2008 5020 73, 837-844

First Complete Genome Sequences of Janthinobacterium lividum EIF1 and EIF2 and Their
Comparative Genome Analysis. 2020, 12, 1782-1788

The rhizosphere signature on the cell motility, biofilm formation and secondary metabolite

2006 production of a plant-associated Lysobacter strain. 2020, 234, 126424

16

Streptomyces boluensis sp. nov., isolated from lake sediment. 2020, 202, 2303-2309




(2020-2020)

Genomic insights into the salt tolerance and cold adaptation of Planococcus halotolerans SCU63.

2004 2020, 202, 2841-2847 3

Complete genome sequence of sixteen plant growth promoting Streptomyces strains. 2020, 10, 10294

Quinolactacin Biosynthesis Involves Non-Ribosomal-Peptide-Synthetase-Catalyzed Dieckmann

2002 condensation to Form the Quinolone-Hactam Hybrid. 2020, 59, 19108-19114 4

Flavobacterium ajazii sp. nov., Isolated from Seaweed of Gougqi Island, China. 2020, 77, 2925-2932

Strain AB-CW3, a Proteolytic Bacterium From Hypersaline Soda Lakes That Preys on Cells of

2000 Gram-Positive Bacteria. 2020, 11, 597686 7

Production of Plant-Associated Volatiles by Select Model and Industrially Important spp. 2020, 8,

3 Disease Diagnostics and Potential Coinfections by During an Ongoing Coral Disease Outbreak in
199° Florida. 2020, 11, 569354 5

Streptomyces buecherae sp. nov., an actinomycete isolated from multiple bat species. 2020, 113, 2213-2221

1996 A marine microbiome antifungal targets urgent-threat drug-resistant fungi. 2020, 370, 974-978 39

Identifying candidate Aspergillus pathogenicity factors by annotation frequency. 2020, 20, 342

Zelkovamycins B-E, Cyclic Octapeptides Containing Rare Amino Acid Residues from an Endophytic
1994 5p. 2020, 22, 9346-9350

The marine bivalve molluscs pathogen Vibrio neptunius produces the siderophore amphibactin,
which is widespread in molluscs microbiota. 2020, 22, 5467-5482

1002 The expression of the acarbose biosynthesis gene cluster in Actinoplanes sp. SE50/110 is
9 dependent on the growth phase. 2020, 21, 818

Microbial Activity in Subterranean Ecosystems: Recent Advances. 2020, 10, 8130

Genome Mining and Evaluation of the Biocontrol Potential of BRZ63, a New Endophyte of Oilseed
1990 Rape (L.) against Fungal Pathogens. 2020, 21,

Comparative Genomics Analyses of Lifestyle Transitions at the Origin of an Invasive Fungal
Pathogen in the Genus. 2020, 5,

1988 Genetic factors involved in rhizosphere colonization by phytobeneficial spp. 2020, 18, 3539-3554 15

Automating Cloning by Natural Transformation. 2020, 9, 3228-3235




CITATION REPORT

The Mosaic Architecture of NRPS-PKS in the Arbuscular Mycorrhizal Fungus Shows a Domain With

1986 g cterial Signature. 2020, 11, 581313

Comprehensive prediction of secondary metabolite structure and biological activity from microbial
genome sequences. 2020, 11, 6058

Genomic Characterization of a Novel Tenericutes Bacterium from Deep-Sea Holothurian Intestine.
1984 2020, 8, 2

Recent developments of tools for genome and metabolome studies in basidiomycete fungi and
their application to natural product research. 2020, 9,

Genomic analysis of Bacillus cereus NWUABO1 and its heavy metal removal from polluted soil. 2020

1982 10, 19660 31

Seasonal Ely Copper Mine Superfund site shotgun metagenomic and metatranscriptomic data
analysis. 2020, 32, 106282

1980 Bioinformatic and Reactivity-Based Discovery of Linaridins. 2020, 15, 2976-2985 9

Genome Sequences of Two Microcystis aeruginosa (, ) Strains from Florida (United States) with
Disparate Toxigenic Potentials. 2020, 9,

1978 ICEs Are the Main Reservoirs of the Ciprofloxacin-Modifying Gene in. 2020, 11, 4

Systems and synthetic biology-aided biosynthesis pathway design. 2020, 51-75

1976 Sulfane sulfur-activated actinorhodin production and sporulation is maintained by a natural gene
97° Circuitin Streptomyces coelicolor. 2020, 13, 1917-1932

An Update on Molecular Tools for Genetic Engineering of Actinomycetes-The Source of Important
Antibiotics and Other Valuable Compounds. 2020, 9,

L Comparative Genomics of Species to Reveal Diversity, Potential for Secondary Metabolites and
974 Heavy Metal Resistance. 2020, 11, 1869 7

Investigation of the Ecological Roles of Putative Keystone Taxa during Tailing Revegetation. 2020,
54,11258-11270

L A Versatile Transcription-Translation in One Approach for Activation of Cryptic Biosynthetic Gene
972 Clusters. 2020, 15, 2551-2557

Identification of a Biosynthetic Gene Cluster Responsible for the Production of a New
Pyrrolopyrimidine Natural Product-Huimycin. 2020, 10,

1970 Bifunctional Nitrone-Conjugated Secondary Metabolite Targeting the Ribosome. 2020, 142, 18369-18377 5

Biosynthesis and Antimicrobial Activity of Pseudodesmin and Viscosinamide Cyclic Lipopeptides

Produced by Pseudomonads Associated with the Cocoyam Rhizosphere. 2020, 8,

10



(2020-2020)

1968 Reference Genome Assembly for Australian Isolate ArME14. 2020, 10, 2131-2140 4

Complete Genomic Analysis of Heat-Resistant Strain Developed by Two-Step Adaptation
Laboratory Evolution Method. 2020, 8, 828

1966 Stieleriacines, -Acyl Dehydrotyrosines From the Marine Planctomycete sp. nov. 2020, 11, 1408 10

Phylogenomic Classification and Biosynthetic Potential of the Fossil Fuel-Biodesulfurizing Strain
IGTS8. 2020, 11, 1417

106 Comparative Genomics Discloses the Uniqueness and the Biosynthetic Potential of the Marine
954 Cyanobacterium. 2020, 11, 1527

Mycovirus-Induced Tenuazonic Acid Production in a Rice Blast Fungus. 2020, 11, 1641

1962 How to harness biosynthetic gene clusters of lasso peptides. 2020, 47, 703-714 4

Draft Genome Sequence of Clostridium cochlearium Strain AGROS13, Isolated from a Sheep Dairy
Farm in New Zealand. 2020, 9,

1960 Biogenesis of the peptide-derived redox cofactor pyrroloquinoline quinone. 2020, 59, 93-103 7

Draft Genome Sequence of sp. Strain I05A-00742, Isolated in Shangri-La, China. 2020, 9,

Globally Abundant " Udaeobacter" Benefits from Release of Antibiotics in Soil and Potentially

1958 Performs Trace Gas Scavenging. 2020, 5, 1

Draft Genome Sequences of Micrococcus luteus MFP06 and MFPO7, Isolated from the Skin of
Healthy Volunteers. 2020, 9,

1056 Whole-Genome Sequencing and Bioinformatics Analysis of : Predicting Putative
95 Zearalenone-Degradation Enzymes. 2020, 11, 1866 4

From Ocean to Medicine: Pharmaceutical Applications of Metabolites from Marine Bacteria. 2020,
9,

Expression of a Shiga-Like Toxin during Plastic Colonization by Two Multidrug-Resistant Bacteria,
1954 RIT668 and RIT669, Isolated from Endangered Turtles (). 2020, 8,

Bioprospecting of a novel endophytic Bacillus velezensis FZ06 from leaves of Camellia assamica:
Production of three groups of lipopeptides and the inhibition against food spoilage
microorganisms. 2020, 323, 42-53

1055 Introduction to Thiopeptides: Biological Activity, Biosynthesis, and Strategies for Functional L
95 Reprogramming. 2020, 27, 1032-1051 4

Production of prodigiosin by a drug-resistant Serratia rubidaea HB01 isolated from sewage. 2020,

3,279-287

11



CITATION REPORT

Acyltransferase that catalyses the condensation of polyketide and peptide moieties of goadvionin

1950 hybrid lipopeptides. 2020, 12, 869-877 12

Quinolactacin Biosynthesis Involves Non-Ribosomal-Peptide-Synthetase-Catalyzed Dieckmann
Condensation to Form the Quinolone-flactam Hybrid. 2020, 132, 19270-19276

3 Discovery of a Cryptic Depsipeptide from Streptomyces ghanaensis via MALDI-MS-Guided
194 High-Throughput Elicitor Screening. 2020, 59, 23005-23009

System-level understanding of gene expression and regulation for engineering secondary
metabolite production in Streptomyces. 2020, 47, 739-752

1046 Predicting the chemical space of fungal polyketides by phylogeny-based bioinformatics analysis of
94 polyketide synthase-nonribosomal peptide synthetase and its modification enzymes. 2020, 10, 13556

Discovery of a Cryptic Depsipeptide from Streptomyces ghanaensis via MALDI-MS-Guided
High-Throughput Elicitor Screening. 2020, 132, 23205-23209

1944 Sphingobacterium endophyticum sp. nov., a novel endophyte isolated from halophyte. 2020, 202, 2771-2778 2

Description of Erythrobacter mangrovi sp. nov., an aerobic bacterium from rhizosphere soil of
mangrove plant (Kandelia candel). 2020, 113, 1425-1435

L Characterization of an acid rock drainage microbiome and transcriptome at the Ely Copper Mine
942 superfund site. 2020, 15, €0237599 4

Assembly methods for nanopore-based metagenomic sequencing: a comparative study. 2020, 10, 13588

Biosynthesis Gene Cluster and Oxazole Ring Formation Enzyme for Inthomycins in sp. Strain
1949 syp-A7193. 2020, 86,

Antarctic desert soil bacteria exhibit high novel natural product potential, evaluated through
long-read genome sequencing and comparative genomics. 2021, 23, 3646-3664

108 Isolation and functional characterization of a mVOC producing plant-growth-promoting bacterium
93° isolated from the date palm rhizosphere. 2020, 16, 100267

Comparative Genomic Data Provide New Insight on the Evolution of Pathogenicity in Species. 2020,
11, 565439

6 Novel Modifications of Nonribosomal Peptides from Brevibacillus laterosporus MG64 and
193 Investigation of Their Mode of Action. 2020, 86, 3

Genomic and morphological characteristics of the cold-adapted bacteria Mycetocola saprophilus
provide insights into the pathogenesis of soft rot in Flammulina velutipes. 2020, 34, 885-897

Chemical repertoire and biosynthetic machinery of the Aspergillus flavus secondary metabolome: A
1934 review. 2020, 19, 2797-2842

Cryptic or Silent? The Known Unknowns, Unknown Knowns, and Unknown Unknowns of Secondary

Metabolism. 2020, 11,

12



(2020-2020)

Mechanism of the Potential Therapeutic Candidate BSXE-1601 Against Shrimp Pathogenic Vibrios
1932 and Multifunctional Metabolites Biosynthetic Capability of the Strain as Predicted by Genome 5
Analysis. 2020, 11, 581802

Deciphering the Microbial Taxonomy and Functionality of Two Diverse Mangrove Ecosystems and
Their Potential Abilities To Produce Bioactive Compounds. 2020, 5,

L Structural and functional comparison of Saccharomonospora azurea strains in terms of primycin
930 producing ability. 2020, 36, 160

Genome- and Mass Spectrometry-Guided Discovery of Ralstoamides A and B from Species Complex.
2020, 15, 2860-2865

3 GPAHex-A synthetic biology platform for Type IV-V glycopeptide antibiotic production and
192° " discovery. 2020, 11, 5232 9
Global analysis of adenylate-forming enzymes reveals Factone biosynthesis pathway in

pathogenic. 2020, 295, 14826-14839

1926 Production of Lipopeptide Biosurfactant by a Hydrocarbon-Degrading Antarctic. 2020, 21, 12

Identification of the Antifungal Metabolite Chaetoglobosin P From Using a Inhibition Assay:
Insights Into Mode of Action and Biosynthesis. 2020, 11, 1766

Helper bacteria halt and disarm mushroom pathogens by linearizing structurally diverse
1924 cyclolipopeptides. 2020, 117, 23802-23806

Genomic Analysis for Antioxidant Property of Lactobacillus plantarum FLPLO5 from Chinese
Longevity People. 2020, 12, 1451-1458

Complementary Genomic, Bioinformatics, and Chemical Approaches Facilitate the Absolute
1922 Structure Assignment of lonostatin, a Linear Polyketide from a Rare Marine-Derived Actinomycete. 7
2020, 15, 2507-2515

Production of Diverse Beauveriolide Analogs in Closely Related Fungi: a Rare Case of Fungal
Chemodiversity. 2020, 5,

1020 Whole-genome sequence of multi-drug resistant Pseudomonas aeruginosa strains UY1PSABAL and

9 UY1PSABAL? isolated from human broncho-alveolar lavage, Yaound{lCameroon. 2020, 15, e0238390
Isolation and whole-genome sequencing of Pseudomonas sp. RIT 623, a slow-growing bacterium
endowed with antibiotic properties. 2020, 13, 370

1018 Pentaminomycins C-E: Cyclic Pentapeptides as Autophagy Inducers from a Mealworm Beetle Gut
91°  Bacterium. 2020, 8, 9

Improved Draft Genome Sequence of the Nocavionin-Producing Type Strain Nocardia terpenica IFM

0706 and Comparative Genomics with the Closely Related Strain Nocardia terpenica IFM 0406. 2020

I 9'

Enhanced Production of Active Ecumicin Component with Higher Antituberculosis Activity by the

1916 Rare Actinomycete sp. MJM5123 Using a Novel Promoter-Engineering Strategy. 2020, 9, 3019-3029

Global reprogramming of virulence and antibiotic resistance in by a single nucleotide polymorphism

in elongation factor,. 2020, 295, 16411-16426

L



CITATION REPORT

101 Genomics Reveals the Metabolic Potential and Functions in the Redistribution of Dissolved Organic
914 Matter in Marine Environments of the Genus. 2020, 8,

Genome characteristics of Kordia antarctica IMCC3317 and comparative genome analysis of the
genus Kordia. 2020, 10, 14715

Cooperation, Competition, and Specialized Metabolism in a Simplified Root Nodule Microbiome.

1912 2020, 11,

11

Discovery of Unusual Cyanobacterial Tryptophan-Containing Anabaenopeptins by MS/MS-Based
Molecular Networking. 2020, 25,

Draft Genome Sequence of Streptomyces morookaense DSM 40503, an 8-Azaguanine-Producing

1910 strain. 2020, 9,

Structural Diversity of Bacterial Volatiles. 2020, 93-121

1908 Harnessing to Control Bacterial Panicle Blight of Rice. 2020, 110, 1657-1667 1

The Gene Deletion Reveals That Patulin Biosynthesis Is Not Related to Conidiation in. 2020, 21,

Cutting the Gordian knot: early and complete amino acid sequence confirmation of class Il lasso

1906 peptides by HCD fragmentation. 2020, 73, 772-779 3

Chemical entrapment and killing of insects by bacteria. 2020, 11, 4608

100 Marine Sediments Hold an Untapped Potential for Novel Taxonomic and Bioactive Bacterial
994 Diversity. 2020, 5, 7

Paludisphaera soli sp. nov., a new member of the family Isosphaeraceae isolated from high altitude
soil in the Western Himalaya. 2020, 113, 1663-1674

1902 Mining for novel antibiotics in the age of antimicrobial resistance. 2020, 13, 1702-1704 9

Krisynomycins, Imipenem Potentiators against Methicillin-Resistant , Produced by. 2020, 83, 2597-2606

Comparative genome analysis proposes three new Aureobasidium species isolated from grape

1999 iuice. 2020, 20, 5

Draft Genome Sequence of Lactobacillus rhamnosus OSU-PECh-69, a Cheese Isolate with
Antibacterial Activity. 2020, 9,

Bacteria Belonging to sp. nov. from the Bark Beetle Have Genomic Potential to Aid in the Host

1898 Ecology. 2020, 11,

Stieleria varia sp. nov., isolated from wood particles in the Baltic Sea, constitutes a novel species in

the Family Pirellulaceae within the phylum Planctomycetes. 2020, 113, 1953-1963

14



(2020-2020)

Monomer structure fingerprints: an extension of the monomer composition version for peptide

1896 yatabases. 2020, 34, 1147-1156

Pan-genome analysis of Paenibacillus polymyxa strains reveals the mechanism of plant growth
promotion and biocontrol. 2020, 113, 1539-1558

Comparative genomic analysis of Flavobacteriaceae: insights into carbohydrate metabolism, gliding

1894 motility and secondary metabolite biosynthesis. 2020, 21, 569 12

Genome Sequence of MUT3171, A Promising Strain for Mycoremediation of PAH-Contaminated
Sites. 2020, 8,

Complete and Circularized Genome Assemblies of the Kroppenstedtia eburnea Genus Type Strain
1892 and the Kroppenstedtia pulmonis Species Type Strain with MiSeq and MinlON Sequence Data. 2020
5

Production of the antimicrobial compound tetrabromopyrrole and the Pseudomonas quinolone
system precursor, 2-heptyl-4-quinolone, by a novel marine species Pseudoalteromonas galatheae
sp. nov. 2020, 10, 21630

Isolation, Identification, and Complete Genome Assembly of an Endophytic YB-130, Potential

1890 Biscontrol Agent Against. 2020, 11, 598285 9

Identification and Characterization of a New Type Ill Polyketide Synthase from a Marine Yeast,.
2020, 18,

Characterization of Prodiginine Pathway in Marine Sponge-Associated Pseudoalteromonas sp.

1888 5pg1 in Hilo, Hawail 2020, 4,

Recent Advances in Re-engineering Modular PKS and NRPS Assembly Lines. 2020, 25, 886-894

1886 Discovery of Novel Biosynthetic Gene Cluster Diversity From a Soil Metagenomic Library. 2020, 11, 585398 5

Class IV Lasso Peptides Synergistically Induce Proliferation of Cancer Cells and Sensitize Them to
Doxorubicin. 2020, 23, 101785

A collection of bacterial isolates from the pig intestine reveals functional and taxonomic diversity.

1884 5020, 11, 6389

Screening Anti-MRSA Activities of Indigenous Microbes and Prediction of The Biosynthetic Gene
Clusters. 2020, 1665, 012001

Current Status and Future Strategies to Increase Secondary Metabolite Production from

1882 Cyanobacteria. 2020, 8, 9

The Integration of Genome Mining, Comparative Genomics, and Functional Genetics for
Biosynthetic Gene Cluster Identification. 2020, 11, 600116

Engineering the Erythromycin-Producing Strain HOE107 for the Heterologous Production of

1880 b \yketide Antibiotics. 2020, 11, 593217

Resistance-Guided Discovery of Elfamycin Antibiotic Producers with Antigonococcal Activity. 2020,

6,3163-3173

1y



CITATION REPORT

1878 Integrated into Environmental Biofilm Survives Winter with Support of Bacterial Community. 2020, L
8,

Genome Mining and Metabolomics Uncover a Rare d-Capreomycidine Containing Natural Product
and Its Biosynthetic Gene Cluster. 2020, 15, 3013-3020

86 Novel Effective Bacillus cereus Group Species "" Is Represented by Antibiotic-Producing Strain
1975 ATCC 21929 Isolated from Soil. 2020, 5, 5
Large-Scale Metagenome Assembly Reveals Novel Animal-Associated Microbial Genomes,

Biosynthetic Gene Clusters, and Other Genetic Diversity. 2020, 5,

18 Whole genome analysis of the koa wilt pathogen (Fusarium oxysporum f. sp. koae) and the
74 development of molecular tools for early detection and monitoring. 2020, 21, 764 4

Draft Genome Sequences of Five Potentially Probiotic Enterococcus faecium Strains Isolated from
an Artisanal Tunisian Meat (Dried Ossban). 2020, 9,

.8 Comparative Genomic Analysis Provides Insights into the Phylogeny, Resistome, Virulome, and
7% Host Adaptation in the Genus. 2020, 9,

Complete Genome Sequence of the Cryptophycin-Producing Cyanobacterium sp. Strain ATCC

53789. 2020, 9,

1870 A Genomic Toolkit for the Mechanistic Dissection of Intractable Human Gut Bacteria. 2020, 27, 1001-1013.e9 16

Fragrant Venezuelaenes A and B with A 5BB[ Tetracyclic Skeleton: Discovery, Biosynthesis, and
Mechanisms of Central Catalysts. 2020, 10, 5846-5851

Draft Genome Sequence of Enterococcus faecalis Strain OB15, a Probiotic Strain Recently Isolated

1868 ¢ om Tunisian Rigouta Cheese, 2020, 9,

Draft Genome Sequence of sp. Strain C8S0, Isolated from a Highly Oligotrophic Sediment. 2020, 9,

Metagenome-Assembled Genome Sequences of Three Uncultured sp. Strains from the Northeast

1866 Atlantic Ocean. 2020, 9,

Discovery of an Isothiazolinone-Containing Antitubercular Natural Product Levesquamide. 2020,
85, 6450-6462

186 Complete Genomic Data of Strain GX Associated with Bacterial Panicle Blight of Rice in China. 2020, L
4 104, 1578-1580

Draft Genome Sequence of the Thermophilic Bacterium Bacillus licheniformis SMIA-2, an
Antimicrobial- and Thermostable Enzyme-Producing Isolate from Brazilian Soil. 2020, 9,

Genetic localization of the orevactaene/epipyrone biosynthetic gene cluster in Epicoccum nigrum.

1862 5020, 30, 127242 4

State-of-the-art methodologies to identify antimicrobial secondary metabolites in soil bacterial

communities-A review. 2020, 147, 107838

16



(2020-2020)

Palantir: a springboard for the analysis of secondary metabolite gene clusters in large-scale

1860 anome mining projects. 2020, 36, 4345-4347 3

Biochemical and Genomic Characterization of the Cypermethrin-Degrading and
Biosurfactant-Producing Bacterial Strains Isolated from Marine Sediments of the Chilean Northern
Patagonia. 2020, 18,

ARTS 2.0: feature updates and expansion of the Antibiotic Resistant Target Seeker for comparative

1858 genome mining. Nucleic Acids Research, 2020, 48, W546-W552

201 51

-Methylation of -adenosyl-L-Methionine Occurs Prior to Cyclopropanation in the Biosynthesis of
1-Amino-2-Methylcyclopropanecarboxylic Acid (Norcoronamic Acid) in a Bacterium. 2020, 10,

Draft genome of five strains: agave, maize and sorghum plant-associated bacteria with resistance

1856 to metals. 2020, 10, 242

Causing Spot Anthracnose on Poplar in China. 2020, 104, 2202-2209

.8 Nonribosomal Peptides Produced by Minimal and Engineered Synthetases with Terminal Reductase
54 Domains. 2020, 21, 2750-2754 7

Linking genomics and metabolomics to chart specialized metabolic diversity. 2020, 49, 3297-3314

1852 Commensal Oral Rothia mucilaginosa Produces Enterobactin, a Metal-Chelating Siderophore. 2020, 1
5,

Comprehensive dissection of dispensable genomic regions in Streptomyces based on comparative
analysis approach. 2020, 19, 99

A Two-Component regulatory system with opposite effects on glycopeptide antibiotic biosynthesis

1850 and resistance. 2020, 10, 6200

10

Ecology and genomics of Actinobacteria: new concepts for natural product discovery. 2020, 18, 546-558

Identification, Cloning and Heterologous Expression of the Gene Cluster Directing RES-701-3, -4

1848 Lasso Peptides Biosynthesis from a Marine Strain. 2020, 18, 4

Linaridin natural products. 2020, 37, 1152-1163

1846 Complete genome sequence data of MBEL1397 isolated from kimchi. 2020, 31, 105740 2

Draft Genome Sequence of Marinobacter hydrocarbonoclasticus NCT7M, Obtained from the
Microbiome of a Marine Copepod. 2020, 9,

3 Complete Genome Sequence of Bacillus velezensis Strain S4, Isolated from Biochar-Treated Soil.
1944 2020, 9,

Aureimonas psammosilene sp. nov., isolated from the roots of Psammosilene tunicoides. 2020, 202, 1939-19441

L7



CITATION REPORT

Role of Two Exceptional trans Adenylation Domains and MbtH-like Proteins in the Biosynthesis of
the Nonribosomal Peptide WS9324A from Streptomyces calvus ATCC 13382. 2020, 21, 2659-2666 5

Whole-genome sequence of (mulberry Sanghuang) reveals its unique medicinal values. 2020, 24, 325-335

Activation and Characterization of Bohemamine Biosynthetic Gene Cluster from sp. CB02009. 2020,
22,4614-4619 7

Draft Genome Sequence of Alternaria alternata JS-1623, a Fungal Endophyte of Abies koreana.
2020, 48, 240-244

Draft Genome Sequence and Biosynthetic Potential of the Newly Described Strain Longimicrobium
terrae CB-286315. 2020, 9,

Draft Genome Sequence of Bacillus velezensis Strain E68, Isolated from an Qil Battery. 2020, 9,

2-Hydroxysorangiadenosine: Structure and Biosynthesis of a Myxobacterial
Sesquiterpene-Nucleoside. 2020, 25, 5

gen. nov., sp. nov., and sp. nov., Two Marine Anaerobes of the fam. nov. Producing Sulfated
Glycosaminoglycan-like Exopolymers. 2020, 8,

18 Mini review: Genome mining approaches for the identification of secondary metabolite
34 biosynthetic gene clusters in. 2020, 18, 1548-1556 43

Repurposing Modular Polyketide Synthases and Non-ribosomal Peptide Synthetases for Novel
Chemical Biosynthesis. 2020, 7, 87

1832 Multi-scale data-driven engineering for biosynthetic titer improvement. 2020, 65, 205-212 5

Discovery and Biosynthesis of Pepticinnamins G-M Featuring Three Enzymes-Catalyzed
Nonproteinogenic Amino Acid Formation. 2020, 85, 8673-8682

1830 Bioprospecting Through Cloning of Whole Natural Product Biosynthetic Gene Clusters. 2020, 8, 526 12

Precursor peptide-targeted mining of more than one hundred thousand genomes expands the
lanthipeptide natural product family. 2020, 21, 387

Complete Genome Sequence of the Lignocellulose-Degrading Actinomycete Streptomyces albus
CAS922. 2020, 9, 3

Draft Genome Sequence of Lipopeptide-Producing Strain Pseudomonas fluorescens DSM 11579
and Comparative Genomics with sp. Strain SH-C52, a Closely Related Lipopeptide-Producing Strain.
2020, 9,

Genomic insights into a plant growth-promoting Pseudomonas koreensis strain with cyclic
lipopeptide-mediated antifungal activity. 2020, 9, e1092

Nonomuraea terrae sp. nov., isolated from arid soil. 2020, 202, 2197-2205

18



(2020-2020)

1824 Endophytes Promote Host Health and Enhance Growth across Plant Species. 2020, 86, 12

Diverse Bacteriocins Produced by Strains From the Human Milk Microbiota. 2020, 11, 788

Genomic and Metabolomic Analysis of Antarctic Bacteria Revealed Culture and Elicitation

1822 Conditions for the Production of Antimicrobial Compounds. 2020, 10, 5

Streptomyces acidicola sp. nov., isolated from a peat swamp forest in Thailand. 2020, 73, 435-440

1820 Software tools, databases and resources in metabolomics: updates from 2018 to 2019. 2020, 16, 36 43

Gene Cluster Activation in a Bacterial Symbiont Leads to Halogenated Angucyclic
Maduralactomycins and Spirocyclic Actinospirols. 2020, 22, 2634-2638

1818 Mass Spectrometry-Guided Genome Mining as a Tool to Uncover Novel Natural Products. 2020, 3

New Nocobactin Derivatives with Antimuscarinic Activity, Terpenibactins A-C, Revealed by Genome
Mining of Nocardia terpenica IFM 0406. 2020, 21, 2205-2213

1816 Nonlinear Biosynthetic Assembly of Alpiniamide by a Hybrid /-AT PKS-NRPS. 2020, 15, 1067-1077 5

spp. From the Marine Sponge : Analyses of Secondary Metabolite Biosynthesis Gene Clusters and
Some of Their Products. 2020, 11, 437

1814 Bacteria as genetically programmable producers of bioactive natural products. 2020, 4, 172-193 44

Unraveling the iterative type | polyketide synthases hidden in. 2020, 117, 8449-8454

Genome sequence of the fungus Pycnoporus sanguineus, which produces cinnabarinic acid and pH-

1812 and thermo- stable laccases. 2020, 742, 144586

Novel approach in whole genome mining and transcriptome analysis reveal conserved RiPPs in
Trichoderma spp. 2020, 21, 258

Emergence of a hybrid PKS-NRPS secondary metabolite cluster in a clonal population of the rice

1810 blast fungus Magnaporthe oryzae. 2020, 22, 2709-2723

Characterization of a Versatile Plant Growth-Promoting Rhizobacterium Strain S58. 2020, 8,

Micromonospora zhangzhouensis sp. nov., a Novel Actinobacterium Isolated from Mangrove Soil,

1598 Exerts a Cytotoxic Activity in vitro. 2020, 10, 3889 3

sp. 2A Is a Plant Growth-Promoting Rhizobacteria That Has the Potential to Improve Potato Crop

Yield Under Adverse Conditions. 2020, 11, 71

19



CITATION REPORT

Isolation of an antimicrobial-resistant, biofilm-forming, Klebsiella grimontii isolate from a reusable

1806\ ater bottle. 2020, 9, 11281134 5

Challenges and advances in genome mining of ribosomally synthesized and post-translationally
modified peptides (RiPPs). 2020, 5, 155-172

Genome mining strategies for ribosomally synthesised and post-translationally modified peptides.

1804 5020, 18, 1838-1851

21

Designing sgRNAs for CRISPR-BEST base editing applications with CRISPy-web 2.0. 2020, 5, 99-102

Draft Genome Sequences of Three Pseudomonas fluorescens Strains Isolated from Marine Sponges

1802 Harvested off the West Coast of Ireland. 2020, 9,

Characterization of two relacidines belonging to a novel class of circular lipopeptides that act
against Gram-negative bacterial pathogens. 2020, 22, 5125-5136

1800 What Is Metagenomics Teaching Us, and What Is Missed?. 2020, 74, 117-135 16

Draft genome sequence of antimicrobial producing Paenibacillus alvei strain MP1 reveals putative
novel antimicrobials. 2020, 13, 280

1798 Genome Analysis of , a Novel Genus and Species Isolated from Roots in North Spain. 2020, 8, 6

A cyclopeptide and three oligomycin-class polyketides produced by an underexplored
actinomycete of the genus. 2020, 16, 1100-1110

6 Draft Genome Sequence of sp. Strain MC-1LL, a Bacterial Strain with Antimicrobial Properties,
1795 |solated from Marine Sediments in Nigeria. 2020, 9,

Biosynthesis of Cittilins, Unusual Ribosomally Synthesized and Post-translationally Modified
Peptides from. 2020, 15, 2221-2231

1794 Complete Genome Sequence of sp. Strain SK, Isolated from Organic Wheat Rhizosphere. 2020, 9, fe)

A genomic view of trophic and metabolic diversity in clade-specific Lamellodysidea sponge
microbiomes. 2020, 8, 97

Genotyping-Guided Discovery of Persiamycin A From Sponge-Associated Halophilic sp. PA3. 2020,
1792 11,1237 5

CRISPR-Cas9, CRISPRi and CRISPR-BEST-mediated genetic manipulation in streptomycetes. 2020,
15, 2470-2502

1790 Genome-Inspired Chemical Exploration of Marine Fungus MF071. 2020, 18, 12

Complete genome sequence and epigenetic profile of Bacillus velezensis UCMB5140 used for plant

and crop protection in comparison with other plant-associated Bacillus strains. 2020, 104, 7643-7656

20



(2020-2020)

Draft Genome Sequence of Cyclic Lipopeptide Producer sp. Strain SWRI103, Isolated from Wheat

1788 ;
Rhizosphere. 2020, 9,

Ecological and biotechnological importance of secondary metabolites produced by coral-associated

bacteria. 2020, 129, 1441-1457

Moving away from traditional antibiotic treatment: can macrocyclic lactones from marine

1786 macroalga-associated heterotroph be the alternatives?. 2020, 104, 7117-7130

11

From Seabed to Bedside: A Review on Promising Marine Anticancer Compounds. 2020, 10,

18 Mining Symbionts of a Spider-Transmitted Fungus Illuminates Uncharted Biosynthetic Pathways to
754 Cytotoxic Benzolactones. 2020, 59, 7766-7771

Characterization of Growth Morphology and Pathology, and Draft Genome Sequencing of , the
Causal Organism of Chocolate Spot of Faba Bean ( L.). 2020, 11, 217

Epigenetic modulation of secondary metabolite profiles in Aspergillus calidoustus and Aspergillus

1782 westerdijkiae through histone deacetylase (HDAC) inhibition by vorinostat. 2020, 73, 410-413 7

Translation-Targeting RiPPs and Where to Find Them. 2020, 11, 226

Investigation of secondary metabolism in the industrial butanol hyper-producer Clostridium

saccharoperbutylacetonicum N1-4. 2020, 47, 319-328 11

1780

Functional Genomics Insights Into the Pathogenicity, Habitat Fitness, and Mechanisms Modifying
Plant Development of sp. PBTS1 and PBTS2. 2020, 11, 14

1778 Lysobacter prati sp. nov., isolated from a plateau meadow sample. 2020, 113, 763-772 6

Enhanced Drought and Salt Stress Tolerance in Arabidopsis by Flavobacterium crocinum HYNOO56T.
2020, 63, 63-71

176 Genome rearrangements and megaplasmid loss in the filamentous bacterium Kitasatospora
/7% \iridifaciens are associated with protoplast formation and regeneration. 2020, 113, 825-837

Molecular imprints of plant beneficial Streptomyces sp. AC30 and AC40 reveal differential
capabilities and strategies to counter environmental stresses. 2020, 235, 126449

L N Stable Isotope Labeling and Comparative Metabolomics Facilitates Genome Mining in Cultured
774 Cyanobacteria. 2020, 15, 758-765

Whole Genome Sequence of MT1.1 Isolated from the Challenger Deep of the Mariana Trench
Reveals Phenazine Biosynthesis Locus and Environmental Adaptation Factors. 2020, 18,

Pantoea sp. P37 as a novel nonpathogenic host for the heterologous production of rhamnolipids.
1772 2020, 9,e1019

Complete genome sequence data of a broad-spectrum antipathogen, KCTC 18343P, isolated from

Korean traditional rice wine. 2020, 29, 105316

21



CITATION REPORT

1770 Biocontrol Potential of a Novel Endophytic Bacterium From Mulberry () Tree. 2019, 7, 488 11

New Molecular Tools for Regulation and Improvement of A40926 Glycopeptide Antibiotic
Production in ATCC 39727. 2020, 11, 8

168 Mining Symbionts of a Spider-Transmitted Fungus Illuminates Uncharted Biosynthetic Pathways to
7 Cytotoxic Benzolactones. 2020, 132, 7840-7845

A Convolutional Neural Network-Based Approach for the Rapid Annotation of Molecularly Diverse

Natural Products. 2020, 142, 4114-4120

166 Myxobacterial Response to Methyljasmonate Exposure Indicates Contribution to Plant Recruitment
7 of Micropredators. 2020, 11, 34 3

Identification and Heterologous Expression of the Biosynthetic Gene Cluster Encoding the Lasso

Peptide Humidimycin, a Caspofungin Activity Potentiator. 2020, 9,

16 Characterization of plant growth-promoting rhizobacteria from perennial ryegrass and genome ;
754 mining of novel antimicrobial gene clusters. 2020, 21, 157 4

Comparative transcriptomic analysis reveals the significant pleiotropic regulatory effects of LmbU
on lincomycin biosynthesis. 2020, 19, 30

Secondary nucleotide messenger c-di-GMP exerts a global control on natural product biosynthesis

1762 in streptomycetes. Nucleic Acids Research, 2020, 48, 1583-1598

201 9

Genomic Regions Associated with Virulence in f. Identified by Genome-Wide Association Analysis
and Biparental Mapping. 2020, 110, 881-891

6 Staphylococcal-Produced Bacteriocins and Antimicrobial Peptides: Their Potential as Alternative
1750 Treatments for Infections. 2020, 9, 25
Pantoea Natural Product 3 is encoded by an eight-gene biosynthetic gene cluster and exhibits

antimicrobial activity against multi-drug resistant Acinetobacter baumannii and Pseudomonas

aeruginosa. 2020, 234, 126412

Programmable polyketide biosynthesis platform for production of aromatic compounds in yeast.
1758 2020, 5,11-18 7

Genome Mining and Biosynthesis of Primary Amine-Acylated Desferrioxamines in a Marine Gliding
Bacterium. 2020, 22, 939-943

6 New bacteriocin-like substances produced by Streptomyces species with activity against
175 pathogens. 2020, 65, 669-678

Thiopeptide Defense by an Ant’s Bacterial Symbiont. 2020, 83, 725-729

The small RNA chaperone Hfq is a critical regulator for bacterial biosynthesis of selenium
1754 nanoparticles and motility in Rahnella aquatilis. 2020, 104, 1721-1735

Microbial Chassis Development for Natural Product Biosynthesis. 2020, 38, 779-796

22



(2020-2020)

1752 Structure elucidation of bacterial nonribosomal lipopeptides. 2020, 18, 1710-1727 12

MS-Derived Isotopic Fine Structure Reveals Forazoline A as a Thioketone-Containing
Marine-Derived Natural Product. 2020, 22, 1275-1279

L The Connection and Disconnection Between Microbiome and Metabolome: A Critical Appraisal in
759 Clinical Research. 2020, 22, 561-576

Comprehensive Analyses of Cytochrome P450 Monooxygenases and Secondary Metabolite
Biosynthetic Gene Clusters in. 2020, 21,

1748 Linking Genes to Molecules in Eukaryotic Sources: An Endeavor to Expand Our Biosynthetic
74 Repertoire. 2020, 25, 3

Honey-bee-associated prokaryotic viral communities reveal wide viral diversity and a profound
metabolic coding potential. 2020, 117, 10511-10519

Recent Advances in Strategies for Activation and Discovery/Characterization of Cryptic

1746 Biosynthetic Gene Clusters in. 2020, 8, 21

Out of the Abyss: Genome and Metagenome Mining Reveals Unexpected Environmental
Distribution of Abyssomicins. 2020, 11, 645

Complete Genome Sequences of 13 Bacillus subtilis Soil Isolates for Studying Secondary Metabolite
1744 Diversity. 2020, 9, 9

Draft Genome Sequence of Pseudomonas chlororaphis subsp. ARS-38, a Bacterial Strain with Plant
Growth Promotion Potential, Isolated from the Rhizosphere of Cotton in Pakistan. 2020, 9,

S Nonomuraea basaltis sp. nov., a siderophore-producing actinobacteria isolated from surface soil of
742 basaltic parent material. 2020, 202, 1535-1543 4

Yeast metabolic engineering for the production of pharmaceutically important secondary
metabolites. 2020, 104, 4659-4674

1740 Draft genome sequence of DP-K7, a methyl red degrading actinobacterium. 2020, 10, 175 7

Penicillium roqueforti: an overview of its genetics, physiology, metabolism and biotechnological
applications. 2020, 34, 59-73

3 Acurin A, a novel hybrid compound, biosynthesized by individually translated PKS- and
173 NRPS-encoding genes in Aspergillus aculeatus. 2020, 139, 103378 7

Total in vitro biosynthesis of the nonribosomal macrolactone peptide valinomycin. 2020, 60, 37-44

6 Genome mining of a fungal endophyte of Taxus yunnanensis (Chinese yew) leads to the discovery
1735 of a novel azaphilone polyketide, lijiquinone. 2020, 13, 1415-1427 9

Draft Genome Sequence of Pseudomonas aeruginosa Strain LMG 1272, an Atypical White Line

Reaction Producer. 2020, 9,

=



CITATION REPORT

Complete Genome Sequence of sp. 135, a Promising Dibenzothiophene- and
1734 Hydrocarbon-Degrading Strain. 2020, 9, 4

Draft Genome Sequence of KCTC 19743, an Actinobacterium Containing Secondary Metabolite
Biosynthetic Gene Clusters. 2020, 9,

L sp. nov., an Endophytic Actinomycete Isolated from the Roots of Acacia mangium Willd. and Its
732 Genome Analysis. 2020, 8,

Phylogenomic Analysis of Secondary Metabolism in the Toxic Cyanobacterial Genera, and. 2020,
12,

Isolation, Identification and Characterization of Endophytic Bacterium sp. nov., from Rice Root with

1730 Biotechnological Potential in Agriculture. 2020, 8, 10

Complete Genome Sequence of Pandoraea pnomenusa TF-18, a Multidrug-Resistant Organism
Isolated from the Rhizosphere of Rice (Oryza sativa L. subsp. ). 2020, 9,

128 Draft genome sequence data of sp. SS1-1, an endophytic strain showing cytotoxicity against the
/2% human lung cancer A549 cell line. 2020, 30, 105497

Alienimonas chondri sp. nov., a novel planctomycete isolated from the biofilm of the red alga

Chondrus crispus. 2020, 43, 126083

Dual-PKS Cluster for Biosynthesis of a Light-Induced Secondary Metabolite Found from Genome

1726 Sequencing of Hyphodiscus hymeniophilus Fungus. 2020, 21, 2116-2120 3

Whole genome sequence analysis of the mosquitocidal Bacillus thuringiensis LLP29. 2020, 202, 1693-1700

1724 Pukyongia salina gen. nov., sp. nov., a novel genus in the family Flavobacteriaceae. 2020, 58, 456-462 2

Annotated Genome Sequence of NIH1004. 2020, 9,

172n Complete genome sequence of high-yield strain B48 and identification of crucial mutations
7 contributing to lincomycin overproduction. 2020, 5, 37-48

Comparative Genomics, Pangenome, and Phylogenomic Analyses of spp., and Delineation of sp.

nov. 2021, 111, 78-95

Complete genome sequence of a marine-derived bacterium Pseudomonas sp. SXM-1 and
1720 characterization of its siderophore through antiSMASH analysis and with mass spectroscopic o)
method. 2021, 55, 100802

Descriptions of Roseiconus nitratireducens gen. nov. sp. nov. and Roseiconus lacunae sp. nov. 2021,
203, 741-754

1718 Nakamurella aerolata sp. Nov., Isolated from an Automobile Air Conditioning System. 2021, 78, 371-377 2

Bacterial-fungal interactions revealed by genome-wide analysis of bacterial mutant fitness. 2021, 6, 87-102

24



(2021-2021)

116 Complete Genome of Nocamycin-Producing Strain Saccharothrix syringae NRRL B-16468 Reveals
7 the Biosynthetic Potential for Secondary Metabolites. 2021, 78, 107-113

Discovery and Biosynthetic Investigation of a New Antibacterial Dehydrated Non-Ribosomal

Tripeptide. 2021, 133, 3266-3274

11 Complete genome sequence of Micromonospora craniellae LHW63014, a potential metal
714 ion-chelating agent producer. 2021, 57, 100830

Bacterial-Like Nonribosomal Peptide Synthetases Produce Cyclopeptides in the Zygomycetous
Fungus Mortierella alpina. 2021, 87,

1712 A genomic catalog of Earth’s microbiomes. 2021, 39, 499-509 120

Cell-Free Exploration of the Natural Product Chemical Space. 2021, 22, 84-91

1710 Actinomadura decatromicini sp. nov., isolated from mountain soil in Thailand. 2021, 74, 51-58 2

Streptomyces marianii sp. nov., a novel marine actinomycete from southern coast of India. 2021, 74, 59-69

1708 Genome Resource for sp. Strain L22-9: A Potential Novel Species with Antifungal Activity. 2021,

79° 111, 425-428
Complete genome sequence of Streptomyces sp. SCSIO 03032 isolated from Indian Ocean
sediment, producing diverse bioactive natural products. 2021, 55, 100803

Complete genome sequence of Alteromonas pelagimontana 5.12, a marine
1706 exopolysaccharide-producing bacterium isolated from hydrothermally influenced deep-sea o)
sediment of eastern Southwest Indian Ridge. 2021, 55, 100804

Genome analysis of 1-deoxynojirimycin (1-DNJ)-producing Bacillus velezensis K26 and distribution
of Bacillus sp. harboring a 1-DNJ biosynthetic gene cluster. 2021, 113, 647-653

0 Genomic and phenotypic analysis of siderophore-producing Rhodococcus gingshengii strain S10
794 isolated from an arid weathered serpentine rock environment. 2021, 203, 855-860

Unlocking Nature’s Biosynthetic PowerMetabolic Engineering for the Fermentative Production
of Chemicals. 2021, 133, 2288-2308

1702 Natural product discovery through microbial genome mining. 2021, 60, 47-54 11

BiG-FAM: the biosynthetic gene cluster families database. Nucleic Acids Research, 2021, 49, D490-D497 20.1

Unlocking Nature's Biosynthetic Power-Metabolic Engineering for the Fermentative Production of

1700 chemicals. 2021, 60, 2258-2278 4

Chitinophaga agri sp. nov., a bacterium isolated from soil of reclaimed land. 2021, 203, 809-815

25



CITATION REPORT

Complete genome sequence and comparative genome analysis of Alcanivorax sp.10_7, a marine
1698 alkane-degrading bacterium isolated from hydrothermally-influenced deep seawater of southwest 4
Indian ridge. 2021, 113, 884-891

Luteolibacter luteus sp. nov., isolated from stream bank soil. 2021, 203, 377-382

1606 Antagonistic action of Streptomyces pratensis S10 on Fusarium graminearum and its complete
9 genome sequence. 2021, 23, 1925-1940 3

Identification and characterization of a novel circular bacteriocin, bacicyclicin XIN-1, from Bacillus

sp. Xin1. 2021, 121, 107696

6 The application potential of machine learning and genomics for understanding natural product
94 diversity, chemistry, and therapeutic translatability. 2021, 38, 1100-1108 9

Flexivirga aerilata sp. nov., Isolated from an Automobile Air Conditioning System. 2021, 78, 796-802

Genome Sequence Resource of EB14, a Native Endophytic Bacterial Strain with Biocontrol

1692 Potential Against the Poplar Stem Canker Causative Pathogen,. 2021, 111, 890-892

Harnessing synthetic biology-based strategies for engineered biosynthesis of nucleoside natural
products in actinobacteria. 2021, 46, 107673

Carbon catabolite repressor MoCreA is required for the asexual development and pathogenicity of

1690 the rice blast fungus. 2021, 146, 103496 5

Combinatorial metabolic pathway assembly approaches and toolkits for modular assembly. 2021,
63, 81-101

Bacteriome Structure, Function, and Probiotics in Fish Larviculture: The Good, the Bad, and the

1688 Cons. 2021, 9, 423-452 9

Whole genome sequencing and genome annotation of Dermacoccus abyssi strain HZAU 226
isolated from spoiled eggs. 2021, 113, 1199-1206

Iron-meditated fungal starvation by lupine rhizosphere-associated and extremotolerant

1686 Streptomyces sp. S29 desferrioxamine production. 2021, 17, 95-107 3

Nocardia terrae sp. nov., an actinomycete isolated from soil in Thailand. 2021, 203, 1071-1077

The antiSMASH database version 3: increased taxonomic coverage and new query features for

1684 modular enzymes. Nucleic Acids Research, 2021, 49, D639-D643

201 32

Caenimonas soli sp. nov., isolated from soil. 2021, 203, 1123-1129

1682 Pseudomonas simiae WCS417: star track of a model beneficial rhizobacterium. 2021, 461, 245-263 18

Genomic-based classification of Catenulispora pinisilvae sp. nov., novel actinobacteria isolated from

a pine forest soil in Poland and emended description of Catenulispora rubra. 2021, 44, 126164

26



(2021-2021)

Complete genome sequence of Bacillus velezensis NST6 and comparison with the species

1680 belonging to operational group B. amyloliquefaciens. 2021, 113, 380-386 3

Whole-genome sequence, functional annotation, and comparative genomics of the high
biofilm-producing multidrug-resistant Pseudomonas aeruginosa MZ4A isolated from clinical waste.
2021, 22, 100999

PtmC Catalyzes the Final Step of Thioplatensimycin, Thioplatencin, and Thioplatensilin Biosynthesis

1678 and Expands the Scope of Arylamine -Acetyltransferases. 2021, 16, 96-105

Bacillibactins E and F from a Marine Sponge-Associated sp. 2021, 84, 136-141

66 Specialized Flavoprotein Promotes Sulfur Migration and Spiroaminal Formation in Aspirochlorine
1675 Biosynthesis. 2021, 143, 206-213 9
The Genome Sequence of the Citrus Melanose Pathogen and Two Citrus-Related Species. 2021,

111, 779-783

Complete sequence and structure of the genome of the harmful algal bloom-forming
1674 cyanobacterium Planktothrix agardhii NIES-204 and detailed analysis of secondary metabolite gene 2
clusters. 2021, 101, 101942

Sphingomonas xanthus sp. nov., Isolated from Beach Soil. 2021, 78, 403-410

Comparative genomics reveals dynamic genome evolution in host specialist ectomycorrhizal fungi.

1672 2021 230, 774-792 9

A biaryl-linked tripeptide from Planomonospora reveals a widespread class of minimal RiPP gene
clusters. 2021, 28, 733-739.e4

1676 The whole-genome sequencing and analysis of a Ganoderma lucidum strain provide insights into
79 the genetic basis of its high triterpene content. 2021, 113, 840-849 5

Chelativoranslkinjiangensel$p. nov., a novel bacterial species isolated from soillin Xinjiang, China.

2021, 203, 693-699

1668 Amycolatopsis acididurans sp. nov., isolated from peat swamp forest soil in Thailand. 2021, 74, 199-205 1

Genome analysis reveals probiotic propensities of Paenibacillus polymyxa HK4. 2021, 113, 861-873

Discovery and Biosynthetic Investigation of a New Antibacterial Dehydrated Non-Ribosomal

1666 Tripeptide. 2021, 60, 3229-3237 9

Chryseobacterium cheonjiense sp. nov., isolated from forest soil. 2021, 203, 725-731

gcType: a high-quality type strain genome database for microbial phylogenetic and functional

1664 research. Nucleic Acids Research, 2021, 49, D694-D705

201 23

Secondary metabolite gene clusters arrangement and conservation within the genome of

Stemphylium lycopersici codes the pathways for the synthesis of specific and non-specific toxins.
2021, 50, 51-72

27



CITATION REPORT

Chryseobacterium antibioticum sp. nov. with antimicrobial activity against Gram-negative bacteria,

1662 isolated from Arctic soil. 2021, 74, 115-123

Genome Analysis and Genomic Comparison of the Novel Species Arthrobacter ipsi Reveal Its
Potential Protective Role in Its Bark Beetle Host. 2021, 81, 471-482

1660 New developments in RiPP discovery, enzymology and engineering. 2021, 38, 130-239 146

Structure Prediction and Synthesis of Pyridine-Based Macrocyclic Peptide Natural Products. 2021,
23, 253-256

1658 Microbial natural product databases: moving forward in the multi-omics era. 2021, 38, 264-278 18

Strategies for Tapping into Hidden Potential of Endophytic Fungi as Sources of Novel
Biomolecules: Need for an Integrated Approach. 2021, 225-245

Genome Sequencing Analysis of , a Causal Agent of Mulberry Sclerotial Disease With Narrow Host

1650 pange. 2020, 11, 603927

Isoptericola sediminis sp. nov., Isolated from Chilika Lagoon. 2021, 78, 848-855

16 Comparative whole-genome analysis of a Thar desert strain Streptomyces sp. JB150 provides deep
54 insights into the encoded parvome and adaptations to desert edaphic system.

Draft genome sequences of two Streptomyces albidoflavus strains DEF1AK and DEF147AK with
plant growth-promoting and biocontrol potential. 2021, 71,

Rediscovering and repurposing natural microbial macromolecules through computational

1652 approaches. 2021, 373-400

Draft Genome Sequence of sp. Isolate H28 from the Meycauayan River, Philippines. 2021, 10,

1650 Genome-based engineering of ligninolytic enzymes in fungi. 2021, 20, 20 13

GNPS-guided discovery of xylacremolide C and D, evaluation of their putative biosynthetic origin
and bioactivity studies of xylacremolide A and B. 2021, 11, 18748-18756

1648 Heterologous production of cyanobacterial compounds. 2021, 48, 4

cblaster: a remote search tool for rapid identification and visualization of homologous gene
clusters. 2021, 1,

Advances in decomposing complex metabolite mixtures using substructure- and network-based

1646 computational metabolomics approaches. 2021, 38, 1967-1993

11

Whole-Genome Comparisons of Ergot Fungi Reveals the Divergence and Evolution of Species

within the Genus Claviceps Are the Result of Varying Mechanisms Driving Genome Evolution and
Host Range Expansion. 2021, 13,

28



Infant gut strain persistence is associated with maternal origin, phylogeny, and functional potential

1644 including surface adhesion and iron acquisition. 3

Genomic Insights Into the Antifungal Activity and Plant Growth-Promoting Ability in CMRP 4490.
2020, 11, 618415

Large-scale culture as a complementary and practical method for discovering natural products with
novel skeletons. 2021, 38, 1775-1793

Clinker & clustermap.js: Automatic generation of gene cluster comparison figures. 2021,

Structures and Biosynthetic Pathway of Coprisamides C and D, 2-Alkenylcinnamic Acid-Containing
Peptides from the Gut Bacterium of the Carrion Beetle. 2021, 84, 239-246

One Pathway, Two Cyclic Non-Ribosomal Pentapeptides: Heterologous Expression of BE-18257
Antibiotics and Pentaminomycins from CA-170360. 2021, 9,

1638 Phylogenomics of plant-associated Botryosphaeriaceae species.

Biosynthesis of Chlorinated Lactylates in sp. LEGE 00249. 2021, 84, 278-286

Expanding the Scope of Detectable Microbial Natural Products by Complementary Analytical
Methods and Cultivation Systems. 2021, 84, 268-277

Mind the mushroom: natural product biosynthetic genes and enzymes of Basidiomycota. 2021, 38, 702-722

6 Chemical interplay and complementary adaptative strategies toggle bacterial antagonism and
34 co-existence.

Genome Mining and Characterization of Biosynthetic Gene Clusters in Two Cave Strains of sp. 2020,
11, 612483

Whole Genome Sequencing and Root Colonization Studies Reveal Novel Insights in the Biocontrol

Potential and Growth Promotion by MBI 600 on Cucumber. 2020, 11, 600393 1

Combined mass spectrometry-guided genome mining and virtual screening for acaricidal activity in
secondary metabolites of W1..2021, 11, 25441-25449

Peeling the Layers Away: The Genomic Characterization of 64-1, an Isolate With Antimicrobial
Activity From the Marine Sponge (Porifera, Homoscleromorpha). 2020, 11, 592735

A biofoundry workflow for the identification of genetic determinants of microbial growth
inhibition. 2021, 6, ysab004

1628 Diversity, Phylogenetic Profiling of Genus Penicillium, and Their Potential Applications. 2021, 335-361

Identification of Oral Bacterial Biosynthetic Gene Clusters Associated with Caries. 2021, 2327, 161-189

29



CITATION REPORT

1626 ldentification and enhancing production of a novel macrolide compound in engineered .. 2021, 11, 3168-3173 2

Induction of antibiotic specialized metabolism by co-culturing in a collection of phyllosphere
bacteria. 2021, 23, 2132-2151

Vertirhodins A-F, C-Linked Pyrrolidine-Iminosugar-Containing Pyranonaphthoquinones from sp.

1624 B15.008.2021, 23, 682-686 3

Genomic insight into a novel actinobacterium, Actinomadura rubrisoli sp. nov., reveals high
potential for bioactive metabolites. 2021, 114, 195-208

Genomics-Driven Activation of Silent Biosynthetic Gene Clusters in by Screening Recombineering

1622 System. 2021, 26, 4

Draft Genome Sequence of the Phosphate-Solubilizing Rhizobacterium Burkholderia
pseudomultivorans Strain MPSB1, Isolated from a Copper Mined-Out Site. 2021, 10,

1620 Genome-wide comparison of four MRSA clinical isolates from Germany and Hungary. 2021, 9, e10185 3

Polarization of microbial communities between competitive and cooperative metabolism. 2021, 5, 195-203

A Multi-Omics Characterization of the Natural Product Potential of Tropical Filamentous Marine

1618 Cyanobacteria. 2021, 19,

Genome Insights into the Novel Species Jejubacter calystegiae, a Plant Growth-Promoting
Bacterium in Saline Conditions. 2021, 13, 24

Dual Inhibition of and by New Probiotic Candidates Isolated from Chicken Intestinal Mucosa. 2021,

1616 9,

An unusual overrepresentation of genetic factors related to iron homeostasis in the genome of the
fluorescent Pseudomonas sp. ABC1. 2021, 14, 1060-1072

sp. nov., isolated from the rhizospheric soil of , a plant native to the Dokdo Islands, Republic of

1614 (orea. 2021, 71,

CRISPR-based transcriptional activation tool for silent genes in filamentous fungi. 2021, 11, 1118

1612 The Landscape of Recombination Events That Create Nonribosomal Peptide Diversity. 2021, 38,2116-2130 17

Genome sequence and transcriptome profiles of pathogenic fungus reveal its interactions with
edible fungus. 2021, 19, 2607-2617

1610 The ecological roles of microbial lipopeptides: Where are we going?. 2021, 19, 1400-1413 6

Jejucarbazoles A-C, carbazole glycosides with indoleamine 2,3-dioxygenase 1 inhibitory activity

from sp. KCB15JA151.. 2021, 11, 19805-19812

30



(2021-2021)

Metabolomics and genomics in natural products research: complementary tools for targeting new

1608 1 emical entities. 2021, 38, 2041-2065 5

Chlorinated metabolites from Streptomyces sp. highlight the role of biosynthetic mosaics and
superclusters in the evolution of chemical diversity. 2021, 19, 6147-6159

Draft Genome Sequence and Secondary Metabolite Biosynthetic Potential of the Lysobacter

1606 niastensis Type Strain DSM 18481. 2021, 10,

Fungicidal Activity of Volatile Organic Compounds Emitted by Strain BBB-01. 2021, 26,

The complete genome sequence of Hafnia alvei A23BA; a potential antibiotic-producing

1604 rhizobacterium. 2021, 14, 8

Acidovorax pan-genome reveals specific functional traits for plant beneficial and pathogenic
plant-associations.

1602 Hybrid Clustering of Long and Short-read for Improved Metagenome Assembly.

Abundant secreted hydrolytic enzymes and secondary metabolite gene clusters in genomes of the
Botryosphaeriaceae reflect their role as important plant pathogens.

1600 Reference genome assembly for Australian Ascochyta lentis isolate Al4. 2021, 11, 3

Long-read metagenomics of soil communities reveals phylum-specific secondary metabolite
dynamics.

1508 Draft Genome Sequence of Terrestrial sp. Strain VITNK9, Isolated from Vellore, Tamil Nadu, India,
59 Exhibiting Antagonistic Activity against Fish Pathogens. 2021, 10,

Distribution and diversity of dimetal-carboxylate halogenases in cyanobacteria.

1596 sp. nov., isolated from an Antarctic marine sponge. 2021, 71, 0

Iningainema tapete sp. nov. (Scytonemataceae, Cyanobacteria) from greenhouses in central Florida
(USA) produces two types of nodularin with biosynthetic potential for microcystin-LR and
anabaenopeptin production. 2021, 101, 101969

e BiG-SLiCE: A highly scalable tool maps the diversity of 1.2 million biosynthetic gene clusters. 2021, e
10,

A User Guide for the Identification of New RiPP Biosynthetic Gene Clusters Using a RiPPER-Based
Workflow. 2021, 2296, 227-247

1592 Synthetic biology approaches for secondary metabolism engineering. 2021, 51-64

Draft Genome Sequences of Six Strains Isolated from the Atlantic Intertidal Marine Sponge

Ophlitaspongia papilla. 2021, 10,

31



1590

1588

1586

1584

1582

1580

1578

1576

54

CITATION REPORT

Genome Sequence of Hymenobacter polaris RP-2-7, Isolated from Arctic Soil. 2021, 10,

Pollen Produce Antibiotic That Inhibits the Honey Bee Pathogen. 2021, 12, 632637

Draft genome sequence of Marssonina coronaria, causal agent of apple blotch, and comparisons
with the Marssonina brunnea and Marssonina rosae genomes. 2021, 16, e0246666

Recent Advances in the Heterologous Biosynthesis of Natural Products from Streptomyces. 2021,
11, 1851

Burkholderia gladioli C101 metabolites protect tomato plants against Xanthomonas perforans
infection. 2021, 128, 379-390

Tiny Earth: A Big Idea for STEM Education and Antibiotic Discovery. 2021, 12,

Identification of a solo acylhomoserine lactone synthase from the myxobacterium Archangium
gephyra. 2021, 11, 3018

Genomic Exploration of MORWBS1.1, Candidate Biocontrol Agent, Predicts Genes for Biosynthesis
of Zwittermicin, 4,5-DOPA Dioxygenase Extradiol, and Quercetin 2,3-Dioxygenase. 2021, 34, 602-605

Exploring the interaction network of a synthetic gut bacterial community. 3

sp. nov., isolated from soil. 2021, 71,

Twists and Turns in the Salicylate Catabolism of , Revealing New Roles of the
3-Hydroxyanthranilate Pathway. 2021, 6, 3

Lipopeptide-mediated bacterial interaction enables cooperative predator defense. 2021, 118,

Genomic and Chemical Diversity of Bacillus subtilis Secondary Metabolites against Plant Pathogenic
Fungi. 2021, 6, 15

Insights Into the Ecological Role of spp. in an Ant-plant Symbiosis. 2021, 12, 621274

Identification of Stress-Related Genes and a Comparative Analysis of the Amino Acid Compositions
of Translated Coding Sequences Based on Draft Genome Sequences of Antarctic Yeasts. 2021, 12, 623171 3

sp. nov., a new member of the Actinomycetes from a hot desert in Iran. 2021, 71,

An antimicrobial Staphylococcus sciuri with broad temperature and salt spectrum isolated from the
surface of the African social spider, Stegodyphus dumicola. 2021, 114, 325-335

Genome Sequence Resources for the Maize Pathogen Isolated in Poland. 2021, 34, 214-217

32



(2021-2021)

1572 Genome Sequence of sp. Strain HB-N217, Isolated from the Marine Sponge sp. 2021, 10, fe)

A New Strain with Antibiotic Activity Isolated from the Microbiome of a Mid-Atlantic Deep-Sea
Sponge. 2021, 19,

L Complete genome sequencing of Peyer’s patches-derived Lactobacillus taiwanensis CLGO1, a
570 potential probiotic with antibacterial and immunomodulatory activity. 2021, 21, 68 4

Emerimicins V-X, 15-Residue Peptaibols Discovered from an sp. through Integrated Genomic and
Chemical Approaches. 2021, 84, 1113-1126

1568 A community resource for paired genomic and metabolomic data mining. 2021, 17, 363-368 32

Tenacibaculum pelagium sp. nov., isolated from marine sediment. 2021, 203, 2229-2236

1566 Cas12a-assisted precise targeted cloning using in vivo Cre-lox recombination. 2021, 12, 1171 8

The Antibiotic Resistome: A Guide for the Discovery of Natural Products as Antimicrobial Agents.
2021, 121, 3464-3494

6 Draft Genome Sequence of Antarctic Psychrotroph Streptomyces fildesensis Strain INACH3013,
1554 |solated From King George Island Soil. 2021, 10,

A dataset of four probiotic strains genome assemblies. 2021, 34, 106710

6 Whole-Genome Sequence Analysis of Paenibacillus alvei JR949 Revealed Biosynthetic Gene
1562 clusters Coding for Novel Antimicrobials. 2021, 78, 1168-1176
Discovery, Bioactivity Evaluation, Biosynthetic Gene Cluster Identification, and Heterologous
Expression of Novel Albofungin Derivatives. 2021, 12, 635268

Comprehensive genomic analysis of Bacillus subtilis 9407 reveals its biocontrol potential against

1560 bacterial fruit blotch. 2021, 3, 4

Anti-cryptococcal activity of preussolides A and B, phosphoethanolamine-substituted
24-membered macrolides, and leptosin C from coprophilous isolates of Preussia typharum. 2021,

1558 Genome-Driven Discovery of Enzymes with Industrial Implications from the Genus. 2021, 9, 4

Evolutionary priming and transition to the ectomycorrhizal habit in an iconic lineage of
mushroom-forming fungi: is preadaptation a requirement?.

1556 Effective approaches to discover new microbial metabolites in a large strain library. 2021, 48, 2

Streptomyces bathyalis sp. nov., an actinobacterium isolated from the sponge in a deep sea. 2021,

114, 425-435

33



CITATION REPORT

Automatic reconstruction of metabolic pathways from identified biosynthetic gene clusters. 2021,
1554 22, 81 ©

Biosynthetic Interrogation of Soil Metagenomes Reveals Metamarin, an Uncommon Cyclomarin
Congener with Activity against. 2021, 84, 1056-1066

1552 Pentadecaibins I-V: 15-Residue Peptaibols Produced by a Marine-Derived sp. of the Clade. 2021, 84, 1271-12827

Addressing uncertainty in genome-scale metabolic model reconstruction and analysis. 2021, 22, 64

1eco Streptomyces sp. M54: an actinobacteria associated with a neotropical social wasp with high
55 potential for antibiotic production. 2021, 114, 379-398

Full Issue PDF. 2021, 34, 140-225

1c48 A single system detects and protects the beneficial oral bacterium Streptococcus sp. A12 from a
54 spectrum of antimicrobial peptides. 2021, 116, 211-230

The Genome of Banana Leaf Blight Pathogen str. FS66 Harbors Widespread Gene Transfer From.
2021, 12, 629859

146 The Functional Order (FunOrder) tool ldentification of essential biosynthetic genes through
>4 computational molecular co-evolution.

Genome sequencing and annotation and phylogenomic analysis of the medicinal mushroom, a
traditional medicinal species in the family Ganodermataceae. 2021, 113, 268-277

L Crateriforma spongiae sp. nov., isolated from a marine sponge and emended description of the
544 genus "Crateriforma". 2021, 114, 341-353 3

A Clade with Remarkable Biosynthetic Potential. 2021, 87,

Loas Identification of the kinanthraquinone biosynthetic gene cluster by expression of an atypical
54 response regulator. 2021, 85, 714-721

Bacillus spp. metabolites are effective in eradicating Aedes aegypti (Diptera: Culicidae) larvae with
low toxicity to non-target species. 2021, 179, 107525

L Direct RBS Engineering of the biosynthetic gene cluster for efficient productivity of violaceins in E.
549" coli. 2021, 20, 38

A systematic analysis of metabolic pathways in the human gut microbiota.

1538 Comparative Metabologenomics Analysis of Polar Actinomycetes. 2021, 19, 7

Comparative genomics analysis of Chryseobacterium sp. KMC2 reveals metabolic pathways

involved in keratinous utilization and natural product biosynthesis.

34



(2021-2021)

126 Complete Genome Sequence of sp. Strain 37, a Plant Growth-Promoting Bacterium Isolated from
53% the Rhizosphere of Abies nordmanniana (Nordmann Fir). 2021, 10,

Draft genome sequence data of a chromium reducing bacterium, strain KNP. 2021, 34, 106640

Amycolatopsis pittospori sp. nov., an endophytic actinobacterium isolated from native apricot tree
1534 and genome mining revealed the biosynthesis potential as antibiotic producer and plant growth 2
promoter. 2021, 114, 365-377

Chelator sensing and lipopeptide interplay mediates molecular interspecies interactions between
soil bacilli and pseudomonads.

1532 sp. nov., isolated from forest soil. 2021, 71, 0

A novel anti-dipteran strain: Unusual Cry toxin genes in a highly dynamic plasmid environment.
2020,

1520 Structural Revision of Natural Cyclic Depsipeptide MA026 Established by Total Synthesis and
53 Biosynthetic Gene Cluster Analysis. 2021, 60, 8792-8797

Profiling the Production of Antimicrobial Secondary Metabolites by J194 Under Different Culturing
Conditions. 2021, 9, 626653

Complete Genome Sequence and Antimicrobial Activities of Bacillus velezensis MV2 Isolated from a
Malva verticillate Leaf. 2021, 49, 111-119

High-quality complete genome resource of plant pathogenic bacterium Dickeya solani strain IPO
2019 isolated from Hyacinthus orientalis.

Mutanofactin promotes adhesion and biofilm formation of cariogenic Streptococcus mutans. 2021,
17, 576-584 5

Micromonospora veneta sp. nov., an endophytic actinobacterium with potential for nitrogen
fixation and for bioremediation. 2021, 203, 2853-2861

1on Genome insight and description of antibiotic producing Massilia antibiotica sp. nov., isolated from
524 oil-contaminated soil. 2021, 11, 6695

Nonomuraea cypriaca sp. nov., isolated from soil. 2021, 203, 2639-2645

L Structural Revision of Natural Cyclic Depsipeptide MA026 Established by Total Synthesis and
522 Biosynthetic Gene Cluster Analysis. 2021, 133, 8874-8879

Genome Mining, Heterologous Expression, Antibacterial and Antioxidant Activities of Lipoamides

and Amicoumacins from Compost-Associated fmb60. 2021, 26,

Chelativorans alearense sp. nov., A Novel Bacterial Species Isolated From Soil in Alear, China. 2021,

1520 78, 1656-1661

Comparative Genomics Reveals Prophylactic and Catabolic Capabilities of within the

Fungus-Farming Termite Symbiosis. 2021, 6,

35



CITATION REPORT

Chromosomal rearrangements but no change of genes and transposable elements repertoires in an

1518 invasive forest-pathogenic fungus.

Noviherbaspirillum pedocola sp. nov., isolated from oil-contaminated experimental soil. 2021, 203, 3071-3076

116 Coupling Mass Spectral and Genomic Information to Improve Bacterial Natural Product Discovery
5 Workflows. 2021, 19,

Genomic Insights Into the Pathogenicity of a Novel Biofilm-Forming sp. Bacteria () Identified in

Reptiles. 2021, 12, 635208

1514 Complete Genome Sequence of the Bacterial Component of Mysorin Biopreparation. 2021, 10, 1

Genome mining for drug discovery: cyclic lipopeptides related to daptomycin. 2021, 48,

1512 Secondary Metabolites of the Genus : Structures, Bioactivities and Biosynthesis. 2021, 26, 9

HERMES: a molecular formula-oriented method to target the metabolome.

o1 A Marine Antibiotic Kills Multidrug-Resistant Bacteria without Detectable High-Level Resistance.
519 2021, 7, 884-893 4

Complete Genome Sequence of Rhodococcus gingshengii Strain VKM Ac-2784D, Isolated from

Elytrigia repens Rhizosphere. 2021, 10,

1508 Draft Genome Sequence of the Sattazolin-Producing Strain sp. C8, Isolated from a Mud Dauber
59 wasp Nest in Nepal. 2021, 10,

Blocks in the pseudouridimycin pathway unlock hidden metabolites in the Streptomyces producer

strain. 2021, 11, 5827

1506 Description and genomic insights into a multidrug resistant novel bacterium Savagea serpentis sp.
5 nov., isolated from the scats of a vine snake (Ahaetulla nasuta). 2021, 114, 687-696

Genome mining of Streptomyces sp. CB00271 as a natural high-producer of Frubromycin and the

resulting discovery of Frubromycin acid. 2021, 118, 2243-2254

Genome sequence analysis and bioactivity profiling of marine-derived actinobacteria,
1594 Brevibacterium luteolum, and Cellulosimicrobium funkei. 2021, 203, 2491-2500

Discovery of ammosesters by mining the Streptomyces uncialis DCA2648 genome revealing new
insight into ammosamide biosynthesis. 2021, 48,

Genome mining and description of Streptomyces albidus sp. nov., an endophytic actinobacterium

1502 \yith antibacterial potential. 2021, 114, 539-551

Cohnella pontilimi sp. nov., isolated from tidal-flat mud. 2021, 203, 2445-2451




Genomic Analysis of of the Lineage CC130, Including -Carrying MRSA and MSSA Isolates Recovered

1500 of Animal, Human, and Environmental Origins. 2021, 12, 655994 3

Thalassotalea algicola sp. nov., an alginate-utilizing bacterium isolated from a red alga. 2021, 114, 835-844

1498 Micromonospora rubida sp. nov., a novel actinobacterium isolated from soil of Harbin. 2021, 114, 697-708 1

CRISPR-Cas strategies for natural product discovery and engineering in actinomycetes. 2021, 102, 261-268

6 Genome Mining and Evolutionary Analysis Reveal Diverse Type Ill Polyketide Synthase Pathways in
1495 cyanobacteria. 2021, 13, 4

A Genomic Blueprint of Flax Fungal Parasite f. sp.. 2021, 22,

L Comparative genome analyses suggest a hemibiotrophic lifestyle and virulence differences for the
494 peech bark disease fungal pathogens Neonectria faginata and Neonectria coccinea. 2021, 11,

Expression of fungal biosynthetic gene clusters in for natural product discovery. 2021, 6, 20-22

L Isolation of manumycin-type derivatives and genome characterization of a marine Streptomyces sp.
492 €1-2.2021, 172, 103812

Paenibacillus sp. strain UY79, isolated from a root nodule of Arachis villosa, displays a broad
spectrum of antifungal activity.

Combining NMR-Based Metabolic Profiling and Genome Mining for the Accelerated Discovery of
1490 Archangiumide, an Allenic Macrolide from the Myxobacterium SDUS8. 2021, 23, 2114-2119

Genomic insights into biocontrol potential of edible seaweed-associated Bacillus velezensis MTCC
10456 from Gulf of Mannar. 2021, 203, 2941-2952

1488 Oral exposure to environmental cyanobacteria toxins: Implications for cancer risk. 2021, 148, 106381 6

Deep learning approaches for natural product discovery from plant endophytic microbiomes. 2021,
16, 6

1486 Phylogenomics of Plant-Associated Species. 2021, 12, 652802 7

Sphingopyxis microcysteis sp. nov., a novel bioactive exopolysaccharides-bearing
Sphingomonadaceae isolated from the Microcystis phycosphere. 2021, 114, 845-857

148 IMA genome - F14 : Draft genome sequences of Penicillium roqueforti, Fusarium sororula,
404 Chrysoporthe puriensis, and Chalaropsis populi. 2021, 12, 5 3

A NEW CASE OF DIPLOIDY WITHIN A HAPLOID GENUS OF ENTOMOPATHOGENIC FUNGI.

37



CITATION REPORT

1482 Paracoccus binzhouensis sp. nov., isolated from activated sludge. 2021, 203, 3007-3013 1

Metagenomic insights into the taxonomy, function, and dysbiosis of prokaryotic communities in
octocorals. 2021, 9, 72

Whole genome sequencing of ISP-5337, B-5408, and B-2296 reveals secondary metabolomes with

1480 antibiotic potential. 2021, 29, e00596 4

Predicted Input of Uncultured Fungal Symbionts to a Lichen Symbiosis from
Metagenome-Assembled Genomes. 2021, 13,

148 Genomic characterisation of a multidrug-resistant Escherichia coli strain carrying the mcr-1 gene
47°  recovered from a paediatric patient in China. 2021, 24, 370-372

Uncharted biosynthetic potential of the ocean microbiome.

1476 Amycolatomycins A and B, Cyclic Hexapeptides Isolated from an sp. 195334CR. 2021, 10, 1

Genomics of an endemic cystic fibrosis Burkholderia multivorans strain reveals low within-patient
evolution but high between-patient diversity. 2021, 17, e1009418

Genome-guided investigation of secondary metabolites produced by a potential new strain
1474 Streptomyces BA2 isolated from an endemic plant rhizosphere in Turkey. 2021, 203, 2431-2438

Schlegelella koreensis sp. nov., isolated from evaporator core of automobile air conditioning
system. 2021, 203, 2373-2378

Genome-Directed Discovery of Tetrahydroisoquinolines from Deep-Sea Derived SCSIO 3406. 2021,
1472 86,11107-11116 5

Taxonomy Driven Discovery of Polyketides from. 2021, 84, 979-985

1470 Frankobactin Metallophores Produced by Nitrogen-Fixing Actinobacteria Function in Toxic Metal
47 Sequestration. 2021, 84, 1216-1225

Taxogenomic and Comparative Genomic Analysis of the Genus Focused on the Identification of
Biosynthetic Clusters PKS and NRPS. 2021, 12, 603791

Biotechnological and Ecological Potential of sp. nov., a Gifted Strain Isolated from the Challenger

1468 Deep of the Mariana Trench. 2021, 19, 4

An inventory of early branch points in microbial phosphonate biosynthesis.

The mineral weathering ability of Collimonas pratensis PMB3(1) involves a Malleobactin-mediated

1466 iron acquisition system. 2021,

Isolation and Characterization of Strain sp. KRL4, a Producer of Bioactive Secondary Metabolites

from a Tibetan Glacier. 2021, 9,

38



(2021-2021)

146 Production of Monacolin K in : Comparison between Industrial Strains and Analysis of Its Gene
454 Clusters. 2021, 9,

The coexistence of monopartite integrative and conjugative elements in the genomes of
Acidobacteria. 2021, 777, 145476

6 Hybrid Genome Assembly for Predicting Functional Potential of a Novel Strain as Plant Biomass
1452 vsalorisation Agent. 2021, 61, 283-290

Complete Genome Sequence of an Antimicrobial-Producing Bacillus velezensis Sam8H1 Isolate
from the Makgadikgadi Saltpans of Botswana. 2021, 10,

6 Differential regulation of undecylprodigiosin biosynthesis in the yeast-scavenging Streptomyces
1499 strain MBK6. 2021, 368,

Structure and biosynthesis of sorangipyranone - a new Edihydropyrone from the myxobacterial
strain MSr12020. 2021, 48,

1458 Marinoterpins A-C: Rare Linear Merosesterterpenoids from Marine-Derived Actinomycete Bacteria
45% of the Family Streptomycetaceae. 2021, 86, 11140-11148

Aquabacterium terrae sp. nov., isolated from soil. 2021, 203, 3183-3189

1456 sp. nov., a novel plant resistance inducer against soft rot disease in tobacco. 2021, 71, 1

Flavobacterium turcicum sp. nov. and Flavobacterium kayseriense sp. nov. isolated from farmed
rainbow trout in Turkey. 2021, 44, 126186

1454 Metagenomic analysis and antimicrobial activity of two fermented milk kefir samples. 2021, 10, e1183 2

Genomic and Metabolomic Analysis of the Potato Common Scab Pathogen. 2021, 6, 11474-11487

L Control of damping-off in tomato seedlings exerted by Serratia spp. strains and identification of
452 inhibitory bacterial volatiles in vitro. 2021, 44, 126177

CcPmk1 is a regulator of pathogenicity in Cytospora chrysosperma and can be used as a potential
target for disease control. 2021, 22, 710-726

1450 Sterol Sponge Mechanism Is Conserved for Glycosylated Polyene Macrolides. 2021, 7, 781-791 6

Pseudonocardia pini sp. nov., an endophytic actinobacterium isolated from roots of the pine tree
Callitris preissii. 2021, 203, 3407-3413

Bioinformatic and mechanistic analysis of the palmerolide PKS-NRPS biosynthetic pathway from
1448 : . : o
the microbiome of an Antarctic ascidian.

Distribution of EPoly-l-Lysine Synthetases in Coryneform Bacteria Isolated from Cheese and

Human Skin. 2021, 87,

39



CITATION REPORT

146 Global Genome Mining Reveals the Distribution of Diverse Thioamidated RiPP Biosynthesis Gene
445 Clusters. 2021, 12, 635389

Incipient genome erosion and metabolic streamlining for antibiotic production in a defensive
symbiont. 2021, 118,

Assessment of Species Diversity through Pan-Genome Analysis with Newly Isolated sp. 3-20A1M.
1444 2021, 31, 601-609

sp. nov. and sp. nov., isolated from the gut of larvae of, reclassification of as comb. nov. and
emended description of the genus. 2021, 71,

TAd> Complete genome sequence of Photobacterium ganghwense C2.2: A new polyhydroxyalkanoate
44 production candidate. 2021, 10, e1182

Characterization of biosynthesized silver nanoparticles from Streptomyces aqueous extract and
evaluation of surface-capping proteins involved in the process. 2021, 26, 100755

1440 Comparative genomics of the ADA clade within the Nostocales. 2021, 104, 102037 2

Brevibacillin 2V, a novel antimicrobial lipopeptide with an exceptional low hemolytic activity.

1438 Phylogenetic Distribution of Secondary Metabolites in the Bacillus subtilis Species Complex. 2021, -
6,

Genome-based classification of the Streptomyces violaceusniger clade and description of
Streptomyces sabulosicollis sp. nov. from an Indonesian sand dune. 2021, 114, 859-873

1436 Genomic Analysis and Assessment of Melanin Synthesis in KUC3009. 2021, 7, o

Genome Characterization of Strain UTNGt2 Originated from (White Cacao) of Ecuadorian Amazon:
Antimicrobial Peptides from Safety to Potential Applications. 2021, 10,

L Integrated Omics Strategy Reveals Cyclic Lipopeptides Empedopeptins from sp. YMA4 and Their
434 Biosynthetic Pathway. 2021, 19,

Accessory Chromosome-Acquired Secondary Metabolism in Plant Pathogenic Fungi: The Evolution
of Biotrophs Into Host-Specific Pathogens. 2021, 12, 664276

L Grincamycins P-T: Rearranged Angucyclines from the Marine Sediment-Derived sp. CNZ-748 Inhibit
432 Cell Lines of the Rare Cancer Pseudomyxoma Peritonei. 2021, 84, 1638-1648

Complete Genome Sequence of sp. Strain Lzh-2, an Algicidal Bacterial Strain Isolated from Lake
Taihu, People’s Republic of China. 2021, 10,

Polyphasic characterization of and genomic insights into a haloalkali-tolerant Saccharibacillus
1430 alkalitolerans sp. nov., that produceslthree cellulase isozymesland several antimicrobial o
compounds. 2021, 114, 1043-1057

Halobellus ruber sp. nov., a deep red-pigmented extremely halophilic archaeon isolated from a

Korean solar saltern. 2021, 114, 997-1011

40



(2021-2021)

Draft Genome Sequence of Marine Actinobacterium Streptomyces spinoverrucosus SNB-032. 2021,
10,

Comparative genomics and physiological investigation supported safety, cold adaptation, efficient
hydrolytic and plant growth-promoting potential of psychrotrophic Glutamicibacter arilaitensis
LJH19, isolated from night-soil compost. 2021, 22, 307

Phylogeny of the Bacillus altitudinis Complex and Characterization of a Newly Isolated Strain with
Antilisterial Activity. 2021, 84, 1321-1332

Pentaminomycins F and G, Nonribosomal Peptides Containing 2-Pyridylalanine. 2021, 84, 1127-1134

14> Biosynthesis and Heterologous Expression of Cacaoidin, the First Member of the Lanthidin Family
424 of RiPPs. 2021, 10, 5

Genomic diversity and CRISPR-Cas systems in the cyanobacterium Nostoc in the High Arctic. 2021,
23,2955-2968

Sequencing and Analysis of the Entire Genome of the Mycoparasitic Fungus Trichoderma

1422 3froharzianum. 2021, 10,

Terpenoid Biosynthesis Dominates among Secondary Metabolite Clusters in Genomes. 2021, 7,

1420 Genomic-Led Discovery of a Novel Glycopeptide Antibiotic by DSM 45129. 2021, 16, 915-928 7

Thiopeptides encoding biosynthetic gene clusters mined from bacterial genomes. 2021, 46, 1

3 Draft Genome Sequence of EL000614, a Strain Producing Grammicin, a Potent Nematicidal
1415 compound. 2021, 49, 294-296

Genomic and Metabolomic Investigation of a Rhizosphere Isolate WLXQSS-4 Associated with a
Traditional Chinese Medicine. 2021, 26,

1416 Case-Control Microbiome Study of Chronic Otitis Media with Effusion in Children Points at
4 Streptococcus salivarius as a Pathobiont-Inhibiting Species. 2021, 6, 3

Streptomyces adelaidensis sp. nov., an actinobacterium isolated from the root of Callitris preissii

with potential for plant growth-promoting properties. 2021, 203, 3341-3352

L Genome analysis provides insights into the biocontrol ability of Mitsuaria sp. strain TWR114. 2021,
1414 203, 3373-3388

Recent Advances in Discovery of Lead Structures from Microbial Natural Products: Genomics- and
Metabolomics-Guided Acceleration. 2021, 26,

The rumen eukaryotome is a source of novel antimicrobial peptides with therapeutic potential.

1412 2021, 21, 105 3

"Candidatus Laterigemmans baculatus" gen. nov. sp. nov., the first representative of rod shaped

planctomycetes with lateral budding in the family Pirellulaceae. 2021, 44, 126188

41



CITATION REPORT

Extensive Reannotation of the Genome of the Model Streptomycete TK24 Based on Transcriptome
1410 and Proteome Information. 2021, 12, 604034
Identification of trans-AT polyketide clusters in two marine bacteria reveals cryptic similarities
between distinct symbiosis factors. 2021, 23, 2509-2521

1408 sp. nov. and sp. nov., isolated from human faeces. 2021, 71, 0

Dumulmycin, an Antitubercular Bicyclic Macrolide from a Riverine Sediment-Derived sp. 2021, 23, 3359-3363

1406 sp. nov., isolated from mangrove sediments. 2021, 71, 1

Genomics- and machine learning-accelerated discovery of biocontrol bacteria.

116 Salvaging complete and high-quality genomes of novel microbial species from a meromictic lake
404 using a workflow combining long- and short-read sequencing platforms.

Ancient Bacterial Class Cytochrome P450 Monooxygenases Can Be Found in Other Bacterial
Species. 2021, 22,

A high-quality carabid genome assembly provides insights into beetle genome evolution and cold
1402 3daptation. 2021, 21, 2145-2165
Rationally designed bacterial consortia to treat chronic immune-mediated colitis and restore
intestinal homeostasis. 2021, 12, 3105

1400 Comparative Genomics Analysis of Keratin-Degrading Species Reveals Their Keratinolytic Potential
4 for Secondary Metabolite Production. 2021, 9,

Transcriptomics reveals the putative mycoparasitic strategy of the mushroom Entoloma abortivum

on species of the mushroom Armillaria.

1208 Bremerella alba sp. nov., a novel planctomycete isolated from the surface of the macroalga Fucus
39° spiralis. 2021, 44, 126189

Genome Sequence Resource of HARBPS9.1-Candidate Biocontrol Agent. 2021, 111, 896-898

Physiological and genomic evidence supports the role of Serratia quinivorans PKL:12 as a
1396 biopriming agent for the biohardening of micropropagated Picrorhiza kurroa plantlets in cold 2
regions. 2021, 113, 1448-1457

Complete genome sequence of S136, producer of anticancer angucycline landomycin A. 2021, 11, 282

L Genomic characterization of bacteria from the ultra-oligotrophic Madison aquifer: insight into the
394 archetypical Luxl/LuxR and identification of novel LuxR solos. 2021, 14, 175

Phyllosphere-inhabiting endophytic bacteria feature a stationary phase-like lifestyle.

42



Characterization of the public transit air microbiome and resistome reveals geographical specificity.
1392 2021,9,112 7

sp. nov., a cellulolytic bacterium isolated from agricultural soil. 2021, 71,

L Genome Reduction and Secondary Metabolism of the Marine Sponge-Associated Cyanobacterium.
399 2021, 19,

Pan-Genome Analysis Reveals Host-Specific Functional Divergences in. 2021, 9,

sp. nov., a Nitrogen-Fixing Bacterium Isolated From Forest Soil by Using Optimized Culture Method.

1388 2021, 12, 647132

Accurate de novo identification of biosynthetic gene clusters with GECCO.

1386 Biosynthesis and Mechanism of Action of the Cell Wall Targeting Antibiotic Hypeptin. 2021, 133, 13691-13698 o

De novo genome assembly and analysis unveil biosynthetic and metabolic potentials of
Pseudomonas fragi A13BB. 2021, 22, 15

1384 The Assembled and Annotated Genome of the Fairy-Ring Fungus Marasmius oreades. 2021, 13, o)

Sesbanimide R, a Novel Cytotoxic Polyketide Produced by Magnetotactic Bacteria. 2021, 12,

3 A Machine Learning Bioinformatics Method to Predict Biological Activity from Biosynthetic Gene
1392 Clusters. 2021, 61, 2560-2571 5
Caulobacter endophyticus sp. nov., an endophytic bacterium harboring three lasso peptide

biosynthetic gene clusters and producing indoleacetic acid isolated from maize root. 2021, 114, 1213-1224

Discovery of an Antarctic ascidian-associated uncultivated Verrucomicrobia that encodes

1380 antimelanoma palmerolide biosynthetic capacity. 3

Actinobacteria in natural products research: Progress and prospects. 2021, 246, 126708

antiSMASH 6.0: improving cluster detection and comparison capabilities. Nucleic Acids Research,

1378 2021, 49, W29-W35 201 268

Discovery and Biosynthesis of a Structurally Dynamic Antibacterial Diterpenoid. 2021, 60, 14163-14170

1276 Molecular Analysis of Bacterial Isolates From Necrotic Wheat Leaf Lesions Caused by, and
37 Description of Three Putative Novel Species, sp. nov., sp. nov. and sp. nov. 2021, 12, 666689

Genomic and physiological characterization of new Plant Growth Promoting Bacilli isolated from

salt-pans.

43



CITATION REPORT

L Transcriptome Analysis Identifies a Gene Cluster for the Biosynthesis of Biruloquinone, a Rare
374 Phenanthraquinone, in a Lichen-Forming Fungus. 2021, 7,

Azetidine-Bearing Non-Ribosomal Peptides, Bonnevillamides D and E, Isolated from a Carrion
Beetle-Associated Actinomycete. 2021, 86, 11149-11159

L The Whole Genome Sequence of Strain YP04, a Pathogen that Causes Root Rot of American
372 Ginseng. 2021, PHYTO03210084A

RiPPMiner-Genome: A Web Resource for Automated Prediction of Crosslinked Chemical Structures
of RiPPs by Genome Mining. 2021, 433, 166887

1170 Phylogenetic analysis of the salinipostin Ebutyrolactone gene cluster uncovers new potential for
379 bacterial signalling-molecule diversity. 2021, 7, 3

Integrated Genomic and Functional Characterization of the Anti-diabetic Potential of Arthrobacter
sp. SW1. 2021, 78, 2577-2588

A chromosomal-level reference genome of the widely utilized Coccidioides posadasii laboratory

1368 strain Bilveiral

Ranking microbial metabolomic and genomic links in the NPLinker framework using
complementary scoring functions. 2021, 17, e1008920

Antifungal mechanism of Bacillus amyloliquefaciens strain GKT04 against Fusarium wilt revealed

1366 using genomic and transcriptomic analyses. 2021, 10, e1192

Synthase-Selective Exploration of a Tunicate Microbiome by Activity-Guided Single-Cell Genomics.
2021, 16, 813-819

126 Living in a Puddle of Mud: Isolation and Characterization of Two Novel Caulobacteraceae Strains
3%4 " Brevundimonas pondensis sp. nov. and Brevundimonas goettingensis sp. nov.. 2021, 1, 38-59 4

Entdeckung und Biosynthese eines strukturdynamischen antibakteriellen Diterpenoids. 2021, 133, 14282-14289

Complete Genome Sequence Data of Strain C72, a Candidate Biological Control Agent from China.

1362 2021, PDIS04210701A

Integrating genomics and metabolomics for scalable non-ribosomal peptide discovery. 2021, 12, 3225

The gutSMASH web server:lautomated identification of primary metabolic gene clusters from the

1360 gut microbiota. Nucleic Acids Research, 2021, 49, W263-W270

201 7

Genomic insight into the clade: reclassification of as a later heterotypic synonym of and as a later
heterotypic synonym of. 2021, 71,

3 Complete genome sequence of Streptomyces sp. HSG2 from rhizosphere soil of mangrove in
135 Qingmei Gang, Sanya. 2021, 203, 3519-3524

Sweet spheres: succession and CAZyme expression of marine bacterial communities colonizing a

mix of alginate and pectin particles. 2021, 23, 3130-3148

44



126 Comparative Genomic Analysis of the Foodborne Pathogen pv. Harboring a Bongkrekic Acid
35% Biosynthesis Gene Cluster. 2021, 12, 628538

Biosynthesis and Mechanism of Action of the Cell Wall Targeting Antibiotic Hypeptin. 2021, 60, 13579-13586

Genomic analysis of novel Yarrowia-like yeast symbionts associated with the carrion-feeding
1354 burying beetle Nicrophorus vespilloides. 2021, 22, 323

Genome Features of sp. W12 Isolated from the Mosquito Reveal Symbiotic Traits. 2021, 12,

1352 Taibaiella lutea sp. nov., Isolated from Ubiquitous Weedy Grass. 2021, 78, 2799-2805 1

Holomycin, an Antibiotic Secondary Metabolite, Is Required for Biofilm Formation by the Native
Producer Photobacterium galatheae S2753. 2021, 87,

1250 Mining Indonesian Microbial Biodiversity for Novel Natural Compounds by a Combined Genome
35 Mining and Molecular Networking Approach. 2021, 19,

A widely distributed genus of soil Acidobacteria genomically enriched in biosynthetic gene clusters.

1348 Generation of lineage-resolved complete metagenome-assembled genomes by precision phasing. 2

Structural Basis for a Dual Function ATP Grasp Ligase That Installs Single and Bicyclic EEster
Macrocycles in a New Multicore RiPP Natural Product. 2021, 143, 8056-8068

1346 Analysis of Tubulysin Biosynthetic Genes in Archangium gephyra. 2021, o)

gen. nov., Sp. Nov., gen. nov., sp. nov. and gen. nov., sp. Nov., nostocacean cyanobacteria from
Brazilian environments. 2021, 71,

Peteryoungia gen. nov. with four new species combinations and description of Peteryoungia
1344 desertarenae sp. nov., and taxonomic revision of the genus Ciceribacter based on phylogenomics of 3
Rhizobiaceae. 2021, 203, 3591-3604

Epigenetic Manipulation to Trigger Production of Guaiane-Type Sesquiterpenes from a
Marine-Derived sp. Fungus with Antineuroinflammatory Effects. 2021, 84, 1993-2003

Sphingobacterium rhinopitheci sp. Nov., isolated from the faeces of Rhinopithecus bieti in China.
1342 2021, 203, 4629-4634

Genomic Analysis of Strain TR1180 Isolated From A Patient From China With In4-Like
Integron-Associated Antimicrobial Resistance. 2021, 11, 663933

1340 Synthetic Natural Product Inspired Peptides.

Characterisation of the symbionts in the Mediterranean fruitfly gut.

45



CITATION REPORT

3 Brevibacillin 2V, a Novel Antimicrobial Lipopeptide With an Exceptionally Low Hemolytic Activity.
133% 2021, 12, 693725

An Integrated Approach to Determine the Boundaries of the Azaphilone Pigment Biosynthetic
Gene Cluster of M7 Grown on Potato Dextrose Agar. 2021, 12, 680629

1246 High Potential for Secondary Metabolite Production of CP157, Isolated From the Crustacean. 2021,
335 12, 688754

Aspergillus terreus as an industrial filamentous fungus for pharmaceutical biotechnology. 2021, 69, 273-280

1334 Molecules from the Microbiome. 2021, 90, 789-815 10

Mining genomes to illuminate the specialized chemistry of life. 2021, 22, 553-571

Discovery of new enzymatic functions and metabolic pathways using genomic enzymology web

1332 tools. 2021, 69, 77-90 10

Piperacillin triggers virulence factor biosynthesis via the oxidative stress response in. 2021, 118,

A Family of Nonribosomal Peptides Modulate Collective Behavior in Pseudovibrio Bacteria Isolated
1339 from Marine Sponges**. 2021, 133, 16027-16034

Assessment of Evolutionary Relationships for Prioritization of Myxobacteria for Natural Product
Discovery. 2021, 9,

Assessing Biosynthetic Gene Cluster Diversity of Specialized Metabolites in the Conserved Gut
Symbionts of Herbivorous Turtle Ants. 2021, 12, 678100

Genome Mining for Antimicrobial Compounds in Wild Marine Animals-Associated Enterococci. 2021
I 19!

1226 At the Gate of Mutualism: Identification of Genomic Traits Predisposing to Insect-Bacterial
3 Symbiosis in Pathogenic Strains of the Aphid Symbiont. 2021, 11, 660007 3

A Family of Nonribosomal Peptides Modulate Collective Behavior in Pseudovibrio Bacteria Isolated

from Marine Sponges*. 2021, 60, 15891-15898

- A Sesquiterpene Synthase from the Endophytic Fungus Catalyzes Formation of Viridiflorol. 2021, 5
11,

sp. nov., an endophytic actinomycete isolated from the root of (L.). 2021, 71,

Multi-omics profiling of EarthE biomes reveals that microbial and metabolite composition are

1322 shaped by the environment. 3

Microbial Communities of Lichens and Their Biosynthetic Gene Clusters Potentially Encoding

Natural Products. 2021, 9,

46



(2021-2021)

1320 The First Data on the Complete Genome of a Tetrodotoxin-Producing Bacterium. 2021, 13, fe)

Comparative Genomic Insights Into the Taxonomic Classification, Diversity, and Secondary
Metabolic Potentials of , a Genus Closely Related to. 2021, 12, 683814

Genome-based rational engineering of Actinoplanes deccanensis for improving fidaxomicin

1318 production and genetic stability. 2021, 330, 124982 5

Discovery of daspyromycins A and B, 2-aminovinyl-cysteine containing lanthipeptides, through a
genomics-based approach. 2021,

1316 Draft genome sequence data of sp. FH025. 2021, 36, 107128 1

Analysis of Antimicrobial Peptide Metabolome of Bacterial Endophyte Isolated From Traditionally
Used Medicinal Plant Benth. 2021, 12, 656896

1314 Insights into the Cultured Bacterial Fraction of Corals. 2021, 6, 0124920 11

Metagenomics and Quantitative Stable Isotope Probing Offer Insights into Metabolism of
Polycyclic Aromatic Hydrocarbon Degraders in Chronically Polluted Seawater. 2021, 6,

1312 A Bacterial Symbiont Protects Honey Bees from Fungal Disease. 2021, 12, e0050321 11

Secondary metabolite biosynthetic diversity in the fungal family and. 2021, 99, 100118

Refactoring biosynthetic gene clusters for heterologous production of microbial natural products.

1319 2021, 69, 145-152 9

Early Oxidative Transformations During the Biosynthesis of Terrein and Related Natural Products.
2021, 27,11895-11903

Nocathioamides, Uncovered by a Tunable Metabologenomic Approach, Define a Novel Class of

1308 himeric Lanthipeptides. 2021, 60, 16472-16479

Lysobacter arenosi sp. nov. and Lysobacter solisilvae sp. nov. isolated from soil. 2021, 59, 709-717

1106 The role of Dicer-dependent RNA interference in regulating cross-species communication during
30 fungus-fungus interactions.

Genomic Characteristics and Comparative Genomics Analysis of Two Chinese Strains Causing

Corynespora Leaf Fall (CLF) Disease. 2021, 7,

Shipworm symbiosis ecology-guided discovery of an antibiotic that kills colistin-resistant
1394 Acinetobacter. 2021, 28, 1628-1637.e4 4

Metabolic Engineering of Filamentous Actinomycetes. 2021, 653-688

47



CITATION REPORT

1302 Genome mining Streptomyces sp. KCTC 0041BP as a producer of dihydrochalcomycin. 2021, 105, 5023-5037 o

High-quality complete genome resource of plant pathogenic bacterium Pectobacterium
atrosepticum strain Green1 isolated from potato (Solanum tuberosum L.) in Greenland.

GRINS: Genetic elements that recode assembly-line polyketide synthases and accelerate their

1399 diversification. 2021, 118,

host for refactoring of diverse bioactive secondary metabolites. 2021, 11, 340

Cold-shock gene cspCin the genome of Massilia polaris sp. nov. revealed cold-adaptation. 2021,

1298 114 1275-1284

A deep-sea bacterium related to coastal marine pathogens. 2021, 23, 5349-5363

1296 Omics-based strategies to discover novel classes of RiPP natural products. 2021, 69, 60-67 11

Climate-specific biosynthetic gene clusters in populations of a lichen-forming Fungus. 2021, 23, 4260-4275

L An integrated gene catalog and over 10,000 metagenome-assembled genomes from the L
294 gastrointestinal microbiome of ruminants. 2021, 9, 137 4

Nocathioamides, Uncovered by a Tunable Metabologenomic Approach, Define a Novel Class of
Chimeric Lanthipeptides. 2021, 133, 16608-16615

1292 Secondary metabolism drives ecological breadth in the Xylariaceae. o)

Genome sequence of the aurodox-producing bacterium Streptomyces goldiniensis ATCC 21386.

Chemoproteomics profiling of surfactin-producing nonribosomal peptide synthetases in living

1299 pacterial cells. 2021, 4

Bifurcation drives the evolution of assembly-line biosynthesis.

Unraveling the roles of plant specialized metabolites: using synthetic biology to design molecular

1288 |iosensors. 2021, 231, 1338-1352

Exiguobacterium sp. is endowed with antibiotic properties against Gram positive and negative
bacteria. 2021, 14, 230

Genome analysis of Pseudomonas sp. OF001 and Rubrivivax sp. A210 suggests multicopper

1286 oxidases catalyze manganese oxidation required for cylindrospermopsin transformation. 2021, 22, 464

Genome reduction and relaxed selection is associated with the transition to symbiosis in the

basidiomycete genus. 2021, 24, 102680

48



1284

1282

1280

1278

1276

1274

1272

1270

1268

Genetic origin of homopyrones, a rare type of hybrid phenylpropanoid- and polyketide-derived
yellow pigments from Aspergillus homomorphus. 2021, 105, 5113-5121

High-Quality Draft Genome Sequence of Pantanalinema sp. GBBB05, a Cyanobacterium From
Cerrado Biome. 2021, 9,

Genome Sequence of Paenibacillus polymyxa Strain HOBS6, Isolated from Hemp Seed Oil. 2021, 10, e0034421

Complete Genome Sequence of sp. Strain CA-256286. 2021, 10, e0029021

Tapping Into Actinobacterial Genomes for Natural Product Discovery. 2021, 12, 655620

Multi-omics Study of Planobispora rosea, Producer of the Thiopeptide Antibiotic GE2270A. 2021, 6, €0034121

Leveraging Microbial Genomes and Genomic Context for Chemical Discovery. 2021, 54, 2788-2797

Streptomyces venezuelae NRRL B-65442: genome sequence of a model strain used to study
morphological differentiation in filamentous actinobacteria. 2021,

Linking a Gene Cluster to Atranorin, a Major Cortical Substance of Lichens, through Genetic
Dereplication and Heterologous Expression. 2021, 12, e0111121

Rubrolone production by Dactylosporangium vinaceum: biosynthesis, modulation and possible
biological function. 2021, 105, 5541-5551

Rational construction of genome-reduced Burkholderiales chassis facilitates efficient heterologous
production of natural products from proteobacteria. 2021, 12, 4347

Phylo-taxonogenomics of 182 strains of genus Leuconostoc elucidates its robust taxonomy and
biotechnological importance.

Transcriptomics differentiate two novel bioactive strains of Paenibacillus sp. isolated from the
perennial ryegrass seed microbiome. 2021, 11, 15545

Fuscibacter oryzae gen. nov., sp. nov., a phosphate-solubilizing bacterium isolated from the
rhizosphere of rice plant. 2021, 114, 1453-1463

Nonribosomal peptide synthetases and their biotechnological potential in Penicillium rubens. 2021,
48,

Highlighting the Biotechnological Potential of Deep Oceanic Crust Fungi through the Prism of Their
Antimicrobial Activity. 2021, 19,

Chromosome-Level Genome Sequence of the Black Koji Fungus Aspergillus luchuensis RIB2601.
2021, 10, 0038421

Correlational networking guides the discovery of cryptic natural product biosynthetic enzymes.

49



CITATION REPORT

Harnessing the yeast Saccharomyces cerevisiae for the production of fungal secondary

1266 1 tabolites. 2021, 65, 277-291 4

Core Steps to the Azaphilone Family of Fungal Natural Products. 2021, 22, 3027-3036

Probiotic and Antifungal Attributes of MYSN105, Isolated From an Indian Traditional Fermented

1264 £00d Pozha. 2021, 12, 696267 5

Multimodal Molecular Imaging and Identification of Bacterial Toxins Causing Mushroom Soft Rot
and Cavity Disease. 2021, 22, 2901-2907

Comprehensive Molecular Dissection of Genome and First Observation of (Z) Tetracycline

1262 Resistance. 2021, 22,

Machine Learning of Pseudomonas aeruginosa transcriptomes identifies independently modulated
sets of genes associated with known transcriptional regulators.

1260 sp. nov., isolated from marine sediment. 2021, 71, 0

Flavobacterium bernardetii sp. nov., a possible emerging pathogen of farmed rainbow trout
(Oncorhynchus mykiss) in cold water. 2021, 540, 736717

1258 sp. nov., a carotenoid-producing bacterium isolated from beach sand. 2021, 71, 2

Aegicerativicinus sediminis gen. nov., sp. nov., a novel carotenoid-producing marine bacterium in
the family Flavobacteriaceae. 2021, 114, 1551-1563

1256 as a Secondary Metabolite Factory. 2021, 9, 701022 5

Molecular evolution and regulation of DHN melanin-related gene clusters are closely related to
adaptation of different melanin-producing fungi. 2021, 113, 1962-1975

L Current Approaches for Advancement in Understanding the Molecular Mechanisms of Mycotoxin
254 Biosynthesis. 2021, 22,

Whole-genome sequencing of two Streptomyces strains isolated from the sand dunes of Sahara.
2021, 22, 578

L Phylo-taxogenomics of the genus Tautonia with descriptions of Tautonia marina sp. nov., Tautonia
252 rosea sp. nov., and emended description of the genus. 2021, 44, 126229

Biosynthetic potential of uncultured Antarctic soil bacteria revealed through long-read

metagenomic sequencing. 2021,

1250 sp. nov., an endophytic actinomycete isolated from Lindl. 2021, 71, o)

sp. nov. and sp. nov., isolated from Tibetan Plateau wildlife. 2021, 71,

50



(2021-2021)

1248 sp. nov. isolated from internal organs of apparently healthy rainbow trout. 2021, 71, fe)

Analysis of Bacterial Communities on North Sea Macroalgae and Characterization of the Isolated
Planctomycetes gen. nov., sp. Nov., Sp. Nov., sp. nov. and sp. nov. 2021, 9,

1246 Diploidy within a Haploid Genus of Entomopathogenic Fungi. 2021, 13, 1

Genetic Relationships in the Toxin-Producing Fungal Endophyte, lUsing Polyketide Synthase and
Non-Ribosomal Peptide Synthase Genes. 2021, 7,

Synthetic biology-inspired strategies and tools for engineering of microbial natural product
1244 biosynthetic pathways. 2021, 49, 107759

Antifungal potential against Sclerotinia sclerotiorum (Lib.) de Bary and plant growth promoting
abilities of Bacillus isolates from canola (Brassica napus L.) roots. 2021, 248, 126754

Chemical interplay and complementary adaptative strategies toggle bacterial antagonism and

1242 co-existence. 2021, 36, 109449

sp. nov. and sp. nov., two new members of the family. 2021, 71,

Miltoncostaea marina gen. nov. sp. nov., and Miltoncostaea oceani sp. nov., a novel deep branching
1240 phylogenetic lineage within the class Thermoleophilia isolated from marine environments, and 1
proposal of Miltoncostaeaceae fam. nov. and Miltoncostaeales ord. nov. 2021, 44, 126216

Discovery of anti-infective adipostatins through bioactivity-guided isolation and heterologous
expression of a type Il polyketide synthase. 2021, 112, 104925

Discovery and Characterization of Epemicins A and B, New 30-Membered Macrolides from sp.
CA-103260. 2021, 16, 1456-1468

Screening and Isolation of a Novel Polyene-Producing Strain Inhibiting Phytopathogenic Fungi in
the Soil Environment. 2021, 9, 692340

Antifungal Activity and Biosynthetic Potential of New sp. MW-W600-10 Strain Isolated from Coal
Mine Water. 2021, 22,

Diversity and function of culturable actinobacteria in the root-associated of Bunge. 2021, 9, e11749

An Obligate Peptidyl Brominase Underlies the Discovery of Highly Distributed Biosynthetic Gene
1234 Clusters in Marine Sponge Microbiomes. 2021, 143, 10221-10231 3

Gelidibacter maritimus sp. nov., isolated from marine sediment. 2021, 203, 5117-5122

1232 Mining and Biosynthesis of Bioactive Lanthipeptides From Microorganisms. 2021, 9, 692466 1

Complete Genome Sequence of Pantoea agglomerans ASBO5 Using Illumina and PacBio

Sequencing. 2021, 10, e0050121

51



1230

1228

1226

1224

1222

1220

1218

1216

1214

CITATION REPORT

Comparative Genomic and Metabolic Analysis of sp. RB110 Morphotypes Illuminates Genomic
Rearrangements and Formation of a New 46-Membered Antimicrobial Macrolide. 2021, 16, 1482-1492

Identification of Plant Growth Promoting Rhizobacteria That Improve the Performance of
Greenhouse-Grown Petunias under Low Fertility Conditions. 2021, 10,

Characterization, Pathogenicity, Phylogeny, and Comparative Genomic Analysis of Pseudomonas
tolaasii Strains Isolated from Various Mushrooms in China. 2021,

Draft Genome Sequences of the Three Strains AB1, ST3, and ZL223. 2021, 10, 0045121

comparative genomics reveals a phylogenomic-dependent non-ribosomal peptide synthetase
distribution: insights into biosynthetic gene cluster connection to an orphan metabolite. 2021, 7, 3

Draft Genome Sequence of Aeromonas popoffii ID682, Isolated from a Natural Water Source in
Idaho. 2021, 10, e0044521

Draft Genome Sequence of Janthinobacterium lividum ID1246, Isolated from a Rainbow Trout
Hatchery Biofilm. 2021, 10, e0044421

A Regulator Based "Semi-Targeted" Approach to Activate Silent Biosynthetic Gene Clusters. 2021,
22,

Gelidibacter pelagius sp. nov., Isolated from Coastal Sediment. 2021, 78, 3342-3348 1

sp. nov., an actinomycete isolated from soil. 2021, 71,

sp. nov., isolated from hydrocarbon-polluted groundwater from an oil refinery in Hungary. 2021, 71, 3

Renewed interests in the discovery of bioactive actinomycete metabolites driven by emerging
technologies. 2021,

The transcription regulator ACTR controls ACT-toxin biosynthesis and pathogenicity in the
tangerine pathotype of Alternaria alternata. 2021, 248, 126747

Genome sequences and in silico effector mining of Corynespora cassiicola CC_29 and Corynespora
olivacea CBS 114450. 2021, 203, 5257-5265

Whole-genome sequencing of Pseudomonas sp. TAE6080, a strain capable of inhibiting
Staphylococcus epidermidis biofilm. 2021, 60, 100887

Genome Mining and Metabolic Profiling Uncover Polycyclic Tetramate Macrolactams from SCSIO
5802. 2021, 19,

gen. nov., sp. nov., a novel bacterium in the family , isolated from desert soil, and reclassification of
to a new genus as comb. nov., and transfer of the genera and from the family to the family. 2021, 1
71,

Discovery of the Class | Antimicrobial Lasso Peptide Arcumycin. 2021, 22, 2632-2640

52



(2021-2021)

Aquisphaera insulae sp. nov., a new member in the family Isosphaeraceae, isolated from the

1212 floating island of Loktak lake and emended description of the genus Aquisphaera. 2021, 114, 1465-1477

Genomic and chemical decryption of the Bacteroidetes phylum for its potential to biosynthesize
natural products.

1210 Initiating polyketide biosynthesis by on-line methyl esterification. 2021, 12, 4499 o)

Biocontrol Activity of spp. and spp. Against and Other Cannabis Fungal Pathogens. 2021,

Deciphering the effect of FUB1 disruption on fusaric acid production and pathogenicity in Fusarium

1208 i cinatum. 2021, 125, 1036-1047

Actinoplanes aureus sp. nov., a novel protease-producing actinobacterium isolated from soil. 2021,
114,1517-1527

1206 The Regulation of LexA on UV-Induced SOS Response in Based on Transcriptome Analysis. 2021, 31,912-920 1

Lactic Acid Bacteria Diversity and Characterization of Probiotic Candidates in Fermented Meats.
2021, 10,

The Genome Analysis of the Human Lung-Associated sp. TR1341 Revealed the Presence of

1204 Beneficial Genes for Opportunistic Colonization of Human Tissues. 2021, 9,

The Design-Build-Test-Learn cycle for metabolic engineering of Streptomycetes. 2021, 65, 261-275

Genomics assisted functional characterization of Paenibacillus polymyxa HK4 as a biocontrol and

1202 plant growth promoting bacterium. 2021, 248, 126734 3

Genome mining for drug discovery: progress at the front end. 2021,

1200 Sp. nov., a novel member of the class. 2021, 71, 1

sp. nov., a casein hydrolyzing bacterium isolated from rice plant and emended description of. 2021,
71,

1108 Salvaging high-quality genomes of microbial species from a meromictic lake using a hybrid
9 sequencing approach. 2021, 4, 996

Genome Analysis of JCM 3382 and Distribution of Gene Clusters for Three Antibiotics and an

Azasugar across the Genus. 2021, 9,

1196 Whole genome sequence data of strain B28A, isolated from Marine Water in India. 2021, 37, 107240

Genomic characterization of three marine fungi, including Emericellopsis atlantica sp. nov. with

signatures of a generalist lifestyle and marine biomass degradation. 2021, 12, 21

53



CITATION REPORT

Co-occurrence of linear and cyclic pelgipeptins in broth cultures of Paenibacillus elgii AC13. 2021,
1194 57, 1825-1833

Intertwined Biosynthesis of Skyrin and Rugulosin A Underlies the Formation of Cage-Structured
Bisanthraquinones. 2021, 143, 14218-14226

Lacisediminihabitans changchengi sp. nov., an actinobacterium isolated from Antarctic swamplands
92 mud. 2021, 203, 5519-5524
Communication Breakdown: Dissecting the COM Interfaces between the Subunits of Nonribosomal
Peptide Synthetases. 2021, 11, 10802-10813

Streptomonospora litoralis sp. nov., a halophilic thiopeptides producer isolated from sand collected

1199 3t cuxhaven beach. 2021, 114, 1483-1496

Biology and applications of co-produced, synergistic antimicrobials from environmental bacteria.
2021,6,1118-1128

Genome assembly and annotation of Photorhabdus heterorhabditis strain ETL reveals genetic
1188 features involved in pathogenicity with its associated entomopathogenic nematode and anti-host fe)
effectors with biocontrol potential applications. 2021, 795, 145780

Defining the Expression, Production, and Signaling Roles of Specialized Metabolites during Bacillus
subtilis Differentiation. 2021, 203, e0033721

Oceaniglobus trochenteri sp. nov., isolated from the gut microflora of top shell (Trochus maculatus

1186 i naeus). 2021, 203, 5613-5619

Genome, transcriptome and secretome analyses of the antagonistic, yeast-like fungus to identify
potential biocontrol genes. 2021, 8, 184-202

Genetic variation is associated with differences in facilitative and competitive interactions in the

1184 Rhizobium leguminosarum species complex. 2021,

Human reference gut microbiome catalog including newly assembled genomes from
under-represented Asian metagenomes. 2021, 13, 134

High-Quality Complete Genome Resource of Pathogenic Bacterium Strain Green1 Isolated from

1182 potato (L) in Greenland. 2021, MPMI06210130A

Phylotaxogenomics for the Reappraisal of the Genus With the Creation of Six New Genera. 2021,
12, 677842

1180 The virulome of Streptomyces scabiei in response to cello-oligosaccharides elicitors. 1

Draft Genome Sequences of 10 Bacteria from the Marine Group. 2021, 10, e0040421

Cyanochelins, an Overlooked Class of Widely Distributed Cyanobacterial Siderophores, Discovered

1178 by Silent Gene Cluster Awakening. 2021, 87, e0312820

Chromosome-Scale Genome Sequence of Causing Alternaria Brown Spot of Citrus. 2021, 34, 726-732

54



in the genomic era: from taxonomy to the discovery of new antimicrobial secondary metabolites.

1176 2021, 1-40

Genomic molecular signatures determined characterization of Mycolicibacterium gossypii sp. nov.,
a fast-growing mycobacterial species isolated from cotton field soil. 2021, 114, 1735-1744

1 Myxadazoles, Myxobacterium-Derived IsoxazoleBenzimidazole Hybrids with Cardiovascular
74 Activities. 2021, 133, 21847-21852

High-quality genome assembly of the soybean fungal pathogen Cercospora kikuchii. 2021, 11,

Transcriptome Analyses of Barley Roots Inoculated with Novel sp. and Strains Reveal Beneficial

1172 Early-Stage Plant-Bacteria Interactions. 2021, 10,

Echinicola arenosa sp. nov., isolated from marine sand. 2021, 203, 5675-5681

Diploid genomic architecture of Nitzschia inconspicua, an elite biomass production diatom. 2021,

79 11,15592 4

Enhanced Recovery of Microbial Genes and Genomes From a Marine Water Column Using
Long-Read Metagenomics. 2021, 12, 708782

Thermohalobaculum xanthum gen. nov., sp. nov., a moderately thermophilic bacterium isolated

1168 from mangrove sediment. 2021, 114, 1819-1828

Establishing an Efficient Genetic Manipulation System for Sulfated Echinocandin Producing Fungus.
2021, 12, 734780

Genomic Analysis and Secondary Metabolites Production of the Endophytic Bvel1: A Biocontrol

1166 Agent against Causing Bunch Rot in Post-Harvest Table Grapes. 2021, 10,

Combining OSMAC Approach and Untargeted Metabolomics for the Identification of New
Glycolipids with Potent Antiviral Activity Produced by a Marine. 2021, 22,

1164 Towards the sustainable discovery and development of new antibiotics. 2021, 1-24 77

Genetic response to nitrogen starvation in the aggressive Eucalyptus foliar pathogen
Teratosphaeria destructans. 2021, 67, 981-990

1162 Apicidin biosynthesis is linked to accessory chromosomes in Fusarium poae isolates. 2021, 22, 591 2

Tight Adherence (Tad) Pilus Genes Indicate Putative Niche Differentiation in Phytoplankton Bloom
Associated. 2021, 12, 718297

Antimicrobial Activity and Identification of the Biosynthetic Gene Cluster of X-14952B From sp.

1160 135 2021, 12, 703093

Plant-associated microbiomes promote nutrient turnover in impoverished substrates of a

biodiversity hotspot.

55



CITATION REPORT

118 A large-scale metagenomic study for enzyme profiles using the focused identification of the

5% NGS-based definitive enzyme research (FINDER) strategy. 2021, 118, 4360-4374
Sphingobacterium pedocola sp. nov. a novel halotolerant bacterium isolated from agricultural soil.
2021, 114, 1575-1584

6 Genome mining of secondary metabolites from a marine-derived Aspergillus terreus B12. 2021,
155 203, 5621-5633 2

Marine macroalga-associated heterotrophic Bacillus velezensis: a novel antimicrobial agent with
siderophore mode of action against drug-resistant nosocomial pathogens. 2021, 203, 5561-5575

1154 Distribution and diversity of dimetal-carboxylate halogenases in cyanobacteria. 2021, 22, 633 2

A global survey of specialized metabolic diversity encoded in bacterial genomes.

11cs Biosynthetic gene cluster profiling predicts the positive association between antagonism and
J phylogeny in Bacillus.

Comprehensive Large-Scale Integrative Analysis of Omics Data To Accelerate Specialized

Metabolite Discovery. 2021, 6, e0072621

1 Myxadazoles, Myxobacterium-Derived Isoxazole-Benzimidazole Hybrids with Cardiovascular 6
59 Activities. 2021, 60, 21679-21684

Identification of Potential Probiotics Producing Bacteriocins Active against by a Combination of

Screening Tools. 2021, 22,

1148 sp. nov., isolated from agricultural soil and involved in lignocellulose deconstruction. 2021, 71, o)

Endophytes from African Rice ( L.) Efficiently Colonize Asian Rice ( L.) Stimulating the Activity of Its
Antioxidant Enzymes and Increasing the Content of Nitrogen, Carbon, and Chlorophyll. 2021, 9,

1146 Paenarthrobacter sp. GOM3 Is a Novel Marine Species With Monoaromatic Degradation Relevance.
4% 2021, 12, 713702 2

Increased abundance of secreted hydrolytic enzymes and secondary metabolite gene clusters
define the genomes of latent plant pathogens in the Botryosphaeriaceae. 2021, 22, 589

1 Comparative Genomic Analysis Reveals Genetic Variation and Adaptive Evolution in the
44 Pathogenicity-Related Genes of. 2021, 12, 694136

Comparative Genomics Reveals a Remarkable Biosynthetic Potential of the Phylogenetic Lineage
Associated with Rugose-Ornamented Spores. 2021, 6, €0048921

Difficidin class of polyketide antibiotics from marine macroalga-associated Bacillus as promising

1142 antibacterial agents. 2021, 105, 6395-6408 4

Improvement of FK506 production via metabolic engineering-guided combinational strategies in

Streptomyces tsukubaensis. 2021, 20, 166




(2021-2021)

The Roseibium album (Labrenzia alba) Genome Possesses Multiple Symbiosis Factors Possibly

1149 ynderpinning Host-Microbe Relationships in the Marine Benthos. 2021, 10, €0032021

An atlas of bacterial secondary metabolite biosynthesis gene clusters. 2021, 23, 6981-6992

Oryzicola mucosus gen. nov., sp. nov., a novel slime producing bacterium belonging to the family
Phyllobacteriaceae isolated from the rhizosphere of rice plants. 2021, 114, 1925-1934

Characterization of Histone Lysine thydroxybutyrylation in bovine tissues, cells, and
cumulus-oocyte complexes.

116 Complete genome sequence and identification of polyunsaturated fatty acid biosynthesis genes of
3% the myxobacterium Minicystis rosea DSM 24000. 2021, 22, 655

Activation of Cryptic Antibiotic Biosynthetic Gene Clusters Guided by RNA-seq Data from Both and

WblA. 2021, 10,

1 Identification, Isolation, and Characterization of Medipeptins, Antimicrobial Peptides From EDOX. o
34 2021, 12, 732771

FunOrder: A robust and semi-automated method for the identification of essential biosynthetic
genes through computational molecular co-evolution. 2021, 17, e1009372

1132 Bacterial endosymbionts protect beneficial soil fungus from nematode attack. 2021, 118, 6

Roseimaritima. 1-8

1170 Draft Genome Sequence of sp. Strain BDJ18, a Plankton-Associated Bacterium in the Northeast
39 Atlantic Ocean. 2021, 10, e0062821

BiG-MAP: an Automated Pipeline To Profile Metabolic Gene Cluster Abundance and Expression in

Microbiomes. 2021, 6, e0093721

Depside and depsidone synthesis in lichenized fungi comes into focus through a genome-wide

128 comparison of the olivetoric and physodic acid chemotype of Pseudevernia furfuracea.

Microbispora oryzae sp. nov., isolated from leaves of rice plant (Oryza sativa L.). 2021, 74, 856-862

Comprehensive genome analysis of a novel actinobacterium with high potential for

1126 biotechnological applications, Nonomuraea aridisoli sp. nov., isolated from desert soil. 2021, 114, 1963-1975

Chromosome-Level Genome Sequence of Aspergillus chevalieri M1, Isolated from Katsuobushi.
2021, 10, e0038521

Comparative Genomics Provides Insight into the Function of Broad-Host Range Sponge Symbionts.

1124 2021, 12, e0157721

Genomic and Physiological Characterization of Bacilli Isolated From Salt-Pans With Plant Growth

Promoting Features. 2021, 12, 715678

57



CITATION REPORT

1122 Integrating perspectives in actinomycete research: an ActinoBase review of 2020-21. 2021, 167, 0

Phylogenomics, CAZyome and core secondary metabolome of Streptomyces albus species. 2021,
296, 1299-1311

Wastewater from the Edible Oil Industry as a Potential Source of Lipase- and Surfactant-Producing

1120 Actinobacteria. 2021, 9, 4

sp. nov., a novel actinomycete isolated from the rhizosphere of. 2021, 71,

3 The Hidden Genomic Diversity, Specialized Metabolite Capacity, and Revised Taxonomy of Sensu
TS ) ato. 2021, 12, 726847 2

Genome Mining and Molecular Networking-Based Metabolomics of the Marine Facultative sp.
MEXU 27854. 2021, 26,

Characterization and engineering of Streptomyces griseofuscus DSM 40191 as a potential host for

1116 heterologous expression of biosynthetic gene clusters. 2021, 11, 18301

Microbial characterisation and Cold-Adapted Predicted Protein (CAPP) database construction from
the active layer of Greenland’s permafrost. 2021, 97,

Nisaea sediminum sp. nov., a heavy metal resistant bacterium isolated from marine sediment in the

1114 East China Sea. 2021, 114, 2113-2121

Streptomyces poriferorum sp. nov., a novel marine sponge-derived Actinobacteria species
expressing anti-MRSA activity. 2021, 44, 126244

Brevibacterium limosum sp. nov., Brevibacterium pigmenatum sp. nov., and Brevibacterium
1112 atlanticum sp. nov., three novel dye decolorizing actinobacteria isolated from ocean sediments. o)
2021, 59, 898-910

Single-cell metabolite detection and genomics reveals uncultivated talented producer.

1110 SP. NOV., a rice-associated rhizobacterium with antibacterial activity against. 2021, 71, 3

Flavobacterium erciyesense sp. nov., a putative non-pathogenic fish symbiont. 2021, 203, 5783-5792

Genome analysis of the salt-resistant Paludifilum halophilum DSM 102817 reveals genes involved in

1108 flux-tuning of ectoines and unexplored bioactive secondary metabolites. 2021, 37, 178 3

Mariniblastus. 1-7

1106 Nutrient availability shifts the biosynthetic potential of soil-derived microbial communities.

Symbiotic nitrogen fixation in the reproductive structures of a basidiomycete fungus. 2021, 31, 3905-3914.e6 3




(2021-2021)

MetaPlatanus: a metagenome assembler that combines long-range sequence links and

species-specific features. Nucleic Acids Research, 2021, 2010

1104

Genome analysis of a salinity adapted Achromobacter xylosoxidans rhizobacteria from the date
palm. 2021, 19, 100401

1102 Role of Dicer-Dependent RNA Interference in Regulating Mycoparasitic Interactions. 2021, 9, e0109921 o)

Description of Microbacterium luteum sp. nov., Microbacterium cremeum sp. nov., and
Microbacterium atlanticum sp. nov., three novel C50 carotenoid producing bacteria. 2021, 59, 886-897

Infant gut strain persistence is associated with maternal origin, phylogeny, and traits including

1100 ¢ \rface adhesion and iron acquisition. 2021, 2, 100393

Applications and Restrictions of Integrated Genomic and Metabolomic Screening: An Accelerator
for Drug Discovery from Actinomycetes?. 2021, 26,

From the soil to the clinic: the impact of microbial secondary metabolites on antibiotic tolerance

1098 .
and resistance. 2021,

Genome Mining of Three Plant Growth-Promoting Bacillus Species from Maize Rhizosphere. 2021,

193, 3949-3969

Coexistence of two bla genes in a bla-carrying multidrug-resistant Escherichia coli strain recovered

1096 from a bloodstream infection in China. 2021, 26, 11-14 3

Draft Genome Sequence of Pseudoalteromonas sp. Strain JC3. 2021, 10, 0021221

o Biosynthesis of Ditropolonyl Sulfide, an Antibacterial Compound Produced by Burkholderia cepacia
94 Complex Strain R-12632. 2021, 87, 0116921

Beyond the Biosynthetic Gene Cluster Paradigm: Genome-Wide Coexpression Networks Connect
Clustered and Unclustered Transcription Factors to Secondary Metabolic Pathways. 2021, 9, 0089821

1092 Comparative Genomic Understanding of Gram-Positive Plant Growth-Promoting Leifsonia. 1

Computational Applications in Secondary Metabolite Discovery (CAiSMD): an online workshop.
2021, 13, 64

1090 Metagenomic Insights Into the Microbial Iron Cycle of Subseafloor Habitats. 2021, 12, 667944 o)

Dynamics of the compartmentalized Streptomyces chromosome during metabolic differentiation.
2021, 12, 5221

Oceaniferula marina gen.nov., sp.nov., an anti-fluoroquinolone bacterium isolated from marine

1088 o diment. 2021, 114, 1855-1865

Mycetoindole, an N-acyl dehydrotryptophan with plant growth inhibitory activity from an

actinomycete of the genus Actinomycetospora. 2021,

59



CITATION REPORT

Culture and genome-based analysis of four soil Clostridium isolates reveal their potential for

1086 antimicrobial production. 2021, 22, 686

Chromosome-Level Genome Sequence of Aspergillus puulaauensis MK2, a Fungus Isolated from a
Dead Hard Tick. 2021, 10, e0037221

Single-colony sequencing reveals microbe-by-microbiome phylosymbiosis between the

1084 cyanobacterium Microcystis and its associated bacteria. 2021, 9, 194 3

A new species of cryptic cyanobacteria isolated from the epidermis of a bottlenose dolphin and as a
bioaerosol. 1-16

High-Quality Complete Genome Resource of Plant-Pathogenic Bacterium IPO 2019, Isolated from.

1082 5021 34 1088-1092

The Structure of Cyclodecatriene Collinolactone, its Biosynthesis, and Semisynthetic Analogues:
Effects of Monoastral Phenotype and Protection from Intracellular Oxidative Stress. 2021, 60, 23212-23216

Plant growth promoting endophyte Burkholderia contaminans NZ antagonizes phytopathogen

1080 Macrophomina phaseolina through melanin synthesis and pyrrolnitrin inhibition. 2021, 16, e0257863 4

Die Struktur des Cyclodecatriens Collinolacton, seine Biosynthese und semisynthetische Derivate:
monopolare Spindeln und Schutz vor intrazelluldem oxidativem Stress. 2021, 133, 23399

A Leap Forward Towards Unraveling Newer Anti-infective Agents from an Unconventional Source: a
1078 Draft Genome Sequence Illuminating the Future Promise of Marine Heterotrophic Bacillus sp. 1
Against Drug-Resistant Pathogens. 2021, 23, 790-808

Genomic diversity of Serratia proteamaculans and Serratia liquefaciens predominant in seafood
products and spoilage potential analyses. 2021, 354, 109326

1076 Sesquiterpenoids and their quaternary ammonium hybrids from the mycelium of mushroom
79 Stereum hirsutum by medium optimization. 2021, 189, 112852 3

Pan-Genome of the Genus and Prioritization of Biosynthetic Gene Clusters With Potential to

Produce Antibiotic Compounds. 2021, 12, 677558

A Conserved Nonribosomal Peptide Synthetase in Produces Citrulline-Functionalized Lipopeptides.
1074 2021, 84, 2692-2699

Echinicola salinicaeni sp. nov., a novel bacterium isolated from saltern mud. 2021, 114, 1915-1924

L Bioprospecting Trichoderma: A Systematic Roadmap to Screen Genomes and Natural Products for

972 Biocontrol Applications. 2021, 2, 3
Phenogenomic Characterization of a Newly Domesticated and Novel Species from the Genus. 2021,
87,e0132721

Draft genome sequencing and functional annotation and characterization of biofilm-producing

1979 bacterium Bacillus novalis PD1 isolated from rhizospheric soil. 2021, 114, 1977-1989

sp. nov., a novel urea-hydrolysing bacterium isolated from the roots of. 2021, 71,

60



(2021-2021)

Complete Genomic Data of Pantoea ananatis Strain TZ39 Associated with New Bacterial Blight of

1068 pice in China, 2021,

Integrated omics approaches for deciphering antifungal metabolites produced by a novel Bacillus
species, B. cabrialesii TE3, against the spot blotch disease of wheat (Triticum turgidum L. subsp.
durum). 2021, 251, 126826

Strain-level multiomics analysis reveals significant variation in cheeses from different regions. 2021

1066 “151 112043

Description and functional testing of four species of the novel phototrophic genus Chioneia gen.
nov., isolated from different East Antarctic environments. 2021, 44, 126250

Sequencing of non-virulent strains of Fusarium fujikuroi reveals genes putatively involved in

1064 bakanae disease of rice. 2021, 156, 103622

Genomic and in silico protein structural analyses provide insights into marine
polysaccharide-degrading enzymes in the sponge-derived Pseudoalteromonas sp. PA2MD11. 2021,
191, 973-995

Nonribosomal peptide synthetases and nonribosomal cyanopeptides synthesis in Microcystis: A

1062 comparative genomics study. 2021, 59, 102432

electrode biofilms differentially regulate gene expression depending on electrode potential and
lifestyle. 2021, 3, 100051

Secondary metabolites released by the rhizosphere bacteria Arthrobacter oxydans and Kocuria
1060 rosea enhance plant availability and soil-plant transfer of germanium (Ge) and rare earth elements 7
(REEs). 2021, 285, 131466

Genomic insights into the biosynthesis and physiology of the cyanobacterial neurotoxin
2,4-diaminobutanoic acid (2,4-DAB). 2021, 192, 112953

1058 The bacterial phylum Planctomycetes as novel source for bioactive small molecules. 2021, 53, 107818 2

Functional annotation unravels probiotic properties of a poultry isolate, Bacillus velezensis CGS1.1.
2022, 153, 112471

Complete genome sequence of lovastatin producer Aspergillus terreus ATCC 20542 and evaluation

1056 of genomic diversity among A. terreus strains. 2021, 105, 1615-1627

Bacillus subtilis-based microbial cell factories. 2021, 139-164

1054 SPp. nov., isolated from deep sea water. 2021, 71, 1

Specialized Metabolites Reveal Evolutionary History and Geographic Dispersion of a Multilateral
Symbiosis. 2021, 7, 292-299

Screening for Microbial Metal-Chelating Siderophores for the Removal of Metal lons from

1052 solutions. 2021, 9, 3

Efflux identification and engineering for ansamitocin P-3 production in Actinosynnema pretiosum.

2021, 105, 695-706

61



CITATION REPORT

100 Functional Analysis and Genome Mining Reveal High Potential of Biocontrol and Plant Growth L
59 promotion in Nodule-Inhabiting Bacteria Within Complex. 2020, 11, 618601 7

Systems and synthetic biology to elucidate secondary metabolite biosynthetic gene clusters

encoded in genomes. 2021, 38, 1330-1361

Antimicrobial activity screening of rhizosphere soil bacteria from tomato and genome-based

1048 analysis of their antimicrobial biosynthetic potential. 2021, 22, 29 9

Bioactivity Screening and Gene-Trait Matching across Marine Sponge-Associated Bacteria. 2021, 19,

1046 Description of Cohnella zeiphila sp. nov., a bacterium isolated from maize callus cultures. 2021, 114, 37-44 o)

Revised structural assignment of azalomycins based on genomic and chemical analysis. 2021, 8, 4791-4798

Mechanisms of action of ribosomally synthesized and posttranslationally modified peptides

1044 (RiPPs). 2021, 48, o

Understanding thioamitide biosynthesis using pathway engineering and untargeted metabolomics.
2021,12,7138-7150

Predicting biochemical and physiological effects of natural products from molecular structures

1042 using machine learning. 2021, 38, 1954-1966 4

The Taxonomy of Bacteria in the Genomic Era. 2021, 289-309

The structure and biosynthesis of heinamides A1-A3 and B1-B5, antifungal members of the

1040 laxaphycin lipopeptide family. 2021, 19, 5577-5588

sp. nov., isolated from extremely arid soil from Yuanmou Earth Forest. 2021, 71,

Diverse Taxonomies for Diverse Chemistries: Enhanced Representation of Natural Product
Metabolism in UniProtkB. 2021, 11,

A roadmap for metagenomic enzyme discovery. 2021, 38, 1994-2023

1036 Biosynthesis of depsipeptides, or Depsi: The peptides with varied generations. 2020, 29, 2316-2347 5

Shimazuella alba sp. nov. isolated from desert soil and emended description of the genus
Shimazuella Park et al. 2007. 2020, 202, 1831-1838

o Molecular mechanism of mureidomycin biosynthesis activated by introduction of an exogenous
34 regulatory gene ssaA into Streptomyces roseosporus. 2021, 64, 1949-1963

Complete genome sequence of a boxwood endophyte sp. SSG with broad biotechnological

application potential. 2020, 26, e00455

62



(2020-2020)

Whole-genome sequencing of the endemic Antarctic fungus Antarctomyces pellizariae reveals an
1032 ice-binding protein, a scarce set of secondary metabolites gene clusters and provides insights on 12
Thelebolales phylogeny. 2020, 112, 2915-2921

Complete genome sequence analysis of a strain Lactobacillus pentosus ZFM94 and its probiotic
characteristics. 2020, 112, 3142-3149

Discovery of Venturicidin Congeners and Identification of the Biosynthetic Gene Cluster from sp.

1039 NRRL 5-4. 2021, 84, 110-119 4

Biosynthesis of the Nuclear Factor of Activated T Cells Inhibitor NFAT-133 in. 2020, 15, 3217-3226

Genome-scale determination of 5[land 3[lboundaries of RNA transcripts in Streptomyces genomes.

1028 5620,7, 436 4

sp. nov., isolated from roots of var. Valenton, and reclassification of as comb. nov. 2019, 69, 2884-2891

1026 sp. nov., a novel psychrophilic bacterium isolated from Arctic soil. 2020, 70, 44-50 2

Polyphasic classification of strains isolated from the Karakum Desert and description of sp. nov., sp.
nov., sp. nov. and sp. nov. 2020, 70, 636-647

1024 Sp. nov., isolated from soil. 2020, 70, 1042-1047 1

sp. nov., a bacterium isolated from Arctic marine sediment. 2020, 70, 2072-2078

1022 Sp. nhov., sp. nov., and sp. nov., novel psychrophilic bacteria isolated from Arctic soil. 2020, 70, 2269-2280 2

sp. nov., isolated from cool temperate forest soil. 2020, 70, 2509-2514

Nine novel psychrotolerant species of the genus isolated from Arctic soil with potential antioxidant

1020 4 tivities. 2020, 70, 2537-2553

sp. nov., a new member of isolated from Chilika lagoon. 2020, 70, 2616-2623

1018 sp. nov., a bacterium isolated from Chukotka hot spring, Arctic region, Russia. 2020, 70, 2726-2731 3

sp. nov., isolated from desert soil and reclassification of as a later heterotypic synonym of. 2020,
70, 2750-2759

1016 sp. nov., isolated from Pearl River Estuary. 2020, 70, 2896-2900 2

sp. nov., isolated from Arctic tundra soil. 2020, 70, 3455-3461




CITATION REPORT

sp. nov., a haloalkali-tolerant planctomycete isolated from Chilika lagoon and emended description

1014 4f the genus. 2020, 70, 3647-3655 13

sp. nov., a moderate halophile isolated from saline soil in Northwest China. 2020, 70, 3701-3710

1012 Sp. nov., isolated from the ubiquitous weedy grass. 2020, 70, 3724-3730 8

sp. nov., a thermophilic bacterium isolated from a hot spring in Turkey. 2020, 70, 3865-3871

gen. nov. sp. Nov., a new marine actinobacterium of the family , isolated from South China Sea

1010 cadiment environments. 2020, 70, 3852-3858 5

Reclassification of subsp. and subsp. as later heterotypic synonyms of. 2020, 70, 4398-4405

1008 sp. nov., an endophytic actinomycete isolated from the surface-sterilized root of L. 2020, 70, 4358-4363 3

. nov., a halotolerant actinobacterium isolated from saline lake sediment. 2020, 70, 4661-4667

1006 sp. nov., a home for a gifted strain isolated from Indonesian sand dune soil. 2020, 70, 4874-4882 1

. nov., isolated from hazelnut orchard soil. 2020, 70, 4791-4797

1004 Sp. nov., a psychrotolerant bacterium isolated from an Arctic station. 2020, 70, 4890-4896 3

. nov., an endogenous actinomycete isolated from. 2020, 70, 5197-5204

1002 SP.Nov., a new actinobacterium isolated from Moq. rhizosphere. 2020, 70, 5026-5031 1

Reclassification of as a later heterotypic synonym of. 2020, 70, 5156-5162

gen. nov., sp. nov., an acidophilic actinobacterium, and proposal of the new actinobacterial family

1000 tam. nov. 2020, 70, 5106-5114

sp. nov., a fibrillar matrix-producing bacterium isolated from the rhizosphere of rice plant. 2020, 70, 5382-53888

998  sp. nov., a moderately halophilic bacterium isolated from wetsalted hides. 2020, 70, 5417-5424 2

sp. nov. and sp. nov., isolated from deep-sea sediment of the South China Sea. 2020, 70, 5576-5585

64



996  sp. nov., isolated from pine grove soil, exhibiting antimicrobial potential. 2020, 70, 5567-5575 4

sp. nov., isolated from deep-sea sediment of the Western Pacific Ocean. 2020, 70, 5818-5823

994 sp.nov., a carotenoid pigment-producing bacterium isolated from surface seawater. 2020, 70, 6180-6187 6

gen. nov., sp. nov., a halotolerant bacterium in the family isolated from a coastal sand dune. 2020,
70,6323-6330

992  Friend or foe? Exploring the fine line between and phytopathogens. 2020, 69, 347-360 6

Microbial genomics amidst the Arctic crisis. 2020, 6,

o Comprehensive genome data analysis establishes a triple whammy of carbapenemases, ICEs and
29 multiple clinically relevant bacteria. 2020, 6, 7

Advances in actinomycete research: an ActinoBase review of 2019. 2020, 166, 683-694

988 A bacterial symbiont protects honey bees from fungal disease. 7

Massively parallel single-cell genome sequencing enables high-resolution analysis of soil and
marine microbiome.

986  ICEs are the main reservoirs of the ciprofloxacin-modifying crpP gene in Pseudomonas aeruginosa. 2

Broad geographical and ecological diversity from similar genomic toolkits in the ascomycete genus
Tetracladium.

Whole genome comparisons of ergot fungi reveals the divergence and evolution of species within
984 the genus Claviceps are the result of varying mechanisms driving genome evolution and host range 1
expansion.

Integration of machine learning and pan-genomics expands the biosynthetic landscape of RiPP
natural products.

A large accessory genome, high recombination rates, and selection of secondary metabolite genes
982  help maintain global distribution and broad host range of the fungal plant pathogen Claviceps 1
purpurea.

Large scale metagenome assembly reveals novel animal-associated microbial genomes,
biosynthetic gene clusters, and other genetic diversity.

980  Co-Occurrence of Enzyme Domains Guides the Discovery of an Oxazolone Synthetase. 4

Ranking microbial metabolomic and genomic links in the NPLinker framework using

complementary scoring functions.




CITATION REPORT

ot Genomic and chemical diversity of Bacillus subtilis secondary metabolites against plant pathogenic 5
fungi.

Discovery and biosynthesis of clostyrylpyrones from the obligate anaerobe Clostridium roseum.

976  BiG-SLiCE: A Highly Scalable Tool Maps the Diversity of 1.2 Million Biosynthetic Gene Clusters. 6

Identification of trans-AT polyketide clusters in two marine bacteria reveals cryptic similarities
between distinct symbiosis Factors.

Phylogenetic analysis of the salinipostin Ebutyrolactone gene cluster uncovers new potential for
974 bacterial signaling-molecule diversity.

Phylogenetic distribution of secondary metabolites in the Bacillus subtilis species complex.

cblaster: a remote search tool for rapid identification and visualisation of homologous gene
972 clusters. 4

clinker & clustermap.js: Automatic generation of gene cluster comparison figures.

Human reference gut microbiome comprising 5,414 prokaryotic species, including newly assembled
970 genomes from under-represented Asian metagenomes.

Long read metagenomics, the next step?.

Sweet and magnetic: Succession and CAZyme expression of marine bacterial communities

968 encountering a mix of alginate and pectin particles.

Comparative genomics provides insight into the function of broad-host range sponge symbionts.

BiG-MAP: an automated pipeline to profile metabolic gene cluster abundance and expression in

966 microbiomes. 4

Vertical inheritance governs biosynthetic gene cluster evolution and chemical diversification.

964 Streptomyces endophytes promote the growth of Arabidopsis thaliana. 3

Assembly methods for nanopore-based metagenomic sequencing: a comparative study.

Horizontal gene transfer to a defensive symbiont with a reduced genome amongst a multipartite

962 beetle microbiome.

Pangenome Analysis of Enterobacteria Reveals Richness of Secondary Metabolite Gene Clusters

and their Associated Gene Sets.

66



960

958

956

954

2%

25Ie

948

946

944

Pan-genome analysis identifies intersecting roles forPseudomonasspecialized metabolites in
potato pathogen inhibition.

Over 50000 metagenomically assembled draft genomes for the human oral microbiome reveal new
taxa.

Cryptic, solo acylhomoserine lactone synthase from predatory myxobacterium suggests beneficial
contribution to prey quorum signaling.

Bacterial lipopolysaccharide induces settlement and metamorphosis in a marine larva.

Global analysis of adenylate-forming enzymes reveals Hactone biosynthesis pathway in
pathogenicNocardia.

Transporter genes in biosynthetic gene clusters predict metabolite characteristics and siderophore
activity. 2020,

Horizontal Gene Transfer to a Defensive Symbiont with a Reduced Genome in a Multipartite Beetle
Microbiome. 2020, 11,

Draft Genome Sequences of Six Type Strains of the Genus. 2020, 9,

Draft Genome Sequences of Five Enterococcus faecium Isolates from Traditional Montenegrin
Brine Cheese. 2020, 9,

Complete Genome Sequence of sp. Strain E222, a Bacterial Symbiont of an Fungal Endophyte of
Ryegrass. 2020, 9,

Draft Genome Sequence of sp. Strain H7-4, Isolated from Deep-Sea Sediments of the Shikoku Basin.

2020, 9,

Genome Sequence of Oxalobacter formigenes Strain SSYG-15. 2019, 8,

Draft Genome Sequences of Two Polycyclic Tetramate Macrolactam Producers, sp. Strains JV180
and SP18CM02. 2020, 9,

Draft Genome Sequence of sp. Strain C10, a Producer of Brartemicin, Isolated from a Mud Dauber
Wasp Nest in Nepal. 2019, 8,

Draft Genome Sequence of a Granaticin-Producing Strain of Streptomyces parvus Isolated from a
Roman Tomb in the Necropolis of Carmona, Spain. 2019, 8,

Elucidating the Diversity and Potential Function of Nonribosomal Peptide and Polyketide
Biosynthetic Gene Clusters in the Root Microbiome. 2020, 5,

Expansion of RiPP biosynthetic space through integration of pan-genomics and machine learning
uncovers a novel class of lanthipeptides. 2020, 18, e3001026

Metabolomic study of marine Streptomyces sp.: Secondary metabolites and the production of

potential anticancer compounds. 2020, 15, 0244385

24




CITATION REPORT

BrevicidineB, a New Member of the Brevicidine Family, Displays an Extended Target Specificity.
942 2021,12, 693117 5

The Isolation of a Novel Streptomyces sp. CJ13 from a Traditional Irish Folk Medicine Alkaline
Grassland Soil that Inhibits Multiresistant Pathogens and Yeasts. 2021, 11, 173

Anti-Inflammatory, Antioxidant, and Wound-Healing Properties of Cyanobacteria from Thermal
94° " Mud of Balaruc-Les-Bains, France: A Multi-Approach Study. 2020, 11, 9

SeMPI 2.0-A Web Server for PKS and NRPS Predictions Combined with Metabolite Screening in
Natural Product Databases. 2020, 11,

3 Complete Genome Sequence of Ovine subsp. Strain JI1I-386 (MAP-S/type llI) and Its Comparison to
93 MAP-S/type |, MAP-C, and Complex Genomes. 2020, 9, 4

SYN-View: A Phylogeny-Based Synteny Exploration Tool for the Identification of Gene Clusters
Linked to Antibiotic Resistance. 2020, 26,

6 Assessment of the Contribution of Antagonistic Secondary Metabolites to the Antifungal and
93% " Bjocontrol Activities of NBC275. 2020, 36, 491-496 3

Draft genome of strain 8N4 provides insights into the potential role of this species in its plant host.
2020, 8, 8822

934 Draft genomes of non-nitrogen-fixing strains. 2021, 9, 68-75 o)

Full Issue PDF. 2021, 34, 575-718

932  Fulllssue PDF. 2021, 34, 720-877

Biotechnological and industrial applications of Streptomyces metabolites. 2022, 16, 244

o The Genomic and Transcriptomic Analyses of , a Rare Edible Fungus in the Qinghai-Tibet Plateau,
93 Provide Insights into the Taxonomy Placement and Fruiting Body Formation. 2021, 7,

sp. nov., novel actinobacteria isolated from pine forest soil in Poland. 2021, 71,

Improving the performance of machine learning models for biotechnology: The quest for deus ex

928 achina. 2021, 53, 107858

Revealing the potential of PVN-1 for plant beneficial attributes by genome sequencing and
analysis. 2021, 11, 473

Xylarins A-D, Two Pairs of Diastereoisomeric Isoindoline Alkaloids from the Endolichenic Fungus sp.

926 5021, 23, 7751-7754

Synthetic Natural Product Inspired Cyclic Peptides. 2021, 16, 2604-2611

68



(2021-2021)

Genome analysis of alginate synthesizing Pseudomonas aeruginosa strain SW1 isolated from
924 degraded seaweeds. 2021, 114, 2205-2217

Comprehensive Comparative Genomics and Phenotyping of Species. 2021, 12, 740610

Ice nucleation in a Gram-positive bacterium isolated from precipitation depends on a polyketide

922 synthase and non-ribosomal peptide synthetase. 2021,

Comparative Genomics and Transcriptomics Depict Marine Algicolous Arthrinium Species as
Endosymbionts That Help Regulate Oxidative Stress in Brown Algae. 2021, 8,

IMA Genome - F15 : Draft genome assembly of Fusarium pilosicola, Meredithiella fracta, Niebla

920 homalea,[lPyrenophora teres hybridWAC10721, and Teratosphaeria viscida. 2021, 12, 30

Roseitranquillus sediminis gen. nov., sp. nov. a novel genus and species of the family
Rhodobacteraceae, isolated from sediment of an Arctic fjord. 2021, 114, 2147-2162

Annotating unknown species of urban microorganisms on a global scale unveils novel functional

918 diversity and local environment association. 2021, 207, 112183

The Discovery and Biosynthesis of Nicotinic Myxochelins from an sp. SDU34. 2021, 84, 2744-2748

Description and genome analysis of Microvirga antarctica sp. nov., a novel pink-pigmented

916 psychrotolerant bacterium isolated from Antarctic soil. 2021, 114, 2219-2228

Nesterenkonia sedimenti sp. nov., isolated from marine sediment. 2021, 203, 6287-6293

, Haloferax litoreum sp. nov., Haloferax marinisediminis sp. nov., and Haloferax marinum sp. nov.,
914 |ow salt-tolerant haloarchaea isolated from seawater and sediment. 2021, 114, 2065-2082

Nerpa: A Tool for Discovering Biosynthetic Gene Clusters of Bacterial Nonribosomal Peptides. 2021
il

Microcella flavibacter sp. nov., isolated from marine sediment, and reclassification of
912  Chryseoglobus frigidaquae, Chryseoglobus indicus, and Yonghaparkia alkaliphila as Microcella fe)
frigidaquae comb.lhov., Microcella indica nom. nov., and Microcella alkalica nom. nov. 2021, 114, 2133-2145

sp. nov., a carboxymethyl cellulose-hydrolysing bacterium isolated from coastal water. 2021, 71,

Produces Piscibactin and Amphibactin and Both Siderophores Contribute Significantly to Virulence

910 for Clams. 2021, 11, 750567

Adaptation to Endophytic Lifestyle Through Genome Reduction by sp. SUK42. 2021, 9, 740722

Evaluating the Distribution of Bacterial Natural Product Biosynthetic Genes across Lake Huron

998 cediment. 2021, 16, 2623-2631

Transcriptome Comparison of Secondary Metabolite Biosynthesis Genes Expressed in Cultured and

Lichenized Conditions of Cladonia rangiferina. 2021, 13, 529




CITATION REPORT

Genomic adaptation in the CAZyome and specialised metabolism of the plant-associated

906 Streptomyces violaceusniger clade.

Depside and Depsidone Synthesis in Lichenized Fungi Comes into Focus through a Genome-Wide
Comparison of the Olivetoric Acid and Physodic Acid Chemotypes of. 2021, 11,

904 Music of metagenomics-a review of its applications, analysis pipeline, and associated tools. 2021, 1 fe)

The Bioinformatics Virtual Coordination Network: An Open-Source and Interactive Learning
Environment. 2021, 6,

9o2 Genome Sequence Resource of Burkholderia glumae UAPB13.

ThpacC Acts as a Positive Regulator of Homodimericin A Biosynthesis and Antifungal Activities of
3.9236.2021, 69, 12695-12704

Molecular basis of a bacterial-amphibian symbiosis revealed by comparative genomics, modeling,

999 and functional testing. 2021,

sp. nov., isolated from marine sediment sand. 2021, 71,

The Predatory Myxobacterium gen. nov. sp. nov. Showed Antifungal Activity and Bacteriolytic

898 Property against Phytopathogens. 2021, 9,

Transcriptomics Reveals the Putative Mycoparasitic Strategy of the Mushroom on Species of the
Mushroom Genus. 2021, 6, e0054421

Type S Non Ribosomal Peptide Synthetases for the rapid generation of tailor-made peptide

896 libraries.

Genome sequence data of L-17. 2021, 39, 107505

3 A supervised fingerprint-based strategy to connect natural product mass spectrometry
94 fragmentation data to their biosynthetic gene clusters.

Charting the complexity of the activated sludge microbiome through a hybrid sequencing strategy.
2021, 9, 205

3 Genomic Features and Molecular Function of a Novel Stress-Tolerant Strain Isolated from an
92 Extreme Environment. 2021, 10,

Metagenomic Sequencing of Multiple Soil Horizons and Sites in Close Vicinity Revealed Novel

Secondary Metabolite Diversity. 2021, 6, e0101821

Bacillus velezensis T149-19 and Bacillus safensis T052-76 as Potential Biocontrol Agents against

890 Foot Rot Disease in Sweet Potato. 2021, 11, 1046

Genome assisted probiotic characterization and application of Bacillus velezensis ZBG17 as an

alternative to antibiotic growth promoters in broiler chickens. 2021, 113, 4061-4074

70



888

886

880

878

876

874

872

Saccharopolyspora karakumensis sp. nov., Saccharopolyspora elongata sp. nov., Saccharopolyspora
aridisoli sp. nov., Saccharopolyspora terrae sp. nov. and their biotechnological potential revealed by
genome analysis. 2021, 44, 126270

A metabolomic study of vegetative incompatibility in Cryphonectria parasitica. 2021, 157, 103633

Molecular identification of Klebsiella pneumoniae and expression of immune genes in infected
spotted gar Lepisosteus oculatus. 2021, 119, 220-230

Whole Genome Sequence of Strain SMR5, Shown to Promote Growth in its Diatom Host. 2019, 7, 60-63

NeuRiPP: Neural network identification of RiPP precursor peptides.

Genome rearrangements and megaplasmid loss in the filamentous bacteriumKitasatospora
viridifaciensare associated with protoplast formation and regeneration.

sp. nov. and sp. nov., two novel with antimicrobial activity isolated from lake sediment. 2019, 71,

Comprehensive genome data analysis establishes a triple whammy of carbapenemases, ICEs and
multiple clinically-relevant bacteria.

gen. nov. sp. nov., a member of the fFamily with alginate-degradation activity, isolated from marine
alga. 2019, 71,

sp. nov., a carotenoid and flexirubin-type pigment producing species isolated from flooded paddy
field. 2019, 71,

sp. nov., isolated from humic soil on bird’s nest fern (L.). 2019, 71,

Description of sp. nov., a cold-adapted bacterium isolated from Arctic soil. 2019, 71,

Discovery of a polybrominated aromatic secondary metabolite from a planctomycete points at an
ambivalent interaction with its macroalgae host.

Complete Genome Sequence of Enterococcus faecalis Strain SGAir0397, Isolated from a Tropical Air
Sample Collected in Singapore. 2019, 8,

Draft Genome Sequence of Teicoplanin-Producing Strain Actinoplanes teichomyceticus CPCC
203265. 2019, 8,

Draft Genome Sequence of Vibrio cyclitrophicus NCT10V, Cultivated from the Microbiome of a
Marine Copepod. 2019, 8,

Genome Sequence of sp. UKPF54, a Plant Growth-Promoting Rhizobacterial Strain with
NO-Mitigating Abilities, Isolated from Paddy Soil. 2020, 9,

Commensal oralRothia mucilaginosaproduces enterobactin [ metal chelating siderophore.

71



CITATION REPORT

870 gen.nov.,, sp. nov., isolated from soil in Fildes Peninsula, Antarctica. 2020, 70, 1861-1867 1

Draft Genome Sequences of Four Microcystis aeruginosa Strains (NIES-3787, NIES-3804, NIES-3806,
and NIES-3807) Isolated from Lake Kasumigaura, Japan. 2020, 9,

868 Shared PKS modules in biosynthesis of synergistic laxaphycins.

Genome Assembly of Azotobacter chroococcum Strain W5, a Free-Living Diazotroph Isolated from
India. 2020, 9,

866 Chemical, Bioactivity, and Biosynthetic Screening of Epiphytic Fungus. 2020, 25, o)

Assessing biosynthetic gene cluster diversity in a multipartite nutritional symbiosis between
herbivorous turtle ants and conserved gut symbionts.

Iron-meditated fungal starvation by lupine rhizosphere-associated and extremotolerant

864 Streptomyces sp. S29 desferrioxamine production.

Transporter genes in biosynthetic gene clusters predict metabolite characteristics and siderophore
activity.

Elucidating the diversity and potential function of nonribosomal peptide and polyketide

862 biosynthetic gene clusters in the root microbiome.

Isolation and characterization of Streptomyces bacteriophages and Streptomyces strains encoding
biosynthetic arsenals: Streptomyces strains and phages for antibiotic discovery.

Characteristics of Genome of Bacillus velezensis ONU 553 Strain Isolated from the Bottom

860 Sediments of the Black Sea. 2020, 82, 14-21

Draft Genome Sequences of Two Strains, MZ03-37 and MZ03-48, Isolated from Lava Tube
Speleothems. 2020, 9,

858  Bioinformatic and Reactivity-Based Discovery of Linaridins.

Comparative genomics analyses of lifestyle transitions at the origin of an invasive fungal pathogen
in the genus Cryphonectria.

A haplotype-phased genome of wheat stripe rust pathogen Puccinia striiformis f. sp. tritici, race
PST-130 from the Western USA.

gen. nov., sp. nov., a bacterium in the family isolated from seawater. 2020, 70, 4562-4568

3 Bacterial-like nonribosomal peptide synthetases produce cyclopeptides in the zygomycetous
54 fungusMortierella alpina.

Mutanofactin promotes bacterial adhesion and biofilm formation of cariogenic Streptococcus

mutans.

72



Draft Genome Sequence of sp. Strain WMMC(C2535, a Marine Ascidian-Associated Bacterium. 2020,
9,

Opfi: A Python package for identifying gene clusters in large genomics and metagenomics data
sets.. 2021, 6,

Infection Process and Genome Assembly Provide Insights into the Pathogenic Mechanism of
Destructive Mycoparasite with Host Specificity. 2021, 7,

Identification, Characterization and Synthesis of Natural Parasitic Cysteine Protease Inhibitors [
More Potent Falcitidin Analogs.

Activation and Identification of a Griseusin Cluster in sp. CA-256286 by Employing Transcriptional
Regulators and Multi-Omics Methods. 2021, 26,

Characterization and Antimicrobial Studies of Iturin-Like and Bogorol-Like Lipopeptides From spp.
Strains GI9 and SKDU10. 2021, 12, 729026

846 Resistance-guided mining of bacterial genotoxins defines a family of DNA glycosylases.

A Multidisciplinary Approach to Unraveling the Natural Product Biosynthetic Potential of a Strain
Collection Isolated from Leaf-Cutting Ants. 2021, 9,

3 A non-reactive natural product precursor of the duocarmycin family has potent and selective
44 antimalarial activity. 2021,

Complete Genome Analysis of Undecylprodigiosin Pigment Biosynthesizing Marine Species
Displaying Potential Bioactive Applications. 2021, 9,

Interaction Between Transcribing RNA Polymerase and Topoisomerase | Prevents R-loop Formation
in E. coli.

HERMES: a molecular-formula-oriented method to target the metabolome. 2021, 18, 1370-1376

M etagenomic insights into the microbial communities of inert and oligotrophic outdoor pier
surfaces of a coastal city. 2021, 9, 213

Top-down synthetic biology approach for titer improvement of clinically important antibiotic
daptomycin in Streptomyces roseosporus. 2021, 69, 40-49

The microbiome of a shell mound: ancient anthropogenic waste as a source of Streptomyces
degrading recalcitrant polysaccharides. 2021, 37, 210

Complete Genome Sequence of Two Deep-Sea Isolates from Madeira Archipelago and Evaluation
of Their Biosynthetic Potential. 2021, 19,

Metabologenomics approach to the discovery of novel compounds from sp. GMR22 as
anti-SARS-CoV-2 drugs. 2021, 7, e08308

Sesbanimide R, a novel cytotoxic polyketide produced by magnetotactic bacteria.

73



CITATION REPORT

3 Understanding Thioamitide Biosynthesis Using Pathway Engineering and Untargeted
34 Metabolomics.

Genomics- and Metabolomics-Based Investigation of the Deep-Sea Sediment-Derived Yeast,
50-3-19/20B. 2020, 19,

832  Exometabolite Dynamics over Stationary Phase Reveal Strain-Specific Responses. 2020, 5, 1

Dynamics of the compartmentalized Streptomyces chromosome during metabolic differentiation.

Metabolic potential of uncultured Antarctic soil bacteria revealed through long-read metagenomic
sequencing.

Genome-based classification of gen. nov., sp. nov., isolated from a hot spring in Turkey, with
reclassification of as comb. nov. and as comb. nov. 2020, 70, 6418-6427

Metagenome-Assembled Genome Sequence of Dolichospermum circinale Strain Clear-D4,

828 Assembled from a Harmful Cyanobacterial Bloom Enrichment Culture. 2020, 9,

Vagococcus fluvialis isolation and sequencing from urine of healthy cattle. 2021, 11,

Angucycline-like Aromatic Polyketide from a Novel Species Reveals Freshwater Snail as

826 Underexplored Reservoir for Antibiotic-Producing Actinomycetes. 2020, 10,

Genome sequence of A7, a marine-derived fungus with antibacterial activity. 2021, 64, 719-733

A novel family of nonribosomal peptides modulate collective behavior in Pseudovibrio bacteria
isolated from marine sponges.

Exometabolites of endospore-forming bacteria of Bacillus genus identified by
genomic-metabolomic profiling. 2020, 92, 154-164

Leaf Bleaching in Rice: A New Disease in Vietnam Caused by Methylobacterium indicum, Its

822 Genomic Characterization and the Development of a Suitable Detection Technique. 2021, 36,

Comparative genomics and proposal of Streptomyces radicis sp. nov., an endophytic actinomycete
from roots of plants in Thailand. 2022, 254, 126889

Polyketide-derived macrobrevins from marine macroalga-associated Bacillus amyloliquefaciens as

820 promising antibacterial agents against pathogens causing nosocomial infections. 2022, 193, 112983 4

Whole genome sequencing of an edible and medicinal mushroom, Russula griseocarnosa, and its
association with mycorrhizal characteristics. 2022, 808, 145996

818 Mining Natural Product Biosynthesis in Eukaryotic Algae. 2020, 18, 3

Engineering Natural Product Biosynthetic Pathways to Produce Commodity and Specialty

Chemicals. 2020, 352-376

74



(2021-2020)

816 BioinformaticsThe Power of Integrated Platforms for Omics Mining. 2020, 211-221

In silico detection tools to identify fungal secondary metabolites and their biosynthetic gene
clusters. 2020, 23-35

A genomic view of trophic and metabolic diversity in clade-specific Lamellodysidea sponge
microbiomes.

Isolation and genome sequencing of 14 Spongia sp. bacterial associates expands the taxonomic and
functional breadth of the cultivatable marine sponge microbiome.

812  sp.nov.,, astarch-degrading bacterium isolated from marine sediment. 2020, 70, 2008-2015 o)

From iron to antibiotics: Identification of conserved bacterial-fungal interactions across diverse
partners.

Investigation of a night soil compost psychrotrophic bacterium Glutamicibacter arilaitensis LJH19

810 for its safety, efficient hydrolytic and plant growth-promoting potential.

Bactericidal Effect of sp. nov., a Novel Species Against Reduces Disease Severity of Bacterial Leaf
Streak of Rice. 2021, 12, 759536

Genomic Insights Into New Species of the Genus Reveals Potential for New Osmoadaptative

808 Strategies in Halophilic Archaea. 2021, 12, 751746

Mining of Cyanobacterial Genomes Indicates Natural Product Biosynthetic Gene Clusters Located in
Conjugative Plasmids. 2021, 12, 684565

In Silico/In Vitro Strategies Leading to the Discovery of New Nonribosomal Peptide and Polyketide

806 Antibiotics Active against Human Pathogens. 2021, 9, 3

Metaproteomics reveals insights into microbial structure, interactions, and dynamic regulation in
defined communities as they respond to environmental disturbance. 2021, 21, 308

Down in the pond: Isolation and characterization of a new Serratia marcescens strain (LVF3) from

804 the surface water near frog’s lettuce (Groenlandia densa). 2021, 16, e0259673

Heterologous production of a cyanobacterial bacteriocin with potent antibacterial activity. 2021, 3, 281-281

Artificial intelligence-guided discovery of anticancer lead compounds from plants and associated

802 microorganisms. 2021, 3

Proteome and strain analysis of cyanobacterium "Phormidium alkaliphilum" reveals traits for
success in biotechnology. 2021, 24, 103405

High-quality genome assembly and annotation resource of Botryosphaeria dothidea strain

8oo BDLA16-7, causing trunk canker disease on Chinese hickory. 2021,

Re-classification of strains and mining secondary metabolite biosynthetic gene clusters. 2021, 24, 103410

75



CITATION REPORT

3 Bacterial marginolactones trigger formation of algal gloeocapsoids, protective aggregates on the
79 verge of multicellularity. 2021, 118,

Properties of sp. nov., a Kind of Novel Phosphate-Solubilizing Actinobacteria Inhabited in the
Desert Biological Soil Crusts. 2021, 12, 742798

796  Mapping the catalytic conformations of an assembly-line polyketide synthase module. 2021, 374, 729-734 8

Comparative whole-genome approach to identify traits underlying microbial interactions.

Production of diverse beauveriolide analogs in closely related fungi: a rare case of fungal
794 chemodiversity.

Twists and turns of the salicylate catabolism in Aspergillus terreus.

Distribution of Epsilon-Polylysine Synthetases in Coryneform Bacteria Isolated from Cheese and
792 Human Skin.

CRISPR-Based Transcriptional Activation Tool for Silent Genes in Filamentous Fungi.

790 Genomics-accelerated discovery of diverse fungicidal bacteria.

Metagenomics and quantitative stable isotope probing offer insights into metabolism of polycyclic
aromatic hydrocarbons degraders in chronically polluted seawater.

788  Aquisphaera. 1-7

sp. nov., an endogenous actinomycete isolated from. 2020, 70, 4883-4889

sp. nov., a N-fixing bacterium isolated from forest soil and emendation of the genus and the species

798 and. 2020, 70, 5312-5318

sp. nov., isolated from a Yellow River sediment sample. 2020, 70, 5693-5700

3 One pathway, two cyclic pentapeptides: heterologous expression of BE-18257 A-C and
754 pentaminomycins A-E fromStreptomyces cacaoiCA-170360.

Convergent evolution of Streptomyces protease inhibitors involving a tRNA-mediated
condensation-minus NRPS.

782 Metabolomic investigation of the pseudouridimycin producer, a prolific streptomycete.

Characterization and Engineering ofStreptomyces griseofuscusDSM 40191 as a Potential Host for

Heterologous Expression of Biosynthetic Gene Clusters.




Single-colony sequencing reveals phylosymbiosis, co-phylogeny, and horizontal gene transfer

780 between the cyanobacterium Microcystis and its microbiome.

Automatic reconstruction of metabolic pathways from identified biosynthetic gene clusters.

3 Draft Genome Sequence of the Toxic Freshwater Microcystis aeruginosa Strain PMC 728.11
77 (Cyanobacteria, Chroococcales). 2020, 9,

A haplotype-phased genome of wheat stripe rust pathogen Puccinia striiformis F. sp. tritici, race
PST-130 from the Western USA. 2020, 15, e0238611

776  Full Issue PDF. 2021, 5, 249-366

Biocontrol applications of microbial metabolites. 2022, 181-216

Developing fungal heterologous expression platforms to explore and improve the production of
774 natural products from fungal biodiversity. 2021, 54, 107866

Full Issue PDF. 2021, 34, 990-1092

772 Genome and Analysis of the Probiotic Properties of a Bacterial Endophyte, Strain MHSD3. 2021, 12, 672149 o

sp. nov., isolated from the root of in north-west PR China. 2021, 71,

770  sp.nov., isolated from tidal mudfFlat. 2021, 71, 0

Bioinformatics-Guided Expansion and Discovery of Graspetides. 2021,

Actinomadura graeca sp. nov.: A novel producer of the macrocyclic antibiotic zelkovamycin. 2021,
16, 0260413

Genomic Organization of Streptomyces flavotricini NGL1 and Streptomyces erythrochromogenes
HMS4 Reveals Differential Plant Beneficial Attributes and Laccase Production Capabilities. 2021, 1

766  gen.nov., sp. nov., an algicidal bacterium against the ichthyotoxic dinoflagellate. 2021, 71, o)

Isolation and characterization of tick-borne Roseomonas haemaphysalidis sp. nov. and
rodent-borne Roseomonas marmotae sp. nov. 2021, 1

764  Polycyclic Tetramate Macrolactams-A Group of Natural Bioactive Metallophores. 2021, 9, 772858 o)

Rausuquinone, a non-glycosylated pluramycin-class antibiotic from Rhodococcus. 2021,

77



CITATION REPORT

Genome analysis suggests the bacterial family Acetobacteraceae is a source of undiscovered

762 specialized metabolites. 2021, 1

Comparative genomics of species from terrestrial and marine habitats.. 2021, 2, 100087

760  sp.nov., isolated from Arctic tundra soil, and emended descriptions of , and. 2021, 71, 2

sp. nov. and sp. nov., isolated from soil. 2021, 71,

758  sp.nov. a novel species on the borderline of the genus. 2021, 71, o)

Metagenomic sequencing-driven multidisciplinary approaches to shed light on the untapped
microbial natural products. 2021,

6 Deep-BGCpred: A unified deep learning genome-mining framework for biosynthetic gene cluster
75 prediction.

Pan-genome analysis identifies intersecting roles for specialized metabolites in potato pathogen
inhibition. 2021, 10,

Long-read metagenomics of soil communities reveals phylum-specific secondary metabolite
754 dynamics. 2021, 4, 1302

Whokaryote: distinguishing eukaryotic and prokaryotic contigs in metagenomes based on gene
structure.

) Ecological generalism drives hyperdiversity of secondary metabolite gene clusters in xylarialean
75 endophytes. 2021, 3

Qomparative genomics and pangenomics of vancomycin resistant and susceptible Enterococcus
faecium from Irish hospitals across 20 yearsl

o Genome-Guided Discovery of Natural Products through Multiplexed Low-Coverage Whole-Genome
75 Sequencing of Soil Actinomycetes on Oxford Nanopore Flongle. 2021, e0102021

sp. strain UY79, isolated from a root nodule of , displays a broad spectrum of antifungal activity.
2021, AEM0164521

3 Acremopeptaibols A-F, 16-Residue Peptaibols from the Sponge-Derived sp. IMB18-086 Cultivated
74°  with Heat-Killed. 2021, 84, 2990-3000 4

In Silico Analysis of PKS and NRPS Gene Clusters in Arisostatin- and Kosinostatin-Producers and
Description of sp. nov.. 2021, 10,

6 Synthaser: a CD-Search enabled Python toolkit for analysing domain architecture of fungal
74 secondary metabolite megasynth(et)ases. 2021, 8, 13

Draft Genome Sequence of Fusarium equiseti K3, a Fungal Species Isolated from

Hexachlorocyclohexane-Contaminated Soil. 2021, 10, e0088521




(2022-2021)

Lentzeacins A-E, New Bacterial-Derived 2,5- and 2,6-Disubstituted Pyrazines from a BGC-Rich Soil
744 Bacterium sp. GA3-008. 2021, 26,

Conservation of griseofulvin genes in the gsf gene cluster among fungal genomes. 2021,

Toward the Heterologous Biosynthesis of Plant Natural Products: Gene Discovery and
742 Characterization. 2021, 10, 2784-2795

Differences at Species Level and in Repertoires of Secondary Metabolite Biosynthetic Gene

Clusters among Streptomyces coelicolor A3(2) and Type Strains of S. coelicolor and Its Taxonomic
Neighbors. 2021, 1, 573-585

Transcriptional profiles of a foliar fungal endophyte (Pestalotiopsis, Ascomycota) and its
740 endohyphal bacterium (Luteibacter, Gammaproteobacteria) in co-culture support sulfur exchange o)
and growth regulation.

Vertical Inheritance Facilitates Interspecies Diversification in Biosynthetic Gene Clusters and

Specialized Metabolites. 2021, e0270021

738  Enemy or ally: a genomic approach to elucidate the lifestyle of Phyllosticta citrichinaensis. fe)

MBSA-MJ1 Increases Shoot Growth and Tissue Nutrient Concentration in Containerized

Ornamentals Grown Under Low-Nutrient Conditions.. 2021, 12, 788198

A Meta-Omics Analysis Unveils the Shift in Microbial Community Structures and Metabolomics
736  Profiles in Mangrove Sediments Treated with a Selective Actinobacterial Isolation Procedure. 2021, 1
26,

Isolation, Whole-Genome Sequencing, and Annotation of Three Unclassified Antibiotic-Producing
Bacteria, Enterobacter sp. Strain RIT 637, Pseudomonas sp. Strain RIT 778, and sp. Strain RIT 780.
2021, 10, e0086321

734  Invitro interaction network of a synthetic gut bacterial community. 2021, 5

Discovery of an Antarctic Ascidian-Associated Uncultivated with Antimelanoma Palmerolide
Biosynthetic Potential. 2021, e0075921

Evolutionary transition to the ectomycorrhizal habit in the genomes of a hyper-diverse lineage of
732 mushroom-forming fungi. 2021,

Aerobiology from an Inactive Pyrite Mine: the Genome Sequence of the Airborne sp. Strain L5B5.
2021, 10, 0102921

730  Full Issue PDF. 2021, 5, 368-472

Kaistella soli sp. nov., isolated from oil-contaminated experimental soil.. 2022, 204, 118

Paenibacillus piscarius sp. nov., a novel nitrogen-fixing species isolated from the gut of the armored

728 catfish Parotocinclus maculicauda.. 2022, 115, 155-165

Sandacrabins - Structurally Unique Antiviral RNA Polymerase Inhibitors from a Rare

Myxobacterium.. 2022, e202104484

79



726

724

722

720

718

716

714

712

710

CITATION REPORT

Bacillimidazoles A-F, Imidazolium-Containing Compounds Isolated from a Marine .. 2022, 20, 1

Gene cluster from plant to microbes: Their role in genome architecture, organism’s development,
specialized metabolism and drug discovery. 2021, 193, 1-1

Metagenomic features of traditional fermented milk products. 2022, 155, 112945 1

Screening Strategies for Biosurfactant Discovery. 2021,

Discovery of Argyrin-Producing Archangium gephyra MEHO_001 and Identification of Its Argyrin
Biosynthetic Genes. 2021,

Applications of Microbial Fermentation to Food Products, Chemicals and Pharmaceuticals. 2021, 173-577

Comparative Genomic Analysis of () Strains Isolated From the Mariana Trench: Insights Into the
Metabolic Potentials and Biogeochemical Functions.. 2021, 12, 770370

sp. nov., derived from a human genito-urinary lesion. 2021, 71,

A candidate gene cluster for the bioactive natural product gyrophoric acid in lichen-forming fungi. 2

Arthrobacter wenxiniae sp. nov., a novel plant growth-promoting rhizobacteria species harbouring
a carotenoids biosynthetic gene cluster.. 2022, 115, 353

Role is in the eye of the beholder - the multiple functions of the antibacterial compound
tropodithietic acid produced by marine Rhodobacteraceae.. 2022,

Marinobacter arenosus sp. nov., a halotolerant bacterium isolated from a tidal flat.. 2022, 204, 155

Biosynthesis of Tasikamides Pathway Coupling and Diazonium-Mediated Hydrazone Formation..
2022,

Advances in Microbiome-Derived Solutions and Methodologies Are Founding a New Era in Skin
Health and Care.. 2022, 11,

A naturally inspired antibiotic to target multidrug-resistant pathogens.. 2022, 17

Biotechnological potential of Kocuria rhizophila PT10 isolated from roots of Panicum turgidum. 1

Nutrient Availability Shifts the Biosynthetic Potential of Soil-Derived Microbial Communities.. 2022,
79, 64

Involvement of the Iron-Regulated Loci and in Biofilm Formation and Survival of Staphylococcus

epidermidis within the Host.. 2022, 0216821

8o



(2022-2022)

Multi-omic characterisation of NRRL 30439: detailed assessment of its secondary metabolic

798 Jotential.. 2022,

Biosynthesis of Calipyridone A Represents a Fungal 2-Pyridone Formation without Ring Expansion
in.. 2022,

706  FJKB0103 Isolated from Rhizosphere Exhibits Anti-Methicillin-Resistant Activity.. 2022, 10, 2

A Highly Contiguous Genome Assembly of Arthrinium puccinoides.. 2022,

704  Characterization of Microorganisms from Larva Frass.. 2022, 10, o

The virulome of in response to cello-oligosaccharide elicitors.. 2022, 8,

Generating lineage-resolved, complete metagenome-assembled genomes from complex microbial

792 communities.. 2022, 3

Comparative genomics of the black rot pathogen pv. and non-pathogenic co-inhabitant from
Trinidad reveal unique pathogenicity determinants and secretion system profiles.. 2022, 9, e12632

Complete Genome Sequencing and Comparative Genomics of Three Potential Probiotic Strains,

799 EBL6, FBL7, and FBLS.. 2021, 12, 794315 3

Biosynthetic Gene Cluster Analysis in Actinobacterial Genus Streptomyces. 2022, 247-262

ICEO, a biological ontology for representing and analyzing bacterial integrative and conjugative

698
elements.. 2022, 9, 11

Corallococcus silvisoli sp. nov., a novel myxobacterium isolated from subtropical forest soil.. 2022,

204,141

696 Ribosomally derived lipopeptides containing distinct fatty acyl moieties.. 2022, 119, 4

Toxoflavin secreted by Pseudomonas alcaliphila inhibits growth of Legionella pneumophila and its
host Vermamoeba vermiformis.

6 Genome Sequence of Bacillus velezensis P1, a Strain Isolated from a Biofilm Captured on a Pig Farm
94 Building.. 2022, 0121921

Traditional Screening and Genome-Guided Screening of Natural Products from Actinobacteria.
2022, 59-76

Aggregatimonas sangjinii gen. nov., sp. nov., a novel silver nanoparticle synthesizing bacterium

692 belonging to the family Flavobacteriaceae.. 2022, 115, 325

Advances, challenges, and opportunities in DNA sequencing technology. 2022, 31-43

81



CITATION REPORT

6 Paenibacillus arenosi sp. nov., a siderophore-producing bacterium isolated from coastal sediment..
99 2022,204,113

Intake of Bifidobacterium lactis Probio-M8 fermented milk protects against alcoholic liver disease..

2022,

Analysis of secondary metabolite gene clusters and chitin biosynthesis pathways of Monascus

688 purpureus with high production of pigment and citrinin based on whole-genome sequencing.

sp. nov., an endophytic actinobacterium isolated from the root of (L.).. 2022, 72,

Isolation and characterization of Streptomyces bacteriophages and Streptomyces strains encoding

686 biosynthetic arsenals.. 2022, 17, e0262354

Genome insights into the pharmaceutical and plant growth promoting features of the novel species
Nocardia alni sp. nov.. 2022, 23, 70

684 Prospect of Metabolic Engineering for Biochemical Production. 2022, 557-573

Habitat Adaptation Drives Speciation of a Species with Distinct Habitats and Disparate Geographic
Origins.. 2022, e0278121

682 Cloning and Heterologous Expression of Natural Products from Actinobacteria. 2022, 135-161 o)

The natural product biosynthesis potential of the microbiomes of Earth - Bioprospecting for novel
anti-microbial agents in the meta-omics era.. 2022, 20, 343-352

680 sp.nov., isolated from Antarctic soil.. 2022, 72, 0

A novel bacteriocin produced by Bifidobacterium longum subsp. infantis has dual antimicrobial and
immunomodulatory activity.

Genome analysis of Pseudomonas sp. 14A reveals metabolic capabilities to support epiphytic
behavior.. 2022, 38, 49

Global analysis of biosynthetic gene clusters reveals conserved and unique natural products in
entomopathogenic nematode-symbiotic bacteria.

Metagenomics revealing molecular profiling of microbial community structure and metabolic
capacity in Bamucuo, Tibet.

Whole-Genome Sequence of Paenibacillus polymyxa Strain SRT9.1, a Promising Plant
Growth-Promoting Bacterium.. 2022, 11, e0109721

6 Mucisphaera calidilacus gen. nov., sp. nov., a novel planctomycete of the class Phycisphaerae
74 isolated in the shallow sea hydrothermal system of the Lipari Islands.. 2022, 115, 407

Mobilization of cryptic antibiotic biosynthesis loci from human-pathogenic Nocardia.. 2022, 664, 173-197

82



(2022-2022)

Peroxidase-producing actinobacteria from Algerian environments and insights from the genome
sequence of peroxidase-producing Streptomyces sp. S19.. 2022, 1

sp. nov., isolated from soil.. 2022, 72,

670 sp.nov., an endophytic actinomycete isolated from the root of .. 2022, 72, 1

Recently Discovered Secondary Metabolites from Species.. 2022, 27,

668 sp.nov., isolated from Antarctic soil.. 2022, 72, 1

Structures and function of a tailoring oxidase in complex with a nonribosomal peptide synthetase
module.. 2022, 13, 548

666 sp.nov., isolated from marine sediment.. 2022, 72, 0

Biosynthetic potential of the endophytic fungus Helotiales sp. BL73 revealed via compound
identification and genome mining.. 2022, aem0251021

Characterization of pyridomycin B reveals the formation of functional groups in antimycobacterial

664 pyridomycin.. 2022, AEM0203521

Multi-Omics Data Mining: A Novel Tool for BioBrick Design.

662  sp.nov.and sp. nov., new members in the genus .. 2022, 72, 1

Comparative Genome Analysis Reveals Phylogenetic Identity of Bacillus velezensis HNA3 and
Genomic Insights into Its Plant Growth Promotion and Biocontrol Effects.. 2022, e0216921

In vitro and in silico analysis of Brilliant Black degradation by Actinobacteria and a Paraburkholderia

slio sp.. 2022, 114, 110266-110266

Exploration of Diverse Secondary Metabolites From sp. YINM00001, Using Genome Mining and One
Strain Many Compounds Approach.. 2022, 13, 831174

6¢8 gen. nov., sp. nov., a novel actinobacterial strain isolate from a Portuguese solar saltern and
5 proposal of fam. nov. and ord. nov.. 2022, 72,

Endophytic Fungi: Key Insights, Emerging Prospects, and Challenges in Natural Product Drug

Discovery.. 2022, 10,

656 Exploring the roles of microbes in facilitating plant adaptation to climate change.. 2022, 479, 327-335 o)

Phyllosphere-associated microbiota in built environment: Do they have the potential to antagonize

human pathogens?. 2022,

83



CITATION REPORT

6 Lapcin, a potent dual topoisomerase I/1l inhibitor discovered by soil metagenome guided total
54 chemical synthesis.. 2022, 13, 842

Integrated Genomic and Metabolomic Analysis Illuminates Key Secreted Metabolites Produced by
the Novel Endophyte Cal.l.30 Involved in Diverse Biological Control Activities.. 2022, 10,

Co-elicitation of lignocelluloytic enzymatic activities and metabolites production in an co-culture
during lignocellulose fractionation.. 2022, 3, 100108

Targeted isolation of two new anti-inflammatory and UV-A protective dipyrroloquinones from the
sponge-associated fungus Aspergillus tamarii MCCF102.. 2022,

Ecological Interactions of Cyanobacteria and Heterotrophs Enhances the Robustness of
Cyanobacterial Consortium for Carbon Sequestration.. 2022, 13, 780346

A large accessory genome and high recombination rates may influence global distribution and
broad host range of the fungal plant pathogen Claviceps purpurea.. 2022, 17, €0263496

spp. Probiotic Strains as a Potential Tool for Limiting the Use of Antibiotics, and Improving the
Growth and Health of Pigs and Chickens.. 2022, 13, 801827

Bacterial Antagonistic Species of the Pathogenic Genus Isolated from Cooling Tower.. 2022, 10,

646 sp.nov., isolated from an arid soil in Pakistan.. 2022, 72, 0

Draft genome sequence of LAMA 639 and its biotechnological potential.. 2022, 41, 107927

6 Comparative genome analysis, predicted lifestyle and antimicrobial strategies of Lactococcus
44 carnosus and Lactococcus paracarnosus isolated from meat.. 2022, 258, 126982

Efficient heterologous expression of cytochrome P450 enzymes in microorganisms for the
biosynthesis of natural products.. 2022, 1-15

Identification of bacterial populations and Functional mechanisms potentially involved in
biochar-facilitated antagonism of the soilborne pathogen Fusarium oxysoporum.

Genome Sequence of Strain Tok2021, a Soil Actinobacterium Isolated from a Pinus radiata Forest..
2022, e0084421

640 Draft Genome Sequence of Sweet Pepper Fruit Epiphyte-Associated Bacillus cereus HRT7.7.. 2022, e0112521

A chromosomal-level reference genome of the widely utilized Coccidioides posadasii laboratory
strain "Silveira".. 2022,

Complex peptide natural products: Biosynthetic principles, challenges and opportunities for
pathway engineering.. 2022, 7, 631-647

Paracoccusfhandongensis¥p. nov., Isolated from Activated Sludge.. 2021, 79, 8

84



(2022-2021)

Alterigipengyuania abyssalis sp. nov., a Novel Member of the Class Alphaproteobacteria Isolated
from Sponge, and Emended Description of the Genus Alterigipengyuania. 2021, 13, 670 3

Unsaturated Fatty acids and a prenylated tryptophan derivative from a rare actinomycete of the
genus .. 2021, 17, 2939-2949

6 Combined Pan-, Population-, and Phylo-Genomic Analysis of Aspergillus fumigatus Reveals
34 Population Structure and Lineage-Specific Diversity.

Amycolatopsis sp. nov., a Halotolerant Actinobacterium, Produces New Secondary Metabolites..
2021, 12,743116

Genomic and Metabolomic Insights into Secondary Metabolites of the Novel Hil4, an Endophyte
632  with Promising Antagonistic Activity against Gray Mold and Plant Growth Promoting Potential.. 1
2021, 9,

Marker-Free CRISPR-Cas9 Based Genetic Engineering of the Phytopathogenic Fungus,
&lt;i&gt;Penicillium expansuma&lt;/i&gt;.

Amplicon-based and metagenomic approaches provide insights into toxigenic potential in
understudied Atlantic Canadian lakes. 2022, 7, 194-214

Pacificimonas pallium sp. nov., an Isolated Bacterium from the Mantle of Pacific Oyster Crassostrea
gigas in Germany, and Prediction of One-Carbon Metabolism. 2022, 14, 181

Genome-based characterization of a plasmid-associated micrococcin P1 biosynthetic gene cluster

628 and virulence factors in IMDO-S72.. 2021, AEM0208821

Biosynthetic gene cluster profiling predicts the positive association between antagonism and
phylogeny in Bacillus.. 2022, 13, 1023

626 Genome Mining and Analysis of PKS Genes in E1 Isolated from Fuzhuan Brick Tea.. 2022, 8, 0

Characterization of a Cryptic NRPS Gene Cluster in Bacillus velezensis FZB42 Reveals a Discrete
Oxidase Involved in Multithiazole Biosynthesis. 2022, 12, 3371-3381

Sclerotiamides C-H, Notoamides from a Marine Gorgonian-Derived Fungus with Cytotoxic
Activities.. 2022,

Draft Genome Sequence of an Unusual Ectomycorrhizal Fungus, Pseudotulostoma volvatum.. 2022,
11, 0080121

Cross-kingdom metagenomic profiling of Lake Hillier reveals pigment-rich polyextremophiles and
wide-ranging metabolic adaptations.

gen. nov., sp. nov., a member of the family isolated from soil.. 2022, 72,

620 Unveiling the genomic potential of type strains for discovering new natural products.. 2022, 8, o)

Application of Psychrotolerant Antarctic Bacteria and Their Metabolites as Efficient Plant Growth

Promoting Agents.. 2022, 10, 772891




CITATION REPORT

New Report: Genome Mining Untaps the Antibiotics Biosynthetic Gene Cluster of

618 Pseudoalteromonas xiamenensis STKMTI.2 from a Mangrove Soil Sediment.. 2022, 24, 190

Biocontrol properties from phyllospheric bacteria isolated from Solanum lycopersicum and Lactuca
sativa and genome mining of antimicrobial gene clusters.. 2022, 23, 152

Genome Sequencing and Analysis of (Hypocreaceae) Isolates Exhibiting Antagonistic Activity

616 against the Papaya Dieback Pathogen, .. 2022, 8,

Biosynthesis of aurodox, a Type Ill secretion system inhibitor from Streptomyces goldiniensis.

614 System-Level Analysis of Transcriptional and Translational Regulatory Elements in .. 2022, 10, 844200

An inventory of early branch points in microbial phosphonate biosynthesis.. 2022, 8,

612 High-Quality Genome Sequence Resource of Strain LY-HS-1, Causing Scab Disease of Peanut.. 2022, PDIS11212549A

Do lanthanide-dependent microbial metabolisms drive the release of REEs from weathered
granites?.

Identification, Characterization, and Synthesis of Natural Parasitic Cysteine Protease Inhibitors:

610 Pentacitidins Are More Potent Falcitidin Analogues.. 2022,

Machine learning from Pseudomonas aeruginosa transcriptomes identifies independently
modulated sets of genes associated with known transcriptional regulators.. Nucleic Acids Research,
2022,

608 Genomic and Functional Variation of the Chlorophyll -Producing Cyanobacterium .. 2022, 10, 1

Halovirs I-K, antibacterial and cytotoxic lipopeptaibols from the plant pathogenic fungus
Paramyrothecium roridum NRRL 2183.. 2022,

Correlational networking guides the discovery of unclustered lanthipeptide protease-encoding

606 Jenes.. 2022, 13, 1647

Heterologous Expression and Biochemical Analysis Reveal a Schizokinen-Based Siderophore
Pathway in (Cyanobacteria).. 2022, e0237321

604 sp.nov., Isolated from Freshwater of Daechung Reservoir during Bloom.. 2022, 32, 1-10 1

Enemy or ally: a genomic approach to elucidate the lifestyle of Phyllosticta citrichinaensis.. 2022,

Siderophores as an iron source for picocyanobacteria in deep chlorophyll maximum layers of the

602 oligotrophic ocean.. 2022,

Haloarchaea have a high genomic diversity for the biosynthesis of carotenoids of biotechnological

interest.. 2021, 103919

86



(2022-2022)

Black fungi and ants: a genomic comparison of species inhabiting carton nests versus domatia..

600 2022 13,4

Ensifer meliloti L6-AK89, an Effective Inoculant of Medicago lupulina Varieties: Phenotypic and
Deep-Genome Screening. 2022, 12, 766

3 Discovery and Characterization of Marinsedin, a New Class Il Lanthipeptide Derived from Marine
59°  Bacterium F2.. 2022,

Sphingolipid synthesis inhibitor fumonisin B1 causes verticillium wilt in cotton.. 2022,

6 A Secondary Metabolism Pathway Involved in the Production of a Putative Toxin Is Expressed at
59 Early Stage of Infection.. 2022, 13, 818483

Discovery of the non-cosmopolitan lineages in Candidatus Thermoprofundales.. 2022,

Genomic Comparisons of Two Armillaria Species with Different Ecological Behaviors and Their
594 Associated Soil Microbial Communities.. 2022, 1

Genome mining revealed polyhydroxybutyrate biosynthesis by Ramlibacter agri sp. nov., isolated
from agriculture soil in Korea.. 2022, 115, 563

Genome-Mining-Guided Discovery and Characterization of the PKS-NRPS-Hybrid Polyoxyperuin
592 Produced by a Marine-Derived Streptomycete.. 2022,

The genome wide analysis deciphered virulence factors and secondary metabolites of
Chryseobacterium and description of Chryseobacterium indicum sp. nov.

590 Strategies to access biosynthetic novelty in bacterial genomes for drug discovery.. 2022, 1

Non-ribosomal peptide synthetase domain boundary identification and new motifs discovery based
on motif-intermotifs standardized architecture.

Biosynthetic pathways of triterpenoids and strategies to improve their Biosynthetic Efficiency.. -
2022, 1-16

Type S Non Ribosomal Peptide Synthetases for the rapid generation of tailormade peptide
libraries.. 2022,

Whole-Genome Sequencing and Comparative Genomic Analysis of Antimicrobial Producing from
the Rumen.. 2022, 10,

Resistance-Guided Mining of Bacterial Genotoxins Defines a Family of DNA Glycosylases.. 2022, 0329721

3 Structure and biosynthesis of carotenoids produced by a novel Planococcus sp. isolated from South
5°4  Africa.. 2022, 21, 43

Isomaltooligosaccharides utilization and genomic characterization of human infant

anti-inflammatory and strains.. 2022, 12, 89




CITATION REPORT

Activating cryptic biosynthetic gene cluster through a CRISPR-Cas12a-mediated direct cloning

582 approach.. Nucleic Acids Research, 2022,

201 1

Shinella oryzae sp. nov., a novel zearalenone-resistant bacterium isolated from rice paddy soil..
2022, 1

Comparative Genome Analysis of Lactobacillus acidophilus Isolates from Different Ecological

580 Niches.

Shared in planta population and transcriptomic features of nonpathogenic members of endophytic
phyllosphere microbiota.. 2022, 119, e2114460119

3 Cerebral Intraparenchymal Hemorrhage Changes Patients’ Gut Bacteria Composition and Function..
57° 2022, 12, 829491 ©

Transcriptional Profiles of a Foliar Fungal Endophyte (, Ascomycota) and Its Bacterial Symbiont (,)
Reveal Sulfur Exchange and Growth Regulation during Early Phases of Symbiotic Interaction.. 2022, e0009122

6 The Venturia inaequalis effector repertoire is expressed in waves, and is dominated by expanded
57 families with predicted structural similarity to avirulence proteins from other fungi.

sp. nov., a carotenoid-producing bacterium isolated from surface seawater.. 2022, 72,

574  Diversity of for the Production of the Phytotoxic Metabolites (-)-Terremutin and ()-Mellein.. 2022, 8, fe)

Draft Genome Sequences of 6 Actinobacterial Strains Isolated from Rock Surfaces Obtained from
Indian Stone Ruins in Tamil Nadu, India, and Rocks from New England, United States.. 2022, e0002422

Diverse Protein Architectures and BMethylation Patterns Define Split Borosin RiPP Biosynthetic
572 Gene Clusters.. 2022,

Exploration of Chemical Biology Approaches to Facilitate the Discovery and Development of Novel
Antibiotics. 3,

570  Tracking of Diversity and Evolution in the Brown Rot Fungi, , and .. 2022, 13, 854852 1

Single-cell metabolite detection and genomics reveals uncultivated talented producer. 2022, 1,

Draft Genome Sequences of Two Species Associated with Hexachlorocyclohexane (HCH)

568 Degradation Isolated from an HCH-Contaminated Soil.. 2022, e0088621

A comparative whole-genome approach identifies bacterial traits for marine microbial interactions..
2022, 5,276

Emergence of a Multidrug-Resistant Co-Carrying a New Variant and Genes Recovered from a

566 Urinary Tract Infection.. 2022, 15, 1499-1503

Characterization of a rare clinical isolate of A. spinulosporus following a central nervous system

infection.. 2022, 104973

88



(2021-2022)

6 Population genomics of the grapevine pathogen Eutypa lata reveals evidence for population
564 expansion and intraspecific differences in secondary metabolite gene clusters.. 2022, 18, 1010153

Bioprospecting of Ribosomally Synthesized and Post-translationally Modified Peptides Through
Genome Characterization of a Novel Probiotic UTNGt21A Strain: A Promising Natural
Antimicrobials Factory.. 2022, 13, 868025

Comparative metagenomic analysis of biosynthetic diversity across sponge microbiomes highlights

562 metabolic novelty, conservation and diversification.

Antibiotic-producing Micrococcales govern the microbiome that inhabits the fur of two- and
three-toed sloths.

560 The Genome of SC60 Provides Evidence for Its Plant Probiotic Effects.. 2022, 10, o)

Cross-kingdom expression of synthetic genetic elements promotes discovery of metabolites in the
human microbiome.. 2022,

3 Harnessing phosphonate antibiotics argolaphos biosynthesis enables a synthetic biology-based
55 green synthesis of glyphosate.. 2022, 13, 1736

Purification and characterization of antifungal lipopeptide produced by Bacillus velezensis isolated
from raw honey.. 2022, 17, e0266470

6 Recovering metagenome-assembled genomes from shotgun metagenomic sequencing data:
55 Methods, applications, challenges, and opportunities.. 2022, 260, 127023

Marker-free CRISPR-Cas9 based genetic engineering of the phytopathogenic fungus, Penicillium
expansum.. 2022, 160, 103689

Data on genome assembly and annotation of sp. strain CA1 isolated from indigenous diatom found
554 jn whiteleg shrimp pond in Malaysia.. 2022, 42, 108049

Toxoflavin secreted by Pseudomonas alcaliphila inhibits the growth of Legionella pneumophila and
Vermamoeba vermiformis.. 2022, 216, 118328

) Complete genome analysis reveals secondary metabolite biosynthetic capabilities of Streptomyces
552 sp.R527F isolated from the Arctic Ocean.. 2022, 63, 100949

Full Issue PDF.. 2021, 34, 1228-1333

Phenotypic Characterization and Comparative Genomics of the Melanin-Producing Yeast Reveals a
559 Distinct Stress Tolerance Profile and Reduced Ribosomal Genetic Content.. 2021, 7,

Analysis of the Genome of the Heavy Metal Resistant and Hydrocarbon-Degrading Rhizospheric
ZCR6 Strain and Assessment of Its Plant-Growth-Promoting Traits.. 2021, 23,

3 Identification of structurally diverse menaquinone-binding antibiotics with in vivo activity against
54 multidrug-resistant pathogens.. 2021,

Genomic and Metabolomic Analyses of the Marine Fungus : Insights into Saltwater Adaptability

Mechanisms and Its Biosynthetic Potential.. 2021, 8,

89



CITATION REPORT

6 Draft Genome Sequences of Two Strains of Enterococcus lactis Showing High Potential as Cattle
54 Probiotic Supplements. 2021, 10, e0043621

Zooshikella harenae sp. nov., Isolated from Pacific Oyster Crassostrea gigas, and Establishment of
Zooshikella ganghwensis subsp. marina subsp. nov. and Zooshikella ganghwensis subsp.
ganghwensis subsp. nov.. 2021, 13, 641

pan-genome reveals specific functional traits for plant beneficial and pathogenic
544 plant-associations. 2021, 7,

Draft genome sequence of a lipopeptide-producing Bacillus amyloliquefaciens strain isolated from
wheat field soil with antagonistic activity against azole-resistant Fusarium graminearum.. 2021,

Mesorhizobium xinjiangense sp. nov., isolated from rhizosphere soil of Alhagi sparsifolia.. 2021,
542 204,29

sp. nov., a thermophilic bacterium isolated from deep sea sediment in the South China Sea.. 2021,
71,

540 Novel Alkaloids from Marine Actinobacteria: Discovery and Characterization.. 2021, 20, 1

Diverse Protein Architectures and EN-Methylation Patterns Define Split Borosin RiPP Biosynthetic
Gene Clusters.

3 Comprehensive Guide to Extracting and Expressing Fungal Secondary Metabolites with Aspergillus
53 fumigatus as a Case Study.. 2021, 1, e321

Comparative genome characterization of Echinicola marina sp. nov., isolated from deep-sea
sediment provide insight into carotenoid biosynthetic gene cluster evolution.. 2021, 11, 24188

536  Genomics: Chromosomal Diversity and Plasmidome Versatility.. 2021, 12, 789929 1

Genomic, Antimicrobial, and Aphicidal Traits of ATR2, and Its Biocontrol Potential against Ginger
Rhizome Rot Disease Caused by .. 2021, 10,

Williamsia soli sp. nov., an actinobacterium isolated from soil at a thermal power plant in Yantai,
534 China.. 2021, 204, 102

sp. nov., an acid-tolerant actinobacterium isolated from bio-fertilizer of species.. 2021, 71,

532  Pseudaestuariivita rosea sp. nov., isolated from Acmaea sp., a marine mollusk.. 2021, 204, 94 o)

Advances in Biosynthesis of Natural Products from Marine Microorganisms.. 2021, 9,

Genomic Insights into the Distribution and Phylogeny of Glycopeptide Resistance Determinants
539 within the Phylum.. 2021, 10,

Bacillibactin class of siderophore antibiotics from a marine symbiotic Bacillus as promising

antibacterial agents.. 2022, 106, 329-340

90



(2022-2021)

528  sp.nov., with an antibacterial property, isolated from mangrove sediment. 2021, 71, 1

gen. nov., sp. nov. isolated from marine sand.. 2021, 71,

526  sp.nov.and sp. nov., isolated from Jeongbang Waterfall on Jeju Island.. 2021, 71, 2

Bioinformatic and Mechanistic Analysis of the Palmerolide PKS-NRPS Biosynthetic Pathway From
the Microbiome of an Antarctic Ascidian.. 2021, 9, 802574

5 Pharmacological Properties, Volatile Organic Compounds, and Genome Sequences of Bacterial
524 Endophytes from the Mangrove Plant Blume.. 2021, 10,

Fungal Secondary Metabolism. 2022, 2, 1-13

Genome Characteristics Reveal the Biocontrol Potential of Actinobacteria Isolated From Sugarcane

522 Rhizosphere.. 2021, 12, 797889 3

Bhargavaea massiliensis sp. nov. and Dietzia massiliensis sp. nov., Novel Bacteria Species Isolated
from Human Urine Samples in Nigeria.. 2021, 79, 18

=0 Genomic Features and Construction of Streamlined Genome Chassis of Nisin Z Producer N8.. 2021, 5
10,

PLaBAse: A comprehensive web resource for analyzing the plant growth-promoting potential of
plant-associated bacteria.

Three Novel Bacteria Associated with Two Centric Diatom Species from the Mediterranean Sea, and

518 2021, 22, ©

Isolation and Identification of Pentalenolactone Analogs from sp. NRRL S-4. 2021, 26,

516  Anisotopic labeling approach linking natural products with biosynthetic gene clusters.. 2021, fe)

Genome and Metabolome MS-Based Mining of a Marine Strain of .. 2021, 7,

. Single cell genome sequencing of laboratory mouse microbiota improves taxonomic and functional
514 resolution of this model microbial community.

Functional analysis of a gene cluster for putative bacteriocin deduced from the genome sequence
of Aeribacillus pallidus PI8.. 2022,

512 Endophytic Actinomycetes: Secondary Metabolites and Genomic Approaches. 2022, 363-391

Mining for NRPS and PKS Genes in Actinobacteria Using Whole-Genome Sequencing and

Bioinformatic Tools. 2022, 393-410

91



CITATION REPORT

510 Synthetic Biology in Actinomycetes for Natural Product Discovery. 2022, 331-362

Actinobacteria from Marine Environments: A Unique Source of Natural Products. 2022, 1-45

High molecular weight DNA extraction methods lead to high quality filamentous ascomycete

508 fungal genome assemblies using Oxford Nanopore sequencing.. 2022, 8,

A rapid and efficient strategy to identify and recover biosynthetic gene clusters from soil
metagenomes.. 2022, 106, 3293

Streptomyces griseicoloratus sp. nov., isolated from soil in cotton fields in Xinjiang, China.. 2022,

506 504, 254

Lifestyle, mating type and mitochondrial genome features of the plant pathogen Calonectria
hawksworthii (Hypocreales, Nectriaceae) as revealed by genome analyses.

° Comparative Genomic Analysis of the Lettuce Bacterial Leaf Spot Pathogen, pv., to Investigate
504 Race Specificity.. 2022, 13, 840311

Combining in vitro and in vivo screening to identify efficient Pseudomonas biocontrol strains
against the phytopathogenic bacterium Ralstonia solanacearum.. 2022, 11, e1283

Comparative genomics analysis of genus Leuconostoc resolves its taxonomy and elucidates its

502 biotechnological importance. 2022, 104039

In-depth genome analysis of Bacillus sp. BH32, a salt stress-tolerant endophyte obtained from a
halophyte in a semiarid region.. 2022,

500 Nocardia noduli sp. nov., a novel actinobacterium with biotechnological potential.. 2022, 204, 260 1

Single cell genome sequencing of laboratory mouse microbiota improves taxonomic and functional
resolution of this model microbial community.. 2022, 17, 0261795

Qipengyuania pacifica sp. nov., a Novel Carotenoid-Producing Marine Bacterium of the Family
498 Erythrobacteraceae, Isolated from Sponge (Demospongiae), and Antimicrobial Potential of Its 1
Crude Extract. 2022, 14, 295

Genomic and Chemical Decryption of the Bacteroidetes Phylum for Its Potential to Biosynthesize
Natural Products.. 2022, e0247921

6 Genomic insights into the biosynthesis and physiology of the cyanobacterial neurotoxin
49 3-N-methyl-2,3-diaminopropanoic acid (BMAA).. 2022, 113198

Optimization of citrinin production by endophytic Penicillium citrinum isolated from Ziziphus
jujuba.

494 Combinatorial biosynthesis: playing chess with the metabolism.. 2022, 1-20

Evaluation of the Antifungal Activities of and Its Secondary Metabolites against Phytopathogenic ..

2022, 8,

92



(2020-2022)

e sp. nov., exhibiting antimicrobial activity, isolated from mountain soil around a decaying tree.. 2022, L
72,

Great diversity of KS sequences from bat-associated microbiota suggests novel sources of
uncharacterized natural products.. 2022, 3, xtac012

Chryseobacterium tagetis sp. nov., a plant growth promoting bacterium with an antimicrobial
490 activity isolated from the roots of medicinal plant (Tagetes patula).. 2022,

Table_1.doc. 2020,

488 Data_Sheet_1.DOCX. 2020,

Data_Sheet_1.docx. 2020,

486 Table_1.XLSX. 2020,

Table_2.XLSX. 2020,

484 Table_3.XLSX. 2020,

Data_Sheet_1.docx. 2020,

482 Data_Sheet_1.pdFf. 2020,

Data_Sheet_2.xlsx. 2020,

480 Table_1.XLSX. 2020,

Data_Sheet_1.docx. 2020,

478 Data_Sheet_1.PDF. 2020,

Data_Sheet_2.PDF. 2020,

476 Data_Sheet_3.PDF. 2020,

Data_Sheet_4.PDF. 2020,

93



CITATION REPORT

474 Presentation_1.PPT. 2020,

Table_1.XLSX. 2020,

472  Table_2.XLSX. 2020,

Table_1.DOCX. 2020,

470 Image_1.tif. 2020,

Data_Sheet_1.docx. 2020,

468 Presentation_1.PPTX. 2020,

Data_Sheet_1.PDF. 2020,

466  Data_Sheet_1.DOCX. 2020,

Data_Sheet_2.xlsx. 2020,

464 Image_1.PDF. 2020,

Table_1.xlsx. 2020,

462 Table_2.xlsx. 2020,

Data_Sheet_1.FASTA. 2020,

460 Image_1.JPEG. 2021,

Image_2.JPEG. 2021,

458 Data_Sheet_2.FASTA. 2020,

Data_Sheet_3.FASTA. 2020,

94



(2019-2021)

456 Image_3.JPEG. 2021,

Data_Sheet_4.FASTA. 2020,

454 Image_4.JPEG. 2021,

Data_Sheet_5.FASTA. 2020,

452 Image_5.JPEG. 2021,

Data_Sheet_6.PDF. 2020,

450 Image_6.JPEG. 2021,

Data_Sheet_7.PDF. 2020,

448 Table_1.DOCX. 2021,

Table_2.XLSX. 2021,

446 Table_3.XLSX. 2021,

Table_4.XLSX. 2021,

444 Table_5.XLSX. 2021,

Data_Sheet_1.PDF. 2019,

442 Data_Sheet_2.PDF. 2019,

Data_Sheet_3.PDF. 2019,

440 Data_Sheet_4.PDF. 2019,

Data_Sheet_5.PDF. 2019,

95



CITATION REPORT

438 Data_Sheet_6.PDF. 2019,

Table_1.DOCX. 2019,

436 Image_1.tif. 2019,

Image_2.tif. 2019,

434 Table_1.D0CX. 2019,

Table_2.DOCX. 2019,

432 Table_3.DOCX. 2019,

Table_4.DOCX. 2019,

430 Table_5.DOCX. 2019,

Table_6.DOCX. 2019,

428 Presentation_1.pdf. 2020,

Data_Sheet_1.xlsx. 2020,

426 Image_1.TIF. 2020,

Image_2.TIF. 2020,

424 Data_Sheet_1.docx. 2019,

Data_Sheet_1.docx. 2020,

422 Data_Sheet_1.PDF. 2020,

Data_Sheet_1.DOCX. 2020,




(2020-2020)

420 Data_Sheet_1.ZIP. 2020,

Data_Sheet_10.ZIP. 2020,

418 Data_Sheet_11.ZIP. 2020,

Data_Sheet_12.ZIP. 2020,

416 Data_Sheet_13.ZIP. 2020,

Data_Sheet_14.ZIP. 2020,

414 Data_Sheet_15.ZIP. 2020,

Data_Sheet_2.ZIP. 2020,

412 Data_Sheet_3.ZIP. 2020,

Data_Sheet_4.ZIP. 2020,

410 Data_Sheet_5.ZIP. 2020,

Data_Sheet_6.ZIP. 2020,

408 Data_Sheet_7.ZIP. 2020,

Data_Sheet_8.ZIP. 2020,

406 Data_Sheet_9.ZIP. 2020,

Data_Sheet_1.zip. 2020,

404 Data_Sheet_2.zip. 2020,

DataSheet_1.docx. 2020,

97



CITATION REPORT

402 DataSheet_2.docx. 2020,

DataSheet_3.docx. 2020,

400 DataSheet_4.docx. 2020,

Table_1.docx. 2020,

398 Table_2.docx. 2020,

Table_3.docx. 2020,

396 Table_4.xlsx. 2020,

Marinobacterium arenosum sp. nov., isolated from a coastal sand.. 2022, 204, 276

Jeotgalibacillus aurantiacus sp. nov., a novel orange-pigmented species with a carotenoid
394 biosynthetic gene cluster, isolated from wetland soil.. 2022,

Global analysis of biosynthetic gene clusters reveals conserved and unique natural products in
entomopathogenic nematode-symbiotic bacteria.. 2022,

392  Bacterial lipopolysaccharide induces settlement and metamorphosis in a marine larva.. 2022, 119, e2200795119

Genome sequences of Rhizopogon roseolus, Mariannaea elegans, Myrothecium verrucaria and
Sphaerostilbella broomeana and the identification of biosynthetic gene clusters for fungal peptide
natural products.. 2022,

390 Characterisation of the symbionts in the Mediterranean fruit fly gut.. 2022, 8, fe)

Precision Probiotics in Agroecosystems: Multiple Strategies of Native Soil Microbiotas for
Conquering the Competitor Ralstonia solanacearum.. 2022, e0115921

388 ABioinformatics Workflow for Investigating Fungal Biosynthetic Gene Clusters.. 2022, 2489, 1-21

Marine Microorganisms: From Pollutant Degradation to Added Value Products. 2022, 193-212

Evolutionary Genome Mining for the Discovery and Engineering of Natural Product Biosynthesis..
2022, 2489, 129-155

Heterologous Expression of Fungal Biosynthetic Pathways in Aspergillus nidulans Using Episomal

Vectors.. 2022, 2489, 75-92

98



(2022-2022)

3 Engineering Modular Polyketide Biosynthesis in Streptomyces Using CRISPR/Cas: A Practical Guide..
3%4 2022, 2489, 173-200

Understanding and Manipulating Assembly Line Biosynthesis by Heterologous Expression in
Streptomyces.. 2022, 2489, 223-238

382 Molecular basis of antibiotic self-resistance in a bee larvae pathogen.. 2022, 13, 2349 o)

First Identification of a Multidrug-Resistant Co-Carrying Five flLactam Resistance Genes Recovered
from a Urinary Tract Infection in China.. 2022, 15, 2229-2234

Phylogeny-Informed Synthetic Biology Reveals Unprecedented Structural Novelty in Type V
Glycopeptide Antibiotics.

Genomic and Physiological Characterization of Metabacillus flavus sp. nov., a Novel
Carotenoid-Producing Bacilli Isolated from Korean Marine Mud. 2022, 10, 979

3 Genome-centric analysis of short and long read metagenomes reveals uncharacterized microbiome
37 diversity in Southeast Asians.

Deciphering the genome of Simplicillium aogashimaense to understand its mechanisms against the
wheat powdery mildew fungus Blumeria graminis f. sp. tritici. 2022, 4,

6 Flavobacterium hungaricum sp. nov. a novel soil inhabitant, cellulolytic bacterium isolated from
37 plough field.. 2022, 204, 301

Quantitative stable-isotope probing (qSIP) with metagenomics links microbial physiology and
activity to soil moisture in Mediterranean-climate grassland ecosystems.

374  Sp.nov., isolated from the stem of in north-west China.. 2022, 72, o

Interactive analysis of biosurfactants in fruit-waste fermentation samples using BioSurfDB and
MEGAN.. 2022, 12, 7769

Compendium of specialized metabolite biosynthetic diversity encoded in bacterial genomes.. 2022,

372 7,726-735 10

Sattahipmycin, a Hexacyclic Xanthone Produced by a Marine-Derived .. 2022,

370 Activation of Transposable Elements Upon Statin Treatment. 1

High quality genome annotation and expression visualisation of a mupirocin-producing bacterium..
2022, 17, 0268072

Genome sequencing and genomic analysis of Amycolatopsis tucumanensis DSM 45259 applicable in
gray, red, and nano-biotechnology.. 2022,

Production of natural colorants by metabolically engineered microorganisms. 2022,

99



CITATION REPORT

Whokaryote: distinguishing eukaryotic and prokaryotic contigs in metagenomes based on gene
structure.. 2022, 8,

Cloning and Functional Characterization of the Polyketide Synthases Based on Genome Mining of
Preussia isomera XL-1326. 2022, 13,

364 Genome mining as a biotechnological tool for the discovery of novel biosynthetic genes in lichens. o)

Pangenome analysis of Enterobacteria reveals richness of secondary metabolite gene clusters and
their associated gene sets. 2022,

Pontibacter ginzhouensis sp. nov., isolated from rhizosphere soil of a mangrove plant Rhizophora
stylosa.. 2022, 204, 298

Chromosomal rearrangements with stable repertoires of genes and transposable elements in an
invasive forest-pathogenic fungus. 2,

Panacibacter microcysteis sp. nov., isolated from a eutrophic reservoir during the Microcystis bloom
period.. 2022, 204, 291

Insights into applications and strategies for discovery of microbial bioactive metabolites. 2022, 127053

358 Deep learning to predict the biosynthetic gene clusters in bacterial genomes.. 2022, 167597 o)

Computational tools and resources for designing new pathways to small molecules.. 2022, 76, 102722

Natural selenium stress influences the changes of antibiotic resistome in seleniferous forest soils..
356 2022,17, 26

Isolation and Biosynthesis of Phenazine-Polyketide Hybrids from sp. KIB-H483.. 2022,

Characterization of NRPS and PKS genes involved in the biosynthesis of SMs in Alternaria dauci
354 including the phytotoxic polyketide aldaulactone.. 2022, 12, 8155

Bioengineered Probiotics: Synthetic Biology Can Provide Live Cell Therapeutics for the Treatment
of Foodborne Diseases. 2022, 10,

Genome mining of Burkholderia ambifaria strain T16, a rhizobacterium able to produce
352 antimicrobial compounds and degrade the mycotoxin fusaric acid.. 2022, 38, 114

7-epi-cylindrospermopsin and microcystin producers among diverse
Anabaena/Dolichospermum/Aphanizomenon CyanoHABs in Oregon, USA. 2022, 116, 102241

350 Genetic survey of Psilocybe natural products.. 2022, 1

Genomic and metabolomic profiling of endolithic Rhodococcus fascians strain S11 isolated from an

arid serpentine environment.. 2022, 204, 336

100



(2022-2022)

A genomic overview including polyphasic taxonomy of Thalassoroseus pseudoceratinae gen. nov.,
348 isolated f i docerati
sp. nov. isolated from a marine sponge, Pseudoceratina sp.. 2022,

Comprehensive genome analysis of Lentzea reveals repertoire of polymer-degrading enzymes and
bioactive compounds with clinical relevance.. 2022, 12, 8409

346  sp.nov., isolated from rhizosphere of plant with antioxidative potential.. 2022, 72, 0

A Single Amino Acid Residue Controls Acyltransferase Activity in a Polyketide Synthase from
Toxoplasma gondii. 2022, 104443

Recent Advances in the Heterologous Expression of Biosynthetic Gene Clusters for Marine Natural
344 products. 2022, 20, 341

Molecular characterization of endophytic and ectophytic plant growth promoting bacteria isolated
from tomato plants (Solanum lycopersicum L.) grown in different soil types. 2022, 20,

Antibiotic-producing Micrococcales govern the microbiome that inhabits the fur of two- and
342 three-toed sloths.

Genomic and Phenotypic Insights into the Potential of Bacillus subtilis YB-15 Isolated from
Rhizosphere to Biocontrol against Crown Rot and Promote Growth of Wheat. 2022, 11, 778

Lifestyles Shape the Cytochrome P450 Repertoire of the Bacterial Phylum Proteobacteria. 2022,
349 23,5821 ©

Antibacterial diphenyl ether production induced by co-culture of Aspergillus nidulans and
Aspergillus fumigatus.

3 A Deeper Insight into the Phytoremediation of Soil Polluted with Petroleum Hydrocarbons
33 Supported by the Enterobacter Ludwigii Zcr5 Strain.

Uncovering Lasonolide A biosynthesis using genome-resolved metagenomics.

6 Algoriphagus algorifonticola sp. nov., a marine bacterium isolated from cold spring area of South
33% " China Sea. 2022, 72,

Gottfriedia endophyticus sp. nov., a novel indole-acetic acid producing bacterium isolated from the
roots of rice plant.

Genome sequence of the aurodox-producing bacterium Streptomyces goldiniensis ATCC 21386.
334 2022, 4, ©

Alternative Benzoxazole Assembly Discovered in Anaerobic Bacteria Provides Access to Privileged
Heterocyclic Scaffold.

5 Alternative Benzoxazole Assembly Discovered in Anaerobic Bacteria Provides Access to Privileged
33 Heterocyclic Scaffold.

Bioprospecting the microbiome of Red Sea Atlantis Il brine pool for peptidases and biosynthetic

genes with promising antibacterial activity. 2022, 21,

101



CITATION REPORT

The plant rhizosheathBoot niche is an edaphic tini-oasislin hyperarid deserts with enhanced
339 microbial competition. 2022, 2,

Genome Mining and Metabolomics Unveil Pseudonochelin: A Siderophore Containing
5-Aminosalicylate from a Marine-Derived Pseudonocardia sp. Bacterium.

328  Fulllssue PDF. 2022, 6, 108-182

Trichoderma Secondary Metabolites Involved in Microbial Inhibition. 2022, 85-112

326 Onthe Selective Isolation of Actinobacteria from Different Mexican Ecosystems.

Thauera sedimentorum sp. nov., Isolated from Coastal Sediment. 2022, 79,

5 Rubinisphaera margarita sp. nov., a novel planctomycete isolated from marine sediments collected
324 inthe Portuguese north coast. 2022, 72,

Targeted Large-Scale Genome Mining and Candidate Prioritization for Natural Product Discovery.
2022, 20, 398

Comparative genomic analysis of Streptomyces rapamycinicus NRRL 5491 and its mutant

322 overproducing rapamycin. 2022, 12,

An Isolated Arthrobacter sp. Enhances Rice (Oryza sativa L.) Plant Growth. 2022, 10, 1187

Photobacterium arenosum WH24, Isolated from the Gill of Pacific Oyster Crassostrea gigas from

329 the North Sea of Germany: Co-cultivation and Prediction of Virulence. 2022, 79,

Exploring fungal RiPPs from the perspective of chemical ecology. 2022, 9,

Functional and phylogenetic analyses of camel rumen microbiota associated with different
lignocellulosic substrates. 2022, 8,

Bifurcation drives the evolution of assembly-line biosynthesis. 2022, 13,

Sphingopyxis lutea sp. nov., a novel moderately halotolerant bacterium isolated from pebbles.

316 5022, 204,

Precision Discovery of Novel Inhibitors of Human Cancer Target HsMetAP1 from Vast Unexplored
Metagenomic Diversity.

. High-quality Genome Assembly and Annotation Resource of Three Botryosphaeria Pathogens
314 Causing Chinese Hickory Canker.

Biosynthetic potential of the global ocean microbiome.

102



(2022-2022)

Draft genome sequence and functional analysis of Lysinibacillus xylanilyticus t26, a plant

312 growth-promoting bacterium isolated from Capsicum chinense rhizosphere. 2022, 47,

Taeanamides A and B, Nonribosomal Lipo-Decapeptides Isolated from an
Intertidal-Mudflat-Derived Streptomyces sp.. 2022, 20, 400

310 Genome Sequence Resource of an Avirulent Magnaporthe oryzae Field Strain AM16.

Ribosomal RNA operons define a central functional compartment in the Streptomyces
chromosome.

Comparative genomics analysis of Bacillus velezensis LOH112 isolated from a nonagenarian
provides insights into its biocontrol and probiotic traits. 2022, 835, 146644

Microbial polyketides and their roles in insect virulence: from genomics to biological functions.

306 Macrophage-targeting oligopeptides from Mortierellaalpina. fe)

Computational Analysis of HTS Data and Its Application in Plant Pathology. 2022, 275-307

Comparative Genomics of Three Aspergillus Strains Reveals Insights into Endophytic Lifestyle and
304 Endophyte-Induced Plant Growth Promotion. 2022, 8, 690

A genome and gene catalog of glacier microbiomes.

Science and Dissemination for the UN Ocean Decade Outcomes: Current Trends and Future

302 Perspectives. 9,

Arthrobacter cavernae sp. nov., a novel actinobacterium isolated from sediment of karst cave. 2022
1 72:

Evaluation and Genome Analysis of Bacillus subtilis YB-04 as a Potential Biocontrol Agent Against
Fusarium Wilt and Growth Promotion Agent of Cucumber. 13,

Paludisphaera rhizosphaereae sp. nov., a new member of the family Isosphaeraceae, isolated from
the rhizosphere soil of Erianthus ravennae.

3 A Candidate Gene Cluster for the Bioactive Natural Product Gyrophoric Acid in Lichen-Forming
29 Fungi.

A taxonomically representative strain collection to explore xenobiotic and secondary metabolism
in bacteria. 2022, 17, e0271125

Identification of Genetic Diversity, Pyrrocidine-Producing Strains and Transmission Modes of

296 Endophytic Sarocladium zeae Fungi from Zea Crops. 2022, 10, 1415

Deep-Sea Sediments from the Southern Gulf of Mexico Harbor a Wide Diversity of PKS | Genes.

2022, 11, 887

103



CITATION REPORT

294 Nocardioides nematodiphilus sp. nov., isolated from rhizosphere of Arabidopsis thaliana. 2022, 72, fe)

Transcriptional Response and Plant Growth Promoting Activity of Pseudomonas fluorescens DR397
under Drought Stress Conditions.

Genome duplication and transposon mediated gene alteration shapes the pathogenicity of

292 Rhizoctonia solani AG1-IA.

Transporter Engineering in Microbial Cell Factory Boosts Biomanufacturing Capacity. 2022, 2022, 1-8

200 Comparative Metagenomic Analysis of Biosynthetic Diversity across Sponge Microbiomes
9 Highlights Metabolic Novelty, Conservation, and Diversification.

Global-scale analysis reveals distinct patterns of non-ribosomal peptide and polyketide synthase

encoding genes in root and soil bacterial communities.

288  Salt Flat microbial diversity and dynamics across salinity gradient. 2022, 12,

Selection of Anabaena sp. PCC 7938 as a Cyanobacterium Model for Biological ISRU on Mars.

Complete Genome Sequencing of Halophilic Endophytic Aspergillus montevidensis, Strain ZYD4,

286 Isolated from Alfalfa Stems Grown in Saline-Alkaline Soils.

Genetic Characteristics and Enzymatic Activities of Bacillus velezensis KS04AU as a Stable
Biocontrol Agent against Phytopathogens. 2022, 13, 201-223

Bacillus licheniformis MCC 2514 genome sequencing and functional annotation for providing
284 genetic evidence for probiotic gut adhesion properties and its applicability as a bio-preservative o)
agent. 2022, 146744

Streptomyces sp. BV410 : Interspecies cross-talk for staurosporine production.

282 A novel family of non-secreted tridecaptin lipopeptide produced by Paenibacillus elgii. fe)

Actinospica acidithermotolerans sp. nov., a novel actinomycete isolated from sediment from an
Indonesian hot spring. 2022, 204,

280 Quantifying shared and unique gene content across 17 microbial ecosystems.

Cleavage Off-Loading and Post-assembly-Line Conversions Yield Products with Unusual Termini
during Biosynthesis.

Isolation, genomic characterization, and mushroom growth-promoting effect of the First

= fungus-derived Rhizobium. 13,

Genome Mining as an Alternative Way for Screening the Marine Organisms for Their Potential to

Produce UV-Absorbing Mycosporine-like Amino Acid. 2022, 20, 478

104



(2022-2022)

Complete genome sequences of Lacticaseibacillus paracasei INIA P272 (CECT 8315) and
276  Lacticaseibacillus rhamnosus INIA P344 (CECT 8316) isolated from breast-fed infants reveal 1
probiotic determinants. 2022, 840, 146743

Comparative analysis of assembly algorithms to optimize biosynthetic gene cluster identification in
novel marine actinomycete genomes. 9,

274  Comparative and functional analyses of fecal microbiome in Asian elephants. 2022, 115, 1187-1202 1

Exploring the Antibiotic Production Potential of Heterotrophic Bacterial Communities Isolated
from the Marine Sponges Crateromorpha meyeri, Pseudaxinella reticulata, Farrea similaris, and
Caulophacus arcticus through Synergistic Metabolomic and Genomic Analyses. 2022, 20, 463

. Horizontal transfer of bacteriocin biosynthesis genes requires metabolic adaptation to improve
7 compound production and cellular fitness.

Analysis of Streptomyces Volatilomes Using Global Molecular Networking Reveals the Presence of

Metabolites with Diverse Biological Activities.

Genome Analyses of Two Blueberry Pathogens: Diaportheamygdali CAA958 and Diaporthe eres

279 CBS 160.32. 2022, 8, 804

Chemometrics and genome mining reveal an unprecedented family of sugar aciddontaining fungal
nonribosomal cyclodepsipeptides. 2022, 119,

Quadrisphaera setariae sp. nov., polyphosphate-accumulating bacterium occurring as tetrad or

268 aggregate cocci and isolated from Setaria viridis. 2022, 72,

Designing Microbial Cell Factories for the Production of Chemicals. 2022, 2, 1781-1799

Comparative Genomics Insights into a Novel Biocontrol Agent Paenibacillus peoriae Strain ZF390

266 against Bacterial Soft Rot. 2022, 11, 1172

Insights into Evolutionary, Genomic, and Biogeographic Characterizations of Chryseobacterium
nepalense Represented by a Polyvinyl Alcohol-Degrading Bacterium, AC3.

Solonamides, a Group of Cyclodepsipeptides, Influence Motility in the Native Producer
Photobacterium galatheae S2753.

Dolichospermum blooms in Lake Superior: DNA-based approach provides insight to the past,
present and future of blooms. 2022,

A Highly Conserved Gene Locus in Endofungal Bacteria Codes for the Biosynthesis of
Symbiosis-Specific Cyclopeptides.

Anatilimnocola floriformis sp. nov., a novel member of the fFamily Pirellulaceae from a boreal lake,
and emended description of the genus Anatilimnocola.

Momomycin, an Antiproliferative Cryptic Metabolite from the Oxytetracycline Producer

260 Streptomyces rimosus.

De Novo Long-Read Whole-Genome Assemblies and the Comparative Pan-Genome Analysis of

Ascochyta Blight Pathogens Affecting Field Pea. 2022, 8, 884

105



CITATION REPORT

3 Genome mining of Streptomyces sp. BRB081 reveals the production of the antitumor
23 pyrrolobenzodiazepine sibiromycin. 2022, 12,

Bacterial exometabolites influence Chlamydomonas cell cycle and double algal productivity. 2022,
98,

256  Nostosin G and Spiroidesin B from the Cyanobacterium Dolichospermum sp. NIES-1697. 2022, 85, 2000-2005 o

Bioactive potentiality of secondary metabolites from endophytic bacteria against SARS-COV-2: An
in-silico approach. 2022, 17, e0269962

251 A widely distributed genus of soil Acidobacteria genomically enriched in biosynthetic gene clusters.
2022, 2,

Chemical and genomic analyses of a marine-derived Streptomyces sp. V17-9 producing amino acid
derivatives and siderophores. 9,

Thuricins: Novel Leaderless Bacteriocins with Potent Antimicrobial Activity Against Gram-Positive
252 Foodborne Pathogens. 2022, 70, 9990-9999
Biosynthesis of Aurodox, a Type Ill Secretion System Inhibitor from Streptomyces goldiniensis.
2022, 88,

250 Evybactin is a DNA gyrase inhibitor that selectively kills Mycobacterium tuberculosis. 2

The leaf beetle Chelymorpha alternans propagates a plant pathogen in exchange for pupal
protection. 2022,

248 Genomic and physiological analysis of C50 carotenoid-producing novel Halorubrum ruber sp. nov.. o)

Prenylemestrins A and B: Two Unexpected Epipolythiodioxopiperazines with a Thioethanothio
Bridge from Emericella sp. Isolated by Genomic Analysis. 2022, 24, 5941-5945

246 Integrated Metabolomiclienomic Workflows Accelerate Microbial Natural Product Discovery. 1

A guidance into the fungal metabolomic abyss: Network analysis for revealing relationships
between exogenous compounds and their outputs.

Four Novel Leaderless Bacteriocins, Bacin A1, A2, A3, and A4 Exhibit Potent Antimicrobial and
244 Antibiofilm Activities against Methicillin-Resistant Staphylococcus aureus.

Whole-genome sequencing and analysis of Streptomyces strains producing multiple antinematode
drugs. 2022, 23,

Exploring the role of antimicrobials in the selective growth of purple phototrophic bacteria

242 through genome mining and agar spot assays.

Momomycin, an Antiproliferative Cryptic Metabolite from the Oxytetracycline Producer

Streptomyces rimosus.

106



(2022-2022)

Genome sequence of freshwater nontoxigenic Limnoraphis associated with microcystin-producing

249 blooms.. 2022, 118, 102309

Comparative genomics reveals that metabolism underlies evolution of entomopathogenicity in
bee-loving Ascosphaera spp. fungi. 2022, 194, 107804

Safety evaluation and comparative genomics analysis of the industrial strain Aspergillus flavus

238 5U-16 used for huangjiu brewing. 2022, 380, 109859

Training old dogs to do new tricks: A general multi-pronged activation approach for natural product
discovery in Actinomycetes.

226 Trichoderma [fenomes and genomics as treasure troves for research towards biology,
3 biotechnology and agriculture. 3,

Rhodopirellula aestuarii sp. nov., a novel member of the genus Rhodopirellula isolated from

brackish sediments collected in the Tagus River estuary, Portugal. 2022, 45, 126360

Prenylated notoamide-type alkaloids isolated from the fungus Aspergillus sclerotiorum and their
234 inhibition of NLRP3 inflammasome activation and antibacterial activities. 2022, 203, 113424

Progress and opportunities in microbial community metabolomics. 2022, 70, 102195

Community and shotgun metagenomic analysis of Alligator mississippiensis oral cavity and Gl tracts

232 reveal complex ecosystems and potential reservoirs of antibiotic resistance. 2022, 274, 111319

A deeper insight into the phytoremediation of soil polluted with petroleum hydrocarbons
supported by the Enterobacter ludwigii ZCR5 strain. 2023, 181, 104651

230 Artificialintelligence in microbial natural product drug discovery: current and emerging role. o)

Function of the Algicidal Bacterium Pseudomonas Sp. Go58 Isolated from the Biofilm on a Water
Plant, and its Active Compounds, Pyoluteorins.

New-Age Genomic Measures for Uncovering Plant-Microbiome Interactions: Tools, Pipelines and

228 Guidance Map for Genomic Data Mining. 2022, 207-232

Microalgae and Cyanobacteria: A Potential Source for Drug Discovery Using Genome Mining
Approach. 2022, 177-204

Two strategies to improve the supply of PKS extender units for ansamitocin P-3 biosynthesis by
CRISPRIas9. 2022, 9,

The Botrytis cinerea Gene Expression Browser.

An extended catalogue of ncRNAs in Streptomyces coelicolor reporting abundant tmRNA, RNase-P

224 RNA and RNA fragments derived from pre-ribosomal RNA leader sequences. 2022, 204,

Complete Genome Sequence Analysis of Bacillus subtilis Bbv57, a Promising Biocontrol Agent

against Phytopathogens. 2022, 23, 9732

107



CITATION REPORT

Unraveling usnic acid: A comparison of biosynthetic gene clusters between two reindeer lichen

222 (Cladonia rangiferina and C.[uncialis). 2022,

Biosynthesis of Sesquiterpenes in Basidiomycetes: A Review. 2022, 8, 913

Genetic localization of epicoccamide biosynthetic gene cluster in Epicoccum nigrum KACC 40642.

220 2022, 65, 159-166

Defining a Nonribosomal Specificity Code for Design.

Streptomyces pimonensis sp. nov., isolated from the Taklimakan desert in Xinjiang, China. 2022,

218 504

Cryptic specialized metabolites drive Streptomyces exploration and provide a competitive
advantage during growth with other microbes. 2022, 119,

Metagenomics-resolved genomics provides novel insights into chitin turnover, metabolic

216 specialization, and niche partitioning in the octocoral microbiome. 2022, 10,

Genomic Analysis of Surfactant-Producing Bacillus vallismortis TIM68: First Glimpse at Species
Pangenome and Prediction of New Plipastatin-Like Lipopeptide.

Validation of the application of gel beads-based single-cell genome sequencing platform to soil and

214 seawater. 2022, 2,

Mining Biosynthetic Gene Clusters in Carnobacterium maltaromaticum by Interference Competition
Network and Genome Analysis. 2022, 10, 1794

212 The structure of a polyketide synthase bimodule core. 2022, 8, o)

Characterization of an Exceptional Fungal Mutant Enables the Discovery of the Specific Regulator
of a Silent PKSBIRPS Hybrid Biosynthetic Pathway. 2022, 70, 11769-11781

210 Rhizobium quercicola sp. nov., isolated from the leaf of Quercus variablis in China. 2022, 204, 0

Rahnella aquatilis JZ-GX1 alleviates iron deficiency chlorosis in Cinnamomum camphora by
secreting desferrioxamine and reshaping the soil fungal community. 13,

208 Uncovering Lasonolide A Biosynthesis Using Genome-Resolved Metagenomics. 2

Genomic features predict bacterial life history strategies in soil, as identified by metagenomic
stable isotope probing.

Multi-omics Data Reveal the Effect of Sodium Butyrate on Gene Expression and Protein

206 Modification in Streptomyces. 2022,

Dyella sedimenti sp. nov., Isolated from the Sediment of a Winery. 2022, 79,

108



Genomic Comparative Analysis of Cordyceps pseudotenuipes with Other Species from Cordyceps.

204 2022, 12, 844

Flavobacterium soyae sp. nov., isolated from the rhizosphere of soya bean. 2022, 72,

Isolation and genomic characterization of metal-resistant Stenotrophomonas maltophilia SRM01

202 ; .
from the marine environment.

Genome-based discovery and total synthesis of janustatins, potent cytotoxins from a
plant-associated bacterium. 2022, 14, 1193-1201

A visualization reporter system for characterizing antibiotic biosynthetic gene clusters expression

209 with high-sensitivity. 2022, 5,

Comparative genomics of Rothia species reveals diversity in novel biosynthetic gene clusters and
ecological adaptation to different eukaryotic hosts and host niches. 2022, 8,

Bacillus velezensis strain Ag75 as a new multifunctional agent for biocontrol, phosphate

198 solubilization and growth promotion in maize and soybean crops. 2022, 12, 3

Predicting the secondary metabolic potential of microbiomes from marker genes using PSMPA.

Genome Insight and Description of Previously Uncultured N2-Fixing Bacterium Rhizobium terricola

196 sp. nov., Isolated from Forest Rhizospheric Soil by Using Modified Culture Method. 2022, 14, 733

Shared Core Microbiome and Functionality of Key Taxa Suppressive to Banana Fusarium Wilt. 2022,
2022, 1-15

Screening of Thiopeptide-Producing Streptomycetes Isolated From the Rhizosphere Soil of
194 Juniperus excelsa. 2022, 79,

Inherent tendency of Synechococcus and heterotrophic bacteria for mutualism on long-term
coexistence despite environmental interference. 2022, 8,

L Environmental Adaptability and Organic Pollutant Degradation Capacity of a Novel Rhodococcus

92 Species Derived from Soil in the Uninhabited Area of the Qinghai-Tibet Plateau. 2022, 10, 1935
Genome mining as a biotechnological tool for the discovery of novel biosynthetic genes in lichens.
3,

L Expanded Sequence Space of Radicall5-Adenosylmethionine-Dependent Enzymes Involved in
90 Post-translational Macrocyclization.

Colicins of Escherichia coli Lead to Resistance against the Diarrhea-Causing Pathogen

Enterotoxigenic E. coli in Pigs.

Physiological properties and genomic insights into the plant growth [pbromoting rhizobacterium

188 Brevibacillus laterosporus K75 isolated from maize rhizosphere.

Expanded Sequence Space of Radicall5-Adenosylmethionine-Dependent Enzymes Involved in

Post-translational Macrocyclization.

109



CITATION REPORT

The Diversity of Lipopeptides in the Pseudomonas syringae Complex Parallels Phylogeny and Sheds

186 Light on Structural Diversification during Evolutionary History.

Genome-centric analysis of short and long read metagenomes reveals uncharacterized microbiome
diversity in Southeast Asians. 2022, 13,

Demystifying Bacteriocins of human microbiota by genome guided prospects: An impetus to
rekindle the antimicrobial research. 2022, 24,

Characterization of Pseudomonas sp. NIBR-H-19, an Antimicrobial Secondary Metabolite Producer
Isolated from the Gut of Korean Native Sea Roach, Ligia exotica. 2022,

Transcriptomics in serum and culture medium reveal shared and differential gene regulation in
pathogenic and commensalStreptococcus suis.

Whole genome analysis of host-associated lactobacillus salivarius and the effects on hepatic
antioxidant enzymes and gut microorganisms of Sinocyclocheilus grahami. 13,

Nocardioides ochotonae sp. nov., Nocardioides campestrisoli sp. nov. and Nocardioides pantholopis

180 sp. nov., isolated from the Qinghaillibet Plateau. 2022, 72,

Microbiome composition modulates secondary metabolism in a multispecies bacterial community.
2022, 119,

Genome Sequencing Suggests Diverse Secondary Metabolism in Coral-Associated Aquimarina

178 megaterium.

Structural basis of colibactin activation by the CIbP peptidase.

Comparative genomics and pangenomics of vancomycin-resistant and susceptible Enterococcus

176 faecium from Irish hospitals. 2022, 71,

Synthetic Biology Meets Machine Learning. 2023, 21-39

174  Atopomonas sediminilitoris sp. nov., isolated from beach sediment of Zhairuo Island, China. fe)

Cellulomonas dongxiuzhuiae sp. nov., Cellulomonas wangleii sp. nov. and Cellulomonas fengjieae
sp. nov., isolated from the intestinal contents of Marmota himalayana. 2022, 72,

172 Comparative Analysis of RNA Secondary Structure Accuracy on Predicted RNA 3D Models. o)

Commensal microbiota from patients with inflammatory bowel disease produce genotoxic
metabolites. 2022, 378,

Stieleria sedimenti sp. nov., a Novel Member of the Family Pirellulaceae with Antimicrobial Activity

179 Isolated in Portugal from Brackish Sediments. 2022, 10, 2151

Quantitative Stable-Isotope Probing (qSIP) with Metagenomics Links Microbial Physiology and

Activity to Soil Moisture in Mediterranean-Climate Grassland Ecosystems.

110



(2022-)

Geminicoccus flavidas sp. nov. and Geminicoccus harenae sp. nov., two IAA-producing novel rare

168 bacterial species inhabiting desert biological soil crusts. 13,

Anthranilic acid accumulation in Saccharomyces cerevisiae induced by expression of a nonribosomal
peptide synthetase gene from Paecilomyces cinnamomeus BCC 9616.

Thermorubin Biosynthesis Initiated by a Salicylate Synthase Suggests an Unusual Conversion of

166 Phenols to Pyrones.

Enhanced Rishirilide Biosynthesis by a Rare In-Cluster Phosphopantetheinyl Transferase in
Streptomyces xanthophaeus.

Breaking the Bottleneck in Anticancer Drug Development: Efficient Utilization of Synthetic Biology.

164 5022, 27, 7480

Genomic Characterization of a Multidrug-Resistant Escherichia coli Isolate Co-Carrying blaNDM-5
and blaCTX-M-14 Genes Recovered from a Pediatric Patient in China. Volume 15, 6405-6412

Talaropeptins A and B, Tripeptides with an N-trans-Cinnamoyl Moiety from the Marine-Derived

162 Fungus Talaromyces purpureogenus CX11.

In silico, in vitro and in vivo characterization of host-associated Latilactobacillus curvatus strains for
potential probiotic applications in farmed Atlantic salmon (Salmo salar). 2022, 12,

A Catalog of over 5,000 Metagenome-Assembled Microbial Genomes from the Caprinae Gut

160 Microbiota.

Mucilaginibacter aquariorum sp. nov., Isolated from Fresh Water. 2022,

18 Genomic Landscape Highlights Molecular Mechanism Involved in Silicate Solubilization, Stress

5 Tolerance, and Potential Growth-Promoting Activity of Bacteria Enterobacter sp. LR6. 2022, 11, 3622
Versatile role of Pseudomonas fuscovaginae cyclic lipopeptides in plant and microbial interactions.
13,

Reconciliation and Evolution ofPenicillium rubensGenome-Scale Metabolic Networks [What about
156 T :
Specialised Metabolism?.
Discovery of 3?-O-fGlucosyltubercidin and the Nucleoside Specific Glycosyltransferase AvpGT
through Genome Mining.

154 A genomic approach to analyze the cold adaptation of yeasts isolated from Italian Alps. 13, o)

Expanding the Ajudazol Cytotoxin Scaffold: Insights from Genome Mining, Biosynthetic
Investigations, and Novel Derivatives.

Complete Genome Sequence of Pythium oligandrum, Isolated from Rhizosphere Soils of Chinese

152 o .
5 Angelica sinensis.

Genomic Analysis of a Novel Heavy Metal Resistant Isolate from a Black Sea Contaminated

Sediment with the Potential to Degrade Alkanes: Plantactinospora alkalitolerans sp. nov.. 2022, 14, 947

111



CITATION REPORT

150 Integrated genomics and proteomics analysis of Paenibacillus peoriae IBSD35 and insights into its
5 antimicrobial characteristics. 2022, 12,

Metagenomics revealing molecular profiles of microbial community structure and metabolic

capacity in Bamucuo lake, Tibet. 2022, 114847

148 Nonribosomal peptide synthetase gene clusters and characteristics of predicted NRPS-dependent

4 siderophore synthetases in Armillaria and other species in the Physalacriaceae.
Application of Gene Knockout and Heterologous Expression Strategy in Fungal Secondary
Metabolites Biosynthesis. 2022, 20, 705

146 Antarctic Sphingomonas sp. So64.6b showed evolutive divergence within its genus, including new
4 biosynthetic gene clusters. 13,

Taxonomic and genomic characterization of Sporosarcina cyprini sp. nov., moderately tolerant of

Cr+6 and Cd+2 isolated from the gut of invasive fish Cyprinus carpio var. communis (Linn., 1758).

L The central role of pyruvate metabolism on the epigenetic and molecular maturation of bovine
44 cumulus-oocytes complexes..

The pan-genome of Aspergillus fumigatus provides a high-resolution view of its population
structure revealing high levels of lineage-specific diversity driven by recombination. 2022, 20, e3001890

In Silico Analysis offthelGenomic Potential forlthelProduction offSpecialized Metabolites oflTen
142 strains offthelBacillales Order Isolated fromlthelSoil offthelFederal District, Brazil. 2022, 158-163
Standardized multi-omics of EarthE microbiomes reveals microbial and metabolite diversity. 2022,
7,2128-2150

140 Fungal antibiotics control bacterial community diversity in the cheese rind microbiome. o)

Complete genome sequence resource of Pantoea anthophila CL1 causing soft rot disease in
Clausena lansium (Wampee) in China.

Biocontrol efficacy of Bacillus velezensis strain YS-AT-DS1 against the root-knot nematode

138 - : e
Meloidogyne incognita in tomato plants. 13,

Ribosomal RNA operons define a central functional compartment in the Streptomyces

chromosome. 2022, 50, 11654-11669

146 Metabolomics- and systems-biology-guided discovery of metabolite lead compounds and
3 druggable targets. 2022, 103460

NPOmix: a machine learning classifier to connect mass spectrometry fragmentation data to

biosynthetic gene clusters.

134 High-throughput retrieval of target sequences from complex clone libraries using CRISPRI. o)

Microbiome and metagenomic analysis of Lake Hillier Australia reveals pigment-rich

polyextremophiles and wide-ranging metabolic adaptations. 2022, 17,

112



125 Whole Genome Sequencing and Comparative Genomics of Indian Isolates of Wheat Spot Blotch
3 Pathogen Bipolaris sorokiniana Reveals Expansion of Pathogenicity Gene Clusters. 2023, 12, 1

Complete genome sequence analysis of a plant growth-promoting phylloplane Bacillus altitudinis

FD48 offers mechanistic insights into priming drought stress tolerance in rice. 2022, 110550

L Plant microbiomes harbor potential to promote nutrient turnover in impoverished substrates of a
39 Brazilian biodiversity hotspot.

Endophytic Diaporthe as Promising Leads for the Development of Biopesticides and Biofertilizers

for a Sustainable Agriculture. 2022, 10, 2453

Metabolomics and Genomics Enable the Discovery of a New Class of Nonribosomal Peptidic

128 Metallophores from a Marine Micromonospora.

Draft Genome Sequences of Probiotic Candidate Schleiferilactobacillus harbinensis Isolated from
Fermented Milk Laban O

126 Genome-level analyses resolve an ancient lineage of symbiotic ascomycetes. 2022, 32, 5209-5218.e5 fe)

Actinotalea soli sp. nov., isolated from Kubugi Desert soil. 2022, 72,

Horizontal Transfer of Bacteriocin Biosynthesis Genes Requires Metabolic Adaptation To Improve

124 Compound Production and Cellular Fitness.

Chryseolinea lacunae sp. nov. and Piscinibacter lacus sp. nov. Isolated from Artificial Pond Water.
2023, 80,

Long-Read Metagenome-Assembled Genomes Improve Identification of Novel Complete

122 Biosynthetic Gene Clusters in a Complex Microbial Activated Sludge Ecosystem. 2022, 7,

Whole-genome analysis revealed the growth-promoting mechanism of endophytic bacterial strain
Q2H1 in potato plants. 13,

120 Navigating and expanding the roadmap of natural product genome mining tools. 18, 1656-1671 fe)

Mining of novel secondary metabolite biosynthetic gene clusters from acid mine drainage. 2022, 9,

CaExTun: Mitigating Cas9-Related Toxicity in Streptomyces through Species-Specific Expression

118 Tuning with Randomized Constitutive Promoters.

Devosia oryzisoli sp. nov., a novel moderately halotolerant bacterium isolated from the roots of rice
plants and genome mining revealed the biosynthesis potential as plant growth promoter.

Genetic Determinants of Antagonistic Interactions and the Response of New Endophytic Strain

116 Serratia quinivorans KP32 to Fungal Phytopathogens. 2022, 23, 15561

Cost-effective hybrid long-short read assembly delineates alternative GC-richStreptomyceschassis

for natural product discovery.

113



CITATION REPORT

Pseudomonasisolates from ponds populated with duckweed prevent disease caused by

114 pathogenicPseudomonasspecies.

Metabolic reconstruction of the near complete microbiome of the model sponge lanthella basta .

112 The Botrytis cinerea Gene Expression Browser. 2023, 9, 84 o

Genomic Characteristics and Comparative Genomic Analysis of a Probiotic Bacterial Strain,
Lactiplantibacillus plantarum CKDB00S. 2022, 2,

110 Metagenomic Data Reveal Type | Polyketide Synthase Distributions Across Biomes. o)

Metagenomics Shines Light on the Evolution of BunscreenPigment Metabolism in the
Teloschistales (Lichen-Forming Ascomycota).

108 Microbial Genomics: Innovative Targets and Mechanisms. 2023, 12, 190 fe)

Mycoparasites, gut dwellers, and saprotrophs: Phylogenomic reconstructions and comparative
analyses of Kickxellomycotina fungi.

106 Pseudarthrobacter humi sp. nov., an actinobacterium isolated from soil. 2023, 73, 0

Microbiome Data Analysis and Interpretation: Correlation Inference and Dynamic Pattern
Discovery. 2023, 119-144

Isolation and Characterization of Bacteria from Natural Hot Spring and Insights into the

104 Thermophilic Cellulase Production. 2023, 80,

Domain Truncation in Hispidin Synthase Orthologs from Non-Bioluminescent Fungi Does Not Lead
to Hispidin Biosynthesis. 2023, 24, 1317

Whole-genome DNA methylome analysis of different developmental stages of the

102 entomopathogenic fungus Beauveria bassiana NCHU-157 by nanopore sequencing. 14,

Hyperspectral Visualization-Based Mass Spectrometry Imaging by LMJ-SSP: A Novel Strategy for
Rapid Natural Product Profiling in Bacteria.

Phylogenomic analysis of the genus Alcanivorax: proposal for division of this genus into the
100 emended genus Alcanivorax and two novel genera Alloalcanivorax gen. nov. and Isoalcanivorax o)
gen. nov.. 2023, 73,

Mammalian Commensal Streptococci Utilize a Rare Family of Class VI Lanthipeptide Synthetases to
Synthesize Miniature Lanthipeptide-type Ribosomal Peptide Natural Products. 2023, 62, 462-475

Description and Genomic Characterization of Oceaniferula flavus sp. nov., a Novel Potential
98 Polysaccharide-Degrading Candidate of the Difficult-to-Cultivate Phylum Verrucomicrobiota o)
Isolated from Seaweed. 2023, 21, 31

Culturable bacteria diversity in stem liquid and resina from Populus euphratica and screening of

plant growth-promoting bacteria. 2022, 22,

114



(2023

6 Localized coevolution between microbial predator and prey alters community-wide gene
9 expression and ecosystem function.

Streptomyces guryensis sp. nov. exhibiting antimicrobial activity, isolated from riverside soil. 2023,
73,

94 Role of glycosyltransferases in the biosynthesis of antibiotics. 2023, 229-247 o)

Global multi-omics profiling reveals evolutionary drivers of phylogeographic diversity of fungal
specialized metabolism.

5 Discovery and Biosynthesis of Glycosylated Cycloheximide from a Millipede-Associated
9 Actinomycete.

Haploid androgenetic development in bovines reveals imbalanced WNT signaling and impaired cell
fate differentiation.

9o  Genome mining for unknowntinknown natural products. fe)

Genome Assembly of a Putative Plant Growth-Stimulating Bacterial Sweet Pepper Fruit Isolate,
Enterobacter hormaechei SRU4.4.

Somalactams AD: Anti-inflammatory Macrolide Lactams with Unique Ring Systems from an Arctic
Actinomycete Strain.

Somalactams AD: Anti-inflammatory Macrolide Lactams with Unique Ring Systems from an Arctic
Actinomycete Strain.

Genome insights into the plant growth-promoting bacterium Saccharibacillus brassicae ATSA2T.
2023, 13,

In Silico Genomic Characterization of Bacillus velezensis Strain AAK_S6 for Secondary Metabolite
and Biocontrol Potential. 2023, 80,

3 Apoptotic Induction in Human Cancer Cell Lines by Antimicrobial Compounds from Antarctic
4 Streptomyces fildesensis (INACH3013). 2023, 9, 129

Harnessing Novel Soil Bacteria for Beneficial Interactions with Soybean. 2023, 11, 300

Unlocking the magic in mycelium: Using synthetic biology to optimize filamentous fungi for
biomanufacturing and sustainability. 2023, 19, 100560

Comparative genomic and functional annotation of Pseudomonas spp. genomes responsible for
blue discoloration of Brazilian fresh soft cheese. 2023, 140, 105605

MOLECULAR GENETIC AND FUNCTIONAL ANALYSIS OF GENES INFLUENCING PYOVERDINE

&0 SYNTHESIS IN PSEUDOMONAS BRASSICACEARUM S-1. 2022, 33, 83-94

Resorculins: hybrid polyketide macrolides from Streptomyces sp. MST-91080. 2023, 21, 2531-2538

115



CITATION REPORT

3 Double-reporter-guided targeted activation of the oxytetracycline silent gene cluster in
7 Streptomyces rimosus M527. 2023, 120, 1411-1422

The natural pyrazolotriazine pseudoiodinine from Pseudomonas mosselii 923 inhibits plant
bacterial and fungal pathogens. 2023, 14,

The genome of Bacillus tequilensis EA-CB0015 sheds light into its epiphytic lifestyle and potential
as a biocontrol agent. 14,

Genome-resolved metagenomics revealed metal-resistance, geochemical cycles in a Himalayan hot
spring.

Genomics-Driven Discovery of Myxopyromides, a Class of Polyketidic Amides Associated with
74 Predation ofMyxococcussp. SDU36.

Function of the algicidal bacterium Pseudomonas sp. Go58 isolated from the biofilm on a water
plant, and its active compounds, pyoluteorins. 2023, 872, 162088

72 Botryosphaeriaceae gene machinery: Correlation between diversity and virulence. 2023, 127, 1010-1031 fe)

Genomic insights into a Pseudomonas amygdali isolate from Hibiscus rosa-sinensis. 2023, 115, 110600

Woronichinia naegeliana: A common nontoxigenic component of temperate freshwater
70 cyanobacterial blooms with 30% of its genome in transposons. 2023, 125, 102433

Fungal arginine-containing cyclodipeptide synthases are finally revealed. 2023, 3, 100080

Cost-effective hybrid long-short read assembly delineates alternative GC-rich Streptomyces hosts
for natural product discovery. 2023, 8, 253-261

Shotgun metagenomic analysis of bacterial symbionts associated with Thromodoris quadricolorl
mantle. 2023, 69, 101030

Genomic insights into secondary metabolites of pharmaceutical utility for Hyphococcus flavus
MCCC 1K03223T, isolated from bathypelagic seawater. 2023, 69, 101031

The genome of Lignosus tigris: Uncovering its hidden nutraceutical potential. 2023, 154, 108-119

6 A novel higher polyhydroxybutyrate producer Halomonas halmophila 18H with unique cell factory
4 attributes. 2023, 372, 128669

Evolution of pathogenicity-associated genes in Rhizoctonia solani AG1-IA by genome duplication
and transposon-mediated gene function alterations. 2023, 21,

Genome Sequencing Highlights the Plant Cell Wall Degrading Capacity of Edible Mushroom
Stropharia rugosoannulata. 2023, 61, 83-93

Comparative genomic study of the Penicillium genus elucidates a diverse pangenome and 15 lateral

gene transfer events. 2023, 14,

116



Valhidepsin Lipopeptides from Chromobacterium vaccinii: Structures, Biosynthesis, and

6o Coregulation with FR900359 Production. 2023, 86, 246-255

OmicStudio: A composable bioinformatics cloud platform with real-time feedback that can
generate high-quality graphs for publication. 2023, 2,

3 A Genomic Survey of the Natural Product Biosynthetic Potential of Actinomycetes Isolated from
5 New Zealand Lichens.

Comparative genomics of Bacillus cereus sensu lato spp. biocontrol strains in correlation to in-vitro
phenotypes and plant pathogen antagonistic capacity. 14,

CAGECAT: The CompArative GEne Cluster Analysis Toolbox for rapid search and visualisation of
homologous gene clusters.

Phylogenetic distance and structural diversity directing a reclassification of glycopeptide
antibiotics.

54 gutSMASH predicts specialized primary metabolic pathways from the human gut microbiota. fe)

Genome Sequencing of Streptomyces griseus SCSIO PtelL053, the Producer of 2,2?-Bipyridine and
Actinomycin Analogs, and Associated Biosynthetic Gene Cluster Analysis. 2023, 11, 396

Taxonomic Positions and Secondary Metabolite-Biosynthetic Gene Clusters of Akazaoxime- and
52 Levantilide-Producers. 2023, 13, 542

Stictamycin, an Aromatic Polyketide Antibiotic Isolated from a New Zealand Lichen-Sourced
Streptomyces Species. 2023, 86, 526-532

50 Engineering the plant metabolic system by exploiting metabolic regulation. o)

Genomic insights of an alkaliphilic bacterium Halalkalibacter alkaliphilus sp. nov. isolated from an
Indian Soda Lake.

48 Serratia silvae sp. nov., Isolated from Forest Soil. 2023, 80, 0

Delving into theBacillus cereusgroup biosynthetic gene clusters cosmos: a
comparative-genomics-based classification framework.

6 Thermophilin 13: In Silico Analysis Provides New Insight in Genes Involved in Bacteriocin
4° " Production. 2023, 11, 611

Enhanced mercury phytoremediation by Pseudomonodictys pantanalensis sp. nov. A73 and
Westerdykella aquatica P71.

Delving into the Bacillus cereus group biosynthetic gene clusters cosmos: a
44 comparative-genomics-based classification framework.

Species-specific secondary metabolism by actinomycetes of the genus Phytohabitans and discovery

of new pyranonaphthoquinones and isatin derivatives.

117



CITATION REPORT

, Conservation of Genomic Information in Multiple Displacement Amplified Low-Quantity
4 Metagenomic Material from Marine Invertebrates. 2023, 21, 165

Genetic and Probiotic Characteristics of Urolithin A Producing Enterococcus faecium FUA027. 2023,
12,1021

Genomic Features Predict Bacterial Life History Strategies in Soil, as Identified by Metagenomic
49 Stable Isotope Probing.

Draft Genome Sequence of Zalerion maritima ATCC 34329, a (Micro)Plastic-Degrading Marine
Fungus. 2023, 12,

Small Moleculein situResin Capture - an Organism Independent Strategy for Natural Product
38 Discovery.

Metagenome-assembled microbial genomes from ParkinsonH disease fecal samples.

36 Genomic and Transcriptomic Characterization of Alternaria alternata during Infection. 2023, 13, 809 fe)

Hybrid inferiority and genetic incompatibilities drive divergence of fungal pathogens infecting the
same host.

Genome Sequence Resource of Bacillus velezensis Strain ML61, a Potential Biocontrol Bacterium
34 Isolated from the Rhizosphere of Bok Choy (Brassica rapa var. chinensis ). 2023, 12,

Constructing a Myxobacterial Natural Product Database to Facilitate NMR-Based Metabolomics
Bioprospecting of Myxobacteria. 2023, 95, 5256-5266

, Endophyte genomes support greater metabolic gene cluster diversity compared with
e non-endophytes inTrichoderma.

Insights into the genomic evolution and the alkali tolerance mechanisms of Agaricus sinodeliciosus
by comparative genomic and transcriptomic analyses. 2023, 9,

o Prospecting the functional potential of Bacillus altitudinis 1.4 isolated from sediment in association
b with Bradyrhizobium japonicum.

Hybrid De Novo Whole-Genome Assembly, Annotation, and Identification of Secondary Metabolite
Gene Clusters in the Ex-Type Strain of Chrysosporium keratinophilum. 2023, 9, 389

Isolation and characterization of bioactive metabolites of Bacillus enclensis CARE-V7 strain from

28 southeast coast of India.

Genomes of four Streptomyces strains reveal insights into putative new species and pathogenicity
of scab-causing organisms. 2023, 24,

Two new siderophores produced by Pseudomonas sp. NCIMB 10586: The anti-oomycete
26 non-ribosomal peptide synthetase-dependent mupirochelin and the NRPS-independent triabactin. o)
14,

Brevibacillus humidisoli sp. nov., a moderately thermoalkaliphilic and halotolerant species isolated

from riverside soil. 2023, 73,

118



(2023

5 Microbial community structure and exploration of bioremediation enzymes: functional
4 metagenomics insight into Arabian Sea sediments.

The Complete Genome Sequence Resource of Rhizospheric Soil-Derived Bacillus velezensis Yao,
with Biocontrol Potential Against Fusarium solani-Induced Pepper Root Rot. 2023, 113, 580-583

Phylogeny-guided genome mining of roseocin family lantibiotics to generate improved variants of

22 roseocin. 2023, 13,

Soil conditions and the plant microbiome boost the accumulation of monoterpenes in the fruit of
Citrus reticulata @hachill2023, 11,

Comprehensive analysis of biosynthetic gene clusters in bacteria and discovery of Tumebacillus as a

20 potential producer of natural products.

Global multi-omics profiling reveals evolutionary drivers of phylogeographic diversity of fungal
specialized metabolism.

18 Peptidomics. 2023, 3, 0

Paraburkholderia tagetis sp. nov., a novel species isolated from roots of Tagetes patula enhances
the growth and yield of Solanum lycopersicum L. (tomato). 14,

16 Quantifying Shared and Unique Gene Content across 17 Microbial Ecosystems. o)

Chemical and genomic characterization of a potential probiotic treatment for stony coral tissue
loss disease. 2023, 6,

L Global Marine Cold Seep Metagenomes Reveal Diversity of Taxonomy, Metabolic Function, and
4 Natural Products.

The soil-borne white root rot pathogenRosellinia necatrixexpresses antimicrobial proteins during
host colonization.

Arthrobacter caoxuetaonis sp. nov., Arthrobacter zhangbolii sp. nov. and Arthrobacter gengyungii

12 sp. nov., isolated from Marmota himalayana faeces from Qinghai-Tibet Plateau. 2023, 73,

A Type |/Type lll PKS Hybrid Generates Cinnamomycin AD. 2023, 25, 2560-2564

Mining for a New Class of Fungal Natural Products: The Evolution, Diversity, and Distribution of

1o Isocyanide Synthase Biosynthetic Gene Clusters.

Metagenomic and metatranscriptomic exploration of the Egyptian Red Sea sponge Theonella sp.
associated microbial community. 2023, 70, 101032

8 Dyadobacter pollutisoli sp. nov., isolated from plastic waste landfill soil. 2023, 73, o)

Aeoliella straminimaris sp. nov., a novel member of the phylum Planctomycetota with an unusual

filamentous structure. 2023, 73,

119



CITATION REPORT

Discovery of New Siderophores from a Marine Streptomycetes sp. via Combined Metabolomics and
Analysis of Iron-Chelating Activity.

Comparative genomics of the brown rot fungi Monilinia fructicola, M. laxa and M. fructigena. 2023, 31-38

First draft genome and transcriptome of Cercosporidium personatum, causal agent of late leaf spot
4 disease of peanut. 2023, 16,

Comparative Functional Genome Analysis Reveals the Habitat Adaptation and Biocontrol
Characteristics of Plant Growth-Promoting Bacteria in NCBI Databases.

2 Perspective on the development of synthetic microbial community (SynCom) biosensors. 2023, o)

Antribacter soli sp. nov., a novel actinobacterium isolated from soils of weathering dolomite. 2023,

73,

120



