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221 rutomatedMhighMthroughputManimalMtObMmetabarcodeMclassification]M2018YMiYMeccg 62

220 WaterMéualityMandMTotalM icrobialMLoadkMrMuouble[ThresholdMzdentificationMãrocedureMzntendedMforM
ūpaceMrpplications]M2018YMjYMcjad 3
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217 rdvancesMinMuNrMsarcodingMofMToxicM arineMOrganisms]M2018YMbjYM 6

216  etabarcodingMofMmarineMenvironmentalMuNrMbasedMonMmitochondrialMandMnuclearMgenes]M2018YMiYMbeicc 33

215 ūhotgunMmetagenomicsMofMhoneyMuNrkMvvaluationMofMaMmethodologicalMapproachMtoMdescribeMaM
multi[kingdomMhoneyMbeeMderivedMenvironmentalMuNrMsignature]M2018YMbdYMeacaffhf 23

214 OverMc]fMmillionMtOzMsequencesMinMxensankMandMgrowing]M2018YMbdYMeacaabhh 66

213 ãhylogeneticMuiversityMandMtonservationMvvaluationkMãerspectivesMonM ultipleMValuesYMzndicesYMandM
ūcalesMofMrpplication]M2018YMb[cg 14

212 rdvancingMuNrMsarcodingMandM etabarcodingMrpplicationsMforMãlantsMōequiresMūystematicMrnalysisM
ofMyerbariumMtollectionsâ��rnMrustralianMãerspective]M2018YMgYM 33

211 rdvantagesMandMLimitationsMofMvnvironmentalMuNr_ōNrMToolsMforM arineMsiosecuritykM anagementM
andMūurveillanceMofMNon[indigenousMūpecies]M2018YMfYM 43

210 ōecentMprogressMinMbiohydrometallurgyMandMmicrobialMcharacterisation]M2018YMbiaYMh[cf 82

209 UsesMandM isusesMofMvnvironmentalMuNrMinMsiodiversityMūcienceMandMtonservation]M2018YMejYMcaj[cda 113

208 TestingMclusteringMstrategiesMforMmetabarcoding[basedMinvestigationMofMcommunity[environmentM
interactions]M2018YMbiYMbdcg[bddi 18

207 vntomologicalMsignaturesMinMhoneykManMenvironmentalMuNrMmetabarcodingMapproachMcanMdiscloseM
informationMonMplant[suckingMinsectsMinMagriculturalMandMforestMlandscapes]M2018YMiYMjjjg 18

206 tryfakMaMsecureMencryptionMtoolMforMgenomicMdata]M2019YMdfYMbeg[bei 15

205 éuantitativeMandMqualitativeMassessmentMofMpollenMuNrMmetabarcodingMusingMconstructedMspeciesM
mixtures]MMolecular EcologyYM2019YMciYMedb[eff 5.7 65
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204 NotMjustMaMmigrationMproblemkM etapopulationsYMhabitatMshiftsYMandMgeneMflowMareMalsoMimportantMforM
fishwayMscienceMandMmanagement]M2019YMdfYMbgii[bgjg 26

203
vstablishingMarthropodMcommunityMcompositionMusingMmetabarcodingkMūurprisingMinconsistenciesM
betweenMsoilMsamplesMandMpreservativeMethanolMandMhomogenateMfromM alaiseMtrapMcatches]M2019YM
bjYMbfbg[bfda

30

202 urzōYdbkMaMmanuallyMcuratedMreferenceMdatabaseMforMimprovedMtaxonomyMannotationMofMbgūMrōNrM
geneMsequencesMfromMdairyMproducts]M2019YMcaYMfga 20

201 ãrospectsMandMchallengesMofMimplementingMuNrMmetabarcodingMforMhigh[throughputMinsectM
surveillance]M2019YMiYM 56

200 uiatomMuNrM etabarcodingMforMsiomonitoringkMūtrategiesMtoMrvoidM ajorMTaxonomicalMandM
sioinformaticalMsiasesMLimitingM olecularMzndicesMtapacities]M2019YMhYM 27

199 ūtudyingMvcosystemsMWithMuNrM etabarcodingkMLessonsMwromMsiomonitoringMofMrquaticM
 acroinvertebrates]M2019YMhYM 41

198  onitoringMofMmarineMnematodeMcommunitiesMthroughMbiūMrōNrMmetabarcodingMasMaMsensitiveM
alternativeMtoMmorphology]M2019YMbahYMbafffe 8

197 xapsMinMuNr[sasedMsiomonitoringMrcrossMtheMxlobe]M2019YMhYM 32

196 tOzMmetabarcodingMprimerMchoiceMaffectsMrichnessMandMrecoveryMofMindicatorMtaxaMinMfreshwaterM
systems]M2019YMbeYMeaccajfd 38

195 vditorialMcabj]MMolecular EcologyYM2019YMciYMb[ci 5.7 7

194 ōapidMalignment[freeMphylogeneticMidentificationMofMmetagenomicMsequences]M2019YMdfYMddad[ddbc 12

193 vstimatingMbelowgroundMplantMabundanceMwithMuNrMmetabarcoding]M2019YMbjYMbcgf[bchh 15

192 siodiversityMofMōeef[suildingYMūcleractinianMtorals]M2019YMfij[gca 7

191 sioinformaticsMmatterskMTheMaccuracyMofMplantMandMsoilMfungalMcommunityMdataMisMhighlyMdependentM
onMtheMmetabarcodingMpipeline]M2019YMebYMcd[dd 82

190
vvaluationMofMdenaturingMgradientMgelMelectrophoresisMUuxxvVMandMnextMgenerationMsequencingM
UNxūVMinMcombinationMwithMenrichmentMcultureMtechniquesMtoMidentifyMbacteriaMinMcommercialM
microbial[basedMproducts]M2019YMbgbYMbbi[bda

3

189 Wood[rottingMbasidiomycetesMareMaMminorMcomponentMofMfungalMcommunitiesMassociatedMwithM
rcaciaMhybridMtreesMgrownMforMsawlogsMinMūouthMVietnam]M2019YMejYMebceji 1

188 tombinedMueterministicMandMūtochasticMãrocessesMtontrolM icrobialMūuccessionMinMōeplicateM
xranularMsiofilmMōeactors]M2019YMfdYMejbc[ejcb 22

187 willingMinMtheMxapskMrdoptingMUltraconservedMvlementsMrlongsideMtOzMtoMūtrengthenM etabarcodingM
ūtudies]M2019YMhYM 2
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186 VariationsMinMterrestrialMarthropodMuNrMmetabarcodingMmethodsMrecoversMrobustMbetaMdiversityMbutM
variableMrichnessMandMsiteMindicators]M2019YMjYMbicbi 9

185 ãromisesMandMpitfallsMofMusingMhigh[throughputMsequencingMforMdietManalysis]M2019YMbjYMdch[dei 77

184  icrobialMuiversityMofMThermophilesMThroughMtheMLensMofMNextMxenerationMūequencing]M2019YMcbh[ccg 2

183 rssemblyMprocessesMofMtrophicMguildsMinMtheMrootMmycobiomeMofMtemperateMforests]MMolecular 
EcologyYM2019YMciYMdei[dge 5.7 22

182 tircumpolarMterrestrialMarthropodMmonitoringkMrMreviewMofMongoingMactivitiesYMopportunitiesMandM
challengesYMwithMaMfocusMonMspiders]M2020YMejYMhae[hbh 12

181 ūtatusMandMtrendsMofMterrestrialMarthropodMabundanceMandMdiversityMinMtheMNorthMrtlanticMregionMofM
theMrrctic]M2020YMejYMhbi[hdb 23

180 varlyMLifeMūtagesMofMaMtommonMsroadcastMūpawningMtoralMrssociateMwithMūpecificMsacterialM
tommunitiesMuespiteMLackMofMznternalizedMsacteria]M2020YMhjYMhag[hbj 16

179 ūãz—vãzãvkMrMmetagenomicMpipelineMforMtheMaccurateMquantificationMofMeukaryoticMspeciesM
occurrencesMandMintraspecificMabundanceMchangeMusingMuNrMbarcodesMorMmitogenomes]M2020YMcaYMcfg[cgh 30

178  ixed[modeMbacterialMtransmissionMinMtheMcommonMbroodingMcoralMãocilloporaMacuta]M2020YMccYMdjh[ebc 17

177 tyberinfrastructureMandMresourcesMtoMenableManMintegrativeMapproachMtoMstudyingMforestMtrees]M2020
YMbdYMcci[ceb 11

176 vnhancingMuNrMmetabarcodingMperformanceMandMapplicabilityMwithMbaitMcaptureMenrichmentMandM
uNrMfromMconservativeMethanol]M2020YMcaYMhj[jg 6

175 éuantificationMofMtheMparalyticMshellfishMpoisoningMdinoflagellateMrlexandriumMspeciesMusingMaMdigitalM
ãtō]M2020YMjcYMbabhcg 14

174 ūoilMexposedMtoMsilverMnanoparticlesMrevealsMsignificantMchangesMinMcommunityMstructureMandMalteredM
microbialMtranscriptionalMprofiles]M2020YMcfiYMbbdibg 13

173 —eyMéuestionsMforMNext[xenerationMsiomonitoring]M2020YMhYM 30

172 sacterialMandMalgalMsymbiontMdynamicsMinMearlyMrecruitsMexposedMtoMtwoMadultMcoralMspecies]M2020YMdjYMbij[cac 9

171 TheMvcobiomicsMprojectkMrdvancingMmetagenomicsMassessmentMofMsoilMhealthMandMfreshwaterMqualityM
inMtanada]M2020YMhbaYMbdfjag 11

170 rMpracticalMguideMtoMuNrMmetabarcodingMforMentomologicalMecologists]M2020YMefYMdhd[dif 32

169 uietMcompositionManalysisMprovidesMnewMmanagementMinsightsMforMaMhighlyMspecializedMendangeredM
smallMmammal]M2020YMbfYMeaceabdg 2
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168  rōvūYMaMreplicableMpipelineMandMcuratedMreferenceMdatabaseMforMmarineMeukaryoteMmetabarcoding]M
2020YMhYMcaj 4

167 rpplicationMofMnextMgenerationMsequencingMforMdetectionMofMprotozoanMpathogensMinMshellfish]M2020YM
cbYMeaaajg 5

166 uecision[makingMandMbestMpracticesMforMtaxonomy[freeMenvironmentalMuNrMmetabarcodingMinM
biomonitoringMusingMyillMnumbers]MMolecular EcologyYM2021YMdaYMddcg[dddj 5.7 9

165 siasesMinMbulkkMuNrMmetabarcodingMofMmarineMcommunitiesMandMtheMmethodologyMinvolved]M
Molecular EcologyYM2021YMdaYMdcha[dcii 5.7 23

164 ãuttingMtOzM etabarcodingMinMtontextkMTheMUtilityMofMvxactMūequenceMVariantsMUvūVsVMinMsiodiversityM
rnalysis]M2020YMiYM 18

163 uriversMofMtropicalMsoilMinvertebrateMcommunityMcompositionMandMrichnessMacrossMtropicalMsecondaryM
forestsMusingMuNrMmetasystematics]M2020YMbaYMbiecj 2

162 xreaterMtopoclimaticMcontrolMofMabove[MversusMbelow[groundMcommunities]M2020YMcgYMghbf[ghci 3

161  arineMbiomonitoringMwithMeuNrkMtanMmetabarcodingMofMwaterMsamplesMcutMitMasMaMtoolMforM
surveyingMbenthicMcommunitiesp]MMolecular EcologyYM2021YMdaYMdbhf[dbii 5.7 15

160 yill[basedMdissimilarityMindicesMandMnullMmodelsMforManalysisMofMmicrobialMcommunityMassembly]M2020YM
iYMbdc 8

159 sacterialMcommunityMassemblyMinMrtlanticMcodMlarvaeMUxadusMmorhuaVkMcontributionsMofMecologicalM
processesMandMmetacommunityMstructure]M2020YMjgYM 7

158  olecularMidentificationMandMgeographicMoriginMofMaMpost[ edievalMelephantMfindingMfromM
southwesternMãortugalMusingMhigh[throughputMsequencing]M2020YMbaYMbjcfc 2

157 szOtO [ãzãvkMaMnewMuser[friendlyMmetabarcodingMpipelineMforMtheMcharacterizationMofMmicrobialM
diversityMfromMbgūYMbiūMandMcdūMrōNrMgeneMamplicons]M2020YMcbYMejc 4

156 uevelopmentMandMevaluationMofMfishMeuNrMmetabarcodingMassaysMfacilitateMtheMdetectionMofMcrypticM
seahorseMtaxaMUfamilykMūyngnathidaeV]M2020YMcYMgbe[gcg 16

155 ūhotgunMsequencingMofMhoneyMuNrMcanMdescribeMhoneyMbeeMderivedMenvironmentalMsignaturesMandM
theMhoneyMbeeMhologenomeMcomplexity]M2020YMbaYMjchj 15

154 tlimateMchangeMimpactsMonMrustraliaTsMeucalyptMandMcoralMspecieskMtomparingMandMsharingM
knowledgeMacrossMdisciplines]M2020YMbbYMegfh 5

153 tonsistencyMofMTargetedM etatranscriptomicsMandM orphologicalMtharacterizationMofM
ãhytoplanktonMtommunities]M2020YMbbYMjg 2

152 sroadMandMwineMūcaleMVariabilityMinMsacterialMuiversityMandMtyanotoxinMéuotasMinMsenthicM
tyanobacterialM ats]M2020YMbbYMbcj 6

151 uNrMmetabarcodingMforMbiodiversityMmonitoringMinMaMnationalMparkkMūcreeningMforMinvasiveMandMpestM
species]M2020YMcaYMbfec[bffh 11
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150 ōeappraisingMplastidMmarkersMofMtheMredMalgaeMforMphylogeneticMcommunityMecologyMinMtheMgenomicM
era]M2020YMbaYMbcjj[bdba 4

149 znformingMmarineMspatialMplanningMdecisionsMwithMenvironmentalMuNr]M2020YMgcYMdhf[eah 9

148 tomparingMenvironmentalMmetabarcodingMandMtrawlingMsurveyMofMdemersalMfishMcommunitiesMinMtheM
xulfMofMūt]MLawrenceYMtanada]M2021YMdYMcc[ec 19

147 ãropyleneMglycol[basedMantifreezeMisManMeffectiveMpreservativeMforMuNrMmetabarcodingMofMbenthicM
arthropods]M2021YMeaYMhh[ih 7

146 ūtirringMupMtheMrelationshipMbetweenMquantifiedMenvironmentalMuNrMconcentrationsMandM
exoskeleton[sheddingMinvertebrateMdensities]M2021YMdYMgaf[gbi 1

145 yigh[throughputMsequencingMofMfū[zxūMinMoakskMvxploringMintragenomicMvariationMandMalgorithmsMtoM
recognizeMtargetMspeciesMinMpureMandMmixedMsamples]M2021YMcbYMejf[fba 5

144 ōeanalysisMofMtheM arsfaaMexperimentMrevealsMcommonMgutMmicrobiomeMalterationsMinMastronautsM
inducedMbyMlong[durationMconfinement]M2021YMbjYMcccd[ccdf 3

143  etagenomicsMrpproachesMforMtheMuetectionMandMūurveillanceMofMvmergingMandMōecurrentMãlantM
ãathogens]M2021YMjYM 19

142 tonnectingMhigh[throughputMbiodiversityMinventorieskMOpportunitiesMforMaMsite[basedMgenomicM
frameworkMforMglobalMintegrationMandMsynthesis]MMolecular EcologyYM2021YMdaYMbbca[bbdf 5.7 8

141
vxtremelyMlowMnucleotideMdiversityMamongMthirty[sixMnewMchloroplastMgenomeMsequencesMfromM
UyeliantheaeYMrsteraceaeVMandMcomparativeMchloroplastMgenomicsManalysesMwithMcloselyMrelatedM
genera]M2021YMjYMebaiig
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140 uNrM etabarcodingMforMtheMtharacterizationMofMTerrestrialM icrobiota[ãitfallsMandMūolutions]M2021YM
jYM 11

139 éuantitativeMassessmentMofMfishMlarvaeMcommunityMcompositionMinMspawningMareasMusingM
metabarcodingMofMbulkMsamples]M2021YMdbYMeaccie 0

138 euNrwlowYManMautomatedYMreproducibleMandMscalableMworkflowMforManalysisMofMenvironmentalMuNrM
sequencesMexploitingMNextflowMandMūingularity]M2021YMcbYMbgjh[bhae 10

137 rnMOverviewMofMuNr[sasedMrpplicationsMforMtheMrssessmentMofMsenthicM acroinvertebratesM
siodiversityMinM editerraneanMrquaticMvcosystems]M2021YMbdYMbbc 4

136 uevelopingMaMnon[destructiveMmetabarcodingMprotocolMforMdetectionMofMpestMinsectsMinMbulkMtrapM
catches]M2021YMbbYMhjeg 5

135 TheMroleMofMtaxonomicMexpertiseMinMinterpretationMofMmetabarcodingMstudies]M 3

134 rssessmentsMofMsacterialMtommunityMūhiftsMinMūedimentsMalongMtheMyeadwatersMofMūˆ£oMwranciscoM
ōiverYMsrazil]M2021YMbYMjb[baf 1

133 vnvironmentalMuNrMofMpreservativeMethanolMperformedMbetterMthanMwaterMsamplesMinMdetectingM
macroinvertebrateMdiversityMusingMmetabarcoding]M2021YMchYMbjij[caac 0
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132 rssessmentMofMcurrentMtaxonomicMassignmentMstrategiesMforMmetabarcodingMeukaryotes]M2021YMcbYMcbja[ccad 7

131 euNrMmetabarcodingMoutperformsMtraditionalMfisheriesMsamplingMandMrevealsMfine[scaleM
heterogeneityMinMaMtemperateMfreshwaterMlake]M2021YMdYMjbc[jcj 3

130 uevelopingMaMmonitoringMprogramMofMgeneticMdiversitykMwhatMdoMstakeholdersMsayp]M2021YMccYMghd[gie 1

129 rMmetabarcodingMapproachMforMdetectingMprotozoanMpathogensMinMwildMoystersMfromMãrinceMvdwardM
zslandYMtanada]M2021YMdgaYMbajdbf

128 ūcientificMandMbudgetaryMtrade[offsMbetweenMmorphologicalMandMmolecularMmethodsMforMdeep[seaM
biodiversityMassessment]M2021YM 0

127 tommunityMeuNrMmetabarcodingMasMaMdetectionMtoolMforMdocumentingMfreshwaterMmusselM
UUnionidaeVMspeciesMassemblages]M2021YMdYMbbhc 1

126 vnvironmentalMuNrMandMenvironmentalMōNrkMturrentMandMprospectiveMapplicationsMforMbiologicalM
monitoring]M2021YMhicYMbegijb 8

125 yigh[ThroughputM etabarcodingMtharacterizesMwungalMvndophyteMuiversityMinMtheMãhyllosphereMofMaM
sarleyMtrop]MãszO vū[aj[ca[a 3

124 siologicalMzngredientMrnalysisMofMTraditionalMyerbalMãatentM edicineMwukeMueshengMWanMUsingMtheM
ūhotgunM etabarcodingMrpproach]M2021YMbcYMgahbjh 1

123 TowardsMreproducibleMmetabarcodingMdatakMLessonsMfromManMinternationalMcross[laboratoryM
experiment]M2021YM 6

122 UsingMunsortedMsweep[netMsamplesMtoMrapidlyMassessMmacroinvertebrateMbiodiversity]M2021YMeaYMffb[fgf 1

121 vxtensiveMsex[specificMandMregionalMvariationsMobservedMinMtheMmicrobiomeMofMuermacentorM
reticulatus]M2021YMbcYMbabhgh 1

120 yaplotype[levelMmetabarcodingMofMfreshwaterMmacroinvertebrateMspecieskMaMprospectiveMtoolMforM
populationMgeneticManalysis]M 0

119 taptureMbyMhybridizationMforMfull[lengthMbarcode[basedMeukaryoticMandMprokaryoticMbiodiversityM
inventoriesMofMdeepMseaMecosystems]M2021YM 0

118 znternalMtranscribedMspacerMprimerMevaluationMforMvascularMplantMmetabarcoding]MfYM 2

117 ãlantMbiodiversityMassessmentMthroughMpollenMuNrMmetabarcodingMinMNaturaMcaaaMhabitatsMUztalianM
rlpsV]M2021YMbbYMbiccg 1

116 zsMitMpossibleMtoMunderstandMaMbookMmissingMaMquarterMofMtheMletterspMUnveilingMtheMbelowgroundM
speciesMrichnessMofMgrasslands]M2021YMbahgid 0

115 rpplicationMofMNextMxenerationMūemiconductor[sasedMūequencingMforMtheMzdentificationMofMUVMrllelesM
fromMyoneyMuNr]M2021YMbcYM 1
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114 tomingMofMageMforMtOzMmetabarcodingMofMwholeMorganismMcommunityMuNrkMTowardsMbioinformaticM
harmonisation]M2021YM 4

113 tonnectivityYMdiversityYMandMhybridizationMbetweenMtwoMendemicMfishMspeciesMUãerciliaMspp]VMinMaM
complexMtemperateMlandscape]Mb 0

112 ViralMquasispeciesMquantitativeManalysiskMaMnovelMapproachMforMappraisingMtheMimmuneMtolerantMphaseM
ofMchronicMhepatitisMsMvirusMinfection]M2021YMbaYMiec[ifb 1

111 LinkingMOmicsMrpproachesMtoM edicinalMãlantsMandMyumanMyealth]M2019YMdb[fh 2

110 uecisionMmakingMandMbestMpracticesMforMtaxonomy[freeMeuNrMmetabarcodingMinMbiomonitoringMusingM
yillMnumbers]M 4

109 rssessmentMofMcurrentMtaxonomicMassignmentMstrategiesMforMmetabarcodingMeukaryotes]M 2

108 OverMc]fMmillionMtOzMsequencesMinMxensankMandMgrowing]M 2

107 ūãz—vãzãvkMrMmetagenomicMpipelineMforMtheMaccurateMquantificationMofMeukaryoticMspeciesM
occurrencesMandMabundancesMusingMuNrMbarcodesMorMmitogenomes]M 2

106 ūtudyingMecosystemsMwithMuNrMmetabarcodingkMlessonsMfromMaquaticMbiomonitoring]M 9

105 TheMcurrentMstateMofMuNrMbarcodingMofMmacroalgaeMinMtheM editerraneanMūeakMpresentlyMlackingMbutM
urgentlyMrequired]M2020YMgdYMcfd[chc 13

104 rMflexibleMpipelineMcombiningMclusteringMandMcorrectionMtoolsMforMprokaryoticMandMeukaryoticM
metabarcoding]Mbaaaed 1

103 TowardsMconservingMnaturalMdiversitykMrMbioticMinventoryMbyMobservationsYMspecimensYMuNrM
barcodingMandMhigh[throughputMsequencingMmethods]M2020YMiYMefabce 1

102 rboutMNotiophilusMuumˆ'rilYMbiagMUtoleopteraYMtarabidaeVkMūpeciesMdelineationMandMphylogenyMusingM
uNrMbarcodes]M2019YMggYMgd[hd 5

101 ūov kMaMnovelMãtō[freeMbiodiversityMassessmentMmethodMbasedMonMsmall[organellesMenrichedM
metagenomics]M2019YMdeYMfh[ha 7

100 xenomeMskimmingMisMaMlow[costMandMrobustMstrategyMtoMassembleMcompleteMmitochondrialMgenomesM
fromMethanolMpreservedMspecimensMinMbiodiversityMstudies]M2019YMhYMehfed 18

99 TheMdietMofMottersMUVMonMtheMrgriMriverMsystemYMoneMofMtheMmostMimportantMpresenceMsitesMinMztalykMaM
molecularMapproach]M2020YMiYMejgag 6

98 xlobalMportMsurveyMquantifiesMcommercialMshippingâ��sMeffectMonMbiodiversity]M

97 ōapidMalignment[freeMphylogeneticMidentificationMofMmetagenomicMsequences]M 2
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96 WaterMqualityMandMmicrobialMloadkMaMdouble[thresholdMidentificationMprocedureMintendedMforMspaceM
applications]M

95 urzōYdbkMrMmanuallyMcuratedMgoldMstandardMreferenceMdatabaseMforMimprovedMtaxonomyMannotationM
ofMbgūMrōNrMgeneMsequencesMfromMdairyMproducts]M

94 vnhancingMuNrMmetabarcodingMperformanceMandMapplicabilityMwithMbaitMcaptureMenrichmentMandM
uNrMfromMconservativeMethanol]M

93 tOzMmetabarcodingMprimerMchoiceMaffectsMrichnessMandMrecoveryMofMindicatorMtaxaMinMfreshwaterM
systems]M 1

92 vstablishingMinsectMcommunityMcompositionMusingMmetabarcodingMofMsoilMsamplesYMandMpreservativeM
ethanolMandMhomogenateMfromM alaiseMtrapMcatcheskMsurprisingMinconsistenciesMbetweenMmethods]M 2

91 VariationsMinMterrestrialMarthropodMuNrMmetabarcodingMmethodsMrecoversMrobustMbetaMdiversityMbutM
variableMrichnessMandMsiteMindicatorsMbasedMonMexactMsequenceMvariants]M

90 vditorialkMūtressorsMrctingMonMrquaticMvcosystemskMyigh[ThroughputMūequencingMrpproachesMtoM
ūhedMLightMonMyuman[NatureMznteractions]M2021YMjYM 0

89 ōapidMquantitativeMassessmentMofMfishMlarvaeMcommunityMcompositionMusingMmetabarcoding]M 0

88 TheMutilityMofMaMmetagenomicsMapproachMforMmarineMbiomonitoring]M 4

87  vTrWOō—ūkMrMflexibleYMscalableMbioinformaticMpipelineMforMmulti[markerMbiodiversityMassessments]M 3

86 euNrMmetabarcodingMoutperformsMtraditionalMfisheriesMsamplingMandMrevealsMfine[scaleM
heterogeneityMinMaMtemperateMfreshwaterMlake]M 1

85 vnvironmentalMuNrMforMtrackingMwaterholeMvisitationMinMsavannaMecosystems]M 0

84 vxTaxszkManMexplorationMtoolMofMbiodiversityMmolecularMdata]M 0

83 ūamplingMofMãlantM aterialMtoMūtudyMvndophytesMinMūmallYMLargeYMandMWoodyMãlants]M2021YMccdcYMdh[ec 0

82 wullMzssueMãuw]M2021YMfYMcej[dgg

81 touplingMecologicalMnetworkManalysisMwithMhigh[throughputMsequencing[basedMsurveyskMLessonsM
fromMtheMnext[generationMbiomonitoringMproject]M2022YMgfYMdgh[eda 1

80 TowardsMenvironmentalMuNr[basedMbioassessmentMofMfreshwaterMreservoirsMwithMsmallMvolumesMofM
waterkMrobustMmolecularMprotocols]M 0

79  etasrōwcodingkMuNr[barcodingMofMregurgitatedMpreyMyieldsMinsightsMintoMthristmasMshearwaterM
UãuffinusMnativitatisVMforagingMecologyMatMy¯�lanik¯«MU—ureMrtollVYMyawaipi]M 1
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78 euNrMandMsioassessmentMofMōivers]M2021YM

77 vnvironmentalMuNrMrdvancingMOurMUnderstandingMandMtonservationMofMznlandMWaters]M2021YM 1

76 uealingMwithMtheMpromiseMofMmetabarcodingMinMmega[eventMbiomonitoringkMvXãOcabfMuneditedM
data]M

75 znferringMmicrobiotaMfunctionsMfromMtaxonomicMgeneskMaMreview]]M2022YMbbYM 3

74 vxTaxszkManMexplorationMtoolMofMbiodiversityMmolecularMdata]]M2022YMbbYM 1

73 OōTyOū—z kMinMsilicoMsequenceMcaptureMfromMgenomicMandMtranscriptomicMlibrariesMforM
phylogenomicMandMbarcodingMapplications]]M2022YM 0

72 OrganicMmatterMandMmetalMloadingsMinfluenceMtheMspatialMgradientMofMtheMbenthicMbacterialM
communityMinMaMtemperateMestuary]M2022YM 0

71
rssessmentMofMtheMenvironmentalMdistributionMofMtheMprotozoanMparasiteMãerkinsusMolseniMbyM
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