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o Paper IF Citations

419 rxomeHchipHmetaUanalysisHidentifiesHnovelHlociHandHrastHnsianUspecificHcodingHvariantsHthatH
contributeHtoHlipidHlevelsHandHcoronaryHarteryHdiseaseVHNature GeneticsTH2017THafTHYdZZUYd3X 36.3 83

418
 earchingHforHtheHpausalHàariantsHofHtheHnssociationHoetweenHuypertriglyceridemiaHandHtheH
tenomeUéideHnssociationH tudiesUqerivedH ignalslHTakeHaHyookHinHtheH~ativeHnmericanH
’opulationsVH2017THYXTH

417 yipidHmetabolismgHspotlightHonHmodulatorsHofHlipoproteinHlipaseHactivityVH2018THZfTHYcaUYcb 2

416 yossHofHangiopoietinUlikeHaHPn~t’TyaQHinHmiceHwithHdietUinducedHobesityHuncouplesHvisceralHobesityH
fromHglucoseHintoleranceHpartlyHviaHtheHgutHmicrobiotaVH2018THcYTHYaadUYabe 45

415 nHlargeHelectronicUhealthUrecordUbasedHgenomeUwideHstudyHofHserumHlipidsVHNature GeneticsTH2018TH
bXTHaXYUaY3 36.3 127

414 vmplicationsHofHpubliclyHavailableHgenomicHdataHresourcesHinHsearchingHforHtherapeuticHtargetsHofH
obesityHandHtypeHZHdiabetesVH2018THbXTHYUY3 2

413 sunctionalHnssaysHtoH creenHandHqissectHtenomicHuitsgHqoublingHqownHonHtheH~ationalHvnvestmentH
inHtenomicH—esearchVH2018THYYTHeXXZYde 16

412 qtnTZHvnhibitionHnltersHnspectsHofHTriglycerideHzetabolismHinH—odentsHbutH~otHinH~onUhumanH
’rimatesVH2018THZdTHYZ3cUYZaeVec 36

411 nssociationHofHteneticHvnstrumentalHàariablesHforHyungHsunctionHonHporonaryHnrteryHqiseaseH—iskgHnH
ZU ampleHzendelianH—andomizationH tudyVH2018THYYTHeXXYfbZ 13

410 ~nsyqHriskHallelesHinH’~’yn3THTzc sZTHtpx—HandHyα’ynyYHshowHdivergentHmetabolicHeffectsVH2018TH
ZdTHZZYaUZZZ3 65

409 vnsightsHfromHpopulationUbasedHanalysesHofHplasmaHlipidsHacrossHtheHalleleHfrequencyHspectrumVH
2018THbXTHYUc 2

408 vsHaHfattyHliverHPalwaysHorHeverQHbadHforHtheHheartlVH2018TH3fTH3faU3fc 3

407 pausalHrelationshipHofHhepaticHfatHwithHliverHdamageHandHinsulinHresistanceHinHnonalcoholicHfattyH
liverVH2018THZe3TH3bcU3dX 140

406 ’olygenicHinfluencesHonHdyslipidemiasVH2018THZfTHY33UYa3 42

405 ×nexplainedHreciprocalHregulationHofHdiabetesHandHlipoproteinsVH2018THZfTHYecUYf3 11

404 zyeloidHcellsHregulateHplasmaHyqyUcholesterolHlevelsVH2018THZfTHZ33UZ3f 2

403 rlectronicHhealthHrecordsgHtheHnextHwaveHofHcomplexHdiseaseHgeneticsVH2018THZdTH—YaU—ZY 26

Citation Report

2



402 nnHn’OOH’seudogeneHonHphromosomeHbqHvsHnssociatedHéithHyowUqensityHyipoproteinHpholesterolH
yevelsVH2018THY3eTHY3a3UY3bb 6

401 —eplyHtogHJTheH’~’yn3H ~’Hrsd3eaXfgtHalleleHisHassociatedHwithHincreasedHliverHdiseaseUassociatedH
mortalityHbutHreducedHoverallHmortalityHinHaHpopulationUbasedHcohortJVH2018THceTHecXUecZ 2

400  erumHTriglyceridesHandHntheroscleroticHpardiovascularHqiseasegHvnsightsHfromHplinicalHandHteneticH
 tudiesVH2018THYXTH 20

399 zacrophageHvnflammationTHrrythrophagocytosisTHandHncceleratedHntherosclerosisHinHwakZHziceVH
2018THYZ3THe3bUead 93

398 vdentificationHofHYZHnovelHlociHthatHconferHsusceptibilityHtoHearlyUonsetHdyslipidemiaVH2019THa3THbdUeZ 4

397 oivariateHtenomeUéideHnssociationH canHvdentifiesHcH~ovelHyociHnssociatedHéithHyipidHyevelsHandH
poronaryHnrteryHqiseaseVH2018THYYTHeXXZZ3f 16

396 tenomeUwideHassociationHmetaUanalysisHyieldsHZXHlociHassociatedHwithHgallstoneHdiseaseVH2018THfTHbYXY 29

395 nHsemiUsupervisedHapproachHforHpredictingHcellUtypeHspecificHfunctionalHconsequencesHofHnonUcodingH
variationHusingHz’—nsVH2018THfTHbYff 14

394 teneticallyHelevatedHhighUdensityHlipoproteinHcholesterolHthroughHtheHcholesterylHesterHtransferH
proteinHgeneHdoesHnotHassociateHwithHriskHofHnlzheimerOsHdiseaseVH2018THYXTHbfbUbfe

393 teneticsHofHbloodHlipidsHamongH~3XXTXXXHmultiUethnicHparticipantsHofHtheHzillionHàeteranH’rogramVH
Nature GeneticsTH2018THbXTHYbYaUYbZ3 36.3 260

392 —esponseHtoHcommentHbyHtuerraHetHalVH2018TH3eTH 1

391 nntecedentsHofH oftHqrusenTHtheH pecificHqepositsHofHngeU—elatedHzacularHqegenerationTHinHtheH
oiologyHofHuumanHzaculaVH2018THbfTHnzqYeZUnzqYfa 56

390  oftHqrusenHinHngeU—elatedHzacularHqegenerationgHoiologyHandHTargetingHàiaHtheHOilH pillH
 trategiesVH2018THbfTHnzqYcXUnzqYeY 110

389 zultiplexedHTargetedH—esequencingHvdentifiesHpodingHandH—egulatoryHàariationH×nderlyingH
’henotypicHrxtremesHofHuighUqensityHyipoproteinHpholesterolHinHuumansVH2018THYYTHeXXZXdX 5

388 vnflammationTHvmmunityTHandHvnfectionHinHntherothrombosisgHwnppH—eviewHTopicHofHtheHéeekVH2018TH
dZTHZXdYUZXeY 256

387 ’henomeUwideHassociationHstudiesHacrossHlargeHpopulationHcohortsHsupportHdrugHtargetHvalidationVH
2018THfTHaZeb 76

386 yowUsrequencyHandH—areUpodingHàariationHpontributesHtoHzultipleH clerosisH—iskVH2018THYdbTHYcdfUYcedVed 72

385 plonalHuematopoiesisHandHvtsHvmpactHonHpardiovascularHqiseaseVH2018THe3THZUYY 25
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384
nssociationHofHteneticallyHrnhancedHyipoproteinHyipaseUzediatedHyipolysisHandHyowUqensityH
yipoproteinHpholesterolUyoweringHnllelesHéithH—iskHofHporonaryHqiseaseHandHTypeHZHqiabetesVH2018TH
3THfbdUfcc

30

383  erumHtriglyceridesHpredictHfirstHcardiovascularHeventsHinHdiabeticHpatientsHwithH
hypercholesterolemiaHandHretinopathyVH2018THZbTHYebZUYecX 14

382 ’rioritisingH—iskHsactorsHforHTypeHZHqiabetesgHpausalHvnferenceHthroughHteneticHnpproachesVH2018TH
YeTHaX 4

381 TowardsHaHzoreH’ersonalizedHTreatmentHofHqyslipidemiasHtoH’reventHpardiovascularHqiseaseVH2018TH
ZXTHbc 2

380 yargeU caleHnnalysisHofHteneticHandHplinicalH’atientHqataVH2018THYTHZc3UZda 8

379 nHreviewHofHtheHmultifunctionalityHofHangiopoietinUlikeHaHinHeyeHdiseaseVH2018TH3eTH 21

378 TrimmingHtheHsatgHncetylUponHparboxylaseHvnhibitionHforHtheHzanagementHofH~nsyqVH2018THceTHZXcZUZXcb 14

377 ’atatinUlikeHphospholipaseHdomainHcontainingH3HvariantsHdifferentiallyHimpactHmetabolicHtraitsHinH
individualsHatHhighHriskHforHcardiovascularHeventsVH2018THZTHdfeUeXc 13

376 —eadingHzendelianHrandomisationHstudiesgHaHguideTHglossaryTHandHchecklistHforHcliniciansVH2018TH3cZTHkcXY 576

375 plonalHuematopoiesisgH omaticHzutationsHinHoloodHpellsHandHntherosclerosisVH2018THYYTHeXXYfZc 20

374 OrganicHcationHtransporterHYHPOpTYQHmodulatesHmultipleHcardiometabolicHtraitsHthroughHeffectsHonH
hepaticHthiamineHcontentVH2018THYcTHeZXXZfXd 29

373 ’roperHconditionalHanalysisHinHtheHpresenceHofHmissingHdatagHnpplicationHtoHlargeHscaleHmetaUanalysisH
ofHtobaccoHuseHphenotypesVH2018THYaTHeYXXdabZ 11

372 nHcodingHandHnonUcodingHtranscriptomicHperspectiveHonHtheHgenomicsHofHhumanHmetabolicHdiseaseVH
2018THacTHdddZUddfZ 22

371 tenesHthatHmakeHyouHfatTHbutHkeepHyouHhealthyVH2018THZeaTHabXUac3 25

370 ’atientH imilarityH~etworksHforH’recisionHzedicineVH2018THa3XTHZfZaUZf3e 48

369 ×singHgeneticHdataHtoHstrengthenHcausalHinferenceHinHobservationalHresearchVH2018THYfTHbccUbeX 178

368 tenomicHinsightsHintoHtheHcausesHofHtypeHZHdiabetesVH2018TH3fYTHZac3UZada 64

367 teneticHinactivationHofHn~t’TyaHimprovesHglucoseHhomeostasisHandHisHassociatedHwithHreducedHriskH
ofHdiabetesVH2018THfTHZZbZ 71
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366 ×singHteneticHàariantsHinHtheHTargetsHofHyipidHyoweringHTherapiesHtoHvnformHqrugHqiscoveryHandH
qevelopmentgHpurrentHandHsutureHTreatmentHOptionsVH2019THYXbTHbceUbeY 3

365 teneticHàariationsTHTriglyceridesTHandHntheroscleroticHqiseaseVH2019THZcTHYZeUY3Y 9

364 ~nsyqHandHqiabetesgHTwoH idesHofHtheH ameHpoinlH—ationaleHforHteneUoasedH’ersonalizedH~nsyqH
TreatmentVH2019THYXTHedd 43

363 ’~’yn3HgeneHpolymorphismHinHorazilianHpatientsHwithHtypeHZHdiabetesgHnHprognosticHmarkerHbeyondH
liverHdiseaselVH2019THZfTHfcbUfdY 9

362 rxomeHsequencingHofHsinnishHisolatesHenhancesHrareUvariantHassociationHpowerVH2019THbdZTH3Z3U3Ze 69

361 nHcommonHvariantHinHppqpf3HprotectsHagainstHmyocardialHinfarctionHandHcardiovascularHmortalityH
byHregulatingHendosomalHtraffickingHofHlowUdensityHlipoproteinHreceptorVH2020THaYTHYXaXUYXb3 9

360 TheH—~nUoindingH’roteinHnYpsH—egulatesHuepaticHsructoseHandHtlycerolHzetabolismHviaHnlternativeH
—~nH plicingVH2019THZfTHZe3U3XXVee 13

359 nHgenomeUwideHsearchHforHgeneUbyUobesityHinteractionHlociHofHdyslipidemiaHinHxoreansHshowsH
diverseHgeneticHriskHallelesVH2019THcXTHZXfXUZYXY 1

358 —egulationHofHglucoseHandHlipidHmetabolismHinHhealthHandHdiseaseVH2019THcZTHYaZXUYabe 65

357 TemporalHchangesHinHcardiorespiratoryHfitnessHandHriskHofHdementiaHincidenceHandHmortalitygHaH
populationUbasedHprospectiveHcohortHstudyVH2019THaTHebcbUebda 28

356 tenomeUwideHassociationHanalysisHofHvenousHthromboembolismHidentifiesHnewHriskHlociHandHgeneticH
overlapHwithHarterialHvascularHdiseaseVHNature GeneticsTH2019THbYTHYbdaUYbdf 36.3 56

355 teneticHregulationHofHgeneHexpressionHandHsplicingHduringHaHYXUyearHperiodHofHhumanHagingVH2019TH
ZXTHZ3X 18

354 vnHsearchHofHcausalHpathwaysHinHdiabetesgHaHstudyHusingHproteomicsHandHgenotypingHdataHfromHaH
crossUsectionalHstudyVH2019THcZTHYffeUZXXc 10

353 nssociationHofHteneticHàariantsH—elatedHtoHpombinedHrxposureHtoHyowerHyowUqensityHyipoproteinsH
andHyowerH ystolicHoloodH’ressureHéithHyifetimeH—iskHofHpardiovascularHqiseaseVH2019TH3ZZTHY3eYUY3fY 79

352 TheHtransferabilityHofHlipidHlociHacrossHnfricanTHnsianHandHruropeanHcohortsVH2019THYXTHa33X 24

351 teneticHarchitectureHofHhumanHplasmaHlipidomeHandHitsHlinkHtoHcardiovascularHdiseaseVH2019THYXTHa3Zf 58

350 nssociationHofHTriglycerideUyoweringHy’yHàariantsHandHyqyUpUyoweringHyqy—HàariantsHéithH—iskHofH
poronaryHueartHqiseaseVH2019TH3ZYTH3caU3d3 263

349 zultiancestryHtenomeUéideHnssociationH tudyHofHyipidHyevelsHvncorporatingHteneUnlcoholH
vnteractionsVH2019THYeeTHYX33UYXba 39
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348 qoesHnonalcoholicHfattyHliverHdiseaseHcauseHcardiovascularHdiseaselHpurrentHknowledgeHandHgapsVH
2019THZeZTHYYXUYZX 45

347 zultiUancestryHstudyHofHbloodHlipidHlevelsHidentifiesHfourHlociHinteractingHwithHphysicalHactivityVH2019TH
YXTH3dc 41

346 TheHvirtuousHcycleHofHhumanHgeneticsHandHmouseHmodelsHinHdrugHdiscoveryVH2019THYeTHZbbUZdZ 26

345 zovingHTargetsgH—ecentHndvancesHinHyipidUyoweringHTherapiesVH2019TH3fTH3afU3bf 27

344 rmergingHrvidenceHthatHnpopUvvvHvnhibitorsH’rovideH~ovelHOptionsHtoH—educeHtheH—esidualHpàqVH
2019THZYTHZd 42

343 —egionalHfatHdepotHmassesHareHinfluencedHbyHproteinUcodingHgeneHvariantsVH2019THYaTHeXZYdcaa 0

342 n~t’TyaHinHzetabolicHandHpardiovascularHqiseaseVH2019THZbTHdZ3Ud3a 54

341 rxomeUqerivedHndiponectinUnssociatedHàariantsHvmplicateHObesityHandHyipidHoiologyVH2019THYXbTHYbUZe 12

340 zicro—~nUYfcaHlinksHhumanHbodyHfatHdistributionHtoHadiposeHtissueHextracellularHmatrixH
compositionVH2019THaaTHacdUadb 12

339 yipoproteinPaQHasHanHOldHandH~ewHpausalH—iskHsactorHofHntheroscleroticHpardiovascularHqiseaseVH
2019THZcTHbe3UbfY 21

338  tructureHofHlipoproteinHlipaseHinHcomplexHwithHt’vuo’YVH2019THYYcTHYX3cXUYX3cb 29

337 uepatocyteHqeletionHofHTriglycerideU ynthesisHrnzymeHncylHpongHqiacylglycerolHncyltransferaseHZH
—educesH teatosisHéithoutHvncreasingHvnflammationHorHsibrosisHinHziceVH2019THdXTHYfdZUYfeb 31

336 sun ’×gHnHversatileHandHadaptiveHmultipleHfunctionalHannotationUbasedHassociationHtestHofH
wholeUgenomeHsequencingHdataVH2019THYbTHeYXXeXeY 10

335 nnH×nbiasedHyipidH’henotypingHnpproachHToH tudyHtheHteneticHqeterminantsHofHyipidsHandHTheirH
nssociationHwithHporonaryHueartHqiseaseH—iskHsactorsVH2019THYeTHZ3fdUZaYX 38

334 rpidemiologistsHofHtheHsuturegHqataHpollectorsHorH cientistslVH2019THYeeTHefXUefb 3

333 OnHβebrafishHqiseaseHzodelsHandHzattersHofHtheHueartVH2019THdTH 24

332 zendelianH—andomizationH tudyHofHandHpardiovascularHqiseaseVH2019TH3eXTHYX33UYXaZ 116

331 zethodsHforHtheHnnalysisHandHvnterpretationHforH—areHàariantsHnssociatedHwithHpomplexHTraitsVH
2019THYXYTHee3 8
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330 —elationshipHoetweenH~onalcoholicHsattyHyiverHqiseaseH usceptibilityHtenesHandHporonaryHnrteryH
qiseaseVH2019TH3THbedUbfc 23

329 zultiUancestryHgenomeUwideHgeneUsmokingHinteractionHstudyHofH3edTZdZHindividualsHidentifiesHnewH
lociHassociatedHwithHserumHlipidsVHNature GeneticsTH2019THbYTHc3cUcae 36.3 59

328 rffectsHofHnngiopoietinUyikeH3HonHTriglycerideH—egulationTHtlucoseHuomeostasisTHandHqiabetesVH2019
THZXYfTHcbde3Zd 21

327 yeducqHTransatlanticH~etworkHonHplonalHuematopoiesisHandHntherosclerosisVH2019THYZaTHaeYUae3 2

326 yipoproteinHlipasegHnewHrolesHforHanHOoldOHenzymeVH2019THZZTHYYYUYYb 11

325 rnhancerHdeletionHandHallelicHeffectsHdefineHaHregulatoryHmolecularHmechanismHatHtheHàyqy—H
cholesterolHtén HlocusVH2019THZeTHeeeUefb 4

324 yipoproteinHmetabolismHinHliverHdiseasesVH2019TH3XTH3XU3c 8

323 ’roteinUcodingHvariantsHimplicateHnovelHgenesHrelatedHtoHlipidHhomeostasisHcontributingHtoHbodyUfatH
distributionVHNature GeneticsTH2019THbYTHabZUacf 36.3 44

322 nHphenomeUwideHassociationHstudyHtoHdiscoverHpleiotropicHeffectsHofHTHTHandVH2019THaTH3 14

321 t’—YacHqeficiencyH’rotectsHagainstHuypercholesterolemiaHandHntherosclerosisVH2019THYdfTHYZdcUYZeeVeYa 27

320 qyslipidemiaHinHnonalcoholicHfattyHliverHdiseaseVH2019THZcTHYX3UYXe 23

319 vntegrativeHgenomicHanalysisHidentifiedHcommonHregulatoryHnetworksHunderlyingHtheHcorrelationH
betweenHcoronaryHarteryHdiseaseHandHplasmaHlipidHlevelsVH2019THYfTH3YX 6

318 teneticsUdrivenHdiscoveryHofHnovelHregulatorsHofHlipidHmetabolismVH2019TH3XTHYbdUYca 3

317 ~ewHinsightsHintoHangiopoietinUlikeHproteinsHinHlipidHmetabolismHandHcardiovascularHdiseaseHriskVH
2019TH3XTHZXbUZYY 33

316 TenHyearsHingHn’OyYHreachesHbeyondHtheHkidneyVH2019THZeTH3dbU3eZ 0

315 ~onUalcoholicHfattyHliverHdiseasegHcausesTHdiagnosisTHcardiometabolicHconsequencesTHandHtreatmentH
strategiesVH2019THdTH3Y3U3Za 322

314 vmpactHofHtenesHandHrnvironmentHonHObesityHandHpardiovascularHqiseaseVH2019THYcXTHeYUYXX 19

313 —emnantHlipoproteinsHandHatheroscleroticHcardiovascularHdiseaseVH2019THafXTHYUb 9
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312 q~nH equenceHàariationHinHrncodingHtheHnctivinH—eceptorUyikeHxinaseHdHvnfluencesHoodyHsatH
qistributionHandH’rotectsHngainstHTypeHZHqiabetesVH2019THceTHZZcUZ3a 12

311 ’otentialHcausalHassociationsHofHserumHZbUhydroxyvitaminHqHwithHlipidsgHaHzendelianHrandomizationH
approachHofHtheHu×~THstudyVH2019TH3aTHbdUcc 8

310 papitalizingHonHvnsightsHfromHuumanHteneticsHtoHvdentifyH~ovelHTherapeuticHTargetsHforHporonaryH
nrteryHqiseaseVH2019THdXTHYfU3Z 4

309 teneUoasedHrlevatedHTriglyceridesHandHTypeHZHqiabetesHzellitusH—iskHinHtheHéomenOsHtenomeH
uealthH tudyVH2019TH3fTHfdUYXc 5

308 tenomeUwideHenrichmentHofHmnUassociatedHsingleUnucleotideHpolymorphismsHinHtheHlipidHlociVH2019TH
YfTH3adU3bd 14

307 teneticHcontributionsHtoH~nsyqgHleveragingHsharedHgeneticsHtoHuncoverHsystemsHbiologyVH2020THYdTHaXUbZ 94

306 plonalHhaematopoiesisgHconnectingHageingHandHinflammationHinHcardiovascularHdiseaseVH2020THYdTHY3dUYaa 89

305 yipidHloweringHandHnlzheimerHdiseaseHriskgHnHmendelianHrandomizationHstudyVH2020THedTH3XU3f 20

304 ~onUalcoholicHfattyHliverHdiseaseHandHcardiovascularHdiseasegHassessingHtheHevidenceHforHcausalityVH
2020THc3THZb3UZcX 45

303 nnHadaptiveHtestHforHmetaUanalysisHofHrareHvariantHassociationHstudiesVH2020THaaTHYXaUYYc 2

302 sunctionalH creeningHofHpandidateHpausalHtenesHforHvnsulinH—esistanceHinHuumanH’readipocytesHandH
ndipocytesVH2020THYZcTH33XU3ac 19

301 nssociationHofHteneticallyH’redictedHyipidHyevelsHéithHtheHrxtentHofHporonaryHntherosclerosisHinH
vcelandicHndultsVH2020THbTHY3UZX 15

300  tatinUinducedHyqyHcholesterolHresponseHandHtypeHZHdiabetesgHaHbidirectionalHtwoUsampleHzendelianH
randomizationHstudyVH2020THZXTHacZUadX 7

299 peramidesgHnHpauseHofHvnsulinH—esistanceHinH~onalcoholicHsattyHyiverHqiseaseHinHoothHzurineHzodelsH
andHuumansVH2020THdYTHYaffUYbXY 11

298 sineUmappingHandH–TyHtissueUsharingHinformationHimprovesHtheHreliabilityHofHcausalHgeneH
identificationVH2020THaaTHeba 9

297 yqyHpholesterolHandHqysglycemiagHanHvntriguingH’hysiologicalH—elationshipVH2020THcfTHZXbeUZXcX

296 qysregulatedHlipidHmetabolismHlinksH~nsyqHtoHcardiovascularHdiseaseVH2020THaZTHYXYXfZ 45

295 ~nsyqHandHcardiovascularHdiseasesgHaHclinicalHreviewVH2021THYYXTHfZYUf3d 77
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294 tenetischesH—isikoHbeiHmetabolischerHsettlebererkrankungVH2020THYcTHbbZUbbf 1

293 qiscoveryHofHrareHvariantsHassociatedHwithHbloodHpressureHregulationHthroughHmetaUanalysisHofHYV3H
millionHindividualsVHNature GeneticsTH2020THbZTHY3YaUY33Z 36.3 26

292 rvidenceHofHplonalHuematopoiesisHandH—iskHofHueartHsailureVH2020THYdTHZdYUZdc 2

291 ’eripheralHleukocyteHcountsHvaryHwithHlipidHlevelsTHageHandHsexHinHsubjectsHfromHtheHhealthyH
populationVH2020TH3XeTHYbUZY 4

290 n~t’TyagHaHmultifunctionalHproteinHinvolvedHinHmetabolismHandHvascularHhomeostasisVH2020THZdTHZXcUZY3 21

289 TheH—olesHofHnpopUvvvHonHtheHzetabolismHofHTriglycerideU—ichHyipoproteinsHinHuumansVH2020THYYTHada 25

288 TooHzuchHofHaHtoodHThinglHnnHrvolutionaryHTheoryHtoHrxplainHtheH—oleHofHperamidesHinH~nsyqVH
2020THYYTHbXb 13

287 vnteractomicsHnnalysesHofHéildUTypeHandHzutantHnYpsH—evealHqivergedHsunctionsHinH—egulatingH
pellularHyipidHzetabolismVH2020THYfTH3fceU3feX

286 plonalHuematopoiesisTHpardiovascularHqiseasesHandHuematopoieticH temHpellsVH2020THZYTH 5

285 tny~TZHregulatesHn~t’Ty3HcleavageHinHcellsHandHinHvivoHofHmiceVH2020THYXTHYcYce 4

284 teneticHsusceptibilityTHdietaryHcholesterolHintakeTHandHplasmaHcholesterolHlevelsHinHaHphineseH
populationVH2020THcYTHYbXaUYbYY 2

283
vnsulinHresistanceHinducedHbyHgrowthHhormoneHisHlinkedHtoHlipolysisHandHassociatedHwithHsuppressedH
pyruvateHdehydrogenaseHactivityHinHskeletalHmusclegHaHZHˆ�HZHfactorialTHrandomisedTHcrossoverHstudyHinH
humanHindividualsVH2020THc3THZcaYUZcb3

3

282 TranscriptomicHueterogeneityHofHnlzheimerOsHqiseaseHnssociatedHwithHyipidHteneticH—iskVH2020THZZTHb3aUbaY 0

281 rvaluatingHyipidUyoweringHqrugHTargetsHforH’arkinsonOsHqiseaseH’reventionHwithHzendelianH
—andomizationVH2020THeeTHYXa3UYXad 3

280 ~onalcoholicHsattyHyiverHqiseaseHandHrstimatedHvnsulinH—esistanceHinHObeseHαouthgHnHzendelianH
—andomizationHnnalysisVH2020THYXbTH 15

279 THaHuumanH’lasmaHyipidHtén HyocusTH—egulatesHyipoproteinHzetabolismHinHziceVH2020THYZdTHY3adUY3cY 4

278 rditorialgHplonalHhematopoiesisgHaHlinkHbetweenHinflammationTHageingHandHcardiovascularHdiseaseVH
2020TH3YTHYXZUYX3

277 OverexpressionHofHmicro—~nUZYcaU3pHncceleratesHtheHvnflammatoryH—esponseHinHpardiomyocytesH
inHTypeHZHqiabetesHzellitusHbyHTargetingHvs~U˛–ZVH2020THYYTHbZZ3aX 2

(2020-2020)
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276 yossUofUfunctionHgenomicHvariantsHhighlightHpotentialHtherapeuticHtargetsHforHcardiovascularH
diseaseVH2020THYYTHcaYd 17

275 ’revalenceTHselfUawarenessTHandHyqyHcholesterolHlevelsHamongHpatientsHhighlyHsuspectedHasHfamilialH
hypercholesterolemiaHinHaHwapaneseHcommunityVH2020THZZTHeXXYeY 2
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