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ofLãioLdeL‘aneiroLmayLhaveLoccurredLyearsLbeforeLsurveillanceLdetectionZLScientificrReportsXL2019XLjXLchga4.9 23

313 ZikaLóirusLéeroprevalenceLinLïrbanLandLãuralLrreasLofLéurinameXLcabhZLJournalrofrInfectiousr
DiseasesXL2019XLccaXLciYdb 7 14

312 uifferentialLPatternLofLéolubleLzmmuneLMarkersLinLrsymptomaticLuengueXLWestL ileLandLZikaLóirusL
znfectionsZLScientificrReportsXL2019XLjXLbhbhc 4.9 9

311 PathogenLxenomicsLinLPublicLyealthZL2019XLdibXLcfgjYcfia 87

310 ZikaLcirculationXLcongenitalLsyndromeXLandLcurrentLguidelineskLmakingLsenseLofLitLallLforLtheL
travellerZL2019XLdcXLdibYdij 1

309 zmpressionLtytologyLzsLaL onYinvasiveLandLvffectiveLMethodLforLOcularLtellLãetrievalLofLZikaL
znfectedLsabieskLPerspectivesLinLOMztLétudiesZL2019XLbcXLchj 6

308 íheLabilityLofLsingleLgenesLvsLfullLgenomesLtoLresolveLtimeLandLspaceLinLoutbreakLanalysisZL2019XLbjXLcdc 18

Citation Report

10



307 zmpactsLofLZikaLemergenceLinL–atinLrmericaLonLendemicLdengueLtransmissionZL2019XLbaXLfhda 27

306 MultiscaleLanalysisLforLpatternsLofLZikaLvirusLgenotypeLemergenceXLspreadXLandLconsequenceZL2019XL
beXLeaccfgjj 7

305
rLcomparisonLofLmosquitoLdensitiesXLweatherLandLinfectionLratesLofLredesLaegyptiLduringLtheLfirstL
epidemicsLofLthikungunyaLTcabeULandLZikaLTcabgULinLareasLwithLandLwithoutLvectorLcontrolLinLPuertoL
ãicoZL2019XLddXLgiYhh

23

304 MetagenomicLsequencingLatLtheLepicenterLofLtheL igeriaLcabiL–assaLfeverLoutbreakZL2019XLdgdXLheYhh 130

303 éocialLdeterminantsLofLhealthLassociatedLwithLtopicalLrepellentLuseLinLpregnancykLaLcrossYsectionalL
studyLduringLaLZikaLoutbreakLinLsrazilZL2019XLbbdXLgfYhd 1

302 ãeconstructionLandLpredictionLofLviralLdiseaseLepidemicsZL2018XLbehXLede 22

301 xlobalLspatialLassessmentLofLandLkLaLscenarioLofLZikaLvirusLexposureZL2018XLbehXLefc 13

300 MolecularLepidemiologyLofLdengueXLyellowLfeverXLZikaLandLthikungunyaLarboviruseskLrnLupdateZL
2019XLbjaXLjjYbbb 30

299 PopulationLxenomicskLMicroorganismsZL2019XL 2

298 íheLevolutionLofLZikaLvirusLfromLrsia´ toLtheLrmericasZL2019XLbhXLbdbYbdj 56

297 ZikaLvirusLdiagnosiskLchallengesLandLsolutionsZL2019XLcfXLbecYbeg 19

296 rnLampliconYbasedLsequencingLframeworkLforLaccuratelyLmeasuringLintrahostLvirusLdiversityLusingL
PrimaléeqLandLióarZL2019XLcaXLi 308

295 wogartyLznternationalLtenterLcollaborativeLnetworksLinLinfectiousLdiseaseLmodelingkL–essonsLlearntL
inLresearchLandLcapacityLbuildingZL2019XLcgXLbbgYbch 10

294 ZikaLóirusLóaccineLuevelopmentkLProgressLinLtheLwaceLofL ewLthallengesZL2019XLhaXLbcbYbdf 53

293 írackingLvirusLoutbreaksLinLtheLtwentyYfirstLcenturyZL2019XLeXLbaYbj 179

292 éocialLéimulationLModelsLatLtheLvthicalLtrossroadsZL2019XLcfXLbedYbfh 3

291 óiralLwebrileLzllnessesLandLvmergingLPathogensZL2020XLdcfYdfa 4

290 xenomicLvpidemiologyLasLaLPublicLyealthLíoolLtoLtombatLMosquitoYsorneLóirusLOutbreaksZLJournalr
ofrInfectiousrDiseasesXL2020XLccbXLédaiYédbi 7 9

(2020-2019)

11



289  anoporeLsequencingLofLrfricanLswineLfeverLvirusZL2020XLgdXLbgaYbge 8

288 tlinicalLmetagenomicsLforLinfectiousLcornealLulcerskLãagsLtoLrichespZL2020XLbiXLbYbc 22

287 éequencingLofLZz’óLgenomesLdirectlyLfromLreZLaegyptiLandLtxZLquinquefasciatusLmosquitoesL
collectedLduringLtheLcabfYbgLepidemicsLinLãecifeZL2020XLiaXLbaebia 2

286 éuccessiveLbloodLmealsLenhanceLvirusLdisseminationLwithinLmosquitoesLandLincreaseLtransmissionL
potentialZL2020XLfXLcdjYceh 39

285 xenomicLepidemiologyLandLevolutionaryLdynamicsLofLrespiratoryLsyncytialLvirusLgroupLsLinL’ilifiXL
’enyaXLcabfYbhZLVirusrEvolutionXL2020XLgXLveaaafa 3.7 3

284 uengueLandLZikaLóiruseskLvpidemiologicalLyistoryXLPotentialLíherapiesXLandLPromisingLóaccinesZL
2020XLfXL 18

283 ryãLisLaLZikaLvirusLhostLfactorLandLaLcandidateLtargetLforLantiviralLtherapyZL2020XLcdXLjdjYjfb 29

282 sigLdataâ��modelLintegrationLandLrzLforLvectorYborneLdiseaseLpredictionZL2020XLbbXLeadbfh 11

281 ïseLofLnextLgenerationLsequencingLtechnologiesLforLtheLdiagnosisLandLepidemiologyLofLinfectiousL
diseasesZL2020XLdiLéupplLbXLdcYdi 1

280 rLxlimmerLofLyopekLãecentLïpdatesLandLwutureLthallengesLinLZikaLóaccineLuevelopmentZLVirusesXL
2020XLbcXL 6.2 9

279 MigrationLofLuiseaseZL2020XLjgYbda

278 znsightsLonLZikaLvirusLenvelopeLgeneLconservationLinLrmericanLoutbreaksZL2020XLfbXLbgabYbgaf

277 éppZLvssentialLOilsLagainstLtheLrrbovirusesLóectorLTuipterakLtulicidaeUkLsioactivityXLtompositionXLandL
éensorialLProfileYétageLbZL2020XLjXL 1

276 ProliferationLofLredesLaegyptiLinLurbanLenvironmentsLmediatedLbyLtheLavailabilityLofLkeyLaquaticL
habitatsZLScientificrReportsXL2020XLbaXLbcjcf 4.9 16

275 éurveillanceLofLredesLaegyptiLpopulationsLinLtheLcityLofLPraiaXLtapeLóerdekLZikaLvirusLinfectionXL
insecticideLresistanceLandLgeneticLdiversityZL2020XLbdXLeib 5

274 ZikaLvirusLinfectionLenhancesLfutureLriskLofLsevereLdengueLdiseaseZL2020XLdgjXLbbcdYbbci 78

273  eurologicalLdiseaseLinLadultsLwithLZikaLandLchikungunyaLvirusLinfectionLinL ortheastLsrazilkLaL
prospectiveLobservationalLstudyZL2020XLbjXLicgYidj 32

272 MappingLtheLcrypticLspreadLofLtheLcabfYcabgLglobalLZikaLvirusLepidemicZL2020XLbiXLdjj 0
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271 toYtirculationLofLíwoLzndependentLtladesLandLPersistenceLofLtyz’óYvtérLxenotypeLduringL
vpidemicLWavesLinLãioLdeL‘aneiroXLéoutheastLsrazilZL2020XLjXL 2

270 uetectionLandLdiscriminationLofLmultipleLstrainsLofLZikaLvirusLbyLreverseL
transcriptionYloopYmediatedLisothermalLamplificationZL2020XLeiXLih 0

269 óiralLgenomicsLinLvbolaLvirusLresearchZL2020XLbiXLdgfYdhi 12

268 ZikaLstructuralLgenesLdetermineLtheLvirulenceLofLrfricanLandLrsianLlineagesZLEmergingrMicrobesrandr
InfectionsXL2020XLjXLbacdYbadd 18.9 8

267  anoporeLíargetedLéequencingLforLtheLrccurateLandLtomprehensiveLuetectionLofLérãéYtoóYcLandL
OtherLãespiratoryLóirusesZL2020XLbgXLecaacbgj 91

266 turrentLétatusLofLZikaLóirusLóaccineskLéuccessesLandLthallengesZL2020XLiXL 32

265 xenomicLsurveillanceLrevealsLmultipleLintroductionsLofLérãéYtoóYcLintoL orthernLtaliforniaZL2020XL
dgjXLficYfih 162

264 znfluenceLofLherdLimmunityLinLtheLcyclicalLnatureLofLarbovirusesZL2020XLeaXLbYba 17

263 WingLgeometricLmorphometricsLforLidentificationLofLmosquitoLspeciesLTuipterakLtulicidaeULofL
neglectedLepidemiologicalLimportanceZL2020XLcbbXLbaffjd 4

262 vvaluationLofLóiroírackLéeroLZikaLzgx_zgMXLaL ewLãapidLandLáuantitativeLZikaLéerologicalL
uiagnosticLrssayZL2020XLbaXL 2

261 turrentLtrendsLinLlargeYscaleLviralLsurveillanceLmethodsLinLmosquitoesZL2020XLfaXLcjcYdai 1

260 yistoricalLPerspectiveLandLsiotechnologicalLírendsLtoLslockLrrbovirusesLíransmissionLbyL
tontrollingLMosquitosLïsingLuifferentLrpproachesZL2020XLhXLchf 1

259 MethodologiesLforLíranscriptLProfilingLïsingL–ongYãeadLíechnologiesZL2020XLbbXLgag 24

258 MolecularLdatingLandLviralLloadLgrowthLratesLsuggestedLthatLtheLeclipseLphaseLlastedLaboutLaLweekL
inLyzóYbLinfectedLadultsLinLvastLrfricaLandLíhailandZL2020XLbgXLebaaibhj 14

257 turrentLírendsLinLuiagnosticsLofLóiralLznfectionsLofLïnknownLvtiologyZLVirusesXL2020XLbcXL 6.2 25

256 xenomicLmonitoringLtoLunderstandLtheLemergenceLandLspreadLofLïsutuLvirusLinLtheL etherlandsXL
cabgYcabiZLScientificrReportsXL2020XLbaXLchji 4.9 21

255 xenomicLandLvpidemiologicalLéurveillanceLofLZikaLóirusLinLtheLrmazonLãegionZL2020XLdaXLcchfYccidZeh 24

254 OnlineLsayesianLPhylodynamicLznferenceLinLsvréíLwithLrpplicationLtoLvpidemicLãeconstructionZL
2020XLdhXLbidcYbiec 9
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253 PartitionLMarkovLmodelLforLmultipleLprocessesZL2020XLedXLhghhYhgjb 3

252 MetagenomicLsequencingLwithLspikedLprimerLenrichmentLforLviralLdiagnosticsLandLgenomicL
surveillanceZL2020XLfXLeedYefe 64

251 PersistenceLofLchikungunyaLvtérLgenotypeLandLlocalLoutbreakLinLanLupperLmediumLclassL
neighborhoodLinL ortheastLsrazilZL2020XLbfXLeaccgaji 3

250 vvolutionaryLuynamicsLofLOropoucheLóirusLinLéouthLrmericaZL2020XLjeXL 5

249  ovelLrpproachLforLznsertionLofLyeterologousLéequencesLintoLwullY–engthLZz’óLxenomeLãesultsLinL
éuperiorL–evelLofLxeneLvxpressionLandLznsertLétabilityZLVirusesXL2020XLbcXL 6.2 5

248 zmmunologicalLdetectionLofLZikaLviruskLrLsummaryLinLtheLcontextLofLgeneralLviralLdiagnosticsZL2020XL
ehXLchfYdbi

247 u rLsarcodingLofL ematodesLïsingLtheLMinzO ZL2020XLiXL 13

246 uefeatLuengueLandLZikaLóirusesLWithLaLOneYíwoLPunchLofLóaccineLandLóectorLslockadeZL2020XLbbXLdgc 5

245 PanYomicsLfocusedLtoLtrickSsLcentralLdogmaZL2020XLbYeb 1

244 PanYgenomicsLofLvirusLandLitsLapplicationsZL2020XLcdhYcfa

243 wirstLzdentificationLofLyumanLrdenovirusLéubtypeLcbaLinLthinaLWithLMinzO LandLzlluminaL
éequencersZL2020XLbbXLcif 1

242 óalidatingLWholeLxenomeL anoporeLéequencingXLusingLïsutuLóirusLasLanLvxampleZL2020XL 9

241 ZikaLamongLinternationalLtravellersLpresentingLtoLxeoéentinelLsitesXLcabcYcabjkLimplicationsLforL
clinicalLpracticeZL2020XLchXL 8

240 rdoptingLepidemiologicalLapproachesLforLherbicideLresistanceLmonitoringLandLmanagementZL2021XL
gbXLibYih 2

239 rdditiveLïncorrelatedLãelaxedLtlockLModelsLforLtheLuatingLofLxenomicLvpidemiologyLPhylogeniesZL
2021XLdiXLdahYdbh 8

238 éuitcaseL–abkLnewXLportableXLandLdeployableLequipmentLforLrapidLdetectionLofLspecificLharmfulL
algaeLinLthileanLcoastalLwatersZL2021XLciXLbebeeYbebff 2

237 vvolutionLandLepidemiologicLdynamicsLofLdengueLvirusLinL icaraguaLduringLtheLemergenceLofL
chikungunyaLandLZikaLvirusesZL2021XLjcXLbaegia 1

236 wollowYïpLyouseholdLéerosurveyLinL ortheastLsrazilLforLZikaLóiruskLéexualLtontactsLofLzndexL
PatientsLyaveLtheLyighestLãiskLforLéeropositivityZLJournalrofrInfectiousrDiseasesXL2021XLccdXLghdYgif 7 4
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235 tlassificationLofLZikaLvirusLsequencesLwithLrespectLtoLtheirLspeciesLandLsubspeciesZL2021XLcjYdh

234 wreshwaterLmonitoringLbyLnanoporeLsequencingZL2021XLbaXL 18

233 –inkingLinLplacentalLalterationsXLZikaLvirusXLandLxuillainYsarrˆ'LsyndromeZL2021XLbgfYbhf

232 yowLZikaLvirusLemergedLandLspreadLworldwideZL2021XLdYbd

231 tontrolLandLpreventionLofLinfectiousLdiseasesLfromLaLOneLyealthLperspectiveZL2021XLeeXLecacaacfg 15

230 tomputationalLrnalysisLofLãecombinationLinLóiralL ucleotideLéequencesZL2021XLbaiYbbf 0

229 íheLPowerLofLïsingL ovelL anoporeLéequencingLíechnologyLforLuiagnosisXLxenomicLandL
PathologicalLétudiesLofLtovidYbjZL2021XLchbXLaeace

228 ZoonoticLspilloverkLïnderstandingLbasicLaspectsLforLbetterLpreventionZL2021XLeeXLecacaadff 7

227 rsynchronicityLofLendemicLandLemergingLmosquitoYborneLdiseaseLoutbreaksLinLtheLuominicanL
ãepublicZL2021XLbcXLbfb 9

226 vffectivenessLofLadulticideLandLlarvicideLinLcontrollingLhighLdensitiesLofLredesLaegyptiLinLurbanL
environmentsZL2021XLbgXLeacegaeg 4

225 ã rLextractionLtechniquesLofLdifferentLbodyLfluidsLforLZikaLviruskLsloodXLgenitourinaryLspecimensXL
salivaXLandLotherLrelevantLfluidsZL2021XLcedYcfd

224 rLstreamlinedLclinicalLmetagenomicLsequencingLprotocolLforLrapidLpathogenLidentificationZL
ScientificrReportsXL2021XLbbXLeeaf 4.9 5

223 rdaptiveLdatingLandLfastLproposalskLãevisitingLtheLphylogeneticLrelaxedLclockLmodelZLPLoSr
ComputationalrBiologyXL2021XLbhXLebaaidcc 5 9

222 thronologicalLzncongruencesLbetweenLMitochondrialLandL uclearLPhylogeniesLofLMosquitoesZL2021
XLbbXL 4

221 vvaluationLofLfullYlengthLnanoporeLbgéLsequencingLforLdetectionLofLpathogensLinLmicrobialL
keratitisZL2021XLjXLebahhi 6

220 rLreviewLofLmodelsLappliedLtoLtheLgeographicLspreadLofLZikaLvirusZL2021XLbbfXLjfgYjge 0

219 íheLrrylLyydrocarbonLãeceptorLasLaLModulatorLofLrntiYviralLzmmunityZL2021XLbcXLgcecjd 8

218 zdentifyingLhiddenLZikaLhotspotsLinLPernambucoXLsrazilkLrLspatialLanalysisZL
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217 OnYsiteLgenomicLepidemiologicalLanalysisLofLantimicrobialYresistantLbacteriaLinLtambodiaLwithL
portableLlaboratoryLequipmentZL

216 óvãéOkLrLcomprehensiveLframeworkLforLtheLinferenceLofLrobustLphylogeniesLandLtheLquantificationL
ofLintraYhostLgenomicLdiversityLofLviralLsamplesZL2021XLcXLbaacbc 14

215 –ongitudinalLvirologicalLchangesLandLunderlyingLpathogenesisLinLhospitalizedLtOózuYbjLpatientsLinL
xuangzhouXLthinaZL2021XLb 2

214 ãepeatedLintroductionsLandLintensiveLcommunityLtransmissionLfueledLaLmumpsLvirusLoutbreakLinL
WashingtonLétateZL2021XLbaXL 4

213 xenomicLepidemiologyLofLérãéYtoóYcLtransmissionLlineagesLinLvcuadorZL2021XL 0

212 éhortLreportkLzntroductionLofLchikungunyaLvirusLvtérLgenotypeLintoLtheLsrazilianLMidwestLandLitsL
dispersionLthroughLtheLrmericasZLPLoSrNeglectedrTropicalrDiseasesXL2021XLbfXLeaaajcja 4.8 2

211 vvaluationLofLtonservedLã rLéecondaryLétructuresLwithinLandLbetweenLxeographicL–ineagesLofL
ZikaLóirusZL2021XLbbXL 1

210 wieldLandLclassroomLinitiativesLforLportableLsequenceYbasedLmonitoringLofLdengueLvirusLinLsrazilZL
2021XLbcXLccjg 3

209 xeneticLdiversityLandLgenomicLepidemiologyLofLérãéYtoóYcLinLMoroccoZL2021XLdXLbceYbch 5

208 étrainLvariationLandLanomalousLclimateLsynergisticallyLinfluenceLcholeraLpandemicsZL

207 éurveillanceLandLvpidemiologyLofLuengueLinLMedellˆ›nXLtolombiaLfromLcaajLtoLcabhZL2021XL 1

206 íestingLatLscaleLduringLtheLtOózuYbjLpandemicZL2021XLccXLebfYecg 80

205 vpidemiologicLyistoryLandLxeneticLuiversityLOriginsLofLthikungunyaLandLuengueLóirusesXLParaguayZL
2021XLchXLbdjdYbeae 0

204 OnYéiteLxenomicLvpidemiologicalLrnalysisLofLrntimicrobialYãesistantLsacteriaLinLtambodiaLWithL
PortableL–aboratoryLvquipmentZL2021XLbcXLghfegd 1

203 rL etworkLPerspectiveLonLtheLóectoringLofLyumanLuiseaseZL2021XLdhXLdjbYeaa 2

202 –yingLinLwaitkLtheLresurgenceLofLdengueLvirusLafterLtheLZikaLepidemicLinLsrazilZL2021XLbcXLcgbj 11

201 xenomicLepidemiologyLofLérãéYtoóYcLtransmissionLlineagesLinLvcuadorZLVirusrEvolutionXL2021XLhXLveabafb3.7 4

200 uescriptiveLanalysisLofLsurveillanceLdataLforLZikaLvirusLdiseaseLandLZikaLvirusYassociatedL
neurologicalLcomplicationsLinLtolombiaXLcabfYcabhZL2021XLbgXLeacfccdg 2

Citation Report

16



199 zmpactLofLpriorLuengueLimmunityLonLZikaLvaccineLprotectionLinLrhesusLmacaquesLandLmiceZL2021XL
bhXLebaajghd 2

198 WestL ileLóirusLinLsrazilZL2021XLbaXL 3

197 vpidemiologyLandLevolutionLofLZikaLvirusLinLMinasLxeraisXLéoutheastLsrazilZL2021XLjbXLbaehif 4

196 íheLPotentialLãoleLofLtlinicalLMetagenomicsLinLznfectiousLuiseaseskLíherapeuticLPerspectivesZL2021XL
ibXLbefdYbegg 5

195 PromotingLãesponsibleLãesearchLandLznnovationLTããzULuuringLsrazilianLrctivitiesLofLxenomicLandL
vpidemiologicalLéurveillanceLofLrrbovirusesZL2021XLjXLgjdhed 1

194 PossibleLvmergenceLofLZikaLóirusLofLrfricanL–ineageLinLsrazilLandLtheLãiskLforL ewLOutbreaksZL2021XL
bbXLgiaacf 0

193 rssignmentLofLepidemiologicalLlineagesLinLanLemergingLpandemicLusingLtheLpangolinLtoolZLVirusr
EvolutionXL2021XLhXLveabage 3.7 176

192 íheLevolutionLofLsrazilianLyealthLéciencesLandLtheLpresentLsituationZL2021XLdXLbaaaee

191 vnablingLmetagenomicLsurveillanceLforLbacterialLtickYborneLpathogensLusingLnanoporeLsequencingL
withLadaptiveLsamplingZL 1

190 tomparingLéourcesLofLMobilityLforLModellingLtheLvpidemicLépreadLofLZikaLóirusLinLtolombiaZL

189 íheLimpactLofLlongYtermLnonYpharmaceuticalLinterventionsLonLtOózuYbjLepidemicLdynamicsLandL
controlkLtheLvalueLandLlimitationsLofLearlyLmodelsZL2021XLciiXLcacbaibb 9

188 uifferencesLinLPlacentalLyistologyLsetweenLZikaLóirusYinfectedLíeenagersLandLOlderLWomenZL2021XL 0

187 ãapidLviralLmetagenomicsLusingLéMrãíYj LamplificationLandLnanoporeLsequencingZLgXLceb 2

186 uiscriminatingLtlonotypesLofLznfluenzaLrLóirusLxenesLbyL anoporeLéequencingZL2021XLccXL 1

185 íheLnextLphaseLofLérãéYtoóYcLsurveillancekLrealYtimeLmolecularLepidemiologyZL2021XLchXLbfbiYbfce 49

184 rssessingLtheLimpactLofLtOózuYbjLborderLrestrictionsLonLdengueLtransmissionLinLYunnanLProvinceXL
thinakLanLobservationalLepidemiologicalLandLphylogeneticLanalysisZL2021XLbeXLbaacfj 2

183 ZikaLóirusLznfectionLofLMurineLandLyumanL eutrophilsLandLtheirLwunctionLasLírojanLyorsesLtoLtheL
PlacentaZL 0

182 rreLZikaLvirusLcrossYreactiveLantibodiesLagainstLaquaporinYeLassociatedLtoL euromyelitisLOpticaL
épectrumLuisorderpZL2021XLdgaXLfhhgjh 1
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181 PopulationLbottlenecksLandLfounderLeffectskLimplicationsLforLmosquitoYborneLarboviralLemergenceZL
2021XLbjXLbieYbjf 9

180 vstablishmentLandLrnalysisLofLépatiotemporalLóariationLyydrologicalLModelLofLuistributedLãainfallL
andLvvaporationLinLsiliuLãiverLsasinZL2021XLcacbXLbYba 1

179 OmicsLforLworensicLandLPostYMortemLMicrobiologyZL2021XLcbjYcea 1

178  euroinvasiveLchikungunyaLinLaLliverLtransplantLrecipientZL2021XLcdXLebdffe 0

177 yighYthroughputLsequencingLTyíéULforLtheLanalysisLofLviralLpopulationsZL2020XLiaXLbaecai 17

176 MolecularLdiagnosisLofLZikaLvirusLinfectionsZL2018XLcjXLiYbg 3

175 ãealYtimeLu rLbarcodingLinLaLremoteLrainforestLusingLnanoporeLsequencingZL 5

174 wreshwaterLmonitoringLbyLnanoporeLsequencingZL 2

173 rLxenomicLéurveyLofLérãéYtoóYcLãevealsLMultipleLzntroductionsLintoL orthernLtaliforniaLwithoutLaL
PredominantL–ineageZL2020XL 21

172 óvãéOkLaLcomprehensiveLframeworkLforLtheLinferenceLofLrobustLphylogeniesLandLtheLquantificationL
ofLintraYhostLgenomicLdiversityLofLviralLsamplesZL 7

171 PhylogeneticLanalysisLofLmigrationXLdifferentiationXLandLclassLswitchingLinLsLcellsZL 8

170 OperationalizingLgenomicLepidemiologyLduringLtheL ordY’ivuLvbolaLoutbreakXLuemocraticLãepublicL
ofLtheLtongoZL 2

169 xeneticLuiversityLandLxenomicLvpidemiologyLofLérãéYtOóYcLinLMoroccoZL 2

168 –yingLinLwaitkLtheLresurgenceLofLdengueLvirusLafterLtheLZikaLepidemicLinLsrazilZL 3

167 PortableLsequencingLinLtheLfieldLandLtheLclassroomkLaLretrospectiveLexaminationLofLtheLcirculationL
ofLuv óbLandLuv ócLinLsrazilZL 0

166  extstrainkLrealYtimeLtrackingLofLpathogenLevolutionZL 22

165 sarcodingLanalysisLofLyzóLdrugLresistanceLmutationsLusingLOxfordL anoporeLMinzO LTO íUL
sequencingZL 2

164 éuccessiveLsloodmealsLvnhanceLóirusLuisseminationLWithinLMosquitoesLrndLzncreaseLíransmissionL
PotentialZL 4
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163 tapturingLdiverseLmicrobialLsequenceLwithLcomprehensiveLandLscalableLprobeLdesignZL 2

162 xenomicLandLepidemiologicalLmonitoringLofLyellowLfeverLvirusLtransmissionLpotentialZL 3

161 rssessmentLofLMetagenomicLMinzO LandLzlluminaLsequencingLasLanLapproachLforLtheLrecoveryLofL
wholeLgenomeLsequencesLofLchikungunyaLandLdengueLvirusesLdirectlyLfromLclinicalLsamplesZL 2

160 rnLampliconYbasedLsequencingLframeworkLforLaccuratelyLmeasuringLintrahostLvirusLdiversityLusingL
PrimaléeqLandLióarZL 7

159 ãapidLuiagnosisLofL–owerLãespiratoryLznfectionLusingL anoporeYbasedLtlinicalLMetagenomicsZL 18

158 rLdynamicLneuralLnetworkLmodelLforLpredictingLriskLofLZikaLinLrealYtimeZL 3

157 uirectLã rLnanoporeLsequencingLofLfullYlengthLcoronavirusLgenomesLprovidesLnovelLinsightsLintoL
structuralLvariantsLandLenablesLmodificationLanalysisZL 12

156 znternationalLtravelersLandLgenomicsLuncoverLaLâ��hiddenâ��LZikaLoutbreakZL 1

155 vmergenceLofLtheLZikaLvirusLrsianLlineageLinLrngolaZL 1

154 uengueLafterLZikakLcharacterizingLimpactsLofLZikaLemergenceLonLendemicLdengueLtransmissionZL 3

153 íheLabilityLofLsingleLgenesLvsLfullLgenomesLtoLresolveLtimeLandLspaceLinLoutbreakLanalysisZL 7

152 rLrapidLandLaccurateLMinzO YbasedLworkflowLforLtrackingLspeciesLbiodiversityLinLtheLfieldZL 3

151 rLsystematicLreviewLandLevaluationLofLZikaLvirusLforecastingLandLpredictionLresearchLduringLaLpublicL
healthLemergencyLofLinternationalLconcernZL 2

150 YellowLfeverLvirusLspreadLinLãioLdeL‘aneiroLandLvspˆ›ritoLéantoXLcabgYcabjkLPhylodynamicL
assessmentLtoLimproveLinterventionLstrategiesZL 1
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