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63 PredictingMvirusMemergenceMamidMevolutionaryMnoisecMOpenlBiologyaM2017aMmaM 7 90
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selectionMduringMtransmissionMbycMViruslEvolutionaM2017aMhaMvexehf 3.7 19

61 LowbfidelityMVenezuelanMequineMencephalitisMvirusMpolymeraseMmutantsMtoMimproveMlivebattenuatedM
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54 yompetenceMofMmosquitoesMnativeMtoMtheMUnitedMKingdomMtoMsupportMreplicationMandMtransmissionM
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53 MechanismsMandMyonceptsMinMRNwMVirusMPopulationMzynamicsMandMEvolutioncMAnnuallReviewlofl
VirologyaM2018aMkaMlobog 14.6 62

52 wssessmentMofMvectorMcompetenceMofMUKMmosquitoesMforMUsutuMvirusMofMwfricanMorigincMParasiteslandl
VectorsaM2018aMffaMhnf 4 17
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PLoSlNeglectedlTropicallDiseasesaM2018aMfgaMeeeelkoo 4.8 25

50 MosquitoMbottlenecksMalterMviralMmutantMswarmMinMaMtissueMandMtimebdependentMmannerMwithM
contractionMandMexpansionMofMvariantMpositionsMandMdiversitycMViruslEvolutionaM2018aMiaMveyeef 3.7 13

49 EndlessMFormspMWithinbHostMVariationMinMtheMStructureMofMtheMWestMNileMVirusMRNwMGenomeMduringM
SerialMPassageMinMxirdMHostscMMSphereaM2019aMiaM 5 1

48 TwentyMyearsMofMWestMNileMvirusMspreadMandMevolutionMinMtheMwmericasMvisualizedMbyMNextstraincMPLoSl
PathogensaM2019aMfkaMefeeneig 7.6 42

47 GenotypicMandMphenotypicMcharacterizationMofMWestMNileMvirusMNSkMmethyltransferaseMmutantscM
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46 TheMemergedMgenotypeMIMofMJapaneseMencephalitisMvirusMshowsManMinfectivityMsimilarMtoMgenotypeMIIIM
inMyulexMpipiensMmosquitoesMfromMyhinacMPLoSlNeglectedlTropicallDiseasesaM2019aMfhaMeeeemmfl 4.8 11

45 yomparativeMfitnessMofMWestMNileMvirusMisolatedMduringMyaliforniaMepidemicscMPLoSlNeglectedlTropicall
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44 wMPyRbbasedMNGSMprotocolMforMwholeMgenomeMsequencingMofMWestMNileMvirusMlineageMgMdirectlyMfromM
biologicalMspecimenscMMolecularlandlCellularlProbesaM2019aMilaMfefifg 3.3 13

43 TheMroleMofMcobinfectionMandMswarmMdynamicsMinMarbovirusMtransmissioncMViruslResearchaM2019aMglkaMnnboh 6.4 7
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2019aMfhaMeeeemnkh

4.8 4

41 IntegratedMMosquitoMManagementpMIsMPrecisionMyontrolMaMLuxuryMorMNecessityucMTrendslinl
ParasitologyaM2019aMhkaMnkbok 6.4 12

40 wnMampliconbbasedMsequencingMframeworkMforMaccuratelyMmeasuringMintrahostMvirusMdiversityMusingM
PrimalSeqMandMiVarcMGenomelBiologyaM2019aMgeaMn 18.3 308

39 HowMareMarbovirusMvectorsMableMtoMtolerateMinfectionucMDevelopmentallandlComparativelImmunologyaM
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38 RollingMcircleMamplificationpMwMhighMfidelityMandMefficientMalternativeMtoMplasmidMpreparationMforMtheM
rescueMofMinfectiousMclonescMVirologyaM2020aMkkfaMknblh 3.6 3

37 zistinctMNewMYorkMyityMMosquitoMPopulationsMzisplayMzifferencesMinMSalivaryMGlandMProteinMzmM
ziversityMandMyhikungunyaMVirusMReplicationcMVirusesaM2020aMfgaM 6.2 1

36 FirstMrecordMofMWestMNileMVirusMdetectionMinsideMwildMmosquitoesMinMKhartoumMcapitalMofMSudanMusingM
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35 WithinbHostMViralMziversitypMwMWindowMintoMViralMEvolutioncMAnnuallReviewloflVirologyaM2020aMmaMlhbnf 14.6 21
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33 yomparativeMPathologyMofMWestMNileMVirusMinMHumansMandMNonbHumanMwnimalscMPathogensaM2020aMoaM 4.5 15
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MosquitoescMJournalloflVirologyaM2021aMokaM 6.6 5

31 ImpactMofMalphavirusMhUUTRMplasticityMonMmosquitoMtransmissioncMSeminarslinlCelllandlDevelopmentall
BiologyaM2021aMfffaMfinbfkk 7.5 2
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29 HighMgeneticMvariabilityMofMSchmallenbergMvirusMMbsegmentMleadsMtoMefficientMimmuneMescapeMfromM
neutralizingMantibodiescMPLoSlPathogensaM2021aMfmaMefeeogim 7.6 0

(2021-2019)

3



28 PathogenicityMandMvirulenceMofMWestMNileMvirusMrevisitedMeightMdecadesMafterMitsMfirstMisolationcM
VirulenceaM2021aMfgaMffikbffmh 4.7 4

27 TheMcentralMroleMofMItalyMinMtheMspatialMspreadMofMUSUTUMvirusMinMEuropecMViruslEvolutionaM2021aMmaMveabein 3.7 2

26 zengueMVirusMSerotypeMgMIntrahostMziversityMinMPatientsMwithMzifferentMylinicalMOutcomescMVirusesaM
2021aMfhaM 6.2 4

25 GenomeMNumberMandMSizeMPolymorphismMinMZikaMVirusMInfectiousMUnitscMJournalloflVirologyaM2021aMokaM 6.6 3

24 ImpactMofMextrinsicMincubationMtemperatureMonMnaturalMselectionMduringMZikaMvirusMinfectionMofMwedesM
aegypticM 3

23 RapidMevolutionMofMenhancedMZikaMvirusMvirulenceMduringMdirectMvertebrateMtransmissionMchainscM
JournalloflVirologyaM2021aM 6.6 3
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4.9 1
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19 wssessmentMofMWestMNileMVirusMLineageMgMzynamicsMinMGreeceMandMFutureMImplicationscMVector-Bornel
andlZoonoticlDiseasesaM2021aMgfaMillbimi 2.4

18 PopulationMbottlenecksMandMfounderMeffectspMimplicationsMforMmosquitobborneMarboviralMemergencecM
NaturelReviewslMicrobiologyaM2021aMfoaMfnibfok 22.2 9

17 zetectionMofMwrbovirusMTransmissionMviaMSugarMFeedingMinMaMLaboratoryMSettingcMJournalloflMedicall
EntomologyaM2018aMkkaMfkmkbfkmo 2.2 4

16 VectorchippMMicrofluidicMplatformMforMhighlyMparallelMbiteMbyMbiteMprofilingMofMmosquitobborneM
pathogenMtransmissioncM 1

15 wnMampliconbbasedMsequencingMframeworkMforMaccuratelyMmeasuringMintrahostMvirusMdiversityMusingM
PrimalSeqMandMiVarcM 7

14 TheMGeneticMziversificationMofMaMSingleMxluetongueMVirusMStrainMUsingManMInMVitroMModelMofM
wlternatingbHostMTransmissioncMVirusesaM2020aMfgaM 6.2 4

13 zengueMVirusMInfectionMinMduringMtheMgefiMwutochthonousMzengueMOutbreakMinMTokyoMMetropolisaM
JapancMAmericanlJournalloflTropicallMedicinelandlHygieneaM2018aMonaMfilebfiln 3.2 23

12 wMmicrofluidicMplatformMforMhighlyMparallelMbiteMbyMbiteMprofilingMofMmosquitobborneMpathogenM
transmissioncMNaturelCommunicationsaM2021aMfgaMlefn 17.4 1

11 UsingMaMnonbdestructiveMsugarbfeedingMassayMforMsporozoiteMdetectionMandMestimatingMtheMextrinsicM
incubationMperiodMofMPlasmodiumMfalciparumMinMmosquitoMvectorscM 1
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10 RapidMevolutionMofMenhancedMZikaMvirusMvirulenceMduringMdirectMvertebrateMtransmissionMchainscM

9 ImpactMofMextrinsicMincubationMtemperatureMonMnaturalMselectionMduringMZikaMvirusMinfectionMofMwedesM
aegyptiMandMwedesMalbopictuscMPLoSlPathogensaM2021aMfmaMefeeoihh 7.6 4

8 StructurallyMconservedMdomainsMbetweenMflavivirusMandMalphavirusMfusionMglycoproteinsMcontributeM
toMreplicationMandMinfectiousMvirionMproductioncMJournalloflVirologyaM2021aMJVIefmmigf 6.6 0
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6 yontributionMofMphylogeneticsMtoMunderstandingMtheMevolutionMandMepidemiologyMofMdengueMviruscM
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