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445 kppraisingGtheGcausalGrelevanceGofGnxkGmethylationGforGriskGofGlungGcancerUG2019SG[bSGX[cZTX]W[ 27

444 xewGliomarkersGforG™mokingdGopigeneticGmhangesUG2019SG]]SGYcZTYc[

443 momparisonGofGsmokingTrelatedGnxkGmethylationGbetweenGnewbornsGfromGprenatalGexposureGandG
adultsGfromGpersonalGsmokingUG2019SGXXSGX[baTX]WW 24

442 opigenomeTwideGmetaTanalysisGofGnxkGmethylationGandGchildhoodGasthmaUG2019SGX[ZSGYW_YTYWa[ 87

441 nxkGmethylationGsignaturesGasGbiomarkersGofGpriorGenvironmentalGexposuresUG2019SG_SGXTXZ 14

440 zredictingGresponsesGtoGplatinGchemotherapyGagentsGwithGbiochemicallyTinspiredGmachineGlearningUG
2019SG[SGX 95

439  heGetiologicGoriginsGforGchronicGobstructiveGpulmonaryGdiseaseUG2019SGX[SGXXZcTXX]b 21

438 wethylomeTwideGassociationGstudyGprovidesGevidenceGofGparticulateGmatterGairGpollutionTassociatedG
nxkGmethylationUG2019SGXZYSGXW[aYZ 35

437 nifferentialGnxkGmethylationGinGbloodGasGaGmediatorGofGtheGassociationGbetweenGcigaretteGsmokingG
andGbladderGcancerGriskGamongGpostmenopausalGwomenUG2019SGX[SGXW_]TXWaZ 13

436 sdentificationGofGdynamicGglucocorticoidTinducedGmethylationGchangesGatGtheGpulz]GlocusUGClinicalr
EpigeneticsSG2019SGXXSGbZ 7.7 24

435 ™mokingTassociatedGkr––GdemethylationGinGcordGbloodGnxkdGimpactGofGmnYZ]aRGnucleatedGredG
bloodGcellsUGClinicalrEpigeneticsSG2019SGXXSGba 7.7 7

434 nxkGmethylationGsignaturesGofGmonozygoticGtwinsGclinicallyGdiscordantGforGmultipleGsclerosisUG
NaturerCommunicationsSG2019SGXWSGYWc[ 17.4 30

433 nxkGwethylationGandG™mokingdGsmplicationsGforGUnderstandingGoffectsGofGolectronicGmigarettesUG
2019SG_SGX[bTX_X 1

432 quidanceGforGnxkGmethylationGstudiesdGstatisticalGinsightsGfromGtheGslluminaGozsmGarrayUG2019SGYWSGZ__ 87

431 qenomeTwideGnxkGmethylationGprofileGinGtheGperipheralGbloodGofGcocaineGandGcrackGdependentsUG
2019SG[XSG[b]T[cZ 6

430 aWTyearGlegacyGofGtheGpraminghamGreartG™tudyUG2019SGX_SG_baT_cb 63

429 qenomicGinteractionsGwithGexposureGtoGinhaledGpollutantsUG2019SGX[ZSGYWXXTYWXZUeX 3
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428 pwroík™dGaGuserTfriendlyGtoolGforGcomprehensiveGpowerGestimationGforGepigenomeGwideG
associationGstudiesGOoík™PUG2019SGYWSGYXb 26

427 momparativeGvalidationGofGanGepigeneticGmortalityGriskGscoreGwithGthreeGagingGbiomarkersGforG
predictingGmortalityGrisksGamongGolderGadultGmalesUG2019SG[bSGXc]bTXcaX 20

426 xonTinvasiveGdiagnosisGofGearlyTstageGlungGcancerGusingGhighTthroughputGtargetedGnxkGmethylationG
sequencingGofGcirculatingGtumorGnxkGOctnxkPUG2019SGcSGYW]_TYWaW 68

425 nxkGmethylationGsignatureGofGsmokingGinGlungGcancerGisGenrichedGforGexposureGsignaturesGinG
newbornGandGadultGbloodUGScientificrReportsSG2019SGcSG[]a_ 4.9 16

424 qenomeTwideGnxkGmethylationGandGlongTtermGambientGairGpollutionGexposureGinGuoreanGadultsUG
ClinicalrEpigeneticsSG2019SGXXSGZa 7.7 37

423 zarentGofGoriginGgeneticGeffectsGonGmethylationGinGhumansGareGcommonGandGinfluenceGcomplexGtraitG
variationUGNaturerCommunicationsSG2019SGXWSGXZbZ 17.4 21

422 xovelGnxkGmethylationGsitesGassociatedGwithGcigaretteGsmokingGamongGkfricanGkmericansUG2019SG
X[SGZbZTZcX 21

421 nensityGofGsmallGdendriticGspinesGandGmicrotubuleTassociatedTproteinTYGimmunoreactivityGinGtheG
primaryGauditoryGcortexGofGsubjectsGwithGschizophreniaUG2019SG[[SGXW]]TXW_X 12

420 qenomewideG™tudyGofGopigeneticGliomarkersGofGypioidGnependenceGinGouropeanTGkmericanG
íomenUGScientificrReportsSG2019SGcSG[__W 4.9 14

419 VariableGnxkGmethylationGinGneonatesGmediatesGtheGassociationGbetweenGprenatalGsmokingGandG
birthGweightUG2019SGZa[SGYWXbWXYW 28

418  heGroleGofGepigeneticsGforGunderstandingGmentalGhealthGdifficultiesGandGitsGimplicationsGforG
psychotherapyGresearchUG2019SGcYSGXcWTYWa 23

417 qeneticGkrchitecturesGofGmhildhoodTGandGkdultTynsetGksthmaGkreGzartlyGnistinctUG2019SGXW[SG__]T_b[ 83

416 kssociationGofGleukocyteGnxkGmethylationGchangesGwithGdietaryGfolateGandGalcoholGintakeGinGtheG
ozsmGstudyUGClinicalrEpigeneticsSG2019SGXXSG]a 7.7 14

415 kr––GOcgW]]a]cYXPGmethylationGextentGofGleukocyteGnxkGandGlungGcancerGsurvivalUG2019SGX[SGeWYXXa[] 5

414 vongitudinalGanalysisGofGepigenomeTwideGnxkGmethylationGrevealsGnovelGsmokingTrelatedGlociGinG
kfricanGkmericansUG2019SGX[SGXaXTXb[ 4

413 liomonitoringGoxposuresGtoGmarcinogensUG2019SGabcTbW] 2

412 opigenomeTwideGkssociationG™tudyGofGkttentionTneficitVryperactivityGnisorderG™ymptomsGinG
kdultsUG2019SGb_SG]ccT_Wa 24

411 ostablishingGaGgeneralizedGpolyepigeneticGbiomarkerGforGtobaccoGsmokingUG2019SGcSGcY 34
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410 wendelianG–andomizationGandGtheGonvironmentalGopigeneticsGofGrealthdGaG™ystematicG–eviewUG
CurrentrEnvironmentalrHealthrReportsSG2019SG_SGZbT]X 6.5 3

409 opigeneticsGofGonvironmentalGoxposuresUG2019SG_b_T_cb

408 kGriddenGopidemicGofGIsntermediateG–iskIGyropharynxGmancerUG2019SG[SG_XaT_YZ 5

407  heGroleGofGcigaretteGsmokeTinducedGepigeneticGalterationsGinGinflammationUG2019SGXYSG_] 47

406 ovaluationGofGcommonlyGusedGanalysisGstrategiesGforGepigenomeTGandGtranscriptomeTwideG
associationGstudiesGthroughGreplicationGofGlargeTscaleGpopulationGstudiesUG2019SGYWSGYZ] 12

405 ValidationGandGcharacterisationGofGaGnxkGmethylationGalcoholGbiomarkerGacrossGtheGlifeGcourseUG
ClinicalrEpigeneticsSG2019SGXXSGX_Z 7.7 6

404 nxkGmethylationGisGassociatedGwithGlungGfunctionGinGneverGsmokersUG2019SGYWSGY_b 7

403 nxkGmethylationGagingGclocksdGchallengesGandGrecommendationsUG2019SGYWSGY[c 248

402 snvestigatingGtheGimpactGofGcigaretteGsmokingGbehavioursGonGnxkGmethylationGpatternsGinG
adolescenceUGHumanrMolecularrGeneticsSG2019SGYbSGX]]TX_] 5.6 13

401  argetingGepigeneticsGandGnonTcodingG–xksGinGatherosclerosisdGfromGmechanismsGtoGtherapeuticsUG
2019SGXc_SGX]T[Z 66

400  obaccoGreatingG™ystemGYUYGhasGaGlimitedGimpactGonGnxkGmethylationGofGcandidateGenhancersGinG
mouseGlungGcomparedGwithGcigaretteGsmokeUG2019SGXYZSG]WXT]XW 8

399 wethodsGforGknalysisGofGnxkGwethylationUG2019SGZ[aTZaa 2

398 opigenomeTwideGassociationGstudyGofGserumGcotinineGinGcurrentGsmokersGrevealsGnovelGgeneticallyG
drivenGlociUGClinicalrEpigeneticsSG2019SGXXSGX 7.7 40

397 qenomeTíideGknalysisGofGreadGandGxeckG™quamousGmellGmarcinomasG–evealsGrzVSG z]ZSG™mokingG
andGklcoholT–elatedGklleleTlasedGkcquiredGUniparentalGnisomyGqenomicGklterationsUG2019SGYXSGXcaTYW] 16

396 xewGliomarkersGforG™mokingdGopigeneticGmhangesUG2019SG]]SGYcZTYc[ 1

395 opigeneticsGinGeatingGdisordersdGaGsystematicGreviewUG2019SGY[SGcWXTcX] 32

394 opigeneticsGandGtheGoxposomeUG2019SGXYaTX[_ 3

393 UsingGnxkGmethylationGtoGvalidateGanGelectronicGmedicalGrecordGphenotypeGforGsmokingUG2019SGY[SGXW]_TXW_] 7
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392 ™mokingGandGitsGinteractionGwithGgeneticsGinGw™GetiologyUG2019SGY]SGXbWTXb_ 12

391 offectsGofGcigaretteGsmokeGcondensateGonGproliferationGandGpluripotencyGgeneGexpressionGinGmouseG
embryonicGstemGcellsUG2019SGXYWSG[WaXT[WbW 10

390  heGemergingGroleGofGepigeneticGmodifiersGinGrepairGofGnxkGdamageGassociatedGwithGchronicG
inflammatoryGdiseasesUG2019SGabWSG_cTbX 18

389 ™mokingGandGbloodGnxkGmethylationdGanGepigenomeTwideGassociationGstudyGandGassessmentGofG
reversibilityUG2020SGX]SGZ]bTZ_b 22

388 zolychlorinatedGbiphenylGexposureGandGnxkGmethylationGinGtheGknnistonGmommunityGrealthG
™urveyUG2020SGX]SGZZaTZ]a 6

387  heGinfluenceGofGhumanGleukocyteGantigenTn–lXQX]dWXGandGitsGinteractionGwithGsmokingGinGw™G
developmentGisGdependentGonGn’kXQWXdWXGstatusUG2020SGY_SGX_ZbTX_[_ 1

386 opigenomeTwideGassociationGstudyGofGnxkGmethylationGandGmicro–xkGexpressionGhighlightsGnovelG
pathwaysGforGhumanGcomplexGtraitsUG2020SGX]SGXbZTXcb 5

385 nifferentialGnxkGmethylationGinGbronchialGbiopsiesGbetweenGpersistentGasthmaGandGasthmaGinG
remissionUG2020SG]]SG 14

384 kgnosticGmysZ[TalbuminGadductomicsGandGnxkGmethylationdGsmplicationGofGxTacetylcysteineGinGlungG
carcinogenesisGyearsGbeforeGdiagnosisUG2020SGX[_SGZYc[TZZWZ 7

383 –eplicationGandGexpansionGofGepigenomeTwideGassociationGliteratureGinGaGblackG™outhGkfricanG
populationUGClinicalrEpigeneticsSG2020SGXYSG_ 7.7 9

382 ’uestionnaireGnesignSGnevelopmentSGovaluationSGandG estingdGíhereGkreGíeSGandGíhereGkreGíeG
readediUG2020SGXTYZ 3

381 qeneticGandGopigeneticGknalysisG–evealingGVariantsGinGtheGxmkwXT  mXYTkxuuXTn–nYGmlusterG
kssociatedG™ignificantlyGíithGxicotineGnependenceGinGmhineseGranG™mokersUG2020SGYYSGXZWXTXZWc 8

380 kcceleratingGtheG™earchGforGsnterventionsGkimedGatGoxpandingGtheGrealthG™panGinGrumansdG heG–oleG
ofGopidemiologyUG2020SGa]SGaaTb_ 5

379 zhysicalGkctivityGandGqenomeTwideGnxkGwethylationdG heG–ogistreGqsronˆ›GdelGmy–G™tudyUG2020SG]YSG]bcT]ca 5

378  heGleadingGroleGofGepithelialGcellsGinGtheGpathogenesisGofGidiopathicGpulmonaryGfibrosisUG2020SG__SGXWc[bY 59

377 opigeneticGreprogrammingGinGperiodontalGdiseasedGnynamicGcrosstalkGwithGpotentialGimpactGinG
oncogenesisUG2020SGbYSGX]aTXaY 10

376 witochondrialGnxkGcopyGnumberGcanGinfluenceGmortalityGandGcardiovascularGdiseaseGviaGmethylationG
ofGnuclearGnxkGmpqsUG2020SGXYSGb[ 13

375 zrenatalG–iskGpactorsGforG ouretteG™yndromedGaG™ystematicG–eviewGUpdateUG2020SGaSGY]bTY_c

(2020-2019)

13



374  heGnxkGmethylomeGofGhumanGspermGisGdistinctGfromGbloodGwithGlittleGevidenceGforG
tissueTconsistentGobesityGassociationsUG2020SGX_SGeXWWcWZ] 4

373 mhangesGinGglobalGnxkGmethylationGandGhydroxymethylationGinGoralGmucosaGaccordingGtoGtobaccoG
smokeGexposureUG2020SG[bSGZWWW_W]YWc][_aa 0

372 ™ingleTcellGanalysesGidentifyGdysfunctionalGmnX_GmnbG GcellsGinGsmokersUG2020SGXSG 4

371 kr––GhypomethylationGasGanGepigeneticGmarkerGofGsmokingGhistoryGpredictsGriskGofGmyocardialG
infarctionGinGformerGsmokersUG2020SGZXYSGbTX] 2

370 zatternsGofG–eliabilitydGkssessingGtheG–eproducibilityGandGsntegrityGofGnxkGwethylationG
weasurementUG2020SGXSG 24

369 opigenomeTwideGmetaTanalysisGofGz ™nGacrossGXWGmilitaryGandGcivilianGcohortsGidentifiesG
methylationGchangesGinGkr––UGNaturerCommunicationsSG2020SGXXSG]c_] 17.4 34

368 opigenomeTwideGmetaTanalysisGofGnxkGmethylationGdifferencesGinGprefrontalGcortexGimplicatesGtheG
immuneGprocessesGinGklzheimerNsGdiseaseUGNaturerCommunicationsSG2020SGXXSG_XX[ 17.4 12

367 kr––GcgW]]a]cYXGmethylationGinGrelationGtoGsmokingGandGzwGexposureGamongG aiwaneseGmenGandG
womenUGClinicalrEpigeneticsSG2020SGXYSGXXa 7.7 7

366 opigeneticGalterationsGinGagingGtoothGandGtheGreprogrammingGpotentialUG2020SG_ZSGXWXX[W 4

365 knalysisGofGgenomeTwideGmethylationGusingGreducedGrepresentationGbisulfiteGsequencingGO––l™PG
technologyUG2020SGX[XTX]_

364 kGwendelianGrandomizationGstudyGofGtelomereGlengthGandGbloodTcellGtraitsUGScientificrReportsSG2020SG
XWSGXYYYZ 4.9 1

363 wethylationGvsUGzroteinGsnflammatoryGliomarkersGandG heirGkssociationsGíithGmardiovascularG
punctionUG2020SGXXSGX]aa 0

362 opigeneticGmeasuresGofGageingGpredictGtheGprevalenceGandGincidenceGofGleadingGcausesGofGdeathGandG
diseaseGburdenUGClinicalrEpigeneticsSG2020SGXYSGXX] 7.7 40

361 nxkGmethylationGsignatureGofGpassiveGsmokeGexposureGisGlessGpronouncedGthanGactiveGsmokingdG heG
UnderstandingG™ocietyGstudyUG2020SGXcWSGXWccaX 3

360 nxkGmethylationGinGhumanGspermdGaGsystematicGreviewUG2020SGY_SGb[XTbaZ 15

359 –educingG obaccoT–elatedGnisabilityGinGmhronicG™mokersUG2020SGXZZSGcWbTcX] 2

358 UseGofGanGoxposomeGkpproachGtoGUnderstandGtheGoffectsGofGoxposuresGpromGtheGxaturalSGluiltSGandG
™ocialGonvironmentsGonGmardioTVascularGniseaseGynsetSGzrogressionSGandGyutcomesUG2020SGbSGZac 12

357 knGintegrativeGmachineGlearningGapproachGtoGdiscoveringGmultiTlevelGmolecularGmechanismsGofG
obesityGusingGdataGfromGmonozygoticGtwinGpairsUG2020SGaSGYWWbaY 0
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356 ™mokingTrelatedGchangesGinGnxkGmethylationGandGgeneGexpressionGareGassociatedGwithG
cardioTmetabolicGtraitsUGClinicalrEpigeneticsSG2020SGXYSGX]a 7.7 5

355 veveragingGtheGurbanTruralGdivideGforGepigeneticGresearchUG2020SGXYSGXWaXTXWbX 2

354 ™uppressesGwicrobeTsnducedGzroductionGofGsvTX˛†GinGrumanGxormalGandGmancerousGyralGmellsG
throughGtheGzsZuVkktVq™uTZ˛†GkxisUG2020SGXYSG 1

353 kGcellTtypeGdeconvolutionGmetaTanalysisGofGwholeGbloodGoík™GrevealsGlineageTspecificG
smokingTassociatedGnxkGmethylationGchangesUGNaturerCommunicationsSG2020SGXXSG[aac 17.4 14

352 kr––GmethylationGinGheavyGsmokersdGassociationsGwithGsmokingSGlungGcancerGriskSGandGlungGcancerG
mortalityUG2020SGYWSGcW] 7

351 promGtobaccoGsmokingGtoGcancer´ mutationalGsignaturedGaGmediationGanalysisGstrategyGtoGexploreGtheG
roleGofGepigeneticGchangesUG2020SGYWSGbbW 6

350 nxkGmethylationGmediatesGtheGeffectGofGcocaineGuseGonGrsVGseverityUGClinicalrEpigeneticsSG2020SGXYSGX[W 7.7 6

349 snGuteroGandGchildhoodGexposureGtoGtobaccoGsmokeGandGmultiTlayerGmolecularGsignaturesGinGchildrenUG
2020SGXbSGY[Z 6

348 opigeneticGbiotypesGofGpostTtraumaticGstressGdisorderGinGwarTzoneGexposedGveteranGandGactiveGdutyG
malesUG2021SGY_SG[ZWWT[ZX[ 5

347 ™carsGofGchildhoodGsocioeconomicGstressdGkGsystematicGreviewUG2020SGXXbSGZcaT[XW 2

346 qeneralizabilityGofGIqík™GritsIGinGmlinicalGzopulationsdGvessonsGfromGmhildhoodGmancerG™urvivorsUG
2020SGXWaSG_Z_T_]Z 7

345 zrofilingGofGristoneGwodificationsG–evealsGopigenomicGnynamicsGnuringGkbdominalGkorticG
kneurysmGpormationGinGwouseGwodelsUG2020SGaSG]c]WXX 4

344 –eviewGarticledGimpactGofGcigaretteGsmokingGonGintestinalGinflammationTdirectGandGindirectG
mechanismsUG2020SG]XSGXY_bTXYb] 15

343 kssociationGofGxeighborhoodGnisadvantageGinGmhildhoodGíithGnxkGwethylationGinGüoungG
kdulthoodUG2020SGZSGeYW_Wc] 20

342 layesianGreassessmentGofGtheGepigeneticGarchitectureGofGcomplexGtraitsUGNaturerCommunicationsSG
2020SGXXSGYb_] 17.4 18

341 opigeneticGoffectsGonGzediatricG raumaticGlrainGsnjuryG–ecoveryGOoo –PdGknGybservationalSG
zrospectiveSGvongitudinalGmoncurrentGmohortG™tudyGzrotocolUG2020SGXXSG[_W 3

340 opigeneticGpredictionGofGmajorGdepressiveGdisorderUG2021SGY_SG]XXYT]XYZ 18

339 madmiumSG™mokingSGandGrumanGlloodGnxkGwethylationGzrofilesGinGkdultsGfromGtheG™trongGreartG
™tudyUG2020SGXYbSG_aWW] 22
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338 lloodTderivedGnxkGmethylationGpredictorsGofGmortalityGdiscriminateGtumorGandGhealthyGtissueGinG
multipleGorgansUG2020SGX[SGYXXXTYXYZ 4

337 sndividualGandGjointGcontributionsGofGgeneticGandGmethylationGriskGscoresGforGenhancingGlungGcancerG
riskGstratificationdGdataGfromGaGpopulationTbasedGcohortGinGqermanyUGClinicalrEpigeneticsSG2020SGXYSGbc 7.7 7

336 knGepigenomeTwideGassociationGstudyGofGposttraumaticGstressGdisorderGinGU™GveteransGimplicatesG
severalGnewGnxkGmethylationGlociUGClinicalrEpigeneticsSG2020SGXYSG[_ 7.7 31

335 nxkGmethylationGandGbrainGstructureGandGfunctionGacrossGtheGlifeGcoursedGkGsystematicGreviewUG2020SG
XXZSGXZZTX]_ 21

334 wethylxetdGanGautomatedGandGmodularGdeepGlearningGapproachGforGnxkGmethylationGanalysisUG2020SG
YXSGXWb 23

333 ™mokingGandGdisabilityGprogressionGinGmultipleGsclerosisUG2020SGYWSGaZcTa[X 1

332 sdentifyingGepigeneticGbiomarkersGofGestablishedGprognosticGfactorsGandGsurvivalGinGaGclinicalGcohortG
ofGindividualsGwithGoropharyngealGcancerUGClinicalrEpigeneticsSG2020SGXYSGc] 7.7 4

331 nysregulationGofGmicro–xkGwodulatoryGxetworkGinGkbdominalGkorticGkneurysmUG2020SGcSG 3

330 nioxinTlikeGcompoundGexposuresGandGnxkGmethylationGinGtheGknnistonGmommunityGrealthG™urveyG
zhaseGssUG2020SGa[YSGX[W[Y[ 4

329 wultiTmethodGgenomeTGandGepigenomeTwideGstudiesGofGinflammatoryGproteinGlevelsGinGhealthyG
olderGadultsUG2020SGXYSG_W 9

328 opigenomeTwideGassociationGstudyGofGattentionTdeficitVhyperactivityGdisorderGinGadultsUG2020SGXWSGXcc 4

327 íanderingGalongGtheGepigeneticGtimelineUGClinicalrEpigeneticsSG2020SGXYSGca 7.7 8

326 ™mokingGandGopsteinTlarrGvirusGinfectionGinGmultipleGsclerosisGdevelopmentUGScientificrReportsSG2020SG
XWSGXWc_W 4.9 4

325 ™ystemicGsnvestigationGofGzromoterTwideGwethylomeGandGqenomeGVariationsGinGqoutUGInternationalr
JournalrofrMolecularrSciencesSG2020SGYXSG 6.3 6

324 qenetikGundGopigenetikGinGderGzsychotherapieGvonGnepressionGundGkngststˆ¶rungenUG2020SGZWSG]bT_a

323 nxkGwethylationTlasedGliomarkersGofGonvironmentalGoxposuresGforGrumanGzopulationG™tudiesUG
CurrentrEnvironmentalrHealthrReportsSG2020SGaSGXYXTXYb 6.5 8

322 zlateletGmitochondrialGnxkGmethylationGpredictsGfutureGcardiovascularGoutcomeGinGadultsGwithG
overweightGandGobesityUGClinicalrEpigeneticsSG2020SGXYSGYc 7.7 18

321 ™mokingSGnxkGwethylationSGandGvungGpunctiondGaGwendelianG–andomizationGknalysisGtoGsnvestigateG
mausalGzathwaysUG2020SGXW_SGZX]TZY_ 12
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320 opigeneticGinsightsGintoGmultipleGsclerosisGdiseaseGprogressionUG2020SGYbbSGbYTXWY 4

319  imingTGandGnoseT™pecificGkssociationsGofGzrenatalG™mokeGoxposureGíithGxewbornGnxkG
wethylationUG2020SGYYSGXcXaTXcYY 3

318 qeneticsGandGopigeneticsGofGktopicGnermatitisdGknGUpdatedG™ystematicG–eviewUG2020SGXXSG 23

317 opigeneticGpredictionGofGcomplexGtraitsGandGmortalityGinGaGcohortGofGindividualsGwithGoropharyngealG
cancerUGClinicalrEpigeneticsSG2020SGXYSG]b 7.7 3

316 veveragingGbiologicalGandGstatisticalGcovariatesGimprovesGtheGdetectionGpowerGinGepigenomeTwideG
associationGtestingUG2020SGYXSGbb 4

315 qenomeTwideGnxkGmethylationGdifferencesGinGnucleusGaccumbensGofGsmokersGvsUGnonsmokersUG2021
SG[_SG]][T]_W 3

314 wethylomeGandGtranscriptomeGsignatureGofGbronchoalveolarGcellsGfromGmultipleGsclerosisGpatientsGinG
relationGtoGsmokingUG2021SGYaSGXWX[TXWY_ 4

313 nxkGmethylationTbasedGbiomarkersGofGageGaccelerationGandGallTcauseGdeathSGmyocardialGinfarctionSG
strokeSGandGcancerGinGtwoGcohortsdG heGxk™SGandGuy–kGp[UGEBioMedicineSG2021SG_ZSGXWZX]X 8.8 13

312 opigeneticsGandGpulmonaryGdiseasesGinGtheGhorizonGofGprecisionGmedicinedGaGreviewUG2021SG]aSG 7

311 ™tructuralGbrainGcorrelatesGofGserumGandGepigeneticGmarkersGofGinflammationGinGmajorGdepressiveG
disorderUG2021SGcYSGZcT[b 14

310  elomereGlengthGmediatesGtheGassociationGbetweenGpolycyclicGaromaticGhydrocarbonsGexposureGandG
abnormalGglucoseGlevelGamongGmhineseGcokeGovenGplantGworkersUG2021SGY__SGXYcXXX 3

309 opigenomeTwideGassociationGstudyGofGdietGqualityGinGtheGíomenNsGrealthGsnitiativeGandG winsUuG
cohortUG2021SG]WSG_a]T_b[ 8

308
migaretteG™mokeGandGxicotineTmontainingGolectronicTmigaretteGVaporGnownregulateGvungGííyöG
oxpressionSGíhichGssGkssociatedGwithGsncreasedG™everityGofGwurineGkcuteG–espiratoryGnistressG
™yndromeUG2021SG_[SGbcTcc

1

307
vungGnxkGwethylationGinGmhronicGybstructiveGzulmonaryGniseasedG–elationshipGwithG™mokingG
™tatusGandGkirflowGvimitationG™everityUGAmericanrJournalrofrRespiratoryrandrCriticalrCarerMedicineSG
2021SGYWZSGXYcTXZ[

10.2 1

306  heGsnterplayGofGtheGqeneticGkrchitectureSGkgingSGandGonvironmentalGpactorsGinGtheGzathogenesisGofG
sdiopathicGzulmonaryGpibrosisUG2021SG_[SGX_ZTXaY 24

305 opigenomeTwideGanalysisGuncoversGaGbloodTbasedGnxkGmethylationGbiomarkerGofGlifetimeGcannabisG
useUG2021SGXb_SGXaZTXbY 6

304 klcoholGconsumptionGisGassociatedGwithGwidespreadGchangesGinGbloodGnxkGmethylationdGknalysisGofG
crossTsectionalGandGlongitudinalGdataUG2021SGY_SGeXYb]] 13

303 nxkGmethylationGandGbreastGcancerGriskdGvalueGofGtwinGandGfamilyGstudiesUG2021SG_aTbZ 1
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302 opigeneticsGinGpsychotherapyUG2021SGaWXTaWc

301  winGandGfamilyGepigeneticGstudiesGofGtypeGYGdiabetesUG2021SGXW]TXXb

300 kG™ystemsTlasedGkpproachGtoG oxicityG estingUG2021SGXbcTYW_

299 zroteomicG™ignaturesGofGvifestyleG–iskGpactorsGforGmardiovascularGniseasedGkGmrossT™ectionalG
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nxkGmethylationUG

236 nxkGmethylomeGprofilingGrevealsGepigeneticGregulationGofGlipoproteinTassociatedGphospholipaseGkG
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opigeneticGliomarkerUG2021SGXYSG_bbZb[ 1
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™ystematicG–eviewGandGwetaTknalysisUG2021SGYYaSGXWbccZ 1
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213 nxkGmethylationGasGaGmarkerGforGprenatalGsmokeGexposureGinGadultsUG 1
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212 ™ystematicGwendelianGrandomizationGframeworkGelucidatesGhundredsGofGgeneticGlociGwhichGmayG
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qeneTvevelGkssociationsGwithGzhenotypeUG 2
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methylationGlociUG 3
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191 wultipleGgeneTspecificGnxkGmethylationGinGbloodGleukocytesGandGcolorectalGcancerGriskdGaG
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190 onvironmentalGopigeneticGmhangesSGasG–iskGpactorsGforGtheGnevelopmentGofGniseasesGinGmhildrendGkG
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185 opigeneticGmhangesGandGopigeneticG argetsGinGreadGandGxeckGmancerUG2018SGZYaTZ]Y
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ofGindividualsGwithGoropharyngealGcancerUG 1
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