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l Paper IF Citations

116 VectorKvompetenceKofKtmericanKMosquitoesKforKThreeKStrainsKofKZikaKVirusaK2016YKdcYKeccchdcd 141

115 TransmissionKbottlenecksKandKRNtiKcollectivelyKinfluenceKtickZborneKflavivirusKevolutionaKVirus 
EvolutionYK2016YKeYKvewcff 3.7 27

114 TransmissionKandKevolutionKofKtickZborneKvirusesaK2016YKedYKijZjg 37

113 xvolutionaryKdynamicsKofKdengueKvirusKpopulationsKwithinKtheKmosquitoKvectoraK2016YKedYKgjZhf 9

112 wynamicsKofKWestKNileKvirusKevolutionKinKmosquitoKvectorsaK2016YKedYKdfeZdfk 24

111 WestKNileKVirusKyitnessKvostsKinKwifferentKMosquitoKSpeciesaK2016YKegYKgelZgfc 0

110 RapidKandKspecificKdetectionKofKtsianZKandKtfricanZlineageKZikaKvirusesaK2017YKlYK 73

109 MosquitoesKTransmitKUniqueKWestKNileKVirusKPopulationsKduringKxachKyeedingKxpisodeaKCell Reports
YK2017YKdlYKjclZjdk 10.6 54

108 ImpactKofKtransmissionKcyclesKandKvectorKcompetenceKonKglobalKexpansionKandKemergenceKofK
arbovirusesaK2017YKejYKedlgd 23

107 RescueKandKvharacterizationKofKRecombinantKVirusKfromKaKNewKWorldKZikaKVirusKInfectiousKvloneaK
2017YK 7

106 trbovirusKtdaptationmKRolesKinKTransmissionKandKxmergenceaK2017YKgYKdhlZdii 2

105 InfectionKviaKmosquitoKbiteKaltersKZikaKvirusKtissueKtropismKandKreplicationKkineticsKinKrhesusK
macaquesaKNature CommunicationsYK2017YKkYKecli 17.4 56

104 IntrahostKzeneticKwiversityKofKuacterialKSymbiontsKxxhibitsKxvidenceKofKMixedKInfectionsKandK
RecombinantKHaplotypesaK2017YKfgYKejgjZejid 21

103 wevelopmentKandKvharacterizationKofKRecombinantKVirusKzeneratedKfromKaKNewKWorldKZikaKVirusK
InfectiousKvloneaK2017YKldYK 71

102 yullZgenomeKdengueKvirusKsequencingKinKmosquitoKsalivaKshowsKlackKofKconvergentKpositiveK
selectionKduringKtransmissionKbyaKVirus EvolutionYK2017YKfYKvexcfd 3.7 19

101 HowKwoKVirusZMosquitoKInteractionsKLeadKtoKViralKxmergenceraK2018YKfgYKfdcZfed 47

100 SouthernKvaliforniaKneuroinvasiveKWestKNileKvirusKcaseKseriesaK2018YKflYKehdZehj 4
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99 MolecularKuasisKforKtrbovirusKTransmissionKbyKtedesKaegyptiKMosquitoesaK2018YKidYKehhZeig 13

98 HytrosavirusKgeneticKdiversityKandKecoZregionalKspreadKinKzlossinaKspeciesaK2018YKdkYKdgf 4

97 SelectiveKconstraintKandKadaptiveKpotentialKofKWestKNileKvirusKwithinKandKamongKnaturallyKinfectedK
avianKhostsKandKmosquitoKvectorsaKVirus EvolutionYK2018YKgYKveycdf 3.7 12

96 StructuralKandKNonstructuralKzenesKvontributeKtoKtheKzeneticKwiversityKofKRNtKVirusesaK2018YKlYK 17

95 vhikungunyaKVirusKandKZikaKVirusKTransmissionKvyclesaK2018YKdhZik

94 LaboratoryKMethodsKinKMolecularKxpidemiologymKViralKInfectionsaK2018YKiYK 3

93 VectorZtransmissionKofKplantKvirusesKandKconstraintsKimposedKbyKvirusZvectorKinteractionsaK2018YKffYKdggZdhc 21

92 tdventitiousKvirusesKpersistentlyKinfectKthreeKcommonlyKusedKmosquitoKcellKlinesaKVirologyYK2018YK
hedYKdjhZdkc 3.6 23

91 MinimumKInwelKpatternKanalysisKofKtheKZikaKvirusaK2018YKdlYKhfh 1

90 NaturalKVariationKinKResistanceKtoKVirusKInfectionKinKwipteranKInsectsaK2018YKdcYK 39

89 tKhighlyKsecureKmethodKforKrearingKmosquitoesaK2018YKgiYKdi 2

88 MosquitoKbottlenecksKalterKviralKmutantKswarmKinKaKtissueKandKtimeZdependentKmannerKwithK
contractionKandKexpansionKofKvariantKpositionsKandKdiversityaKVirus EvolutionYK2018YKgYKveyccd 3.7 13

87 UsingKbarcodedKZikaKvirusKtoKassessKvirusKpopulationKstructureKinKvitroKandKinKtedesKaegyptiK
mosquitoesaKVirologyYK2018YKhedYKdfkZdgk 3.6 19

86 zlobalKgeneticKdiversityYKlineageKdistributionYKandKinfectionKofKtheKalfalfaKweevilKTvoleopteramK
vurculionidaeUaK2019YKlYKlhgiZlhif 4

85 xffectsKofKtrbovirusKMultiZHostKLifeKvyclesKonKwinucleotideKandKvodonKUsageKPatternsaK2019YKddYK 8

84 xvolutionaryKdynamicsKandKmolecularKepidemiologyKofKinKNewKYorkKStatemKdlllZecdhaKVirus 
EvolutionYK2019YKhYKvezcec 3.7 10

83 TwentyKyearsKofKWestKNileKvirusKspreadKandKevolutionKinKtheKtmericasKvisualizedKbyKNextstrainaK2019
YKdhYKedcckcge 42

82 xvolutionaryKwynamicsKofKtheKLineageKeKWestKNileKVirusKThatKvausedKtheKLargestKxuropeanK
xpidemicmKItalyKecddZecdkaK2019YKddYK 19

(2019-2018)
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81 OnKtheKylymKInteractionsKuetweenKuirdsYKMosquitoesYKandKxnvironmentKThatKHaveKMoldedKWestKNileK
VirusKzenomicKStructureKOverKTwoKwecadesaK2019YKhiYKdgijZdgjg 8

80 TheKemergedKgenotypeKIKofKJapaneseKencephalitisKvirusKshowsKanKinfectivityKsimilarKtoKgenotypeKIIIK
inKvulexKpipiensKmosquitoesKfromKvhinaaK2019YKdfYKecccjjdi 11

79 SustainedKZmediatedKblockingKofKdengueKvirusKisolatesKfollowingKserialKpassageKinKcellKcultureaKVirus 
EvolutionYK2019YKhYKvezcde 3.7 11

78 tssessingKtheKPotentialKInteractionsKbetweenKvellularKmiRNtKandKtrboviralKzenomicKRNtKinKtheK
YellowKyeverKMosquitoYaK2019YKddYK 7

77 tnKxvolutionaryKPerspectiveKonKVectorZuorneKwiseasesaK2019YKdcYKdeii 11

76 vhikungunyaKvirusKpopulationsKexperienceKdiversityZKdependentKattenuationKandKpurifyingK
intraZvectorKselectionKinKvalifornianKtedesKaegyptiKmosquitoesaK2019YKdfYKecccjkhf 4

75 WinningKtheKTugZofZWarKuetweenKxffectorKzeneKwesignKandKPathogenKxvolutionKinKVectorK
PopulationKReplacementKStrategiesaK2019YKdcYKdcje 24

74 wetectionKofKMultipleKVariantsKofKzrapevineKyanleafKVirusKinKSingleKNematodesaK2019YKddYK 5

73 LinkingKtheKvectorialKcapacityKofKmultipleKvectorsKtoKobservedKpatternsKofKWestKNileKvirusK
transmissionaK2019YKhiYKlhiZlih 2

72 IntegratedKMosquitoKManagementmKIsKPrecisionKvontrolKaKLuxuryKorKNecessityraK2019YKfhYKkhZlh 12

71
tKreverseZtranscriptionbRNaseKHKbasedKprotocolKforKdepletionKofKmosquitoKribosomalKRNtK
facilitatesKviralKintrahostKevolutionKanalysisYKtranscriptomicsKandKpathogenKdiscoveryaKVirologyYK2019
YKhekYKdkdZdlj

3.6 14

70 MappingKtrbovirusZVectorKInteractionsKUsingKSystemsKuiologyKTechniquesaK2018YKkYKggc 2

69 tnKampliconZbasedKsequencingKframeworkKforKaccuratelyKmeasuringKintrahostKvirusKdiversityKusingK
PrimalSeqKandKiVaraK2019YKecYKk 308

68 xvolutionaryKandKecologicalKinsightsKintoKtheKemergenceKofKarthropodZborneKvirusesaK2019YKdlcYKheZhk 10

67 SpeciesZSpecificKxvolutionKofKxbolaKVirusKduringKReplicationKinKHumanKandKuatKvellsaKCell ReportsYK
2020YKfeYKdckcek 10.6 10

66 RollingKcircleKamplificationmKtKhighKfidelityKandKefficientKalternativeKtoKplasmidKpreparationKforKtheK
rescueKofKinfectiousKclonesaKVirologyYK2020YKhhdYKhkZif 3.6 3

65 TheKRoleKofKTemperatureKinKShapingKMosquitoZuorneKVirusesKTransmissionaK2020YKddYKhkgkgi 18

64 weformedKwingKvirusmKusingKreverseKgeneticsKtoKtackleKunansweredKquestionsKaboutKtheKmostK
importantKviralKpathogenKofKhoneyKbeesaK2021YKghYK 2
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63 wivergentKMutationalKLandscapesKofKvonsensusKandKMinorityKzenotypesKofKWestKNileKVirusK
wemonstrateKHostKandKzeneZSpecificKxvolutionaryKPressuresaK2020YKddYK 4

62 wiversityYKTransmissionYKandKvophylogenyKofKLedantevirusesKTmKUKandKNycteribiidKuatKyliesK
ParasitizingKtngolanKSoftZyurredKyruitKuatsKinKuundibugyoKwistrictYKUgandaaK2020YKkYK 6

61 tKReviewmKZuasedKPopulationKReplacementKforKMosquitoKvontrolKSharesKvommonKPointsKwithK
zeneticallyKModifiedKvontrolKtpproachesaK2020YKlYK 23

60 WithinZHostKViralKwiversitymKtKWindowKintoKViralKxvolutionaKAnnual Review of VirologyYK2020YKjYKifZkd 14.6 21

59 SpatiotemporalKdynamicsKandKquantitativeKanalysisKofKphytoplasmasKinKinsectKvectorsaK2020YKdcYKgeld 9

58 tpplicationKofKNextZzenerationKSequencingKtoKRevealKHowKxvolutionaryKwynamicsKofKViralK
PopulationKShapeKwengueKxpidemiologyaK2020YKddYKdfjd 8

57 MSubmergenceMKofKWesternKequineKencephalitisKvirusmKxvidenceKofKpositiveKselectionKarguesKagainstK
geneticKdriftKandKfitnessKreductionsaK2020YKdiYKedcckdce 20

56 tnKRNtKThermometerKtctivityKofKtheKWestKNileKVirusKzenomicKfSZTerminalKStemZLoopKxlementK
ModulatesKViralKReplicationKxfficiencyKduringKHostKSwitchingaK2020YKdeYK 7

55 TakingKInsectKImmunityKtoKtheKSingleZvellKLevelaK2020YKgdYKdlcZdll 3

54 ImpactKofKalphavirusKfSUTRKplasticityKonKmosquitoKtransmissionaK2021YKdddYKdgkZdhh 2

53 SpikeKmutationKwidgzKaltersKStRSZvoVZeKfitnessaK2021YKhleYKddiZded 820

52 HighKgeneticKvariabilityKofKSchmallenbergKvirusKMZsegmentKleadsKtoKefficientKimmuneKescapeKfromK
neutralizingKantibodiesaK2021YKdjYKedcclegj 0

51 RoleKofKmutationalKreversionsKandKfitnessKrestorationKinKZikaKvirusKspreadKtoKtheKtmericasaKNature 
CommunicationsYK2021YKdeYKhlh 17.4 13

50 PathogenicityKandKvirulenceKofKWestKNileKvirusKrevisitedKeightKdecadesKafterKitsKfirstKisolationaK2021YK
deYKddghZddjf 4

49 PliantKpathogensmKxstimatingKviralKspreadKwhenKconfrontedKwithKnewKvectorYKhostYKandK
environmentalKconditionsaK2021YKddYKdkjjZdkkj 1

48 tlternationKbetweenKtaxonomicallyKdivergentKhostsKisKnotKtheKmajorKdeterminantKofKflavivirusK
evolutionaKVirus EvolutionYK2021YKjYKveabcgc 3.7

47 wengueKVirusKSerotypeKeKIntrahostKwiversityKinKPatientsKwithKwifferentKvlinicalKOutcomesaK2021YKdfYK 4

46 IntraZhostKvariationKandKevolutionaryKdynamicsKofKStRSZvoVZeKpopulationsKinKvOVIwZdlKpatientsaK
2021YKdfYKfc 36

(2021-2020)
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45 tmericanKtedesKjaponicusKjaponicusYKvulexKpipiensKpipiensYKandKvulexKrestuansKmosquitoesKhaveK
limitedKtransmissionKcapacityKforKaKrecentKisolateKofKUsutuKvirusaKVirologyYK2021YKhhhYKigZjc 3.6 0

44 TheKNhcdYKspikeKsubstitutionKenhancesKStRSZvoVZeKtransmissionaK2021YK 73

43 PotentialKroleKofKvectorZmediatedKnaturalKselectionKinKdengueKvirusKgenotypeblineageKreplacementsK
inKtwoKepidemiologicallyKcontrastedKsettingsaK2021YKdcYKdfgiZdfhj 1

42 xcologyKandKtransmissionKofKaKdengueKvirusKserotypeKgKidentifiedKinKwildKtedesKaegyptiKinKyloridaaK 0

41 weltaKspikeKPikdRKmutationKenhancesKStRSZvoVZeKfitnessKoverKtlphaKvariantaK2021YK 70

40 IntrinsicKvariationKinKtheKverticallyKtransmittedKinsectZspecificKcoreKviromeKofKtedesKaegyptiaK

39 InfluenzaKtKvirusKundergoesKcompartmentalizedKreplicationKinKvivoKdominatedKbyKstochasticK
bottlenecksaK 1

38 PopulationKbottlenecksKandKfounderKeffectsmKimplicationsKforKmosquitoZborneKarboviralKemergenceaK
2021YKdlYKdkgZdlh 9

37 wrosophilaKmelanogasterKasKaKmodelKforKarbovirusKinfectionKofKadultKsalivaryKglandsaKVirologyYK2020YK
hgfYKdZi 3.6 3

36 IntraZhostKVariationKandKxvolutionaryKwynamicsKofKStRSZvoVZeKPopulationKinKvOVIwZdlKPatientsaK 9

35 SpikeKmutationKwidgzKaltersKStRSZvoVZeKfitnessKandKneutralizationKsusceptibilityaK2020YK 45

34 tnKampliconZbasedKsequencingKframeworkKforKaccuratelyKmeasuringKintrahostKvirusKdiversityKusingK
PrimalSeqKandKiVaraK 7

33 IdentificationKofKpotentialKmicroRNtsKassociatedKwithKHerpesvirusKfamilyKbasedKonKbioinformaticK
analysisaK 1

32 zeneticKwriftYKPurifyingKSelectionKandKVectorKzenotypeKShapeKwengueKVirusKIntraZhostKzeneticK
wiversityKinKMosquitoesaK2016YKdeYKedcciddd 84

31 VectorsKasKxpidemiologicalKSentinelsmKPatternsKofKWithinZTickKuorreliaKburgdorferiKwiversityaK2016YK
deYKedcchjhl 21

30 MolecularlyKbarcodedKZikaKvirusKlibrariesKtoKprobeKinKvivoKevolutionaryKdynamicsaK2018YKdgYKedccilig 21

29 SpikeKmutationKwidgzKaltersKStRSZvoVZeKfitnessKandKneutralizationKsusceptibilityaK2020YK 16

28 TheKzeneticKwiversificationKofKaKSingleKuluetongueKVirusKStrainKUsingKanKInKVitroKModelKofK
tlternatingZHostKTransmissionaK2020YKdeYK 4
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27 wengueKVirusKInfectionKinKduringKtheKecdgKtutochthonousKwengueKOutbreakKinKTokyoKMetropolisYK
JapanaK2018YKlkYKdgicZdgik 23

26 InfectionKKineticsKandKTransmissibilityKofKaKReanimatedKwengueKVirusKSerotypeKgKIdentifiedK
OriginallyKinKWildKyromKyloridaaK2021YKdeYKjfglcf 2

25 InfectionKviaKmosquitoKbiteKaltersKZikaKvirusKreplicationKkineticsKinKrhesusKmacaquesaK 0

24 MolecularlyKbarcodedKZikaKvirusKlibrariesKtoKprobeKinKvivoKevolutionaryKdynamicsaK

23 UsingKuarcodedKZikaKVirusKtoKtssessKVirusKPopulationKStructureKinKvitroKandKinKtedesKaegyptiK
MosquitoesaK

22 tdventitiousKvirusesKpersistentlyKinfectKthreeKcommonlyKusedKmosquitoKcellKlinesaK

21 RNtSeqKanalysisKoftedesKalbopictusmosquitoesKduringKchikungunyaKvirusKinfectionaK

20 tKreverseZtranscriptionbRNaseKHKbasedKprotocolKforKdepletionKofKmosquitoKribosomalKRNtK
facilitatesKviralKintrahostKevolutionKanalysisYKtranscriptomicsKandKpathogenKdiscoveryaK 1

19 xmergenceKofKZikaKvirusmKwirectKreversionKofKmutationsKandKfitnessKrestorationKpriorKtoKspreadKtoK
theKtmericasaK 0

18 TheKNhcdYKspikeKsubstitutionKenhancesKStRSZvoVZeKinfectionKandKtransmissionaK2021YK 96

17 ImpactKofKextrinsicKincubationKtemperatureKonKnaturalKselectionKduringKZikaKvirusKinfectionKofKtedesK
aegyptiKandKtedesKalbopictusaK2021YKdjYKedcclgff 4

16 tmericanKalligatorsKareKcapableKofKWestKNileKvirusKamplificationYKmosquitoKinfectionKandK
transmissionaaKVirologyYK2022YKhikYKglZhh 3.6 2

15 uluetongueKResearchKatKaKvrossroadsmKModernKzenomicsKToolsKvanKPaveKtheKWayKtoKNewKInsightsaaK
Annual Review of Animal BiosciencesYK2022YKdcYKfcfZfeg 13.7

14 IntrinsicKvariationKinKtheKverticallyKtransmittedKcoreKviromeKofKtheKmosquitoKtedesKaegyptiaaK
Molecular EcologyYK2022YK 5.7 1

13 TranslatingKvirusKevolutionKintoKepidemiologyaaKCell Host and MicrobeYK2022YKfcYKgggZggk 23.4 1

12 wefiningKvirusZcarrierKnetworksKthatKshapeKtheKcompositionKofKtheKmosquitoKcoreKviromeKofKaKlocalK
ecosystemaaKVirus EvolutionYK2022YKkYKveaccfi 3.7 1

11 weltaKspikeKPikdRKmutationKenhancesKStRSZvoVZeKfitnessKoverKtlphaKvariantaaKCell ReportsYK2022YK
flYKddckel 10.6 19

10 PlasmodiumKfalciparumKgeneticKdiversityKinKcoincidentKhumanKandKmosquitoKhostsaK 0

(-2018)
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9 NaturalKSelectionYKIntracellularKuottlenecksKofKVirusKPopulationsYKandKViralKSuperinfectionK
xxclusionaaKAnnual Review of VirologyYK2022YK 14.6 0

8 tKsmallKwNtKvirusKinitiatesKreplicationKwithKnoKmoreKthanKthreeKgenomeKcopiesKperKcellaK

7 InfluenzaKtKvirusKundergoesKcompartmentalizedKreplicationKinKvivoKdominatedKbyKstochasticK
bottlenecksaKNature CommunicationsYK2022YKdfYK 17.4 0

6 InKwepthKViralKwiversityKtnalysisKinKttypicalKNeurologicalKandKNeonatalKvhikungunyaKInfectionsKinK
RioKdeKJaneiroYKurazilaK2022YKdgYKecci 0

5 PlasmodiumKfalciparumKzeneticKwiversityKinKvoincidentKHumanKandKMosquitoKHostsaK 0

4 UrbanisationKofKtedesKmosquitoKpopulationsKandKevolutionKofKarboviralKdiseaseKriskKinKtfricaaK2022YKdcclkk 0

3 HeterosubtypicKimmuneKpressureKacceleratesKemergenceKofKinfluenzaKtKvirusKescapeKphenotypesKinK
miceaK2023YKfefYKdlklld 0

2 wevelopingKanKappropriateKevolutionaryKbaselineKmodelKforKtheKstudyKofKStRSZvoVZeKpatientK
samplesaK2023YKdlYKedcddeih 0

1 ScanningKbarcodesmKtKwayKtoKexploreKviralKpopulationsaK2023YKdlYKedcddeld 0
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