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411 zrecisionGmedicineGinGtheGeraGofGartificialGintelligencedGimplicationsGinGchronicGdiseaseGmanagementUG
2020SGXbSG[aY 28

410 punctionalGqenomicsGinGzancreaticG˛†GmellsdG–ecentGkdvancesGinGqeneGneletionGandGqenomeGoditingG
TechnologiesGforGniabetesG–esearchUGFrontierspinpEndocrinologySG2020SGXXSG]a__ZY 5.7 7
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409 UnsupervisedGmlusteringGofGwissenseGäariantsGinGrxpXkGUsingGwultidimensionalGpunctionalGnataG
kidsGmlinicalGsnterpretationUG2020SGXWaSG_aWT_bY 9

408 sdentificationGofGtypeGYGdiabetesGlociGinG[ZZS][WGoastGksianGindividualsUGNatureSG2020SG]bYSGY[WTY[] 50.4 89

407 qeneticGpredispositionGinGtypeGYGdiabetesdGkGpromisingGapproachGtowardGaGpersonalizedG
managementGofGdiabetesUG2020SGcbSG]Y]T][a 16

406  mokingTbyTgenotypeGinteractionGinGtypeGYGdiabetesGriskGandGfastingGglucoseUG2020SGX]SGeWYZWbX] 4

405 mirculatingGzroteinG ignaturesGandGmausalGmandidatesGforGTypeGYGniabetesUGDiabetesSG2020SG_cSGXb[ZTXb]Z0.9 27

404 –eviewGarticledGtheGemergingGroleGofGgeneticsGinGprecisionGmedicineGforGpatientsGwithGnonTalcoholicG
steatohepatitisUG2020SG]XSGXZW]TXZYW 38

403 kGnovelGapproachGtoGmodelingGmultifactorialGdiseasesGusingGonsembleGlayesianG–uleGclassifiersUG
2020SGXWaSGXWZ[]] 0

402 sdentifyingGnovelGassociationsGinGqék GbyGhierarchicalGlayesianGlatentGvariableGdetectionGofG
differentiallyGmisclassifiedGphenotypesUG2020SGYXSGXab 3

401 promGpersonalisedGnutritionGtoGprecisionGmedicinedGtheGriseGofGconsumerGgenomicsGandGdigitalG
healthUG2020SGacSGZWWTZXW 5

400 momparisonGofGsirtuinGXGlevelGandGrelatedGbloodGfactorsGinGdiabeticGandGhealthyGsubjectsUG2020SGY_SGXaTYX 2

399 mohortGprofiledGtheG ingaporeGdiabeticGcohortGstudyUG2020SGXWSGeWZ_[[Z 2

398 smportanceGofGqeneticG tudiesGofGmardiometabolicGniseaseGinGniverseGzopulationsUG2020SGXY_SGXbX_TXb[W 7

397 kssociationGbetweenGgeneticGriskGscoresGandGriskGofGnarcolepsydGaGcaseTcontrolGstudyUG2020SGbSGXWZ 0

396 TheGinfluenceGofGrareGvariantsGinGcirculatingGmetabolicGbiomarkersUG2020SGX_SGeXWWb_W] 3

395 nietaryG mpksGsmmunotherapydG–eshapingGtheGqutGwicrobiotaGinGniabetesUGAdvancespinpExperimentalp
MedicinepandpBiologySG2021SGXZWaSG[ccT]Xc 3.6 6

394 TranscriptionGpactorG––olXdGfromGTargetGqenesGtowardsGliologicalGpunctionsUG2020SGX_SGX[_ZTX[aZ 14

393  ystematicG–eviewGofGzolygenicG–iskG coresGforGTypeGXGandGTypeGYGniabetesUG2020SGYXSG 15

392  equencingGandGimputationGinGqék dGmostTeffectiveGstrategiesGtoGincreaseGpowerGandGgenomicG
coverageGacrossGdiverseGpopulationsUG2020SG[[SG]ZaT][c 10
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391 sdentificationGandGgenomicGanalysisGofGpedigreesGwithGexceptionalGlongevityGidentifiesGcandidateG
rareGvariantsUG2020SGX[ZSGXW[caY 5

390 wolecularGgeneticGapproachesGtoGdissectGcomplexGbehaviorsGinGzebrafishUG2020SGYYZTY[[ 0

389 kGmomplexG ystemsGwodelGofGlreastGmancerGotiologydGTheGzaradigmGssGmonceptualGwodelUG2020SGYcSGXaYWTXaZW 5

388 kGvongGxonTcodingG–xkSGSGssGanGoffectorGTranscriptGatGtheGmhromosomeGbpYZUXTGwetabolicGTraitsGandG
TypeGYGniabetesG–iskGvocusUGFrontierspinpGeneticsSG2020SGXXSG_X] 4.5 5

387 wicroevolutionaryGnynamicsGofGmhickenGqenomesGunderGnivergentG electionGforGkdiposityUG2020SG
YZSGXWXXcZ 1

386 snsightsGintoGpancreaticGisletGcellGdysfunctionGfromGtypeGYGdiabetesGmellitusGgeneticsUG2020SGX_SGYWYTYXY 50

385 sntoleranceGofGloudGsoundsGinGchildhooddGssGthereGanGintergenerationalGassociationGwithG
grandmaternalGsmokingGinGpregnancyiUG2020SGX]SGeWYYcZYZ 4

384 zolygenicGriskGscoreGasGaGkeyGfactorGinGcardiovascularGclinicalGpredictionGmodelsUG2020SGaZSG_WbT_XW

383 wechanismsGofGdiabeticGcardiomyopathyGandGpotentialGtherapeuticGstrategiesdGpreclinicalGandG
clinicalGevidenceUG2020SGXaSG]b]T_Wa 139

382 TowardGqeneticGzredictionGofGxonalcoholicGpattyGviverGniseaseGTrajectoriesdGzxzvkZGandGleyondUG
2020SGX]bSGXb_]TXbbWUeX 42

381 mombinedGanalysisGofGwholeTexonGsequencingGandGlnc–xkGsequencingGinGtypeGYGdiabetesGmellitusG
patientsGwithGobesityUG2020SGY[SGY[]XTY[_Z 2

380 kGnualG–eporterGondomT˛†rXGrumanG˛†TmellGvineGforGofficientG’uantificationGofGmalciumGpluxGandG
snsulinG ecretionUG2020SGX_XSG 5

379 TheGderivedGalleleGofGaGnovelGintergenicGvariantGatGchromosomeGXXGassociatesGwithGlowerGbodyGmassG
indexGandGaGfavorableGmetabolicGphenotypeGinGqreenlandersUG2020SGX_SGeXWWb][[ 1

378 promGqeneticGkssociationGtoGwolecularGwechanismsGforGssletTcellGnysfunctionGinGTypeGYGniabetesUG
2020SG[ZYSGX]]XTX]ab 16

377 qenomeTwideGrareGvariantGanalysisGforGthousandsGofGphenotypesGinGoverGaWSWWWGexomesGfromGtwoG
cohortsUG2020SGXXSG][Y 47

376 zleiotropicGoffectsGofGaGumx’XGäariantGonGvipidGzrofilesGandGTypeGYGniabetesdGkGpamilyTlasedG tudyG
inGmhinaUG2020SGYWYWSGbYab]a[ 1

375 qenomeTwideGassociationGstudyGidentifiesGnovelGriskGvariantsGfromG–z _ukXSGmknz SGäk– SGandG
nrí]bGforGfastingGplasmaGglucoseGinGkrabGpopulationUGScientificpReportsSG2020SGXWSGX]Y 4.9 9

374 xeurocognitiveGimpairmentGinGtypeGYGdiabetesdGevidenceGforGsharedGgeneticGaetiologyUGDiabetologiaSG
2020SG_ZSGcaaTcb_ 10.3 1
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373 xutritionGandGitsGroleGinGepigeneticGinheritanceGofGobesityGandGdiabetesGacrossGgenerationsUG2020SG
ZXSGXXcTXZZ 16

372 kssociationGofGvariantsGwithGhemoglobinGkXcGandGimpactGonGdiabetesGdiagnosisGinGoastGksianG
individualsUG2020SGbSG 7

371 TelomereGwaintenanceGqenesGareGassociatedGwithGTypeGYGniabetesG usceptibilityGinGxorthwestG
sndianGzopulationGqroupUGScientificpReportsSG2020SGXWSG_[[[ 4.9 4

370 kutomatedGgeneGdataGintegrationGwithGnatabioUG2020SGXZSGXc] 0

369 wodelingGdifferentGtypesGofGdiabetesGusingGhumanGpluripotentGstemGcellsUG2021SGabSGY[]cTY[bZ 8

368 –ecapitulatingGovolutionaryGnivergenceGinGaG ingleGmisT–egulatoryGolementGssG ufficientGtoGmauseG
oxpressionGmhangesGofGtheGvensGqeneGTdrdaUG2021SGZbSGZbWTZcY 1

367 punctionalGevaluationGofGX_G mrknGmissenseGvariantsdGynlyGaminoGacidGsubstitutionsGcausingG
congenitalGhyperinsulinismGofGinfancyGleadGtoGlossTofTfunctionGphenotypesGinGvitroUG2021SG[[SGY[WTY]Y 0

366 TheGobesityGparadoxGandGdiabetesUG2021SGY_SGXW]aTXW_b 6

365 rumanGgeneticGanalysesGofGorganellesGhighlightGtheGnucleusGinGageTrelatedGtraitGheritabilityUG 1

364 zrogressiveG hiftsGinGtheGqutGwicrobiomeG–eflectGzrediabetesGandGniabetesGnevelopmentGinGaG
TreatmentTxaiveGwexicanGmohortUGFrontierspinpEndocrinologySG2020SGXXSG_WYZY_ 5.7 2

363 oxploitingGtheGqToxGresourcesGtoGdecipherGtheGmechanismsGatGqék GlociUG2021SGYYSG[c 38

362 opigeneticGandGnevelopmentalGlasisGofG–iskGofGybesityGandGwetabolicGniseaseUG2021SGYbcTZXZ 1

361 geneGpolymorphismsGandGsusceptibilityGtoGtypeGYGdiabetesdGevidenceGfromGaGmetaTregressionGandG
metaTanalysisGbasedGonG[aGstudiesUG2021SGYWSGb[]Tb_a 1

360 éholeGqenomeG equenceGkssociationGknalysisGofGpastingGqlucoseGandGpastingGsnsulinGvevelsGinG
niverseGmohortsGfromGtheGxrvlsGTyzwedGzrogramUG

359 monsiderationsGinGusingGhumanGpluripotentGstemGcellâ��derivedGpancreaticGbetaGcellsGtoGtreatGtypeGXG
diabetesUG2021SGXaZTYWZ

358 pactorsGassociatedGwithGgastroTduodenalGulcerGinGcompensatedGtypeGYGdiabeticGpatientsdGaG–omanianG
singleTcenterGstudyUUG2022SGXbSG[]T]X

357 snsulinNsGniscoverydGxewGsnsightsGonGstsGrundredthGlirthdaydGpromGsnsulinGkctionGandGmlearanceGtoG
 weetGxetworksUG2021SGYYSG 1

356 zancreaticGprogenitorGepigenomeGmapsGprioritizeGtypeGYGdiabetesGriskGgenesGwithGrolesGinG
developmentUG2021SGXWSG 5
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355 éhoGwillGbenefitGfromGbariatricGsurgeryGforGdiabetesiGkGprotocolGforGanGobservationalGcohortGstudyUG
2021SGXXSGeW[YZ]] 1

354 UsingGpopulationTspecificGaddTonGpolymorphismsGtoGimproveGgenotypeGimputationGinG
underrepresentedGpopulationsUG 0

353 mhromatinGZnGinteractionGanalysisGofGtheG Tk–nXWGlocusGunveilsGpmr nYGasGaGregulatorGofGinsulinG
secretionUG2021SGZ[SGXWbaWZ 1

352 vackGofGassociationGbetweenGlnxpGrs_Y_]GpolymorphismGandGriskGofGtypeGYGdiabetesdGkGprotocolGforG
metaTanalysisGandGtrialGsequentialGanalysisUG2021SGXWWSGeYZZW]

351 sdentificationGofGlowTfrequencyGvariantsGofGUqTXkZGassociatedGwithGbladderGcancerGriskGbyG
nextTgenerationGsequencingUG2021SG[WSGYZbYTYZc[ 3

350 snteractionGbetweenGdietaryGbranchedTchainGaminoGacidsGandGgeneticGriskGscoreGonGtheGriskGofGtypeGYG
diabetesGinGmhineseUG2021SGX_SG[ 2

349 vossGofGüntbGfunctionGinGdiabetesGmellitusdGriskGorGbenefitiUG2021SG[a_SGYaWZTYaXb 2

348 wodelTbasedGassessmentGofGreplicabilityGforGgenomeTwideGassociationGmetaTanalysisUG2021SGXYSGXc_[ 3

347 smpactGofGpreTGandGpostTvariantGfiltrationGstrategiesGonGimputationUGScientificpReportsSG2021SGXXSG_YX[ 4.9 1

346 oxomeGmhipGknalysisGofGX[SWY_GuoreansG–evealsGunownGandGxewlyGniscoveredGqeneticGvociG
kssociatedGwithGTypeGYGniabetesGwellitusUG2021SG[]SGYZXTY[W 1

345 éholeTgenomeGsequencingGofGkfricanGkmericansGimplicatesGdifferentialGgeneticGarchitectureGinG
inflammatoryGbowelGdiseaseUG2021SGXWbSG[ZXT[[] 0

344 onhancerTqeneGsnteractionGknalysesGsdentifiedGtheGopidermalGqrowthGpactorG–eceptorGasGaG
 usceptibilityGqeneGforGTypeGYGniabetesGwellitusUG2021SG[]SGY[XTY]W 1

343 kGregulatoryGvariantGatGZqYXUXGconfersGanGincreasedGpleiotropicGriskGforGhyperglycemiaGandGalteredG
boneGmineralGdensityUG2021SGZZSG_X]T_YbUeXZ 7

342 –egäardGTissueTspecificGzrioritizationGofGxoncodingG–egulatoryGäariantsUG

341 wodulatingGtheGwicrobiotaGasGaGTherapeuticGsnterventionGforGTypeGYGniabetesUGFrontierspinp
EndocrinologySG2021SGXYSG_ZYZZ] 5.7 15

340 m–s z–TbasedGgenomeGeditingGinGprimaryGhumanGpancreaticGisletGcellsUG2021SGXYSGYZca 7

339  ingleTcellGchromatinGaccessibilityGidentifiesGpancreaticGisletGcellGtypeTGandGstateTspecificGregulatoryG
programsGofGdiabetesGriskUG2021SG]ZSG[]]T[__ 18

338 qeneticGarchitectureGofGtypeGYGdiabetesGandGitsGsharedGgeneticGcomponentGwithGlowGbirthGweightGinG
kfricanGkmericansUG2021SGY[SGZY_TZZY 1
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337 niabetesGandG–eninTkngiotensinTkldosteroneG ystemdGzathophysiologyGandGqeneticsUG

336 wultiTomicsGanalysisGidentifiesGmpqsGnearGq_zmYGmediatingGtheGeffectsGofGgeneticGvariantsGonG
fastingGglucoseUGDiabetologiaSG2021SG_[SGX_XZTX_Y] 10.3 3

335 klternativeGexonGsplicingGandGdifferentialGexpressionGinGpancreaticGisletsGrevealsGcandidateGgenesG
andGpathwaysGimplicatedGinGearlyGdiabetesGdevelopmentUG2021SGZYSGX]ZTXaY 0

334 mlinicalGtrialsGwithGplantsGinGdiabetesGmellitusGtherapydGaGsystematicGreviewUG2021SGX[SGaZ]Ta[a 7

333 qeneticGvariantsGinGtheGgeneGareGassociatedGwithGincreasedGlwsGandGinsulinGlevelsGinGnondiabeticG
mhileanGpopulationUG2021SG_]SGZW]TZX[ 0

332 qeneticsGofGcanineGdiabetesGmellitusGpartGYdGmurrentGunderstandingGandGfutureGdirectionsUG2021SG
YaWSGXW]_XY 1

331 zrogressGinGnefiningGtheGqeneticGmontributionGtoGTypeGYGniabetesGinGsndividualsGofGoastGksianG
kncestryUG2021SGYXSGXa 2

330
éholeGklgaSGklgalGoxtractsSGandGmompoundsGasGsngredientsGofGpunctionalGpoodsdGmompositionGandG
kctionGwechanismG–elationshipsGinGtheGzreventionGandGTreatmentGofGTypeTYGniabetesGwellitusUG
2021SGYYSG

4

329 TheGrumanGssletdGwiniTyrganGéithGwegaTsmpactUG2021SG[YSG_W]T_]a 7

328 rumanGzluripotentG temGmellsGqoGniabeticdGkGqlimpseGonGwonogenicGäariantsUGFrontierspinp
EndocrinologySG2021SGXYSG_[bYb[ 5.7 2

327 qlucocorticoidGsignalingGinGpancreaticGisletsGmodulatesGgeneGregulatoryGprogramsGandGgeneticGriskG
ofGtypeGYGdiabetesUG2021SGXaSGeXWWc]ZX 4

326 wergeomicsGYUWdGaGwebGserverGforGmultiTomicsGdataGintegrationGtoGelucidateGdiseaseGnetworksGandG
predictGtherapeuticsUG2021SG[cSGéZa]TéZba 4

325 xonTklcoholicGpattyGviverGniseasedGwetabolicSGqeneticSGopigeneticGandGonvironmentalG–iskGpactorsUG
2021SGXbSG 13

324 TheGpopulationGfrequencyGofGhumanGmitochondrialGnxkGvariantsGisGhighlyGdependentGuponG
mutationalGbiasUG

323 veveragingGqenomicGkssociationsGinGzrecisionGnigitalGmareGforGéeightGvossdGmohortG tudyUG2021SGYZSGeY][WX 2

322 kGmurineGmodelGofGtheGhumanGm–ol–p–[]a’´ obesityTriskGvariantGdoesGnotGinfluenceGenergyGorG
glucoseGhomeostasisGinGresponseGtoGnutritionalGstressUG

321  takeholderGengagementGtoGensureGtheGsustainabilityGofGbiobanksdGaGsurveyGofGpotentialGusersGofG
biobankGservicesUG2021SG 0

320 nxkGwethylationGzatterningGandGtheG–egulationGofGletaGmellGromeostasisUGFrontierspinp
EndocrinologySG2021SGXYSG_]XY]b 5.7 7
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319 snteractionGbetweenGTmpavYGrsacWZX[_GqenotypeSGrbkXcGvevelsSGandGtheGzeriodontalG tatusGofG
nentalGzatientsUG2021SGX]SG[c]T]WX 0

318 xaturalGanticoagulantsdGkGmissingGlinkGinGmildGtoGmoderateGbleedingGtendenciesUG2021SGYaSGaWXTaWc 3

317 kssociationGofGrvkTlGqeneGzolymorphismsGwithGTypeGYGniabetesGinGzashtunGothnicGzopulationGofG
uhyberGzakhtunkhwaSGzakistanUG2021SGYWYXSG___caZX 1

316 zolygenicG–iskG coreGofGkdolescentGsdiopathicG coliosisGforGzotentialGmlinicalGUseUG2021SGZ_SGX[bXTX[cX 1

315 qenomeGoditingGrumanGzluripotentG temGmellsGtoGwodelG˛†TmellGniseaseGandGUnmaskGxovelGqeneticG
wodifiersUGFrontierspinpEndocrinologySG2021SGXYSG_bY_Y] 5.7 0

314 qenomeGengineeringGandGdiseaseGmodelingGprogrammableGnucleasesGforGinsulinGgeneGtherapyeG
promisesGofGm–s z–VmascGtechnologyUG2021SGXZSG[b]T]WY 2

313 –xkGm_kGreaderGswzYVsqpYlzYGpromotesGpancreaticG˛†TcellGproliferationGandGinsulinGsecretionGbyG
enhancingGzníXGexpressionUG2021SG[bSGXWXYWc 9

312 unowledgeGdiscoveryGinGgeneticsGofGdiabetesGinGsranSGaGroadmapGforGfutureGresearchesUUG2021SGYWSGXab]TXacX 1

311 qainingGinsightGintoGmetabolicGdiseasesGfromGhumanGgeneticGdiscoveriesUG2021SGZaSGXWbXTXWc[ 1

310  ystemsGliologyGknalysisGofGrumanGqenomesGzointsGtoGueyGzathwaysGmonferringG pinaGlifidaG–iskUG

309 knalysisGofGrareGcodingGvariantsGinGYWWSWWWGexomeTsequencedGsubjectsGrevealsGnovelGgeneticGriskG
factorsGforGtypeGYGdiabetesUG2021SGeZ[bY 1

308 klteredGisletGprohormoneGprocessingdGaGcauseGorGconsequenceGofGdiabetesiUG2022SGXWYSGX]]TYWb 3

307 righlyGmultiplexedGrapidGnxkGdetectionGwithGsingleTnucleotideGspecificityGviaGconvectiveGzm–GinGaG
portableGdeviceUG2021SG]SGaWYTaXY 10

306  creeningGforGmonogenicGsubtypesGofGgestationalGdiabetesGinGaGhighGprevalenceGislandGpopulationGTG
kGwholeGexomeGsequencingGstudyUG2021SGeZ[b_ 0

305 waturityGynsetGniabetesGofGtheGóoungTxewGkpproachesGforGniseaseGwodellingUG2021SGYYSG 4

304 xonTmodingG–xksdGxovelGzlayersGinGsnsulinG–esistanceGandG–elatedGniseasesUG2021SGYYSG 2

303 punctionalG–oleGofGmi–TX]]GinGtheGzathogenesisGofGniabetesGwellitusGandGstsGmomplicationsUG2021SGaSG 8

302 qeneticG–iskG coreGforGTypeGYGniabetesGandGTraitsG–elatedGtoGqlucoseTsnsulinGromeostasisGinGóouthdG
TheGoxploringGzerinatalGyutcomesGkmongGmhildrenGOozymrPG tudyUG2021SG[[SGYWXbTYWY[ 1
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301 qenomeTwideGassociationGstudiesdGassessingGtraitGcharacteristicsGinGmodelGandGcropGplantsUG2021SGabSG]a[ZT]a][10

300 –oz–sxTGypdGmvk  spsmkTsyxGypGnskloTo GwovvsTU UG2021SGXWbcaY 5

299 –eTzrogrammingGkutoreactiveGTGmellsGsntoGTT–egulatoryGTypeGXGmellsGforGtheGTreatmentGofG
kutoimmunityUG2021SGXYSG_b[Y[W 0

298 offectGofGdietaryGfatGintakeGandGgeneticGriskGonGglucoseGandGinsulinTrelatedGtraitsGinGlrazilianGyoungG
adultsUUG2021SGYWSGXZZaTXZ[a 1

297 xewGsnsightsGsntoGwitochondrialGnysfunctionGatGniseaseG usceptibilityGvociGinGtheGnevelopmentGofG
TypeGYGniabetesUGFrontierspinpEndocrinologySG2021SGXYSG_c[bcZ 5.7 1

296 xoGmasualG–elationshipGletweenGTYnwGandGtheG–iskGofGsnfectiousGniseasesdGkGTwoT ampleG
wendelianG–andomizationG tudyUGFrontierspinpGeneticsSG2021SGXYSGaYWba[ 4.5 0

295 TheGvinkGbetweenGTypeGYGniabetesGwellitusGandGtheGzolymorphismsGofGqlutathioneTwetabolizingG
qenesG uggestsGaGxewGrypothesisGoxplainingGniseaseGsnitiationGandGzrogressionUG2021SGXXSG 3

294 qeneticsGofGTypeGYGniabetesdGypportunitiesGforGzrecisionGwedicinedGtkmmGpocusG eminarUG2021SGabSG[c_T]XY 2

293 vowerGnietaryGsntakeGofGzlantGzroteinGssGkssociatedGwithGqeneticG–iskGofGniabetesT–elatedGTraitsGinG
UrbanGksianGsndianGkdultsUG2021SGXZSG 1

292
kGmetaTanalysisGofGtheGgenomeTwideGassociationGstudiesGonGtwoGgeneticallyGcorrelatedGphenotypesG
OselfTreportedGheadacheGandGselfTreportedGmigrainePGidentifiesGfourGnewGriskGlociGforGheadachesG
OxgZcaSZb]PUG

0

291 wultiTTraitGqenomicG–iskG tratificationGforGTypeGYGniabetesUG2021SGbSGaXXYWb 1

290 sdentificationGofGdirectGtranscriptionalGtargetsGofGxpkTmYGthatGpromoteG˛†GcellGproliferationUG2021SG
XZXSG 1

289 knticipationGofGzrecisionGniabetesGandGzromiseGofGsntegrativeGwultiTymicsUG2021SG]WSG]]cT]a[

288 rumanGgeneticGanalysesGofGorganellesGhighlightGtheGnucleusGinGageTrelatedGtraitGheritabilityUG2021SG
XWSG 1

287 niscoveryGandGimplicationsGofGpolygenicityGofGcommonGdiseasesUG2021SGZaZSGX[_bTX[aZ 13

286 kGmurineGmodelGofGtheGhumanGm–ol–p–[]a’GobesityTriskGvariantGdoesGnotGinfluenceGenergyGorG
glucoseGhomeostasisGinGresponseGtoGnutritionalGstressUG2021SGX_SGeWY]Xbc] 1

285 TheGimportanceGofGincreasingGpopulationGdiversityGinGgeneticGstudiesGofGtypeGYGdiabetesGandGrelatedG
glycaemicGtraitsUGDiabetologiaSG2021SG_[SGY_]ZTY__[ 10.3 0

284 éhatG–egulatesGlasalGsnsulinG ecretionGandGmausesGryperinsulinemiaiUGDiabetesSG2021SGaWSGYXa[TYXbY 0.9 4
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283 TypeGYGniabetesGandGnietaryGmarbohydrateGsntakeGofGkdolescentsGandGóoungGkdultsdGéhatGssGtheG
smpactGofGnifferentGmhoicesiUG2021SGXZSG 0

282 oxomeG equencingGofG]GpamiliesGwithG evereGoarlyTynsetGzeriodontitisUG2021SGYYWZ[]YXXWYcY__ 1

281 punctionalGcharacterizationGofGTYnTassociatedG xzGeffectsGonGbaselineGandGo–GstressTresponsiveG˛†G
cellGtranscriptionalGactivationUG2021SGXYSG]Y[Y 1

280 knGUpdateGonGtheGopidemiologyGofGTypeGYGniabetesdGkGqlobalGzerspectiveUG2021SG]WSGZZaTZ]] 17

279 noesGxkpvnGmediateGtheGrelationshipGbetweenGobesityGandGtypeGYGdiabetesGriskiGevidenceGfromGtheG
multiTethnicGstudyGofGatherosclerosisGOwo kPUG2021SG_ZSGX]TYX 2

278 mombinatorialGanalyticsdGknGessentialGtoolGforGtheGdeliveryGofGprecisionGmedicineGandGprecisionG
agricultureUG2021SGXSGXWWWWZ 1

277 mirculatingGlongGnonTcodingG–xksGxusvkSGxokTXSGwkvkTXSGandGwskTGexpressionGandGtheirG
associationGinGtypeGYGdiabetesGmellitusUG2021SGcSG 8

276 éeightedGburdenGanalysisGinGYWWSWWWGexomeTsequencedGsubjectsGcharacterisesGrareGvariantGeffectsG
onGriskGofGtypeGYGdiabetesUG 0

275 oxerciseGasGaGcomplementaryGmedicineGinterventionGinGtypeGYGdiabetesGmellitusdGkGsystematicGreviewG
withGnarrativeGandGqualitativeGsynthesisGofGevidenceUG2021SGX]SGYaZTYb_ 8

274 zathophysiologyGofGybesityGandGniabetesUG2021SGYcT[Y 3

273 snvestigatingGrareGpathogenicVlikelyGpathogenicGexonicGvariationGinGbipolarGdisorderUG2021SGY_SG]YZcT]Y]W 3

272 TheGpirstGqenomeTéideGkssociationG tudyGforGTypeGYGniabetesGinGóouthdGTheGzrogressGinGniabetesG
qeneticsGinGóouthGOzroniqóPGmonsortiumUGDiabetesSG2021SGaWSGcc_TXWW] 0.9 8

271 qeneticsGofG mallGäesselGniseaseUG2017SGY_ZTYac 1

270 qeneticGneterminantsGandGzharmacogeneticsGofGysteoporosisGandGysteoporoticGpractureUG2020SG[b]T]W_ 3

269 qenomeTéideGkssociationG tudyGforGTypeGYGniabetesUG2019SG[cTb_ 1

268 zkwGhaploinsufficiencyGdoesGnotGaccelerateGtheGdevelopmentGofGdietTGandGhumanGskzzTinducedG
diabetesGinGmiceUGDiabetologiaSG2020SG_ZSG]_XT]a_ 10.3 3

267 qeneticGvariantGeffectsGonGgeneGexpressionGinGhumanGpancreaticGisletsGandGtheirGimplicationsGforG
TYnUG2020SGXXSG[cXY 30

266 zroteinTalteringGvariantsGassociatedGwithGbodyGmassGindexGimplicateGpathwaysGthatGcontrolGenergyG
intakeGandGexpenditureGinGobesityUG2018SG]WSGY_T[X 186

(2018-2021)

35



265 nissectingGtheGgeneticsGofGcomplexGtraitsGusingGsummaryGassociationGstatisticsUG 6

264 snsightsGintoGtheGgeneticGepidemiologyGofGmrohnâ��sGandGrareGdiseasesGinGtheGkshkenaziGtewishG
populationUG 2

263 vinkageGdisequilibriumGdependentGarchitectureGofGhumanGcomplexGtraitsGrevealsGactionGofGnegativeG
selectionUG 9

262 kGnetworkTbasedGapproachGtoGe’TvGinterpretationGandG xzGfunctionalGcharacterizationUG 4

261 monvergenceGofGdispersedGregulatoryGmutationsGpredictsGdriverGgenesGinGprostateGcancerUG 4

260 zowerGknalysisGzrovidesGloundsGforGqeneticGkrchitectureGandGsnsightsGtoGmhallengesGforG–areG
äariantGkssociationG tudiesUG 1

259 smputationGawareGtagG xzGselectionGtoGimproveGpowerGforGmultiTethnicGassociationGstudiesUG 1

258 sntegrativeGcrossGtissueGanalysisGofGgeneGexpressionGidentifiesGnovelGtypeGYGdiabetesGgenesUG 7

257 zsychiatricGqenomicsdGknGUpdateGandGanGkgendaUG 3

256 –efiningGtheGaccuracyGofGvalidatedGtargetGidentificationGthroughGcodingGvariantGfineTmappingGinGtypeG
YGdiabetesUG 4

255 éidespreadGsignaturesGofGnegativeGselectionGinGtheGgeneticGarchitectureGofGhumanGcomplexGtraitsUG 7

254 ’uantificationGofGfrequencyTdependentGgeneticGarchitecturesGandGactionGofGnegativeGselectionGinGY]G
UuGliobankGtraitsUG 18

253 mhromatinGZnGinteractionGanalysisGofGtheG Tk–nXWGlocusGunveilsGpmr nYGasGaGnewGregulatorGofG
insulinGsecretionUG 2

252 qlucocorticoidGsignalingGinGpancreaticGisletsGmodulatesGgeneGregulatoryGprogramsGandGgeneticGriskG
ofGtypeGYGdiabetesUG 1

251 zancreaticGprogenitorGepigenomeGmapsGprioritizeGtypeGYGdiabetesGriskGgenesGwithGrolesGinG
developmentUG 1

250 –areGxonTcodingGäariationGsdentifiedGbyGvargeG caleGéholeGqenomeG equencingG–evealsG
UnexplainedGreritabilityGofGTypeGYGniabetesUG 2

249 loostweGaccuratelyGpredictsGnxkGmethylationGvaluesGinGwholeTgenomeGbisulfiteGsequencingGofG
multipleGhumanGtissuesUG 2

248 UltraTrareGvariantsGdriveGsubstantialGcisTheritabilityGofGhumanGgeneGexpressionUG 7
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247 TargetedGqenotypingGofGäariableGxumberGTandemG–epeatsGwithGadäxT–UG 5

246 pineTmappingGofGanGexpandedGsetGofGtypeGYGdiabetesGlociGtoGsingleTvariantGresolutionGusingG
highTdensityGimputationGandGisletTspecificGepigenomeGmapsUG 18

245 mlusteringGofGTypeGYGniabetesGqeneticGvociGbyGwultiTTraitGkssociationsGsdentifiesGniseaseG
wechanismsGandG ubtypesUG 5

244 nevelopingGaGnetworkGviewGofGtypeGYGdiabetesGriskGpathwaysGthroughGintegrationGofGgeneticSG
genomicGandGfunctionalGdataUG 4

243 zroteinTmodingGäariantsGsmplicateGxovelGqenesG–elatedGtoGvipidGromeostasisGmontributingGtoGlodyG
patGnistributionUG 1

242 oxpandedGgeneticGlandscapeGofGchronicGobstructiveGpulmonaryGdiseaseGrevealsGheterogeneousGcellG
typeGandGphenotypeGassociationsUG 0

241 qeneticGdiscoveryGandGtranslationalGdecisionGsupportGfromGexomeGsequencingGofGYWSacXGtypeGYG
diabetesGcasesGandGY[S[[WGcontrolsGfromGfiveGancestriesUG 2

240 snferringGtheGnatureGofGmissingGheritabilityGinGhumanGtraitsUG 1

239 ondomT˛†rXGmultiTgenomicGprofilingGdefinesGgeneGregulatoryGprogramsGgoverningGhumanGpancreaticG
˛†GcellGidentityGandGfunctionUG 1

238 rumanGpancreaticGisletGZnGchromatinGarchitectureGprovidesGinsightsGintoGtheGgeneticsGofGtypeGYG
diabetesUG 7

237 TransGeffectsGonGgeneGexpressionGcanGdriveGomnigenicGinheritanceUG 5

236 qeographicGvariationGandGbiasGinGpolygenicGscoresGofGcomplexGdiseasesGandGtraitsGinGpinlandUG 5

235  equencingGandGsmputationGinGqék dGmostToffectiveG trategiesGtoGsncreaseGzowerGandGqenomicG
moverageGkcrossGniverseGzopulationsUG 2

234 knGopenGresourceGofGstructuralGvariationGforGmedicalGandGpopulationGgeneticsUG 33

233 kGmissenseGvariantGinGwitochondrialGkmidoximeG–educingGmomponentGXGgeneGandGprotectionG
againstGliverGdiseaseUG 4

232 snfluenceGofGgeneticGvariantsGonGgeneGexpressionGinGhumanGpancreaticGisletsGâ��GimplicationsGforGtypeG
YGdiabetesUG 9

231 sdentificationGofGtypeGYGdiabetesGlociGinG[ZZS][WGoastGksianGindividualsUG 4

230 qenomeTwideGrareGvariantGanalysisGforGthousandsGofGphenotypesGinG][SWWWGexomesUG 3
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229  ingleGcellGchromatinGaccessibilityGrevealsGpancreaticGisletGcellGtypeTGandGstateTspecificGregulatoryG
programsGofGdiabetesGriskUG 18

228 knGintegratedGplatformGtoGsystematicallyGidentifyGcausalGvariantsGandGgenesGforGpolygenicGhumanG
traitsUG 8

227 oxploitingGtheGqToxGresourcesGtoGdecipherGtheGmechanismsGatGqék GlociUG 21

226 xovelGassociationGofGrs]b][YcY_GgenotypeGwithGincreasedGserumGtyrosineGlevelsGandGdecreasedG
apolTXWWGparticlesGinGpinnsUG2017SG]bSGX[aXTX[bX 35

225 kGm–s z–VmascGgenomeGeditingGpipelineGinGtheGondomT˛†rXGcellGlineGtoGstudyGgenesGimplicatedGinG
betaGcellGfunctionUG2019SG[SGX]W 12

224 kGm–s z–VmascGgenomeGeditingGpipelineGinGtheGondomT˛†rXGcellGlineGtoGstudyGgenesGimplicatedGinG
betaGcellGfunctionUG2019SG[SGX]W 12

223 mommonSGlowTfrequencySGandGrareGgeneticGvariantsGassociatedGwithGlipoproteinGsubclassesGandG
triglycerideGmeasuresGinGpinnishGmenGfromGtheGwoT swGstudyUG2017SGXZSGeXWWaWac 33

222 onrichmentGofGminorGalleleGofG xzsGandGgeneticGpredictionGofGtypeGYGdiabetesGriskGinGlritishG
populationUG2017SGXYSGeWXba_[[ 11

221 qeneticGkspectsGofGvatentGkutoimmuneGniabetesGinGkdultsdGkGwiniT–eviewUG2019SGX]SGXc[TXcb 7

220 kssociationGofGzzk–qGqeneGzolymorphismsGzroXYklaGwithGTypeGYGniabetesGwellitusdGkG
wetaTanalysisUG2019SGX]SGYaaTYbZ 5

219 sntegratingGfunctionalGageingGintoGdailyGclinicalGpracticeUG2019SG[SGZWTZ] 1

218  ecretoryGgranuleGproteinGchromograninGlGOmrqlPGformsGanGanionGchannelGinGmembranesUG2018SGXSGeYWXbWWXZc5

217 qeneGzolymorphismGandGTheirG–iskGkssociationGéithGTypeGYGniabetesGwellitusUG2019SGaSGZZTZa 1

216 sdentificationGofGpotentialGmarkersGforGtypeGYGdiabetesGmellitusGviaGbioinformaticsGanalysisUG2020SGYYSGXb_bTXbbY5

215 qeneticGTestingGforGTypeGYGniabetesGinGrighT–iskGmhildrendGtheGmaseGforGzrimordialGzreventionUGZSGeYW_c] 2

214 vongitudinalG tudyGofGniabeticGnifferencesGbetweenGsnternationalGwigrantsGandGxativesGamongGtheG
ksianGzopulationUG2020SGYbSGXXWTXXb 2

213 kgeTrelatedGlateTonsetGdiseaseGheritabilityGpatternsGandGimplicationsGforGgenomeTwideGassociationG
studiesUG2019SGaSGeaX_b 9

212 TheGpopulationGfrequencyGofGhumanGmitochondrialGnxkGvariantsGisGhighlyGdependentGuponG
mutationalGbiasUG2021SGXWSG 0
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211 wediationGmodelGwithGaGcategoricalGexposureGandGaGcensoredGmediatorGwithGapplicationGtoGaGgeneticG
studyUG2021SGX_SGeWY]a_Yb 0

210 mopineGZGImzxoZIGisGaGnovelGregulatorGforGinsulinGsecretionGandGglucoseGuptakeGinGpancreaticG˛†TcellsUG
ScientificpReportsSG2021SGXXSGYW_cY 4.9 3

209 wutationsGandGvariantsGofGyxomUTXGinGdiabetesUG2021SGYaSGXcYbTXc[W 6

208 oxploringGtheGopigeneticG–egulatoryG–oleGofGm_kTkssociatedG xzsGinGTypeGYGniabetesG
zathogenesisUG2021SGX[SGXZ_cTXZab 0

207 TheGbroadGpathogeneticGroleGofGTmpavYGinGhumanGdiseasesGbeyondGtypeGYGdiabetesUG2021SGYZaSGZWX 2

206 zredictingGcausalGvariantsGaffectingGexpressionGusingGwholeGgenomeGsequenceGandG–xkTseqGfromG
multipleGhumanGtissuesUG 2

205 qenomeGsequenceGofGaGdiabetesTproneGdesertGrodentGrevealsGaGmutationGhotspotGaroundGtheG
zararoxGgeneGclusterUG 1

204 ristoneGneacetylaseGrnkmbGandGsnsulinG–esistanceUG2017SGXTX_

203 mausalGanalysesSGstatisticalGefficiencyGandGphenotypicGprecisionGthroughG–ecallTbyTqenotypeGstudyG
designUG 2

202 kGcomprehensiveGreanalysisGofGpubliclyGavailableGqék GdatasetsGrevealsGanGíGchromosomeGrareG
regulatoryGvariantGassociatedGwithGhighGriskGforGtypeGYGdiabetesUG

201 neGnovoGmutationsGimplicateGnovelGgenesGwithGburdenGofGrareGvariantsGinG ystemicGvupusG
orythematosusUG

200 zhenotypeTdrivenGtransitionsGinGregulatoryGnetworkGstructureUG

199 xonTzarametricGqeneticGzredictionGofGmomplexGTraitsGwithGvatentGnirichletGzrocessG–egressionG
wodelsUG

198 TypeGYGniabetesG–iskGkllelesG–evealGaG–oleGforGzeptidylglycineGklphaTamidatingGwonooxygenaseGinG
letaGmellGpunctionUG 2

197 TheGharmonicGmeanGpTvalueGforGcombiningGdependentGtestsUG 1

196 TurningGviceGintoGvirtuedGUsingGlatchToffectsGtoGnetectGorrorsGinGvargeGqenomicGnatasetsUG 1

195 smprovedG coreG tatisticsGforGwetaTanalysisGinG ingleTvariantGandGqeneTlevelGkssociationG tudiesUG

194 mhromatinGaccessibilityGprofilingGuncoversGgeneticTGandGTYnGdiseaseGstateTassociatedGchangesGinG
cisTregulatoryGelementGuseGinGhumanGisletsUG 2
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193 opigenomeTwideGassociationGinGadiposeGtissueGfromGtheGwoT swGcohortUG

192 qeneticsGofGniabetesGandGniabeticGmomplicationsUG2018SGbXTXZc 1

191 murrentGUnderstandingGofGqeneticGpactorsGinGsdiopathicG coliosisUG2018SGXZcTX]a

190 xovelGsusceptibilityGlociGandGgeneticGregulationGmechanismsGforGtypeGYGdiabetesUG 1

189 kGreferenceGhaplotypeGpanelGforGgenomeTwideGimputationGofGshortGtandemGrepeatsUG 2

188 vowGfrequencyGandGrareGcodingGvariationGcontributesGtoGmultipleGsclerosisGriskUG

187 vowTfrequencyGvariantGfunctionalGarchitecturesGrevealGstrengthGofGnegativeGselectionGacrossGcodingG
andGnonTcodingGannotationsUG 1

186 zancreaticGisletGchromatinGaccessibilityGandGconformationGdefinesGdistalGenhancerGnetworksGofGtypeG
YGdiabetesGriskUG 2

185  haredGgeneticGcontributionGtoGtypeGXGandGtypeGYGdiabetesGriskUG 2

184 mhromatinGinteractionsGandGexpressionGquantitativeGtraitGlociGrevealGgeneticGdriversGofG
multimorbiditiesUG

183 kgeTrelatedGlateTonsetGdiseaseGheritabilityGpatternsGandGimplicationsGforGgenomeTwideGassociationG
studiesUG 1

182 tackknifeGmodelGaveragingGpredictionGmethodsGforGcomplexGphenotypesGwithGgeneGexpressionG
levelsGbyGintegratingGexternalGpathwayGinformationUG

181 uidneyGTransplantationGandGniabeticGxephropathyUG2019SG[]XT[_a

180 niabetesGinGuidneyGTransplantG–ecipientsUG2019SGXXZTXZX 1

179 zartitioningGtheGgeneticGarchitectureGofGamyotrophicGlateralGsclerosisUG

178 sntegrationGofGaGvargeT caleGqeneticGknalysisGéorkbenchGsncreasesGtheGkccessibilityGofGaG
righTzerformanceGzathwayTlasedGknalysisGwethodUG2018SGX_SGeZc

177 TheGputureGofGandGleyondGqék UG2019SGXcZTYWc

176 sdentifyingGnovelGassociationsGinGqék GbyGhierarchicalGlayesianGlatentGvariableGdetectionGofG
differentiallyGmisclassifiedGphenotypesUG
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175 qeneticGäariantsGkssociatedGwithGtheGnevelopmentGofGTypeGYGniabetesdGkpproachesGtoGTheirG
sdentificationUG2019SGa[SG[[T]Z

174 kGTransdisciplinaryGkpproachGtoGmlassifyGThyroidGvevelsGinGzatientsUG2019SG[aSGYWXbW]Ya

173 kGxovelGTypeGYGniabetesGvocusGinGsubT aharanGkfricansSGü–kxlZSGisGsmplicatedGinGletaGmellG
zroliferationUG

172 neepGserumGproteomicsGrevealGbiomarkersGandGcausalGcandidatesGforGtypeGYGdiabetesUG 2

171 zopulationGgeneticGsimulationGstudyGofGpowerGinGassociationGtestingGacrossGgeneticGarchitecturesG
andGstudyGdesignsUG

170 zrogressiveGshiftsGinGtheGgutGmicrobiomeGreflectGprediabetesGandGdiabetesGdevelopmentGinGaG
treatmentTnaiveGwexicanGcohortUG 0

169 ovaluatingGtheGzotentialGofGóoungerGmasesGandGylderGmontrolsGmohortsGtoGsmproveGniscoveryGzowerG
inGqenomeTwideGkssociationG tudiesGofGvateTonsetGniseasesUG

168 putureGzreventiveGqeneGTherapyGofGzolygenicGniseasesGfromGaGzopulationGqeneticsGzerspectiveUG

167 kutomatedGqeneGnataGsntegrationGwithGnatabioUG

166 ˛†TcellGdedifferentiationGisGassociatedGwithGepithelialTmesenchymalGtransitionGtriggeredGbyG
mi–TaTmediatedGrepressionGofGm wiV nfGcomplexUG 0

165 éholeToxomeG equencingGOéo PGforGslluminaG hortG–eadG equencers´ UsingG olutionTlasedGmaptureUG
2020SGYWa_SGb]TXWb 2

164 zopulationTspecificGandGtransethnicGgenomeTwideGanalysesGrevealGdistinctGandGsharedGgeneticGrisksG
ofGcoronaryGarteryGdiseaseUG

163 UnsupervisedGclusteringGofGmissenseGvariantsGinGtheGrxpXkGgeneGusingGmultidimensionalGfunctionalG
dataGaidsGclinicalGinterpretationUG

162 kGlayesianGmethodGforGrareGvariantGanalysisGusingGfunctionalGannotationsGandGitsGapplicationGtoG
kutismUG

161 vegislativeGregulationGandGuseGofGgeneticGinformationGinGtheG–ussianGpederationGandGabroadUG2019SG
ísäSG

160 wembraneGinsertionGofGchromograninGlGforGgranuleGmaturationGinGregulatedGsecretionUG 0

159 qenetikGmenschlicherGorkrankungenUG2020SGaY]TbXY

158 ostimatingGtheGcausalGeffectGofGgeneticGliabilityGtoGprevalentGdiseaseGonGhospitalGcostsGusingG
wendelianG–andomizationUG
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157 vaGpuntuaciˆ‡nGdeGriesgoGpoligˆ'nicoGcomoGfactorGclaveGenGlosGmodelosGdeGpredicciˆ‡nGclˆ›nicaG
cardiovascularUG2020SGaZSG_WbT_XW

156 qainGofGfunctionGofGwalateGnehydrogenaseGYGOwnrYPGandGfamilialGhyperglycemiaUG2021SG 1

155 nxkGwethylationGandGTypeGYGniabetesdGxovelGliomarkersGforG–iskGkssessmentiUG2021SGYYSG 2

154 zredictionGofGprimaryGvenousGthromboembolismGbasedGonGclinicalGandGgeneticGfactorsGwithinGtheG
UUuUGliobankUGScientificpReportsSG2021SGXXSGYXZ[W 4.9 0

153 ITreasureGóourGoxceptionsIT tudyingGrumanGoxtremeGzhenotypesGtoGslluminateGwetabolicGrealthG
andGniseasedGTheGYWXcGlantingGwedalGforG cientificGkchievementGvectureUGDiabetesSG2021SGaWSGYcTZb 0.9 1

152 waternalGrighTpiberGnietGzrotectsGyffspringGagainstGTypeGYGniabetesUG2020SGXZSG 0

151 yverviewGofGqenomicGreterogeneityGinG tatisticalGqeneticsUG2020SG]ZTca

150 mrkzTo–G_dnetectionGofGniseaseTassociatedGwutationsGandGliomarkersGUsingGxextTgenerationG
 equencingUG2020SGXXaTXZ_

149 punctionalGcharacterizationGofGthousandsGofGtypeGYGdiabetesTassociatedGandGchromatinTmodulatingG
variantsGunderGsteadyGstateGandGendoplasmicGreticulumGstressUG 0

148 kGlongGnoncodingG–xkSGvymX]aYaZSGisGtheGeffectorGtranscriptGatGtheGchromosomeGbpYZUXTzzzX–ZlG
metabolicGtraitsGandGtypeGYGdiabetesGriskGlocusUG

147 zredictionGofGäenousGThromboembolismGlasedGonGmlinicalGandGqeneticGpactorsUG 1

146 sdentificationGandGgenomicGanalysisGofGpedigreesGwithGexceptionalGlongevityGidentifiesGcandidateG
rareGvariantsUG

145 –ecapitulatingGevolutionaryGdivergenceGinGaGsingleGcisTregulatoryGelementGisGsufficientGtoGcauseG
expressionGchangesGofGtheGlensGgeneGTdrdaUG

144 nonutGzm–dGaGrapidSGportableSGmultiplexedSGandGquantitativeGnxkGdetectionGplatformGwithG
singleTnucleotideGspecificityUG

143 waternalGrighGpiberGnietGzrotectsGyffspringGkgainstGTypeGYGniabetesUG 0

142 kGnewGapproachGofGdissectingGgeneticGeffectsGforGcomplexGtraitsUG 0

141 mouldGpersonalisedGriskGpredictionGforGtypeGYGdiabetesGusingGpolygenicGriskGscoresGdirectGpreventionSG
enhanceGdiagnosticsSGorGimproveGtreatmentiUG]SGYW_ 0

140 kGweightedGempiricalGlayesGriskGpredictionGmodelGusingGmultipleGtraitsUG2020SGXcSG
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139 éholeToxomeGsequencingGidentifiesGaGTypeGYGniabetesGcandidateGmutationGinGzTz–pUG

138 yutgroupGwachineGvearningGkpproachGsdentifiesG ingleGxucleotideGäariantsGinGxoncodingGnxkG
kssociatedGwithGkutismG pectrumGnisorderUG2019SGY[SGY_WTYaX 4

137 nietaryGinductionGandGreversalGofGobesityGandGinsulinGresistanceGisGassociatedGwithGchangesGinGpgfYXG
nxkGmethylationGinGliverGofGmiceUG2021SGXWWSGXWbcWa 2

136 onvironmentalGriskGfactorsGofGtypeGYGdiabetesTanGexposomeGapproachUGDiabetologiaSG2021SGX 10.3 5

135 neletionGofGklmlXWGinGbetaTcellsGprotectsGfromGhighTfatGdietGinducedGinsulinGresistanceUG2021SG]]SGXWX[WZ

134 kGcombinedGpolygenicGscoreGofGYXSYcZGrareGandGYYGcommonGvariantsGsignificantlyGimprovesGdiabetesG
diagnosisGbasedGonGhemoglobinGkXmGlevelsUG 0

133 vipotoxicityGandG˛†TmellGpailureGinGTypeGYGniabetesdGyxidativeG tressGvinkedGtoGxknzrGyxidaseGandG
o–G tressUUG2021SGXWSG 1

132 kGglobalGanalysisGonGtheGdifferentialGregulationGofG–xkGbindingGproteinsGO–lzsPGbyGTxpâ��˛–GasG
potentialGmodulatorsGofGmetabolicGsyndromesUG2022SGYSGXWWWZa 0

131  calesGforGassessingGtheGgeneticGriskGofGdevelopingGtypeGYGdiabetesGmellitusUG2021SGY[SGXX] 1

130 qenomeTwideGassociationGstudyGofGXSZcXGplasmaGmetabolitesGinG_SXZ_GpinnishGmenGidentifiesGZWZG
novelGsignalsGandGprovidesGbiologicalGinsightsGintoGhumanGdiseasesUG

129 zredictionGofGaGXWTyearGriskGofGtypeGYGdiabetesGmellitusGinGtheGTurkishGpopulationdGkGcrossTsectionalG
studyUG2021SGXWWSGeYaaYX 1

128 UsingGpopulationTspecificGaddTonGpolymorphismsGtoGimproveGgenotypeGimputationGinG
underrepresentedGpopulationsUUG2022SGXbSGeXWWc_Yb 0

127 TheGpolymorphismsGofGextracellularGmatrixTremodelingGgenesGareGassociatedGwithGpelvicGorganG
prolapseUUG2022SG 0

126 TypeGYGdiabetesGmellitusGinGsubT aharanGkfricadGchallengesGandGopportunitiesUUG2022SG 2

125 zlasmaGmi–TYXGasGaGpotentialGpredictorGinGprediabeticGindividualsGwithGaGpositiveGfamilyGhistoryGofG
typeGYGdiabetesGmellitusUUG2022SGXWSGeX]X_Z 0

124 rumanGpopulationGgenomicsGapproachGinGfoodGmetabolismUG2022SG[ZZT[[c

123 opigeneticGscoresGforGtheGcirculatingGproteomeGasGtoolsGforGdiseaseGpredictionUUG2022SGXXSG 2

122 ovaluationGofGovidenceGforGzathogenicityGnemonstratesGthatGlvuSGuvpXXGandGzkí[G houldGnotGbeG
sncludedGinGniagnosticGTestingGforGwynóUUGDiabetesSG2022SG 0.9 2
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121 mommonGvariantsGinGgenesGinvolvedGinGisletGamyloidGpolypeptideGOskzzPGprocessingGandGtheG
degradationGpathwayGareGassociatedGwithGTYnwGriskdGkGmhineseGpopulationGstudyUUG2022SGXWcYZ] 0

120 wutationsGinGq_zmYGgeneGwithGincreasedGriskGforGdevelopmentGofGtypeGYGdiabetesdGUnderstandingG
viaGcomputationalGapproachUUG2022SGXZWSGZ]XTZaZ 1

119 oditorialdGletaTmellGpatedGpromGqeneGmircuitsGtoGniseaseGwechanismsUUGFrontierspinpGeneticsSG2022SGXZSGbYY[[W4.5

118 TheGroleGofGliverGfatGinGcardiometabolicGdiseasesGisGhighlightedGbyGgenomeTwideGassociationGstudyGofG
w–sTderivedGmeasuresGofGbodyGcompositionUG

117 niabetesGandGsschemicG trokedGknGyldGandGxewG–elationshipGanGyverviewGofGtheGmloseGsnteractionG
betweenGTheseGniseasesUUG2022SGYZSG 2

116 –oleGofGmetabolizingGwTrp–GgeneGpolymorphismGOrsXbWXXZZPGandGitsGm–xkGexpressionGamongG
TypeGYGniabetesUGX

115 namagingGmissenseGvariantsGinGsqpX–GimplicateGaGroleGforGsqpTXGresistanceGinGtheGaetiologyGofGtypeGYG
diabetesUG 0

114 rxpXkGwutationsGandGletaGmellGnysfunctionGinGniabetesUUG2022SGYZSG 1

113 snsightsGsntoGqenomeTéideGkssociationG tudyGforGniabetesdGkGlibliometricGandGäisualGknalysisGpromG
YWWXGtoGYWYXUUGFrontierspinpEndocrinologySG2022SGXZSGbXa_YW 5.7 1

112 layes–ldGaGmarkovGchainGwonteGmarloTbasedGpolygenicGgeneticGriskGscoreGalgorithmGforG
dichotomousGtraitsUG

111 qenomeTwideGassociationGstudiesGofGmetabolitesGinGpinnishGmenGidentifyGdiseaseTrelevantGlociUUG2022
SGXZSGX_[[ 5

110 sdentificationGofGgeneticGeffectsGunderlyingGtypeGYGdiabetesGinG outhGksianGandGouropeanG
populationsUUG2022SG]SGZYc 2

109 snflammatoryGcytokinesGrewireGtheGproinsulinGinteractionGnetworkGinGhumanGisletsUG

108 TransethnicGmetaTanalysisGofGexomeTwideGvariantsGidentifiesGnewGlociGassociatedGwithGmaleTspecificG
metabolicGsyndromeUUG2022SGX

107 zkwGvariantsGwereGassociatedGwithGtypeGYGdiabetesGmellitusGriskGinGtheGmhineseGpopulationUUG2022SGX

106 rumanGpancreaticGisletGmi–xkTm–xkGnetworksGofGalteredGmi–xksGdueGtoGglycemicGstatusUUG2022SG
Y]SGXWZcc] 1

105 TheGimpactGofGeducationalGattainmentSGintelligenceGandGintellectualGdisabilityGonGschizophreniadGaG
 wedishGpopulationTbasedGregisterGandGgeneticGstudyUUG2022SG 0

104 TheGkssociationGbetweenGpastingGqlucoseGandG ugarG weetenedGleveragesGsntakeGssGqreaterGinG
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