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789 sntestinalGmicrobiotaGandGcolorectalGcarcinomadGsmplicationsGforGpathogenesisSGdiagnosisSGandG
therapyUG2019SG[bSG_[bT_]] 30
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769 zroductionGandGfaecalGfermentationGofGpentoseGoligomersGofGhemicellulosedG“tudyGofGvariablesG
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756 molonicGfermentationGofGwaterGsolubleGfiberGfractionGextractedGfromGsugarcaneGO“acchurumG
officinarumGvUPGbagasseGinGmurineGmodelsUG2019SGYcYSGZZ_TZ[] 11
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fromGwz”zGandGrotenoneTinducedGneurotoxicityUG2019SG_cSGaZTb_ 58
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737 lifidogenicGandGbutyrogenicGeffectsGofGyoungGbarelyGleafGextractGinGanGinGvitroGhumanGcolonicG
microbiotaGmodelUG2019SGcSGXbY 3

736 lifidobacteriaGandGwucosalTkssociatedGsnvariantG”GOwks”PGmellsdGkGxewGkpproachGtoGmolorectalG
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730 zrobioticsGandGzrebioticsUG2019SGbZXTb][ 1

729 wetabolicGwodelingGofGmlostridiumGdifficileGkssociatedGnysbiosisGofGtheGqutGwicrobiotaUG2019SGaSGca 7
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725 yptimizationGofGmulturomicsG“trategyGinGrumanGpecalG“amplesUGFrontiers in MicrobiologySG2019SGXWSGYbcX 5.7 13
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mytokinesGinG”herapyUG2020SGX[SGXXbTXYc

12

710 liologicalGfatesGofGteaGpolyphenolsGandGtheirGinteractionsGwithGmicrobiotaGinGtheGgastrointestinalG
tractdGimplicationsGonGhealthGeffectsUG2020SG_WSGY_cXTYaWc 33
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702 mhemicalGderivatizationTbasedGvmâ��w“Vw“GmethodGforGquantitationGofGgutGmicrobialGshortTchainG
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688 mhicoryGamelioratesGhyperuricemiaGviaGmodulatingGgutGmicrobiotaGandGalleviatingGvz“V”v’[GaxisGinG
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