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neuroendocrineKtumorKdiseaseKmanagementYK2016WKeWKagdXhg 63
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2016WKfWKcfbca 17
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2016WKabWKbdfXeb 10
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associationKpredictionYK2017WKacWKab_bXabab 37

163 qncientKoncogenesisWKinfectionKandKhumanKevolutionYK2017WKa_WKidiXifd 9
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analysisYK2017WKgWKac_ec 10
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116 qKPrognosticKeXlncRNqKuxpressionKSignatureKforKxeadKandKNeckKSquamousKsellKsarcinomaYK2018WKhWKaebe_ 31
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110 ydentifyingKaKpanelKofKgenesZproteinsZmiRNqsKmodulatedKbyKarsenicalsKinKbladderWKprostateWKkidneyK
cancersYK2018WKhWKa_cie 7
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106 SSsMtqjKspyKandKsuperKclusterKstrategyKforKMiRNqXdiseaseKassociationKpredictionYK2018WKiWKahbfXahdb 9

105 PRXLncRNqKsignatureKregulatesKgliomaKcellKactivityKthroughKexpressionKofKSOXKfactorsYK2018WKhWKabgdf 11

104 TLxNMtqjKTripleKLayerKxeterogeneousKNetworkKrasedKynferenceKforKMiRNqXtiseaseKqssociationK
PredictionYK2018WKiWKbcd 19

103 TheKNuTestjKTheKslinicalKUtilityKofKMultigeneKrloodKqnalysisKinKtheKtiagnosisKandKManagementKofK
NeuroendocrineKTumorsYK2018WKdgWKdheXe_d 49

102 SurveyKofKmiRNqXmiRNqKcooperativeKregulationKprinciplesKacrossKcancerKtypesYK2019WKb_WKafbaXafch 17

101 PanXsancerKandKSingleXsellKModelingKofKwenomicKqlterationsKThroughKweneKuxpressionYK2019WKa_WKfga 13

100 uveryKwhichKwayoKOnKpredictingKtumorKevolutionKusingKcancerKprogressionKmodelsYK2019WKaeWKea__gbdf 9

99 qKxallmarkXrasedKSixXweneKuxpressionKSignatureKtoKqssessKsolorectalKsancerKandKytsKRecurrenceK
RiskYK2019WKbcWKeegXefd 1

98 wermlineKmutationsKandKtheirKclinicalKapplicationsKinKcancerYK2019WKhWKrMTbc 5

97 RWxMtqjKRandomKWalkKonKxypergraphKforKMicrobeXtiseaseKqssociationKPredictionYK2019WKa_WKaegh 9

96 yntervalKbreastKcancerKisKassociatedKwithKotherKtypesKofKtumorsYK2019WKa_WKdfdh 14

95 sancerKclassificationKofKsingleXcellKgeneKexpressionKdataKbyKneuralKnetworkYK2020WKcfWKacf_Xacff 13

94 OverexpressionKofKrZWaKisKanKindependentKpoorKprognosisKmarkerKandKitsKdownXregulationK
suppressesKlungKadenocarcinomaKmetastasisYK2019WKiWKadfbd 3

93 TheKspecificKpropertyKofKmotionKofKresonantKasteroidsKwithKveryKslowKYarkovskyKdriftKspeedsYK2019WK
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92 sonstructionKandKanalysisKofKaKdiabeticKnephropathyKrelatedKproteinXproteinKinteractionKnetworkK
revealsKnineKcriticalKandKfunctionallyKassociatedKgenesYK2019WKhcWKa_gaae 1

91 NuTestKLiquidKriopsyKysKtiagnosticKofKLungKNeuroendocrineKTumorsKandKydentifiesKProgressiveK
tiseaseYK2019WKa_hWKbaiXbca 23

90 NetworkKqnalysisKRevealsKTNvKasKaKMajorKxubKofKReactiveKynflammationKvollowingKSpinalKsordK
ynjuryYK2019WKiWKibh 7

89 PredictionKofKSmallKMoleculeXMicroRNqKqssociationsKbyKSparseKLearningKandKxeterogeneousKwraphK
ynferenceYK2019WKafWKcaegXcaff 18

88 PerturbationalKweneXuxpressionKSignaturesKforKsombinatorialKtrugKtiscoveryYK2019WKaeWKbiaXc_f 16

87 qssociationKbetweenKyLXcgKgeneKpolymorphismsKandKriskKofKxrVXrelatedKliverKdiseaseKinKaKSaudiK
qrabianKpopulationYK2019WKiWKgabc 8

86 qKrobustKsixXgeneKprognosticKsignatureKforKpredictionKofKbothKdiseaseXfreeKandKoverallKsurvivalKinK
nonXsmallKcellKlungKcancerYK2019WKagWKaeb 24

85 qssociationKqnalysisKofKteepKwenomicKveaturesKuxtractedKbyKtenoisingKqutoencodersKinKrreastK
sancerYK2019WKaaWK 11

84 qKnetworkXbasedKapproachKforKidentifyingKsuitableKbiomarkersKforKoralKimmunotherapyKofKfoodK
allergyYK2019WKb_WKb_f 3

83 RvSMMqjKqKNewKsomputationalKModelKtoKydentifyKandKPrioritizeKPotentialKSmallKMoleculeXMiRNqK
qssociationsYK2019WKeiWKaffhXafgi 25

82 qKdataXdrivenKinteractomeKofKsynergisticKgenesKimprovesKnetworkXbasedKcancerKoutcomeK
predictionYK2019WKaeWKea__ffeg 6

81 TheKProteinXProteinKynteractionKNetworkKofKxaemocytesYK2019WKa_WKaef 4

80 PMqMsqjKpredictionKofKmicroRNqXdiseaseKassociationKutilizingKaKmatrixKcompletionKapproachYK2019
WKacWKcc 15

79 TheKManyKvacesKofKweneKRegulationKinKsancerjKqKsomputationalKOncogenomicsKOutlookYK2019WKa_WK 13

78 qcquisitionKofKynvasivenessKbyKrreastKqdenocarcinomaKsellsKungagesKustablishedKxallmarksKandK
NovelKRegulatoryKMechanismsYK2019WKafWKe_eXeah 2

77 TheKMultitargetKqctivityKofKNaturalKuxtractsKonKsancerjKSynergyKandKXenohormesisYK2018WKfWK 16

76 tynamicKgenomeKandKtranscriptionalKnetworkXbasedKbiomarkersKandKdrugsjKprecisionKinKbreastK
cancerKtherapyYK2019WKciWKab_eXabbg 15

75 qrtificialKintelligenceKinKdrugKcombinationKtherapyYK2019WKb_WKadcdXaddh 29
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74 PotentialKmiRNqXdiseaseKassociationKpredictionKbasedKonKkernelizedKrayesianKmatrixKfactorizationYK
2020WKaabWKh_iXhai 18

73 SingleXcellKtranscriptomeXbasedKmultilayerKnetworkKbiomarkerKforKpredictingKprognosisKandK
therapeuticKresponseKofKgliomasYK2020WKbaWKa_h_Xa_ig 41

72 NuxUSjKrayesianKsimultaneousKnetworkKestimationKacrossKunequalKsampleKsizesYK2020WKcfWKgihXh_d

71 PredictingKhumanKdiseaseXassociatedKcircRNqsKbasedKonKlocalityXconstrainedKlinearKcodingYK2020WK
aabWKacceXacdb 24

70 TheKclinicalKapplicationsKofKaKmultigeneKliquidKbiopsyKSNuTestTKinKneuroendocrineKtumorsYK2020WKfeWKahXbi 19

69 ynKsilicoKpredictionKofKpotentialKmiRNqXdiseaseKassociationKusingKanKintegrativeKbioinformaticsK
approachKbasedKonKkernelKfusionYK2020WKbdWKegcXehg 7

68 NyMsujKaKgeneKregulatoryKnetworkKinferenceKapproachKbasedKonKmultiKtimeKdelaysKcausalKentropyYK
2020WKPPWK 0

67 PredictingKunrecognizedKenhancerXmediatedKgenomeKtopologyKbyKanKensembleKmachineKlearningK
modelYK2020WKc_WKahceXahde 2

66 tevelopmentKofKcancerKprognosticKsignatureKbasedKonKpanXcancerKproteomicsYK2020WKaaWKacfhXacha 2

65 wermlineKgenomesKhaveKaKdominantXheritableKcontributionKtoKcancerKimmuneKevasionKandK
immunotherapyKresponseYK2020WKhWKbafXbbg 2

64 RevealingKPrognosisXRelatedKPathwaysKatKtheKyndividualKLevelKbyKaKsomprehensiveKqnalysisKofK
tifferentKsancerKTranscriptionKtataYK2020WKaaWK 1

63 MethylationXrasedKSignaturesKforKwastroesophagealKTumorKslassificationYK2020WKabWK 1

62 sxwjKqKSystematicallyKyntegratedKtatabaseKofKsancerKxallmarkKwenesYK2020WKaaWKbi 12

61 PredictingKbreastKcancerKriskKusingKinteractingKgeneticKandKdemographicKfactorsKandKmachineK
learningYK2020WKa_WKaa_dd 12

60 qKqualitativeKclassificationKsignatureKforKpostXsurgeryKeXfluorouracilXbasedKadjuvantK
chemoradiotherapyKinKgastricKcancerYK2021WKaeeWKfeXgb 2

59 MultifacetedKRolesKofKLongKNonXcodingKRNqsKinKxeadKandKNeckKsancerYK2021WKabhfWKa_gXaad

58 ydentificationKofKwenesKUniversallyKtifferentiallyKuxpressedKinKwastricKsancerYK2021WKb_baWKgcbfhec 2
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