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628 TheJchangingJfaceJofJhematopoiesisgJaJspectrumJofJoptionsJisJavailableJtoJstemJcellsXJ2018VJfcVJefeWf[[ 10

627 zyeloidJcellJheterogeneityJinJcancergJnotJaJsingleJcellJalikeXJ2018VJ__ZVJ[eeW]Z[ 89

626 TheJ’ntogenyJofJaJ‘eutrophilgJzechanismsJofJtranulopoiesisJandJuomeostasisXJ2018VJe]VJ 88

625 WeJskipJtoJworkgJalternativeJsplicingJinJnormalJandJmalignantJmyelopoiesisXJ2018VJ_]VJ[Ze[W[Zf_ 23

624 –roliferationJdynamicsJofJacuteJmyeloidJleukaemiaJandJhaematopoieticJprogenitorsJcompetingJforJ
boneJmarrowJspaceXJNaturesCommunicationsVJ2018VJfVJb[f 17.4 41

623 uighWthroughputJsingleWcellJfateJpotentialJassayJofJmurineJhematopoieticJprogenitorsJinJvitroXJ2018
VJcZVJ][W]fXe_ 6

622 sromJhaematopoieticJstemJcellsJtoJcomplexJdifferentiationJlandscapesXJ2018VJbb_VJa[eWa]c 311

621 SingleWpellJtenomicsgJnJSteppingJStoneJforJsutureJvmmunologyJqiscoveriesXJCellVJ2018VJ[d]VJ[aW][ 56.2 108

620 zodulationJofJzyelopoiesisJ–rogenitorsJvsJanJvntegralJpomponentJofJTrainedJvmmunityXJCellVJ2018VJ
[d]VJ[adW[c[Xe[] 56.2 417

619 zanifoldJlearningWbasedJmethodsJforJanalyzingJsingleWcellJ ‘nWsequencingJdataXJ2018VJdVJ_cWac 59

618 vmmuneJregulationJbyJmonocytesXJ2018VJ_bVJ[]W[e 56

617 uumanJdendriticJcellJsubsetsgJanJupdateXJ2018VJ[baVJ_W]Z 467

616 yargeWScaleJyowWpostJ‘tSJyibraryJ–reparationJésingJaJ obustJTnbJ–urificationJandJTagmentationJ
–rotocolXJ2018VJeVJdfWef 54

615 plonalJanalysisJofJlineageJfateJinJnativeJhaematopoiesisXJ2018VJbb_VJ][]W][c 249

614 –henotypicJstabilityJandJplasticityJinJtz–WderivedJcellsJasJdeterminedJbyJtheirJunderlyingJ
regulatoryJnetworkXJBioinformaticsVJ2018VJ_aVJ[[daW[[e] 7.2 5

613 SingleWpellJpomputationalJStrategiesJforJyineageJ econstructionJinJTissueJSystemsXJ2018VJbVJb_fWbae 25

612 pausesJandJponsequencesJofJuematopoieticJStemJpellJueterogeneityXJ2018VJ]]VJc]dWc_e 118

611 bigSpalegJanJanalyticalJframeworkJforJbigWscaleJsingleWcellJdataXJ2018VJ]eVJedeWefZ 45
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610 vntegratedJSingleWpellJnnalysisJzapsJtheJpontinuousJ egulatoryJyandscapeJofJuumanJ
uematopoieticJqifferentiationXJCellVJ2018VJ[d_VJ[b_bW[baeXe[c 56.2 292

609 oatchJeffectsJinJsingleWcellJ ‘nWsequencingJdataJareJcorrectedJbyJmatchingJmutualJnearestJ
neighborsXJ2018VJ_cVJa][Wa]d 775

608 vntegratingJsingleWcellJtranscriptomicJdataJacrossJdifferentJconditionsVJtechnologiesVJandJspeciesXJ
2018VJ_cVJa[[Wa]Z 4181

607  ibosomeJyevelsJSelectivelyJ egulateJTranslationJandJyineageJpommitmentJinJuumanJ
uematopoiesisXJCellVJ2018VJ[d_VJfZW[Z_Xe[f 56.2 174

606 qefiningJtheJTranscriptionalJyandscapeJduringJpytomegalovirusJyatencyJwithJSingleWpellJ ‘nJ
SequencingXJ2018VJfVJ 91

605 nJsingleWcellJhematopoieticJlandscapeJresolvesJeJlineageJtrajectoriesJandJdefectsJinJxitJmutantJ
miceXJ2018VJ[_[VJe[We[[ 85

604 TumorWvnducedJtenerationJofJSplenicJrrythroblastWlikeJTerWpellsJ–romotesJTumorJ–rogressionXJCellVJ
2018VJ[d_VJc_aWcaeXe[] 56.2 65

603 oreastJandJpancreaticJcancerJinterruptJv seWdependentJdendriticJcellJdevelopmentJtoJovercomeJ
immuneJsurveillanceXJNaturesCommunicationsVJ2018VJfVJ[]bZ 17.4 88

602 zolecularJtransitionsJinJearlyJprogenitorsJduringJhumanJcordJbloodJhematopoiesisXJ2018VJ[aVJeeZa[ 75

601 TheJimpactJofJsingleWcellJ ‘nJsequencingJonJunderstandingJtheJfunctionalJorganizationJofJtheJ
immuneJsystemXJ2018VJ[dVJ]cbW]d] 14

600 vmpactJofJq‘nJmethylationJprogrammingJonJnormalJandJpreWleukemicJhematopoiesisXJ2018VJb[VJefW[ZZ 14

599 SingleJcellJanalysisJofJnormalJandJleukemicJhematopoiesisXJ2018VJbfVJebWfa 31

598 zechanismsJunderlyingJtheJheterogeneityJofJmyelodysplasticJsyndromesXJ2018VJbeVJ[dW]c 10

597 énsupervisedJTrajectoryJnnalysisJofJSingleWpellJ ‘nWSeqJandJvmagingJqataJ evealsJnlternativeJTuftJ
pellJ’riginsJinJtheJtutXJ2018VJcVJ_dWb[Xef 100

596 ponstructingJcellJlineagesJfromJsingleWcellJtranscriptomesXJ2018VJbfVJfbW[[_ 13

595 WhenJtheJgoodJgoJbadgJzutantJ‘–z[JinJacuteJmyeloidJleukemiaXJ2018VJ_]VJ[cdW[e_ 50

594 SystemsJoiologyXJ2018VJ

593 SingleWcellJanalysisJrevealsJtheJcontinuumJofJhumanJlymphoWmyeloidJprogenitorJcellsXJNatures
ImmunologyVJ2018VJ[fVJebWfd 19.1 116
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592 ponceptualJphallengesJofJtheJSystemicJnpproachJinJénderstandingJpellJqifferentiationXJ2018VJ[dZ]VJ]dW_f 3

591 SingleWcellJ ‘nJsequencingJtoJexploreJimmuneJcellJheterogeneityXJ2018VJ[eVJ_bWab 534

590 qecipheringJtheJdifferentiationJtrajectoryJfromJhematopoieticJstemJcellsJtoJmastJcellsXJ2018VJ]VJ]]d_W]]e[ 27

589 slexibleJfateJdeterminationJensuresJrobustJdifferentiationJinJtheJhairJfollicleXJ2018VJ]ZVJ[_c[W[_cf 24

588 TutorialgJguidelinesJforJtheJexperimentalJdesignJofJsingleWcellJ ‘nJsequencingJstudiesXJ2018VJ[_VJ]da]W]dbd 87

587 nJtrackJofJtheJclonesgJnewJdevelopmentsJinJcellularJbarcodingXJ2018VJceVJ[bW]Z 8

586 TheJzolecularJSignatureJofJzegakaryocyteWrrythroidJ–rogenitorsJ evealsJaJ oleJforJtheJpellJpycleJ
inJsateJSpecificationXJ2018VJ]bVJ]Ze_W]Zf_Xea 27

585 ïisualizingJandJvnterpretingJSingleWpellJteneJrxpressionJqatasetsJwithJSimilarityJWeightedJ
‘onnegativeJrmbeddingXJ2018VJdVJcbcWcccXea 30

584 SingleJcellJdissectionJofJplasmaJcellJheterogeneityJinJsymptomaticJandJasymptomaticJmyelomaXJ
2018VJ]aVJ[ecdW[edc 105

583 TechnicalJndvancesJinJSingleWpellJ ‘nJSequencingJandJnpplicationsJinJ‘ormalJandJzalignantJ
uematopoiesisXJ2018VJeVJbe] 12

582 nJSingleWpellJSequencingJtuideJforJvmmunologistsXJ2018VJfVJ]a]b 89

581 ésingJsingleJcellJanalysisJforJtranslationalJstudiesJinJimmuneJmediatedJdiseasesgJ’pportunitiesJandJ
challengesXJ2018VJ[Z_VJ[f[W[ff 5

580 zouseJadultJhematopoieticJstemJcellsJactivelyJsynthesizeJribosomalJ ‘nXJ2018VJ]aVJ[eZ_W[e[] 12

579 TheJuumanJpellJntlasJboneJmarrowJsingleWcellJinteractiveJwebJportalXJ2018VJceVJb[Wc[ 74

578 TheJpellularJandJzolecularJzechanismsJofJuematopoiesisXJ2018VJ[W]_ 0

577 zyeloWlymphoidJlineageJrestrictionJoccursJinJtheJhumanJhaematopoieticJstemJcellJcompartmentJ
beforeJlymphoidWprimedJmultipotentJprogenitorsXJNaturesCommunicationsVJ2018VJfVJa[ZZ 17.4 32

576 xineticsJofJadultJhematopoieticJstemJcellJdifferentiationJinJvivoXJ2018VJ][bVJ]e[bW]e_] 38

575 yungJSingleWpellJSignalingJvnteractionJzapJ evealsJoasophilJ oleJinJzacrophageJvmprintingXJCellVJ
2018VJ[dbVJ[Z_[W[ZaaXe[e 56.2 204
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574 rnsembleJrstimationJofJvnformationJqivergenceXJ2018VJ]ZVJ 9

573  ecentJadvancesJinJunderstandingJdendriticJcellJdevelopmentVJclassificationVJandJphenotypeXJ2018VJ
dVJ 14

572 SingleWpellJTranscriptomicsJinJpancerJvmmunobiologygJTheJsutureJofJ–recisionJ’ncologyXJ2018VJfVJ]be] 33

571 zaintenanceJofJhumanJhaematopoieticJstemJandJprogenitorJcellsJinJvitroJusingJaJchemicalJcocktailXJ
2018VJaVJbf 9

570 oloodyJγebrafishgJ‘ovelJzethodsJinJ‘ormalJandJzalignantJuematopoiesisXJFrontierssinsCellsands
DevelopmentalsBiologyVJ2018VJcVJ[]a 5.7 4

569 qevelopmentalJandJsunctionalJueterogeneityJofJzonocytesXJImmunityVJ2018VJafVJbfbWc[_ 32.3 306

568 pytokineJcontrolJofJmegakaryopoiesisXJ2018VJ_cVJefW[Z_ 38

567 —uantitativeJassessmentJofJcellJpopulationJdiversityJinJsingleWcellJlandscapesXJ2018VJ[cVJe]ZZcced 22

566 q‘nJmethylationJ[Z[gJwhatJisJimportantJtoJknowJaboutJq‘nJmethylationJandJitsJroleJinJSyrJriskJ
andJdiseaseJheterogeneityXJ2018VJbVJeZZZ]eb 21

565 traphqq–gJaJgraphWembeddingJapproachJtoJdetectJdifferentiationJpathwaysJinJsingleWcellWdataJ
usingJpriorJclassJknowledgeXJNaturesCommunicationsVJ2018VJfVJ_ceb 17.4 5

564 –owerJinJ‘umbersgJSingleWpellJ ‘nWSeqJStrategiesJtoJqissectJpomplexJTissuesXJ2018VJb]VJ]Z_W]][ 56

563 ’xidantJSignalingJzediatedJbyJ‘ox]JinJ‘eutrophilsJ–romotesJ egenerativeJzyelopoiesisJandJ
TissueJ ecoveryJfollowingJvschemicJqamageXJ2018VJ]Z[VJ]a[aW]a]c 9

562 zurineJooneJzarrowJ‘ichesJfromJuematopoieticJStemJpellsJtoJoJpellsXJ2018VJ[fVJ 21

561 porrectingJtheJzeanWïarianceJqependencyJforJqifferentialJïariabilityJTestingJésingJSingleWpellJ
 ‘nJSequencingJqataXJ2018VJdVJ]eaW]faXe[] 32

560 qecipheringJtheJrvolutionJofJïertebrateJvmmuneJpellJTypesJwithJSingleWpellJ ‘nWSeqXJ2018VJfbW[[[ 0

559 zacrophagesJandJpardiovascularJuealthXJ2018VJfeVJ]b]_W]bcf 39

558 rnhancerJandJTranscriptionJsactorJqynamicsJduringJzyeloidJqifferentiationJ evealJanJrarlyJ
qifferentiationJolockJinJpebpaJnullJ–rogenitorsXJ2018VJ]_VJ]daaW]dbd 18

557 uematopoieticJstemJcellsJcanJdifferentiateJintoJrestrictedJmyeloidJprogenitorsJbeforeJcellJdivisionJ
inJmiceXJNaturesCommunicationsVJ2018VJfVJ[efe 17.4 26
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556  ecoveringJteneJvnteractionsJfromJSingleWpellJqataJésingJqataJqiffusionXJCellVJ2018VJ[daVJd[cWd]fXe]d 56.2 583

555 pomparativeJtranscriptomicJanalysisJofJhematopoieticJsystemJbetweenJhumanJandJmouseJbyJ
zicrowellWseqXJ2018VJaVJ_a 9

554 TheJzakingJofJuematopoiesisgJqevelopmentalJnncestryJandJrnvironmentalJ‘urtureXJ2018VJ[fVJ 6

553 qissectionJofJprogenitorJcompartmentsJresolvesJdevelopmentalJtrajectoriesJinJoWlymphopoiesisXJ
2018VJ][bVJ[fadW[fc_ 12

552  evealingJroutesJofJcellularJdifferentiationJbyJsingleWcellJ ‘nWseqXJ2018VJ[[VJfW[d 5

551 yineageJmarkerJsynchronyJinJhematopoieticJgenealogiesJrefutesJtheJ–éX[YtnTn[JtoggleJswitchJ
paradigmXJNaturesCommunicationsVJ2018VJfVJ]cfd 17.4 15

550 qifferentiationWbasedJmodelJofJhematopoieticJstemJcellJfunctionsJandJlineageJpathwaysXJ2018VJ[_]VJ[[ZcW[[[_28

549 sromJtheJuumanJpellJntlasJtoJdynamicJimmuneJmapsJinJhumanJdiseaseXJ2018VJ[eVJbfdWbfe 18

548 zediatedJnblationJofJponventionalJqendriticJpellsJSuggestsJaJyymphoidJ–athJtoJteneratingJ
qendriticJpellsXJ2018VJfVJcff 11

547 SingleJpellJ ‘nJSequencingJofJ areJvmmuneJpellJ–opulationsXJ2018VJfVJ[bb_ 61

546 TheJQTranSeqQJ_QWendJsequencingJmethodJforJhighWthroughputJtranscriptomicsJandJgeneJspaceJ
refinementJinJplantJgenomesXJ2018VJfcVJ]]_W]_] 15

545 SingleWcellJmappingJofJtheJthymicJstromaJidentifiesJvyW]bWproducingJtuftJepithelialJcellsXJ2018VJbbfVJc]]Wc]c 122

544 qifferencesJinJpellJpycleJStatusJénderlieJTranscriptionalJueterogeneityJinJtheJuSpJpompartmentXJ
2018VJ]aVJdccWdeZ 23

543 ‘nz–TgJnJpleiotropicJmodulatorJofJmonocytesJandJmacrophagesXJ2018VJ[_bVJ]bW_c 37

542 SingleWpellJTranscriptomicsJzeetsJyineageJTracingXJ2018VJ]_VJ[ccW[df 191

541 vdentificationJofJanJrarlyJénipotentJ‘eutrophilJ–rogenitorJwithJ–roWtumoralJnctivityJinJzouseJandJ
uumanJooneJzarrowXJ2018VJ]aVJ]_]fW]_a[Xee 88

540 pharacterizationJofJvmatinibJ esistantJpzyJyeukemicJStemYvnitiatingJpellsJandJTheirJSensitivityJtoJ
po–YpateninJnntagonistsXJ2018VJ[[VJ[[_W[][ 7

539 ot–gJidentifyingJgeneWspecificJbranchingJdynamicsJfromJsingleWcellJdataJwithJaJbranchingJtaussianJ
processXJ2018VJ[fVJcb 15
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538 qissectionJofJvnfluenzaJvnfectionJvn´ ïivoJbyJSingleWpellJ ‘nJSequencingXJ2018VJcVJcdfWcf[Xea 96

537 zyelopoiesisJinJtheJpontextJofJvnnateJvmmunityXJ2018VJ[ZVJ_cbW_d] 40

536 SingleWcellJcharacterizationJofJhaematopoieticJprogenitorsJandJtheirJtrajectoriesJinJhomeostasisJ
andJperturbedJhaematopoiesisXJ2018VJ]ZVJe_cWeac 151

535 zodellingJteneJrxpressionJqynamicsJwithJtaussianJ–rocessJvnferenceXJ2019VJedfW]Z

534 mnJ ‘nJzethylationJzaintainsJuematopoieticJStemJpellJvdentityJandJSymmetricJpommitmentXJ
2019VJ]eVJ[dZ_W[d[cXec 59

533  econstructingJcomplexJlineageJtreesJfromJsc ‘nWseqJdataJusingJzr yoTXJNucleicsAcidssResearchVJ
2019VJadVJefc[Wefda 20.1 11

532 zammaryJstemJcellsVJwhereJartJthoulXJ2019VJeVJe_bd 1

531 qeconvolutionJofJautoencodersJtoJlearnJbiologicalJregulatoryJmodulesJfromJsingleJcellJm ‘nJ
sequencingJdataXJ2019VJ]ZVJ_df 10

530 SingleWpellJ’micsgJnnJ’verviewXJ2019VJ_W[f 2

529 TranscriptionalJ egulationJinJtheJvmmuneJSystemgJ’neJpellJatJaJTimeXJ2019VJ[ZVJ[_bb 6

528 –redictingJbacterialJinfectionJoutcomesJusingJsingleJcellJ ‘nWsequencingJanalysisJofJhumanJ
immuneJcellsXJNaturesCommunicationsVJ2019VJ[ZVJ_]cc 17.4 28

527 zodelingJtheJuematopoieticJyandscapeXJFrontierssinsCellsandsDevelopmentalsBiologyVJ2019VJdVJ[Za 5.7 10

526 SingleWpellJnnalysisJ evealsJ egulatoryJteneJrxpressionJqynamicsJyeadingJtoJyineageJ
pommitmentJinJrarlyJTJpellJqevelopmentXJ2019VJfVJ_][W__dXef 36

525 —uantifyingJqrugWvnducedJooneJzarrowJToxicityJésingJaJ‘ovelJuaematopoiesisJSystemsJ
–harmacologyJzodelXJ2019VJeVJebeWece 10

524 qiscoveringJmyeloidJcellJheterogeneityJinJtheJlungJbyJmeansJofJnextJgenerationJsequencingXJ2019VJ
cVJ__ 7

523 pombinatorialJpredictionJofJmarkerJpanelsJfromJsingleWcellJtranscriptomicJdataXJ2019VJ[bVJefZZb 25

522  o–wWdependentJ‘otchJsignalingJinitiatesJtheJTJcellJprogramJinJaJsubsetJofJthymusWseedingJ
progenitorsXJNaturesImmunologyVJ2019VJ]ZVJ[abcW[ace 19.1 32

521 zindJtheJzapgJTechnologyJShapesJtheJzyeloidJpellJSpaceXJ2019VJ[ZVJ]]ed 8
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520 uowJzethodsJofJzolecularJoiologyJShapeJ’urJénderstandingJofJtheJuematopoieticJSystemXJ2019VJ
b_VJc]cWc_d 0

519 –otentialJvmmunotherapeuticJTargetsJonJzyeloidJpellsJforJ‘eurovascularJ epairJnfterJvschemicJ
StrokeXJ2019VJ[_VJdbe 11

518 sateJzappingJviaJzsaa_WrxpressionJuistoryJTracesJzonocyteWqerivedJpellsXJCellVJ2019VJ[deVJ[bZfW[b]bXe[f56.2 176

517 SingleWpellJnnalysisJofJprohnQsJqiseaseJyesionsJvdentifiesJaJ–athogenicJpellularJzoduleJnssociatedJ
withJ esistanceJtoJnntiWT‘sJTherapyXJCellVJ2019VJ[deVJ[af_W[bZeXe]Z 56.2 219

516 nJlargeJpoolJofJactivelyJcyclingJprogenitorsJorchestratesJselfWrenewalJandJinjuryJrepairJofJanJ
ectodermalJappendageXJ2019VJ][VJ[[Z]W[[[] 32

515 zachineJlearningJpredictsJputativeJhematopoieticJstemJcellsJwithinJlargeJsingleWcellJtranscriptomicsJ
dataJsetsXJ2019VJdeVJ[[W]Z 20

514 qeterministicJcolumnJsubsetJselectionJforJsingleWcellJ ‘nWSeqXJ2019VJ[aVJeZ][Zbd[

513 –qW[Y–qWy[JcheckpointJblockadeJharnessesJmonocyteWderivedJmacrophagesJtoJcombatJcognitiveJ
impairmentJinJaJtauopathyJmouseJmodelXJNaturesCommunicationsVJ2019VJ[ZVJacb 17.4 50

512 vntegrativeJsingleWcellJanalysisXJ2019VJ]ZVJ]bdW]d] 501

511 SingleWcellJ ‘nWseqJdenoisingJusingJaJdeepJcountJautoencoderXJNaturesCommunicationsVJ2019VJ[ZVJ_fZ 17.4 314

510 StatisticalJtestJofJstructuredJcontinuousJtreesJbasedJonJdiscordanceJmatrixXJBioinformaticsVJ2019VJ
_bVJafc]WafdZ 7.2

509 WhatJzakesJaJpqpgJ ecentJndvancesJinJénderstandingJ–lasmacytoidJqpJqevelopmentJandJ
ueterogeneityXJ2019VJ[ZVJ[]]] 48

508 uematopoieticJprogenitorJcellsJasJintegrativeJhubsJforJadaptationJtoJandJfineWtuningJofJ
inflammationXJNaturesImmunologyVJ2019VJ]ZVJeZ]We[[ 19.1 93

507 –lasmacytoidJdendriticJcellsJdevelopJfromJyycqJlymphoidJprogenitorsJdistinctJfromJtheJmyeloidJ
lineageXJNaturesImmunologyVJ2019VJ]ZVJeb]Weca 19.1 97

506 tranulopoiesisJandJ‘eutrophilJuomeostasisgJnJzetabolicVJqailyJoalancingJnctXJ2019VJaZVJbfeWc[] 29

505 nreJtransplantableJstemJcellsJrequiredJforJadultJhematopoiesislXJ2019VJdbVJ[W[Z 6

504 uumanJqendriticJpellJSubsetsVJ’ntogenyVJandJvmpactJonJuvïJvnfectionXJ2019VJ[ZVJ[Zee 43

503 npplicationJofJsingleWcellJ ‘nJsequencingJmethodologiesJinJunderstandingJhaematopoiesisJandJ
immunologyXJ2019VJc_VJ][dW]]b 11
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502 –ersistentJstimulationJwithJzycobacteriumJtuberculosisJantigenJimpairsJtheJproliferationJandJ
transcriptionalJprogramJofJhematopoieticJcellsJinJboneJmarrowXJ2019VJ[[]VJ[[bW[]] 3

501 zn SWseq]XZgJanJexperimentalJandJanalyticalJpipelineJforJindexedJsortingJcombinedJwithJsingleWcellJ
 ‘nJsequencingXJ2019VJ[aVJ[ea[W[ec] 85

500 –ntngJgraphJabstractionJreconcilesJclusteringJwithJtrajectoryJinferenceJthroughJaJtopologyJ
preservingJmapJofJsingleJcellsXJ2019VJ]ZVJbf 369

499 rfficientJintegrationJofJheterogeneousJsingleWcellJtranscriptomesJusingJScanoramaXJ2019VJ_dVJcebWcf[ 233

498 SingleWcellJtranscriptomicJlandscapeJofJnucleatedJcellsJinJumbilicalJcordJbloodXJ2019VJeVJ 12

497 tnTnW[JisoformsJdifferentlyJcontributeJtoJtheJproductionJandJcompartmentationJofJreactiveJ
oxygenJspeciesJinJtheJmyeloidJleukemiaJcellJlineJxbc]XJ2019VJ]_aVJ]Ze]fW]Zeac 4

496 nT–JturnoverJandJglucoseJdependencyJinJhematopoieticJstemYprogenitorJcellsJareJincreasedJbyJ
proliferationJandJdifferentiationXJ2019VJb[aVJ]edW]fa 6

495 SingleJpellJzethodsXJ2019VJ 2

494 nJoioinformaticJToolkitJforJSingleWpellJm ‘nJnnalysisXJ2019VJ[fdfVJa__Wabb

493 pharacterizationJofJcellJfateJprobabilitiesJinJsingleWcellJdataJwithJ–alantirXJ2019VJ_dVJab[WacZ 126

492 plonalJandJ—uantitativeJvn´ ïivoJnssessmentJofJuematopoieticJStemJpellJqifferentiationJ evealsJ
StrongJrrythroidJ–otentialJofJzultipotentJpellsXJ2019VJ[]VJeZ[We[b 23

491 SingleWpellJnnalysisJofJqiverseJ–athogenJ esponsesJqefinesJaJzolecularJ oadmapJforJteneratingJ
nntigenWSpecificJvmmunityXJ2019VJeVJ[ZfW[][Xec 24

490 zultidimensionalJSingleWpellJnnalysesJinJ’rganJqevelopmentJandJzaintenanceXJ2019VJ]fVJaddWaec 3

489 Trib[JregulatesJeosinophilJlineageJcommitmentJandJidentityJbyJrestrainingJtheJneutrophilJprogramXJ
2019VJ[__VJ]a[_W]a]c 20

488 vnterrogationJofJhumanJhematopoiesisJatJsingleWcellJandJsingleWvariantJresolutionXJ2019VJb[VJce_Wcf_ 77

487 qropletWbasedJsingleJcellJ ‘nseqJtoolsgJaJpracticalJguideXJ2019VJ[fVJ[dZcW[d]d 45

486 TheJboneJmarrowJmicroenvironmentJatJsingleWcellJresolutionXJ2019VJbcfVJ]]]W]]e 347

485 pellJlineageJandJcommunicationJnetworkJinferenceJviaJoptimizationJforJsingleWcellJtranscriptomicsXJ
NucleicsAcidssResearchVJ2019VJadVJecc 20.1 51
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484 TreeWensembleJanalysisJassessesJpresenceJofJmultifurcationsJinJsingleJcellJdataXJ2019VJ[bVJeebb] 1

483 vdentificationJofJaJnovelJenhancerJofJpro–rJessentialJforJgranulocyticJdifferentiationXJ2019VJ[__VJ]bZdW]b[d 11

482  evolutionizingJimmunologyJwithJsingleWcellJ ‘nJsequencingXJ2019VJ[cVJ]a]W]af 59

481 ‘ewJinsightsJintoJhematopoieticJdifferentiationJlandscapesJfromJsingleWcellJ ‘nJsequencingXJ2019VJ
[__VJ[a[bW[a]c 30

480 rγu]JvnhibitorJtSx[]cJSuppressesJnntitumorJvmmunityJbyJqrivingJ–roductionJofJzyeloidWqerivedJ
SuppressorJpellsXJ2019VJdfVJ]ZZfW]Z]Z 64

479 énravellingJvntratumoralJueterogeneityJthroughJuighWSensitivityJSingleWpellJzutationalJnnalysisJ
andJ–arallelJ ‘nJSequencingXJ2019VJd_VJ[]f]W[_ZbXee 113

478 pombinedJquantificationJofJintracellularJRphosphoWSproteinsJandJtranscriptomicsJfromJfixedJsingleJ
cellsXJ2019VJfVJ[acf 37

477 nrcYnrg_X[JdefinesJdendriticJcellsJandJyangerhansJcellsJwithJsuperiorJmigratoryJabilityJindependentJ
ofJphenotypeJandJontogenyJinJmiceXJ2019VJafVJd]aWd_c 4

476 ueterogeneityJofJneutrophilsXJ2019VJ[fVJ]bbW]cb 207

475 rmergingJ–rinciplesJinJzyelopoiesisJatJuomeostasisJandJduringJvnfectionJandJvnflammationXJ
ImmunityVJ2019VJbZVJ]eeW_Z[ 32.3 51

474 rarlyJlineageJspecificationJdefinesJalveolarJepithelialJontogenyJinJtheJmurineJlungXJ2019VJ[[cVJa_c]Wa_d[ 57

473 qendriticJpellJ egulationJofJtraftWïsXWuostJqiseasegJvmmunostimulationJandJToleranceXJ2019VJ[ZVJf_ 25

472 énderstandingJbloodJandJitsJcomponentsXJ2019VJ

471 rntendiendoJlaJsangreJyJsusJcomponentesXJ2019VJ

470 qropoutJimputationJandJbatchJeffectJcorrectionJforJsingleWcellJ ‘nJsequencingJdataXJ2019VJ]VJ[cfW[dd 0

469 Sptlc[JisJessentialJforJmyeloidJdifferentiationJandJhematopoieticJhomeostasisXJ2019VJ_VJ_c_bW_caf 2

468 ToJbeJredJorJwhitegJlineageJcommitmentJandJmaintenanceJofJtheJhematopoieticJsystemJbyJtheJ
LinnerJmyeloidLXJ2019VJ[ZaVJ[f[fW[f]d 14

467 TranscriptionalJcontrolJofJdendriticJcellJdevelopmentJandJfunctionsXJ2019VJ_afVJbbW[b[ 29
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466 trowingJoldJinJtheJageJofJheterogeneitygJtheJperilsJofJshiftingJclonalityXJ2019VJ]cVJ]]]W]]d 1

465 rmergingJsingleWcellJtoolsJareJprimedJtoJrevealJfunctionalJandJmolecularJheterogeneityJinJ
malignantJhematopoieticJstemJcellsXJ2019VJ]cVJ][aW]][ 6

464 TheoryJofJcellJfateXJ2020VJ[]VJe[ad[ 6

463 rxploringJsingleWcellJdataJwithJdeepJmultitaskingJneuralJnetworksXJ2019VJ[cVJ[[_fW[[ab 98

462 ’ntogenicJphangesJinJuematopoieticJuierarchyJqetermineJ–ediatricJSpecificityJandJqiseaseJ
–henotypeJinJsusionJ’ncogeneWqrivenJzyeloidJyeukemiaXJ2019VJfVJ[d_cW[db_ 19

461 ïisualizingJstructureJandJtransitionsJinJhighWdimensionalJbiologicalJdataXJ2019VJ_dVJ[ae]W[af] 199

460 pqabJexpressionJdiscriminatesJwavesJofJembryonicJmegakaryocytesJinJtheJmouseXJ2019VJ[ZaVJ[eb_W[ecb 6

459 SingleWpellJTranscriptomicJnnalysisJofJuumanJyungJ–rovidesJvnsightsJintoJtheJ–athobiologyJofJ
–ulmonaryJsibrosisXJ2019VJ[ffVJ[b[dW[b_c 470

458 oloodSpotgJaJdatabaseJofJhealthyJandJmalignantJhaematopoiesisJupdatedJwithJpurifiedJandJsingleJ
cellJm ‘nJsequencingJprofilesXJNucleicsAcidssResearchVJ2019VJadVJqee[Wqeeb 20.1 76

457 SingleWcellJ ‘nJsequencingJinJfacioscapulohumeralJmuscularJdystrophyJdiseaseJetiologyJandJ
developmentXJ2019VJ]eVJ[ZcaW[Zdb 27

456 TheJzyeloidJpellJpompartmentWpellJbyJpellXJ2019VJ_dVJ]cfW]f_ 72

455 nJtopologicalJviewJofJhumanJpq_aJcellJstateJtrajectoriesJfromJintegratedJsingleWcellJoutputJandJ
proteomicJdataXJ2019VJ[__VJf]dWf_f 8

454 SingleWcellJscreeningJusingJmicrofluidicJsystemsXJ2019VJ_b_W_cd 2

453 SingleWcellJanalysesJdemonstrateJthatJaJhemeWtnTn[JfeedbackJloopJregulatesJredJcellJ
differentiationXJ2019VJ[__VJabdWacf 13

452 qensity–athgJanJalgorithmJtoJvisualizeJandJreconstructJcellJstateWtransitionJpathJonJdensityJ
landscapeJforJsingleWcellJ ‘nJsequencingJdataXJBioinformaticsVJ2019VJ_bVJ]bf_W]cZ[ 7.2 12

451 rrythropoiesisVJr–’VJmacrophagesVJandJboneXJ2019VJ[[fVJ_cWa[ 20

450 SystemsJimmunologyJallowsJaJnewJviewJonJhumanJdendriticJcellsXJ2019VJecVJ[bW]_ 11

449 uumanJdendriticJcellJimmunodeficienciesXJ2019VJecVJbZWc[ 16
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448 ‘ewJparadigmsJonJhematopoieticJstemJcellJdifferentiationXJ2020VJ[[VJ_aWaa 47

447 yearningJyowWqimensionalJyatentJtraphJStructuresgJnJqensityJrstimationJnpproachXJ2020VJ_[VJ[ZfeW[[[] 2

446 ySq[WmediatedJrepressionJofJtsv[JsuperWenhancerJplaysJanJessentialJroleJinJerythroleukemiaXJ2020VJ
_aVJdacWdbe 10

445 orzgJziningJporegulationJ–atternsJinJTranscriptomicsJviaJoooleanJzatrixJsactorizationXJ
BioinformaticsVJ2020VJ_cVJaZ_ZWaZ_d 7.2 6

444  oleJofJqendriticJpellsJinJrxposingJyatentJuvïW[JforJtheJxillXJ2019VJ[]VJ 4

443  ealisticJinJsilicoJgenerationJandJaugmentationJofJsingleWcellJ ‘nWseqJdataJusingJgenerativeJ
adversarialJnetworksXJNaturesCommunicationsVJ2020VJ[[VJ[cc 17.4 48

442 sc ‘nWseqJassessmentJofJtheJhumanJlungVJspleenVJandJesophagusJtissueJstabilityJafterJcoldJ
preservationXJ2019VJ][VJ[ 161

441 TrackingJtheJimmuneJresponseJwithJsingleWcellJgenomicsXJ2020VJ_eVJaaedWaafZ 5

440  evealingJdynamicsJofJgeneJexpressionJvariabilityJinJcellJstateJspaceXJ2020VJ[dVJabWaf 26

439 TheJcomplexityJofJneutrophilsJinJhealthJandJdiseasegJsocusJonJcancerXJ2020VJaeVJ[Z[aZf 10

438 nJnewJlymphoidWprimedJprogenitorJmarkedJbyJqach[JdownregulationJidentifiedJwithJsingleJcellJ
multiWomicsXJNaturesImmunologyVJ2020VJ][VJ[bdaW[bea 19.1 4

437 SingleWcellJmolecularJprofilingJprovidesJaJhighWresolutionJmapJofJbasophilJandJmastJcellJ
developmentXJ2021VJdcVJ[d_[W[da] 6

436 TheJWholeJoodyJasJtheJSystemJinJSystemsJvmmunologyXJ2020VJ]_VJ[Z[bZf 12

435 vterativeJtransferJlearningJwithJneuralJnetworkJforJclusteringJandJcellJtypeJclassificationJinJ
singleWcellJ ‘nWseqJanalysisXJ2020VJ]VJcZdWc[e 23

434 ‘eutrophilJdiversityJandJplasticityJinJtumourJprogressionJandJtherapyXJ2020VJ]ZVJaebWbZ_ 178

433 uematopoieticJStemJpellsJinJuealthJandJqiseaseâ��vnsightsJfromJSingleWpellJzultiWomicJnpproachesXJ
2020VJcVJcdWdc 7

432 SingleWcellJlineageJtracingJunveilsJaJroleJforJTps[bJinJhaematopoiesisXJ2020VJbe_VJbebWbef 41

431 TheJstemYprogenitorJlandscapeJisJreshapedJinJaJmouseJmodelJofJessentialJthrombocythemiaJandJ
causesJexcessJmegakaryocyteJproductionXJ2020VJcVJ 3
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430 oasophilsJandJtheirJeffectorJmoleculesJinJallergicJdisordersXJ2021VJdcVJ[cf_W[dZc 5

429 pomprehensiveJanalysisJofJsingleWcellJ ‘nJsequencingJdataJfromJhealthyJhumanJmarrowJ
hematopoieticJcellsXJ2020VJ[_VJb[a 0

428 ‘egativeJ egulationJofJtheJqifferentiationJofJslk]Jpq_aJySxJuematopoieticJStemJpellsJbyJ
rxysYxys[XJ2020VJ][VJ 0

427 WntWbnYoJSignalingJinJuematopoiesisJthroughoutJyifeXJ2020VJfVJ 2

426 poupledJsc ‘nWSeqJandJvntracellularJ–roteinJnctivityJ evealJanJvmmunosuppressiveJ oleJofJT rz]J
inJpancerXJCellVJ2020VJ[e]VJed]WeebXe[f 56.2 106

425 ‘etworkJnpproachesJforJqissectingJtheJvmmuneJSystemXJ2020VJ]_VJ[Z[_ba 11

424 TheJ oleJofJqendriticJpellsJquringJvnfectionsJpausedJbyJuighlyJ–revalentJïirusesXJ2020VJ[[VJ[b[_ 16

423 pontrolJofJtzWpSsWqependentJqendriticJpellJqifferentiationJandJzaturationJbyJqrscJandJSWn–WdZXJ
2020VJ]ZbVJ[_ZcW[_[d 2

422 qifferentialJv seJTranscriptionJsactorJ equirementJqefinesJTwoJ–athwaysJofJqendriticJpellJ
qevelopmentJinJuumansXJImmunityVJ2020VJb_VJ_b_W_dZXee 32.3 61

421 SingleWcellJtranscriptomeJprofilingJrevealsJneutrophilJheterogeneityJinJhomeostasisJandJinfectionXJ
NaturesImmunologyVJ2020VJ][VJ[[[fW[[__ 19.1 94

420 –lasticityJofJmonocyteJdevelopmentJandJmonocyteJfatesXJ2020VJ]]dVJccWde 10

419 rfferocyticJqefectsJinJrarlyJntherosclerosisJnreJqrivenJbyJtnTn]J’verexpressionJinJzacrophagesXJ
2020VJ[[VJbfa[_c 8

418 zX´ tuberculosisJ eprogramsJuematopoieticJStemJpellsJtoJyimitJzyelopoiesisJandJvmpairJTrainedJ
vmmunityXJCellVJ2020VJ[e_VJdb]WddZXe]] 56.2 60

417 ponstructingJandJdeconstructingJtnTn]WregulatedJcellJfateJprogramsJtoJestablishJdevelopmentalJ
trajectoriesXJ2020VJ][dVJ 8

416 SingleWpellJnnalysisJofJ‘eonatalJuSpJ’ntogenyJ evealsJtradualJandJéncoordinatedJTranscriptionalJ
 eprogrammingJthatJoeginsJbeforeJoirthXJ2020VJ]dVJd_]WdadXed 17

415 vnfrapatellarJsatJ–adYSynoviumJpomplexJinJrarlyWStageJxneeJ’steoarthritisgJ–otentialJ‘ewJTargetJ
andJSourceJofJTherapeuticJzesenchymalJStemYStromalJpellsXJ2020VJeVJecZ 21

414 énravelingJuematopoiesisJthroughJtheJyensJofJtenomicsXJCellVJ2020VJ[e]VJ[_eaW[aZZ 56.2 39

413 TransferJlearningJefficientlyJmapsJboneJmarrowJcellJtypesJfromJmouseJtoJhumanJusingJsingleWcellJ
 ‘nJsequencingXJ2020VJ_VJd_c 5
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412 pharacterizationJandJgenerationJofJhumanJdefinitiveJmultipotentJhematopoieticJstemYprogenitorJ
cellsXJ2020VJcVJef 8

411 nndrogenJ eceptorJSignalingJ–ositivelyJ egulatesJzonocyticJqevelopmentXJ2020VJ[[VJb[f_e_ 2

410 nJrankWbasedJmarkerJselectionJmethodJforJhighJthroughputJsc ‘nWseqJdataXJ2020VJ][VJadd 6

409 –redictingJsingleWcellJgeneJexpressionJprofilesJofJimagingJflowJcytometryJdataJwithJmachineJ
learningXJNucleicsAcidssResearchVJ2020VJaeVJ[[__bW[[_ac 20.1 6

408 qifferentiationJofJtransplantedJhaematopoieticJstemJcellsJtrackedJbyJsingleWcellJtranscriptomicJ
analysisXJ2020VJ]]VJc_ZWc_f 22

407 TheJquestJforJfaithfulJinJvitroJmodelsJofJhumanJdendriticJcellsJtypesXJ2020VJ[]_VJaZWbf 6

406 TwoWsacedJ olesJofJTumorWnssociatedJ‘eutrophilsJinJpancerJqevelopmentJandJ–rogressionXJ2020VJ
][VJ 32

405 TemporalJexpressionJofJz’sJacetyltransferaseJprimesJtranscriptionJfactorJnetworksJforJerythroidJ
fateXJ2020VJcVJeaazae[b 12

404 ’neJtooJmanygJtheJsurprisingJheterogeneityJofJqrosophilaJmacrophagesXJEMBOsJournalVJ2020VJ_fVJe[Zb[ff13 2

403  econstructingJhumanJqpVJmonocyteJandJmacrophageJdevelopmentJinJuteroJusingJsingleJcellJ
technologiesXJ2020VJ[]_VJ[Wc 1

402 qeepJlearningJenablesJaccurateJclusteringJwithJbatchJeffectJremovalJinJsingleWcellJ ‘nWseqJanalysisXJ
NaturesCommunicationsVJ2020VJ[[VJ]__e 17.4 58

401 SingleWcellJtechnologiesJinJhepatologygJnewJinsightsJintoJliverJbiologyJandJdiseaseJpathogenesisXJ
2020VJ[dVJabdWad] 44

400 TargetedJ–erturbWseqJenablesJgenomeWscaleJgeneticJscreensJinJsingleJcellsXJ2020VJ[dVJc]fWc_b 41

399 TowardsJtheJbetterJunderstandingJofJmyelopoiesisJusingJsingleWcellJtechnologiesXJ2020VJ[]]VJ[ecW[f] 8

398 vnWvivoJdifferentiationJofJadultJhematopoieticJstemJcellsJfromJaJsingleWcellJpointJofJviewXJ2020VJ]dVJ]a[W]ad 2

397 SingleWmoleculeJimagingJofJtranscriptionJdynamicsJinJsomaticJstemJcellsXJ2020VJbe_VJa_[Wa_c 20

396 TranscriptionalVJrpigeneticJandJzetabolicJ–rogrammingJofJTumorWnssociatedJzacrophagesXJ2020VJ
[]VJ 29

395 teneJregulationJinferenceJfromJsingleWcellJ ‘nWseqJdataJwithJlinearJdifferentialJequationsJandJ
velocityJinferenceXJBioinformaticsVJ2020VJ_cVJaddaWadeZ 7.2 20

(2020-2020)

23



394 —uantitativeJproteomicsJrevealsJspecificJmetabolicJfeaturesJofJacuteJmyeloidJleukemiaJstemJcellsXJ
2020VJ[_cVJ[bZdW[b[f 22

393 énderstandingJimmuneJsystemJdevelopmentgJnnJepigeneticJperspectiveXJ2020VJ_fWdc

392 ndvancesJinJsingleWcellJepigenomicsJofJtheJimmuneJsystemXJ2020VJ[ebW][c 0

391 qissectingJtheJearlyJstepsJofJzyyJinducedJleukaemogenicJtransformationJusingJaJmouseJmodelJofJ
nzyXJNaturesCommunicationsVJ2020VJ[[VJ[aZd 17.4 6

390 vnferringJpausalJteneJ egulatoryJ‘etworksJfromJpoupledJSingleWpellJrxpressionJqynamicsJésingJ
ScribeXJ2020VJ[ZVJ]cbW]daXe[[ 36

389 vmputationJofJsingleWcellJgeneJexpressionJwithJanJautoencoderJneuralJnetworkXJ2020VJeVJdeWfa 16

388 TrajectoryWbasedJdifferentialJexpressionJanalysisJforJsingleWcellJsequencingJdataXJNatures
CommunicationsVJ2020VJ[[VJ[]Z[ 17.4 86

387 qissectingJcellularJcrosstalkJbyJsequencingJphysicallyJinteractingJcellsXJ2020VJ_eVJc]fWc_d 77

386 sob–WseqgJsnpSWoasedJbW–rimeJrndJSingleWpellJ ‘nWseqJforJvntegrativeJnnalysisJofJTranscriptomeJ
andJnntigenJ eceptorJ epertoireJinJoJandJTJpellsXJ2020VJ[[VJ][c 11

385 uumanJvntestinalJzononuclearJ–hagocytesJinJuealthJandJvnflammatoryJoowelJqiseaseXJ2020VJ[[VJa[Z 25

384 qendriticJcellJdevelopmentJinJinfectionXJ2020VJ[][VJ[[[W[[d 13

383 q‘nJmethylationJdisruptionJreshapesJtheJhematopoieticJdifferentiationJlandscapeXJ2020VJb]VJ_deW_ed 63

382 nJconservedJdendriticWcellJregulatoryJprogramJlimitsJantitumourJimmunityXJ2020VJbeZVJ]bdW]c] 179

381 zicro ‘nsJorganizeJintrinsicJvariationJintoJstemJcellJstatesXJ2020VJ[[dVJcfa]WcfbZ 10

380  obustJandJScalableJyearningJofJpomplexJvntrinsicJqatasetJteometryJviaJrl–itraphXJ2020VJ]]VJ 16

379 TranscriptionalJandJsunctionalJnnalysisJofJpq[cJuumanJqendriticJpellsJvdentifiesJaJpq[c_JSubsetJ
–rimingJpqepq[Z_JTJpellsXJImmunityVJ2020VJb_VJ__bW_b]Xee 32.3 91

378 slexibleJexperimentalJdesignsJforJvalidJsingleWcellJ ‘nWsequencingJexperimentsJallowingJbatchJ
effectsJcorrectionXJNaturesCommunicationsVJ2020VJ[[VJ_]da 17.4 7

377 SingleWcellJanalysesJandJmachineJlearningJdefineJhematopoieticJprogenitorJandJuSpWlikeJcellsJ
derivedJfromJhumanJ–SpsXJ2020VJ[_cVJ]ef_W]fZa 16
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376 TheJSourceJandJqynamicsJofJndultJuematopoiesisgJvnsightsJfromJyineageJTracingXJ2020VJ_cVJb]fWbbZ 12

375 scvtn‘sgJsingleWcellJ ‘nWseqJimputationJusingJgenerativeJadversarialJnetworksXJNucleicsAcidss
ResearchVJ2020VJaeVJeeb 20.1 24

374 rxploringJrpigeneticJqrugsJinJtheJ egulationJofJvnflammatoryJnutoimmuneJqiseasesXJ2020VJ 1

373 pancerWassociatedJfibroblastJcompositionsJchangeJwithJbreastJcancerJprogressionJlinkingJtheJratioJ
ofJS[ZZnaJandJ–q–‘JpnssJtoJclinicalJoutcomeXXJ2020VJ[VJcf]WdZe 53

372 –oincarˆ'JmapsJforJanalyzingJcomplexJhierarchiesJinJsingleWcellJdataXJNaturesCommunicationsVJ2020VJ
[[VJ]fcc 17.4 18

371 TheJzolecularJnnatomyJofJzouseJSkinJduringJuairJtrowthJandJ estXJ2020VJ]cVJaa[WabdXed 69

370 TheJontogeneticJpathJofJhumanJdendriticJcellsXJ2020VJ[]ZVJ[]]W[]f 19

369 vmmunologyJinJtheJrraJofJSingleWpellJTechnologiesXJ2020VJ_eVJd]dWdbd 27

368 —uantifyingJuematopoieticJStemJpellJplonalJqiversityJbyJSelectingJvnformativeJnmpliconJoarcodesXJ
2020VJ[ZVJ][b_ 1

367 ndvancingJStemJpellJ esearchJthroughJzultimodalJSingleWpellJnnalysisXJ2020VJ[]VJ 1

366 nJbenchmarkJofJbatchWeffectJcorrectionJmethodsJforJsingleWcellJ ‘nJsequencingJdataXJ2020VJ][VJ[] 238

365 TranscriptionalJregulationJofJneutrophilJdifferentiationJandJfunctionJduringJinflammationXJ2020VJ
[ZdVJa[fWa_Z 11

364 zolecularJandJcellularJmechanismsJofJtoothJdevelopmentVJhomeostasisJandJrepairXJDevelopments
(Cambridge)VJ2020VJ[adVJ 6.6 49

363 qifferentiationJofJcWxitJpq]aJnaturalJkillerJcellsJintoJmyeloidJcellsJinJaJtnTnW]WdependentJmannerXJ
2020VJ_aVJaac]Waae[ 3

362 ‘eutrophilsJasJemergingJtherapeutic´ targetsXJ2020VJ[fVJ]b_W]db 177

361 vnsightsJfromJ–atientsJwithJqendriticJpellJvmmunodeficiencyXJ2020VJ[]]VJ[[cW[]_ 3

360 zacrophagesgJTheJ–otentJvmmunoregulatoryJvnnateJvmmuneJpellsXJ2020VJ 19

359 ‘ormalJmyeloidJprogenitorJcellJsubsetWassociatedJgeneJsignaturesJforJacuteJmyeloidJleukaemiaJ
subtypingJwithJprognosticJimpactXJ2020VJ[bVJeZ]]fbf_ 2
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358 uematopoiesisJandJpardiovascularJqiseaseXJ2020VJ[]cVJ[Zc[W[Zeb 37

357 Sz‘‘gJbatchJeffectJcorrectionJforJsingleWcellJ ‘nWseqJdataJviaJsupervisedJmutualJnearestJneighborJ
detectionXJ2021VJ]]VJ 8

356 SystemsJanalysisJofJhematopoiesisJusingJsingleWcellJlineageJtracingXJ2021VJ]eVJ[eW]d 3

355 nJprimerJonJsingleWcellJgenomicsJinJmyeloidJbiologyXJ2021VJ]eVJ[[W[d

354 vntegrativeJSingleWpellJ ‘nWSeqJandJnTnpWSeqJnnalysisJofJuumanJqevelopmentalJuematopoiesisXJ
2021VJ]eVJad]WaedXed 44

353 sollicularJlymphomaJdynamicsXJ2021VJ[bZVJa_W[Z_ 4

352 pancerJpellsJ esistanceJShapingJbyJTumorJvnfiltratingJzyeloidJpellsXJ2021VJ[_VJ 6

351 SystemsJvmmunologyJnpproachesJforJénderstandingJofJ–rimaryJqendriticJpellJSubpopulationsJinJ
theJ–astVJ–resentJandJsutureXJ2021VJbZ[Wb[Z 3

350 qeepgmdgJaJgraphWneuralWnetworkWbasedJmethodJtoJdetectJgeneJregulatorJmoduleXJ2021VJ––VJ

349 yongitudinalJsingleWcellJ ‘nWseqJofJhrSpsWderivedJretinalJorganoidsXJ2021VJcaVJ[cc[W[cdc 4

348 vntegratedJdecodingJhematopoiesisJandJleukemogenesisJusingJsingleWcellJsequencingJandJitsJ
medicalJimplicationXJ2021VJdVJ] 14

347 sunctionalJchangeJalongJcellularJtrajectoriesXJNaturesComputationalsScienceVJ2021VJ[VJ[Z]W[Z_

346
vndependentJcomponentJanalysisJbasedJgeneJcoWexpressionJnetworkJinferenceJRvpnnetSJtoJdecipherJ
functionalJmodulesJforJbetterJsingleWcellJclusteringJandJbatchJintegrationXJNucleicsAcidssResearchVJ
2021VJafVJeba

20.1 6

345 SingleWcellJ ‘nWseqJrevealsJaJconcomitantJdelayJinJdifferentiationJandJcellJcycleJofJagedJ
hematopoieticJstemJcellsXJ2021VJ[fVJ[f 2

344 rnablingJsingleWcellJtrajectoryJnetworkJenrichmentXJNaturesComputationalsScienceVJ2021VJ[VJ[b_W[c_ 2

343 yhxcJregulatesJcanonicalJWntJsignalingJtoJcontrolJtheJfateJofJmesenchymalJprogenitorJcellsJduringJ
mouseJmolarJrootJpatterningXJ2021VJ[dVJe[ZZf_]Z 2

342 vdentificationJofJresistanceJpathwaysJandJtherapeuticJtargetsJinJrelapsedJmultipleJmyelomaJ
patientsJthroughJsingleWcellJsequencingXJ2021VJ]dVJaf[WbZ_ 27

341  eWinvestigationJofJclassicJTJcellJsubsetsJandJidentificationJofJnovelJcellJsubpopulationsJbyJ
singleWcellJ ‘nJsequencingXJ 1
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340 SquidpygJaJscalableJframeworkJforJspatialJsingleJcellJanalysisXJ 26

339 SingleWcellJproteoWgenomicJreferenceJmapsJofJtheJhematopoieticJsystemJenableJtheJpurificationJ
andJmassiveJprofilingJofJpreciselyJdefinedJcellJstatesXJ 2

338 zacrophagesJandJTheirJ’rganJyocationsJShapeJrachJ’therJinJqevelopmentJandJuomeostasisJWJnJ
–erspectiveXJFrontierssinsCellsandsDevelopmentalsBiologyVJ2021VJfVJc_Z]d] 5.7 3

337 yeveragingJtheJcellJlineageJtoJpredictJcellWtypeJspecificityJofJregulatoryJvariationJfromJbulkJ
genomicsXJ2021VJ][dVJ

336 vdentificationJofJleukemicJandJpreWleukemicJstemJcellsJbyJclonalJtrackingJfromJsingleWcellJ
transcriptomicsXJNaturesCommunicationsVJ2021VJ[]VJ[_cc 17.4 26

335 ponnectingJtheJqotsgJ esolvingJtheJooneJzarrowJ‘icheJueterogeneityXJFrontierssinsCellsands
DevelopmentalsBiologyVJ2021VJfVJc]]b[f 5.7 14

334 SingleWcellJinsightsJintoJtheJhematopoieticJgenerationJofJTWlymphocyteJprecursorsJinJmouseJandJ
humanXJ2021VJfbVJ[W[] 3

333 npplicationJofJsingleWcellJtranscriptomicsJtoJkinetoplastidJresearchXJ2021VJ[aeVJ[]]_W[]_c 6

332 TheJdynamicJinteractiveJnetworkJofJlongJnonWcodingJ ‘nsJandJchromatinJaccessibilityJfacilitatesJ
erythroidJdifferentiationXJ 1

331 npr]JproteinJexpressionJwithinJisogenicJcellJlinesJisJheterogeneousJandJassociatedJwithJdistinctJ
transcriptomesXJ2021VJ 1

330 oprzgJnutomaticJdetectionJandJanalysisJofJoverlappingJcoWexpressedJgeneJmodulesXJ

329 qTsy’WgJvnferenceJandJïisualizationJofJSingleWcellJ–seudotimeJTrajectoryJésingJqiffusionJ
–ropagationXJ2021VJ[fVJ_ZcW_[e 0

328 uighWthroughputJenrichmentJandJisolationJofJmegakaryocyteJprogenitorJcellsJfromJtheJmouseJboneJ
marrowXJ2021VJ[[VJe]ce 0

327 –seudotimeqrgJinferenceJofJdifferentialJgeneJexpressionJalongJcellJpseudotimeJwithJ
wellWcalibratedJpWvaluesJfromJsingleWcellJ ‘nJsequencingJdataXJ2021VJ]]VJ[]a 4

326 iSz‘‘gJbatchJeffectJcorrectionJforJsingleWcellJ ‘nWseqJdataJviaJiterativeJsupervisedJmutualJnearestJ
neighborJrefinementXJ2021VJ]]VJ 3

325 uierarchicalJchromatinJregulationJduringJbloodJformationJuncoveredJbyJsingleWcellJsortphvpXJ 1

324 vdentificationJandJcharacterizationJofJhumanJpq_aUJandJpq_adimYWJneutrophilWcommittedJ
progenitorsXJ

323 nJhighWresolutionJcellJatlasJofJtheJdomesticJpigJlungJandJanJonlineJplatformJforJexploringJlungJ
singleWcellJdataXJ2021VJaeVJa[[Wa]b 4
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322 znT]gJzanifoldJalignmentJofJsingleWcellJtranscriptomesJwithJcellJtripletsXJBioinformaticsVJ2021VJ 7.2 2

321 zesenchymalJstemJcellJsubpopulationsJandJtheirJheterogeneityJofJresponseJtoJinductionsJrevealedJ
byJsingleWcellJ ‘nWseqXJ 1

320 TheJneutrotimeJtranscriptionalJsignatureJdefinesJaJsingleJcontinuumJofJneutrophilsJacrossJ
biologicalJcompartmentsXJNaturesCommunicationsVJ2021VJ[]VJ]ebc 17.4 23

319 t]S_gJnJgeneJgraphWbasedJimputationJmethodJforJsingleWcellJ ‘nJsequencingJdataXJ2021VJ[dVJe[ZZfZ]f 4

318 qataWdrivenJmodelingJpredictsJgeneJregulatoryJnetworkJdynamicsJduringJtheJdifferentiationJofJ
multipotentialJprogenitorsXJ

317 qissectionJofJfloralJtransitionJbyJsingleWmeristemJtranscriptomesJatJhighJtemporalJresolutionXJ2021VJ
dVJeZZWe[_ 6

316 teneJexpressionJatJaJsingleWmoleculeJlevelgJimplicationsJforJmyelodysplasticJsyndromesJandJacuteJ
myeloidJleukemiaXJ2021VJ[_eVJc]bWc_c 1

315 TheJvmpactJofJ epresentationJonJtheJ’ptimizationJofJzarkerJ–anelsJforJSingleWcellJ ‘nJqataXJ2021VJ 0

314 SingleWcellJtechnologiesJandJanalysesJinJhematopoiesisJandJhematologicalJmalignanciesXJ2021VJfeVJ[W[_ 2

313 —uantitativeJsingleWcellJproteomicsJasJaJtoolJtoJcharacterizeJcellularJhierarchiesXJNatures
CommunicationsVJ2021VJ[]VJ__a[ 17.4 53

312 tata]Wy_bfïJimpairsJprimitiveJandJdefinitiveJhematopoiesisJandJblocksJcellJdifferentiationJinJ
murineJchronicJmyelogenousJleukemiaJmodelXJ2021VJ[]VJbce 1

311 pommitmentJtoJdendriticJcellsJandJmonocytesXJ2021VJ__VJe[bWe[f 0

310 ‘onWparametricJmodellingJofJtemporalJandJspatialJcountsJdataJfromJ ‘nWseqJexperimentsXJ
BioinformaticsVJ2021VJ 7.2 8

309 nssessmentJofJmedullaryJandJextramedullaryJmyelopoiesisJinJcardiovascularJdiseasesXJ2021VJ[cfVJ[Zbcc_ 0

308 qistinctJtranscriptionJfactorJnetworksJcontrolJneutrophilWdrivenJinflammationXJNaturesImmunologyVJ
2021VJ]]VJ[Zf_W[[Zc 19.1 14

307 rxploitingJSingleWpellJToolsJinJteneJandJpellJTherapyXJ2021VJ[]VJdZ]c_c 4

306 pq[aJrxpressingJ–recursorsJtiveJ iseJtoJuighlyJsunctionalJponventionalJqendriticJpellsJforJéseJasJ
qendriticJpellJïaccineXJ2021VJ[_VJ 0

305 ‘ichesJthatJregulateJstemJcellsJandJhematopoiesisJinJadultJboneJmarrowXJ2021VJbcVJ[eaeW[ecZ 26
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304 npr]JproteinJexpressionJwithinJisogenicJcellJlinesJisJheterogeneousJandJassociatedJwithJdistinctJ
transcriptomesXJ2021VJ[[VJ[bfZZ 3

303 ueterogeneityJofJgerminalJcenterJoJcellsgJ‘ewJinsightsJfromJsingleWcellJstudiesXJ2021VJb[VJ]bbbW]bcd 2

302 rarlyJmegakaryocyteJlineageWcommittedJprogenitorsJinJadultJmouseJboneJmarrowXJ

301 ‘akedJzoleW atJuematopoieticJStemJandJ–rogenitorsJareJuighlyJ—uiescentJwithJanJvnherentJ
zyeloidJoiasXJ 0

300 XJ2021VJcdVJbfc_Wbffc 1

299 TheJteneticJ‘etworkJofJsorkheadJteneJsamilyJinJqevelopmentJofJorownJ–lanthoppersXJ2021VJ[ZVJ 1

298 qifferentialJrequirementJforJtheJ–olycombJrepressorJcomplexJ]JinJdendriticJcellJandJtissueWresidentJ
myeloidJcellJhomeostasisXJ2021VJcVJeabfd]ce 0

297 rfficientJproductionJofJhumanJneutrophilsJfromJi–SpsJthatJpreventJmurineJlethalJinfectionJwithJ
immuneJcellJrecruitmentXJ2021VJ 1

296 énravelingJtheJueterogeneityJandJ’ntogenyJofJqendriticJpellsJésingJSingleWpellJ ‘nJSequencingXJ
2021VJ[]VJd[[_]f 0

295 SecretoryJz––_JreinforceJmyeloidJdifferentiationJtrajectoryJandJamplifyJmyeloidJcellJproductionXJ 1

294 uematopoieticJStemJpellsJinJWoundJuealingJ esponseXJ2021VJ 0

293 SingleWcellJanalysisJatJtheJproteinJlevelJdelineatesJintracellularJsignalingJdynamicJduringJ
hematopoiesisXJ2021VJ[fVJ]Z[ 1

292 TheJemergingJtaleJofJmicrogliaJinJpsychiatricJdisordersXJ2021VJ[_[VJ[W]f 14

291 ’ptimalJtuningJofJweightedJk‘‘WJandJdiffusionWbasedJmethodsJforJdenoisingJsingleJcellJgenomicsJ
dataXJ2021VJ[dVJe[ZZebcf 6

290 –robabilisticJharmonizationJandJannotationJofJsingleWcellJtranscriptomicsJdataJwithJdeepJgenerativeJ
modelsXJ2021VJ[dVJefc]Z 39

289 ‘ormalJuematopoiesisJandJoloodJpellJzaturationXJ2021VJ[W[]

288  egulatoryJqynamicsJofJpellJqifferentiationJ evealedJbyJTrueJTimeJSeriesJsromJzultinucleateJ
SingleJpellsXJ2020VJ[[VJc[]]bc 2

287 zethodsJforJSingleWpellJvsolationJandJ–reparationXJAdvancessinsExperimentalsMedicinesandsBiologyVJ
2020VJ[]bbVJdW]d 3.6 4
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286 uematopoieticJuierarchyJWJnnJépdatedJ oadmapXJ2018VJ]eVJfdcWfec 67

285 ïisualizationJandJanalysisJofJsingleWcellJ ‘nWseqJdataJbyJkernelWbasedJsimilarityJlearningXJ 8

284 nutomaticJidentificationJofJinformativeJregionsJwithJepigenomicJchangesJassociatedJtoJ
hematopoiesisXJ 1

283 vntegratedJtimeWlapseJandJsingleWcellJtranscriptionJstudiesJhighlightJtheJvariableJandJdynamicJ
natureJofJhumanJhematopoieticJcellJfateJcommitmentXJ 1

282 SingleWcellJepigenomicsJmapsJtheJcontinuousJregulatoryJlandscapeJofJhumanJhematopoieticJ
differentiationXJ 7

281  eversedJgraphJembeddingJresolvesJcomplexJsingleWcellJdevelopmentalJtrajectoriesXJ 32

280 zntvpgJnJdiffusionWbasedJimputationJmethodJrevealsJgeneWgeneJinteractionsJinJsingleWcellJ
 ‘nWsequencingJdataXJ 42

279 yargeWscaleJsimultaneousJmeasurementJofJepitopesJandJtranscriptomesJinJsingleJcellsXJ 9

278 ïisualizingJStructureJandJTransitionsJforJoiologicalJqataJrxplorationXJ 20

277 ST TWseqW]igJdualWindexJblJsingleJcellJandJnucleusJ ‘nWseqJonJanJaddressableJmicrowellJarrayXJ 2

276 zappingJuumanJuematopoieticJuierarchyJatJSingleJpellJ esolutionJbyJzicrowellWseqXJ 1

275 polumnJsubsetJselectionJforJsingleWcellJ ‘nWSeqJclusteringXJ 1

274 vntegratedJanalysisJofJsingleJcellJtranscriptomicJdataJacrossJconditionsVJtechnologiesVJandJspeciesXJ 36

273 porrectingJbatchJeffectsJinJsingleWcellJ ‘nJsequencingJdataJbyJmatchingJmutualJnearestJ
neighboursXJ 13

272 ot–gJoranchedJtaussianJprocessesJforJidentifyingJgeneWspecificJbranchingJdynamicsJinJsingleJcellJ
dataXJ 3

271 pellJyineageJandJpommunicationJ‘etworkJvnferenceJviaJ’ptimizationJforJSingleWcellJ
TranscriptomicsXJ 3

270 sundamentalJlimitsJonJdynamicJinferenceJfromJsingleJcellJsnapshotsXJ 7

269 bigSpalegJnnJnnalyticalJsrameworkJforJoigWScaleJSingleWpellJqataXJ 6
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268 nssessmentJofJbatchWcorrectionJmethodsJforJsc ‘nWseqJdataJwithJaJnewJtestJmetricXJ 15

267 uemeJinducesJinnateJimmuneJmemoryXJ 4

266 zappingJbiologyJfromJmouseJtoJmanJusingJtransferJlearningXJ 2

265 pancerWassociatedJfibroblastJcompositionsJchangeJwithJbreastWcancerJprogressionJlinkingJS[ZZnaJ
andJ–q–‘JratiosJwithJclinicalJoutcomeXJ 5

264 scvtn‘sgJsingleWcellJ ‘nWseqJimputationJusingJgenerativeJadversarialJnetworksXJ 4

263 papybaragJnJcomputationalJtoolJtoJmeasureJcellJidentityJandJfateJtransitionsXJ 3

262 pell’raclegJqissectingJcellJidentityJviaJnetworkJinferenceJandJinJsilicoJgeneJperturbationXJ 16

261 ’ptimalJtuningJofJweightedJk‘‘WJandJdiffusionWbasedJmethodsJforJdenoisingJsingleJcellJgenomicsJ
dataXJ 0

260 t]S_gJaJgeneJgraphWbasedJimputationJmethodJforJsingleWcellJ ‘nJsequencingJdataXJ 1

259 poncurrentJstemWJandJlineageWaffiliatedJchromatinJprogramsJprecedeJhematopoieticJlineageJ
restrictionXJ 1

258 vntegrativeJSingleWcellJ ‘nWSeqJandJnTnpWSeqJnnalysisJofJuumanJqevelopmentalJuaematopoiesisXJ 2

257 SingleWcellJ ‘nWseqJrevealsJaJconcomitantJdelayJinJdifferentiationJandJcellJcycleJofJagedJ
hematopoieticJstemJcellXJ 2

256 pvTrseqJanalysisJofJnonWsmallWcellJlungJcancerJlesionsJrevealsJanJaxisJofJimmuneJcellJactivationJ
associatedJwithJtumorJantigenJloadJandJT–b_JmutationsXJ 6

255 ‘onWparametricJmodellingJofJtemporalJandJspatialJcountsJdataJfromJ ‘nWseqJexperimentsXJ 2

254 singlecellï gJinteractiveJvisualizationJofJsingleWcellJdataJinJvirtualJrealityXJ 1

253 qimensionJreductionJandJdenoisingJofJsingleWcellJ ‘nJsequencingJdataJinJtheJpresenceJofJobservedJ
confoundingJvariablesXJ 4

252 uematopoieticJstemJcellsJselfWrenewJsymmetricallyJorJgraduallyJproceedJtoJdifferentiationXJ 3

251 ‘aboJâ��JaJframeworkJtoJdefineJleukemiaWinitiatingJcellsJandJdifferentiationJinJsingleWcellJ
 ‘nWsequencingJdataXJ 1
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250 SingleWcellJmultimodalJprofilingJofJproteinsJandJchromatinJaccessibilityJusingJ–untrWnTnpXJ 7

249 –seudotimeqrgJinferenceJofJdifferentialJgeneJexpressionJalongJcellJpseudotimeJwithJ
wellWcalibratedJpWvaluesJfromJsingleWcellJ ‘nJsequencingJdataXJ 2

248 traphJabstractionJreconcilesJclusteringJwithJtrajectoryJinferenceJthroughJaJtopologyJpreservingJ
mapJofJsingleJcellsXJ 23

247 satevqJinfersJcellJfateJbiasJinJmultipotentJprogenitorsJfromJsingleWcellJ ‘nWseqJdataXJ 2

246 oeyondJpseudotimegJsollowingJTWcellJmaturationJinJsingleWcellJ ‘nseqJtimeJseriesXJ 2

245 rxploringJSingleWpellJqataJwithJqeepJzultitaskingJ‘euralJ‘etworksXJ 9

244 vnterrogationJofJhumanJhematopoiesisJatJsingleWcellJandJsingleWvariantJresolutionXJ 7

243  econstructingJcomplexJlineageJtreesJfromJsc ‘nWseqJdataJusingJzr yoTXJ 6

242 snSTtenomicsgJnnJanalyticalJecosystemJforJsingleWcellJ ‘nJsequencingJdataXJ 4

241 qensity–athgJaJlevelWsetJalgorithmJtoJvisualizeJandJreconstructJcellJdevelopmentalJtrajectoriesJforJ
largeWscaleJsingleWcellJ ‘nseqJdataXJ 1

240 SingleJcellJ ‘nWseqJdenoisingJusingJaJdeepJcountJautoencoderXJ 16

239 ST rnzgJSingleWcellJTrajectoriesJ econstructionVJrxplorationJnndJzappingJofJomicsJdataXJ 4

238 matchSporegJzatchingJSingleWpellJ–henotypesJncrossJToolsJandJrxperimentsXJ 8

237 –anoramicJstitchingJofJheterogeneousJsingleWcellJtranscriptomicJdataXJ 16

236 –alantirJcharacterizesJcellJfateJcontinuitiesJinJhumanJhematopoiesisXJ 9

235 TowardsJinferringJcausalJgeneJregulatoryJnetworksJfromJsingleJcellJexpressionJzeasurementsXJ 13

234 uighJthroughputJdropletJsingleWcellJtenotypingJofJTranscriptomesJRtoTSJrevealsJtheJcellJidentityJ
dependencyJofJtheJimpactJofJsomaticJmutationsXJ 4

233 teneJregulationJinferenceJfromJsingleWcellJ ‘nWseqJdataJwithJlinearJdifferentialJequationsJandJ
velocityJinferenceXJ 5

Citation Report

32



232  vSpgJrobustJintegrationJofJsingleWcellJ ‘nWseqJdatasetsJwithJdifferentJextentsJofJcellJclusterJ
overlapXJ 1

231 vmputationJofJsingleWcellJgeneJexpressionJwithJanJautoencoderJneuralJnetworkXJ 2

230 –robabilisticJuarmonizationJandJnnnotationJofJSingleWcellJTranscriptomicsJqataJwithJqeepJ
tenerativeJzodelsXJ 14

229 TrajectoryWbasedJdifferentialJexpressionJanalysisJforJsingleWcellJsequencingJdataXJ 9

228 nJuumanJyiverJpellJntlasgJ evealingJpellJTypeJueterogeneityJandJndultJyiverJ–rogenitorsJbyJ
SingleWpellJ ‘nWsequencingXJ 1

227 sateJmappingJviaJzsaa_JexpressionJhistoryJtracesJmonocyteWderivedJcellsXJ 3

226 pombinatorialJpredictionJofJmarkerJpanelsJfromJsingleWcellJtranscriptomicJdataXJ 1

225 nJmechanisticJmodelJforJtheJnegativeJbinomialJdistributionJofJsingleWcellJm ‘nJcountsXJ 11

224 Sz‘‘gJoatchJrffectJporrectionJforJSingleWcellJ ‘nWseqJdataJviaJSupervisedJzutualJ‘earestJ
‘eighborJqetectionXJ 2

223 vdentificationJofJdrugsJforJleukaemiaJdifferentiationJtherapyJbyJnetworkJpharmacologyXJ 3

222 pombinedJsingleWcellJandJspatialJtranscriptomicsJrevealsJtheJmolecularVJcellularJandJspatialJboneJ
marrowJnicheJorganizationXJ 3

221 yungVJspleenJandJoesophagusJtissueJremainsJstableJforJsc ‘nseqJinJcoldJpreservationXJ 6

220 —uantitativeJSingleWpellJ–roteomicsJasJaJToolJtoJpharacterizeJpellularJuierarchiesXJ 12

219 zolecularJprossWïalidationJforJSingleWpellJ ‘nWseqXJ 9

218 SingleWcellJtranscriptomeJprofilingJrevealsJneutrophilJheterogeneityJandJorchestratedJmaturationJ
duringJhomeostasisJandJbacterialJinfectionXJ 8

217 sob–WseqgJsnpSWbasedJbWprimeJendJsingleWcellJ ‘nseqJforJintegrativeJanalysisJofJtranscriptomeJandJ
antigenJreceptorJrepertoireJinJoJandJTJcellsXJ 4

216 TheJhematopoieticJlandscapeJatJsingleWcellJresolutionJrevealsJunexpectedJstemJcellJfeaturesJinJ
nakedJmoleWratsXJ 2

215 vntegratedJtimeWlapseJandJsingleWcellJtranscriptionJstudiesJhighlightJtheJvariableJandJdynamicJ
natureJofJhumanJhematopoieticJcellJfateJcommitmentXJ2017VJ[bVJe]ZZ[ecd 26
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214 plonalJdominanceJandJtransplantationJdynamicsJinJhematopoieticJstemJcellJcompartmentsXJ2017VJ
[_VJe[ZZbeZ_ 14

213 vnJïivoJqeletionJofJtheJpebpaJU_dJkbJrnhancerJzarkedlyJ educesJpebpaJm ‘nJinJzyeloidJ
–rogenitorsJbutJ‘otJinJ‘onWuematopoieticJTissuesJtoJvmpairJtranulopoiesisXJ2016VJ[[VJeZ[bZeZf 17

212 qecipheringJtheJregulatoryJlandscapeJofJfetalJandJadultJ˛‡˛·JTWcellJdevelopmentJatJsingleWcellJ
resolutionXJEMBOsJournalVJ2020VJ_fVJe[Za[bf 13 12

211 StatbJdeficiencyJdecreasesJtranscriptionalJheterogeneityJandJsupportsJemergenceJofJ
hematopoieticJsubWpopulationsXJ2017VJeVJ]]addW]]ae] 2

210 ïisualizingJStructureJandJTransitionsJforJoiologicalJqataJrxplorationXJ 7

209 TheJbeneficialJeffectsJofJvaricellaJzosterJvirusXJ2019VJ_VJZ[cWZaf 4

208 plonalJtrackingJofJerythropoiesisJinJrhesusJmacaquesXJ2020VJ[ZbVJ[e[_W[e]a 1

207 TheJepigeneticJlandscapeJofJinnateJimmunityXJ2017VJaVJ[[ZW[_f 2

206 tenomeWWideJTranscriptionalJnnalysisJ evealsJ‘ovelJnh JTargetsJThatJ egulateJqendriticJpellJ
sunctionJduringJvnfluenzaJnJïirusJvnfectionXJ2019VJ_VJ][fW]_b 5

205 TheJndaptabilityJofJSomaticJStemJpellsgJnJ eviewXJ2017VJ[_VJ_W[_ 14

204 qiscoveringJsparseJtranscriptionJfactorJcodesJforJcellJstatesJandJstateJtransitionsJduringJ
developmentXJ2017VJcVJ 20

203 zurineJuSpsJcontributeJactivelyJtoJnativeJhematopoiesisJbutJwithJreducedJdifferentiationJcapacityJ
uponJagingXJ2018VJdVJ 34

202 SingleJcellJanalysisJrevealsJhumanJcytomegalovirusJdrivesJlatentlyJinfectedJcellsJtowardsJanJ
anergicWlikeJmonocyteJstateXJ2020VJfVJ 23

201 vntegrationJofJsingleJcellJdataJbyJdisentangledJrepresentationJlearningXJNucleicsAcidssResearchVJ2021
VJ 20.1 0

200  egulatoryJassociationJofJlongJnoncodingJ ‘nsJandJchromatinJaccessibilityJfacilitatesJerythroidJ
differentiationXJ2021VJbVJb_fcWbaZf 1

199 SingleWcellJprofilingJofJproteinsJandJchromatinJaccessibilityJusingJ–untrWnTnpXJ2021VJ 6

198 vnferenceJofJcellJstateJtransitionsJandJcellJfateJplasticityJfromJsingleWcellJwithJzn tn rTXJ 0

197  obustnessJofJïisualizationJzethodsJinJ–reservingJtheJpontinuousJandJqiscreteJyatentJStructuresJ
ofJuighWqimensionalJSingleWpellJqataXJ2021VJ 0
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196 SingleJpellJTranscriptomeJponservationJinJpryopreservedJpellsJandJTissuesXJ

195 pomprehensiveJpopulationWbasedJgenomeJsequencingJprovidesJinsightJintoJhematopoieticJ
regulatoryJmechanismsXJ

194 –robabilisticJinferenceJofJbifurcationsJinJsingleWcellJdataJusingJaJhierarchicalJmixtureJofJfactorJ
analysersXJ

193 SingleJpellJ–henotypingJ evealsJueterogeneityJamongJuaematopoieticJStemJpellsJsollowingJ
vnfectionXJ

192 zodelWbasedJbranchingJpointJdetectionJinJsingleWcellJdataJbyJxWoranchesJclusteringXJ

191 pompositeJmeasurementsJandJmolecularJcompressedJsensingJforJhighlyJefficientJtranscriptomicsXJ 3

190 SingleWcellJ ‘nWSequencingJuncoversJtranscriptionalJstatesJandJfateJdecisionsJinJhaematopoiesisXJ

189 phallengesJandJemergingJdirectionsJinJsingleWcellJanalysisXJ 1

188 s’ xSgJsindingJ’rderingsJ obustlyJusingJkWmeansJandJSteinerJtreesXJ 1

187 rxistingJandJrmergingJzolecularJTechnologiesJinJzyeloidJ‘eoplasmsXJ2018VJ_cfWa[]

186 TreeWensembleJanalysisJtestsJforJpresenceJofJmultifurcationsJinJsingleJcellJdataXJ

185 qefiningJtheJTranscriptionalJyandscapeJduringJpytomegalovirusJyatencyJwithJSingleWpellJ ‘nJ
SequencingXJ

184  obustJexpressionJvariabilityJtestingJrevealsJheterogeneousJTJcellJresponsesXJ 1

183 uematopoieticJstemJcellsJdifferentiateJintoJrestrictedJmyeloidJprogenitorsJbeforeJcellJdivisionXJ

182  ecoveringJteneJvnteractionsJfromJSingleWpellJqataJésingJqataJqiffusionXJ 7

181 rmergenceJofJtheJerythroidJlineageJfromJmultipotentJhematopoiesisXJ 1

180 yongitudinalJsingleJcellJfateJofJhematopoiesisJinJvivoJusingJcellularJbarcodingJandJqiS‘rJmovieJ
visualizationXJ

179 ïisualizingJandJinterpretingJsingleWcellJgeneJexpressionJdatasetsJwithJSimilarityJWeightedJ
‘onnegativeJrmbeddingXJ 1
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178 pombinedJquantificationJofJintracellularJRphosphoWSproteinsJandJtranscriptomicsJfromJfixedJsingleJ
cellsXJ 1

177 SingleWcellJTranscriptomicJyandscapeJofJ‘ucleatedJpellsJinJémbilicalJpordJoloodXJ 0

176 uSpsJpontributeJnctivelyJtoJ‘ativeJzultilineageJuematopoiesisJbutJWithJ educedJqifferentiationJ
papacityJéponJngingXJ

175 vdentificationJofJleukemicJandJpreWleukemicJstemJcellsJbyJclonalJtrackingJfromJsingleWcellJ
transcriptomicsXJ

174 pellJtypeJpurificationJbyJsingleWcellJtranscriptomeWtrainedJsortingXJ

173 SingleWcellJanalysisJofJprohnâ��sJdiseaseJlesionsJidentifiesJaJpathogenicJcellularJmoduleJassociatedJ
withJresistanceJtoJantiWT‘sJtherapyXJ 0

172 slexibleJrxperimentalJqesignsJforJïalidJSingleWcellJ ‘nWsequencingJrxperimentsJnllowingJoatchJ
rffectsJporrectionXJ 0

171 pombinationJvmageJslowJpytometryJ evealsJ‘ovelJzethodsJforJvsolatingJzegakaryocyteJ
–rogenitorJpellsXJ

170 uighWthroughputJenrichmentJandJisolationJofJmegakaryocyteJprogenitorJcellsJfromJtheJmouseJboneJ
marrowXJ

169 SingleJcellJtranscriptomeJanalysisJrevealsJmarkersJofJnaˆflveJandJlineageWprimedJhematopoieticJ
progenitorsJderivedJfromJhumanJpluripotentJstemJcellsXJ 0

168 vnformationJTheoreticJseatureJSelectionJzethodsJforJSingleJpellJ ‘nWSequencingXJ 1

167 ‘etworksJofJenhancersJandJmicro ‘nsJdriveJvariationJinJcellJstatesXJ

166 pomparisonJofJmarkerJselectionJmethodsJforJhighJthroughputJsc ‘nWseqJdataXJ 0

165 tnTn]JrxpressionJbyJvntimaWvnfiltratingJzacrophagesJqrivesJrarlyJntheromaJsormationXJ

164 zathematicalJmodelingJwithJsingleWcellJsequencingJdataXJ 2

163 –oincarˆ'JzapsJforJnnalyzingJpomplexJuierarchiesJinJSingleWpellJqataXJ 1

162 SingleWcellJmolecularJprofilingJprovidesJaJhighWresolutionJmapJofJbasophilJandJmastJcellJ
differentiationXJ

161 –rokaryoticJSingleWpellJ ‘nJSequencingJbyJvnJSituJpombinatorialJvndexingXJ 3
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160 vntegratedJdecodingJhematopoiesisJandJleukemogenesisJatJsingleWcellJresolutionJandJitsJclinicalJ
implicationXJ 0

159 ‘estedJStochasticJolockJzodelsJnppliedJtoJtheJnnalysisJofJSingleJpellJqataXJ 1

158 singlecellï gJvnteractiveJïisualizationJofJSingleWpellJqataJinJïirtualJ ealityXJ2021VJ[]VJdca[dZ 1

157 nnJanalyticalJframeworkJforJinterpretableJandJgeneralizableJsingleWcellJdataJanalysisXJ2021VJ[eVJ[_[dW[_][ 1

156 uighWresolutionJpellJntlasJofJqomesticJ–igJyungJandJ’nlineJ–latformJrxploringJforJyungJSingleJpellXJ 0

155 ’verlappingJqefinitiveJ–rogenitorJWavesJqivideJandJponquerJtoJouildJaJyayeredJuematopoieticJ
SystemXJ 2

154 vnJSilicoJzodelingJofJzetabolicJStateJinJSingleJTh[dJpellsJ evealsJ‘ovelJ egulatorsJofJvnflammationJ
andJnutoimmunityXJ 6

153 qendriticJpellW egulatedJTJpellJvmmunityJandJToleranceJagainstJncuteJzyeloidJyeukemiaXJ2020VJ]dfW]fc

152  egulatoryJmechanismJofJmegakaryocyteWlineageJdifferentiationJinJhematopoieticJstemJcellsXJ2020VJ
_[VJadfWaea

151 SingleJcellJtranscriptionalJcharacterizationJofJhumanJmegakaryocyteJlineageJcommitmentJandJ
maturationXJ 0

150 zultistageJhematopoieticJstemJcellJregulationJinJtheJmousegJnJcombinedJbiologicalJandJ
mathematicalJapproachXJ2021VJ]aVJ[Z__ff 0

149 rpigeneticJplasticityJofJerythroidJprogenitorsXJ2021VJ[_eVJ[cacW[cae

148 qecipheringJtheJroleJofJWntJsignalingJinJacuteJmyeloidJleukemiaJprognosisgJhowJalterationsJinJq‘nJ
methylationJcomeJintoJplayJinJpatientsQJprognosisXJ2020VJ[acVJ_ZfdW_[Zf 0

147 qTsy’WgJvnferenceJandJïisualizationJofJSingleWcellJ–seudoWtemporalJTrajectoriesJésingJqiffusionJ
–ropagationXJ

146 TrueJtimeJseriesJofJgeneJexpressionJfromJmultinucleateJsingleJcellsJrevealJessentialJinformationJonJ
theJregulatoryJdynamicsJofJcellJdifferentiationXJ

145 iSz‘‘gJoatchJrffectJporrectionJforJSingleWcellJ ‘nWseqJdataJviaJvterativeJSupervisedJzutualJ
‘earestJ‘eighborJ efinementXJ 1

144 SingleWpellJTranscriptomicJnnalysisJofJuematopoieticJpellsXJ2021VJ][ebVJ[_bW[be 0

143 SingleJcellJsequencingJrevealsJcellJpopulationsJthatJpredictJprimaryJresistanceJtoJimatinibJinJchronicJ
myeloidJleukemiaXJ2020VJ[]VJ]b__dW]b_bb 1
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142 qirichletJ–rocessJzixtureJzodelJforJporrectingJTechnicalJïariationJinJSingleWpellJteneJrxpressionJ
qataXJ2016VJaeVJ[ZdZW[Zdf 38

141 qiversityJofJhumanJ‘xJcellJdevelopmentalJpathwaysJdefinedJbyJsingleWcellJanalysesXJ2021VJdaVJ[ZcW[[[ 0

140 zacrophagesJinJzicrobialJ–athogenesisgJpommonalitiesJofJqefenseJrvasionJzechanismsXJ2021VJvnvZZ]f[][

139 SingleWpellJtenomicsgJrnablingJtheJsunctionalJrlucidationJofJvnfectiousJqiseasesJinJzultiWpellJ
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