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518 VJandJsormJanJL’perationalJtroupJLJwithinJtheJüpeciesJpomplexXJ2017VJeVJ]] 186

517 vdentificationJbyJtenomeJziningJofJaJΨypeJvJ–olyketideJteneJplusterJfromJvnvolvedJinJtheJ
oiosynthesisJofJ–yridineJandJ–iperidineJnlkaloidsJnrgimycinsJ–XJ2017VJeVJ[fa 22

516 tenomeWWideJnnalysisJofJüecondaryJzetaboliteJteneJplustersJinJ’JandJRevealsJaJsujikurinWyikeJ
teneJplusterJwithJaJ–utativeJRoleJinJvnfectionXJ2017VJeVJ[Zc_ 15

515 vdentificationJofJüecondaryJzetaboliteJteneJplustersJinJtheJtenusJRevealsJrncouragingJ
oiosyntheticJ–otentialJtowardJtheJ–roductionJofJ‘ovelJoioactiveJpompoundsXJ2017VJeVJ[afa 32

514 qiverseJponeWünailJüpeciesJuarborJploselyJRelatedJüpeciesJwithJponservedJphemicalJandJteneticJ
–rofilesVJvncludingJ–olycyclicJΨetramicJncidJzacrolactamsXJ2017VJeVJ]_Zb 8
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2017VJ 4
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512 nJstrategyJforJtheJidentificationJofJpatternsJinJtheJbiosynthesisJofJnonribosomalJpeptidesJbyJ
oetaproteobacteriaJspeciesXJ2017VJdVJ[ZaZZ

511 vnterpretingJzicrobialJoiosynthesisJinJtheJtenomicJngegJoiologicalJandJ–racticalJponsiderationsXJ
2017VJ[bVJ 21

510 ‘–nüügJnaturalJproductJactivityJandJspeciesJsourceJdatabaseJforJnaturalJproductJresearchVJ
discoveryJandJtoolJdevelopmentXJ2018VJacVJq[][dWq[]]] 96

509 nJ–ressureJΨestJtoJzakeJ[ZJzoleculesJinJfZJqaysgJrxternalJrvaluationJofJzethodsJtoJrngineerJ
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508 pharacterizationJofJtheJnctinoninJoiosyntheticJteneJplusterXJ2018VJ[fVJ[[ef 7

507 vdentificationJofJtheJsirstJqiketomorpholineJoiosyntheticJ–athwayJβsingJsnpWzüJΨechnologyXJ2018VJ
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506 urxgJnJheterologousJexpressionJplatformJforJtheJdiscoveryJofJfungalJnaturalJproductsXJ2018VJaVJeaarbabf 106

505 rxplorationJandJexploitationJofJtheJenvironmentJforJnovelJspecializedJmetabolitesXJ2018VJbZVJ]ZcW][_ 24

504 vdentificationJofJaJbiosyntheticJgeneJclusterJforJtheJpolyeneJmacrolactamJsceliphrolactamJinJaJ
ütreptomycesJstrainJisolatedJfromJmangroveJsedimentXJ2018VJeVJ[bfa 33

503 sromJgenomicsJtoJmetabolomicsVJmovingJtowardJanJintegratedJstrategyJforJtheJdiscoveryJofJfungalJ
secondaryJmetabolitesXJ2018VJ_bVJ[adW[d_ 73

502 –anningJforJgoldJinJmouldgJcanJweJincreaseJtheJoddsJforJfungalJgenomeJmininglXJ2018VJ[cVJ[c]ZW[c]c 16

501 vncreasedJdiversityJofJpeptidicJnaturalJproductsJrevealedJbyJmodificationWtolerantJdatabaseJsearchJ
ofJmassJspectraXJ2018VJ_VJ_[fW_]d 49

500 yinkingJsecondaryJmetabolitesJtoJgeneJclustersJthroughJgenomeJsequencingJofJsixJdiverseJspeciesXJ
2018VJ[[bVJrdb_Wrdc[ 78

499 üecondaryJzetabolitesgJzoreJthanJwustJnflatoxinsXJ2018VJcVJdW_] 19

498 RegulationJofJantibioticJproductionJinJnctinobacteriagJnewJperspectivesJfromJtheJpostWgenomicJeraXJ
2018VJ_bVJbdbWcZa 115

497 ziningJforJzicrobialJtemsgJvntegratingJ–roteomicsJinJtheJ–ostgenomicJ‘aturalJ–roductJqiscoveryJ
–ipelineXJ2018VJ[eVJe[dZZ__] 24

496 nnalysisJofJtheJ–seudouridimycinJoiosyntheticJ–athwayJ–rovidesJvnsightsJintoJtheJsormationJofJ
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2018VJecVJccaWcdb 29

493 nntibioticJresistanceJgenesJshowJenhancedJmobilizationJthroughJsuspendedJgrowthJandJ
biofilmWbasedJwastewaterJtreatmentJprocessesXJ2018VJfaVJ 17

492 pomputationalJtenomicsJofJüpecializedJzetabolismgJfromJ‘aturalJ–roductJqiscoveryJtoJ
zicrobiomeJrcologyXJ2018VJ_VJ 17

491 βpstreamJbiomanufacturingJofJpharmaceuticalJcolchicineXJ2018VJ_eVJe_Wf] 8

490 βncoveringJtheJrepertoireJofJfungalJsecondaryJmetabolitesgJsromJslemingQsJlaboratoryJtoJtheJ
vnternationalJüpaceJütationXJ2018VJfVJ[]W[c 27

489 pollaboratingJwithJβndergraduatesJΨoJpontributeJtoJoiochemistryJpommunityJResourcesXJ2018VJbdVJ_e_W_ef 8

488 plusterpnqgJaJcomputationalJplatformJforJtypeJvJmodularJpolyketideJsynthaseJdesignXJ2018VJacVJqbZfWqb[b 45

487 sromJnxenicJtoJzixedJpulturesgJΨechnologicalJndvancesJncceleratingJaJ–aradigmJühiftJinJ
zicrobiologyXJ2018VJ]cVJb_eWbba 60

486 qeJnovoJdesignJandJengineeringJofJnonWribosomalJpeptideJsynthetasesXJ2018VJ[ZVJ]dbW]e[ 106

485 vnnovationsJinJβndergraduateJphemicalJoiologyJrducationXJ2018VJ[_VJ]cW_b 10

484 rndophyticJfungusJproducesJcyclopeptidesJandJplantWrelatedJbioactiveJrotenoidsXXJ2018VJeVJ_bbdbW_bbec 6

483 nnalysisJofJtheJtenomeJandJzetabolomeJofJzarineJzyxobacteriaJRevealsJuighJ–otentialJforJ
oiosynthesisJofJ‘ovelJüpecializedJzetabolitesXJ2018VJeVJ[ccZZ 22

482 phartingJanJβnexploredJütreptococcalJoiosyntheticJyandscapeJRevealsJaJβniqueJ–eptideJ
pyclizationJzotifXJ2018VJ[aZVJ[dcdaW[dcea 42

481 βncoveringJsecondaryJmetaboliteJevolutionJandJbiosynthesisJusingJgeneJclusterJnetworksJandJ
geneticJdereplicationXJ2018VJeVJ[dfbd 22

480 sZoa]JinJ]Z[egJΨheJtramW–ositiveJzodelJütrainJforJ–lantJtrowthJ–romotionJandJoiocontrolXJ2018VJ
fVJ]af[ 106

479 rxplorationJofJtheJoiosyntheticJ–otentialJofJtheJzicrobiomeXJ2018VJ_VJ 21

478 oiosynthesisJofJtheJneurotoxinJdomoicJacidJinJaJbloomWformingJdiatomXJ2018VJ_c[VJ[_bcW[_be 75

477 ponditionalJgenerativeJadversarialJnetworkJforJgeneJexpressionJinferenceXJ2018VJ_aVJicZ_Wic[[ 32
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476 uiddenJantibioticsgJWhereJtoJuncoverlXJ2018VJ_cVJ]]Z[W]][e 9

475 ühortWchainJketoneJproductionJbyJengineeredJpolyketideJsynthasesJinJütreptomycesJalbusXJ2018VJfVJabcf 29

474 zetabolicJteneJplustersJinJrukaryotesXJ2018VJb]VJ[bfW[e_ 81

473 nctivationJofJmicrobialJsecondaryJmetabolicJpathwaysgJnvenuesJandJchallengesXJ2018VJ_VJ[c_W[de 78

472 nJstandardizedJworkflowJforJsubmittingJdataJtoJtheJzinimumJvnformationJaboutJaJoiosyntheticJ
teneJclusterJRzvoitSJrepositorygJprospectsJforJresearchWbasedJeducationalJexperiencesXJ2018VJ[_VJ[c 20

471 ontryagJaJuserWfriendlyJwebJserverJtoJthoroughlyJmineJRi––sJandJbacteriocinsXJ2018VJacVJW]deWW]e[ 250

470 nnJorthogonalJsystemJforJheterologousJexpressionJofJactinobacterialJlassoJpeptidesJinJ
ütreptomycesJhostsXJ2018VJeVJe]_] 20

469 βncoveringJproductionJofJspecializedJmetabolitesJbyJütreptomycesJargillaceusgJnctivationJofJ
crypticJbiosynthesisJgeneJclustersJusingJnutritionalJandJgeneticJapproachesXJ2018VJ[_VJeZ[fe[ab 28

468 WholeJgenomeJcomparisonJofJnspergillusJflavusJyWmorphotypeJstrainJ‘RRyJ__bdJRtypeSJandJ
üWmorphotypeJstrainJnsdZXJ2018VJ[_VJeZ[ff[cf 16

467 phemoenzymaticJqissectionJofJ–olyketideJ˛†WoranchingJinJtheJoryostatinJ–athwayXJ2018VJcZaVJ]ZdW]_c 5

466 nssessingJtheJrfficiencyJofJpultivationJΨechniquesJΨoJRecoverJ‘aturalJ–roductJoiosyntheticJteneJ
–opulationsJfromJüedimentXJ2018VJ[_VJ]ZdaW]Ze[ 9

465 ooostingJüecondaryJzetaboliteJ–roductionJandJqiscoveryJthroughJtheJrngineeringJofJ‘ovelJ
zicrobialJoiosensorsXJ2018VJ]Z[eVJdZ][e]c 9

464 oipartiteJinteractionsVJantibioticJproductionJandJbiosyntheticJpotentialJofJtheJnrabidopsisJleafJ
microbiomeXJ2018VJ_VJfZfWf[f 79

463 tenesJtoJzetabolitesJandJzetabolitesJtoJtenesJnpproachesJtoJ–redictJoiosyntheticJ–athwaysJinJ
zicrobesJforJ‘aturalJ–roductJqiscoveryXJ2018VJ[W[c

462 üearchingJforJtlycosylatedJ‘aturalJ–roductsJinJnctinomycetesJandJvdentificationJofJ‘ovelJ
zacrolactamsJandJnngucyclinesXJ2018VJfVJ_f 15

461 pomparativeJtenomicsJandJoiosyntheticJ–otentialJnnalysisJofJΨwoJyichenWvsolatedJütrainsXJ2018VJfVJ_cf 8

460 rvolutionJandJqiversityJofJoiosyntheticJteneJplustersJinXJ2018VJfVJ[[be 22

459 tenomeJüequencingJandJanalysesJofJΨwoJzarineJsungiJfromJtheJ‘orthJüeaJβnraveledJaJ–lethoraJofJ
‘ovelJoiosyntheticJteneJplustersXJ2018VJeVJ[Z[ed 14

(2018-2018)
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458 qiverseJandJnbundantJüecondaryJzetabolismJoiosyntheticJteneJplustersJinJtheJtenomesJofJzarineJ
üpongeJqerivedJütreptomycesJsppXJvsolatesXJ2018VJ[cVJ 39

457 pooperativeJvnvolvementJofJtlycosyltransferasesJinJtheJΨransferJofJnminoJüugarsJduringJtheJ
oiosynthesisJofJtheJzacrolactamJüipanmycinJbyJütreptomycesJspXJütrainJpü[afXJ2018VJeaVJ 9

456 ΨheJevolutionJofJthreeJsiderophoreJbiosyntheticJclustersJinJenvironmentalJandJhostWassociatingJ
strainsJofJ–antoeaXJ2018VJ]f_VJ[ab_W[acd 8

455 zicrobialJsmallJmoleculesJWJweaponsJofJplantJsubversionXJ2018VJ_bVJa[ZWa__ 71

454 pharacterizationJofJtheJwomthonicJncidsJoiosynthesisJ–athwayJandJvsolationJofJ‘ovelJnnaloguesJinJ
tβnWZcWZbWZZcnXJ2018VJ[cVJ 7

453 rvolutionaryJfreedomJinJtheJregulationJofJtheJconservedJitaconateJclusterJbyJRia[JinJrelatedJ
βstilaginaceaeXJ2018VJbVJ[a 12

452 vdentificationJofJ‘aturalJ–roductJoiosyntheticJteneJplustersJfromJoacterialJtenomicJqataXJ2018VJ[ 0

451 purrentJstrategiesJtoJinduceJsecondaryJmetabolitesJfromJmicrobialJbiosyntheticJcrypticJgeneJ
clustersXJ2018VJceVJa[fWa_] 9

450 npplicationJofJpomputationJinJtheJoiosynthesisJofJ–hytochemicalsXJ2018VJ]bbW]dc

449 ‘ovelJsoilJbacteriaJpossessJdiverseJgenesJforJsecondaryJmetaboliteJbiosynthesisXJ2018VJbbeVJaaZWaaa 165

448 qetectionJandJrxpressionJofJoiosyntheticJteneJplustersJinJnctinobacteriaXJ2018VJ]abW]bb

447 pollectionVJpulturingVJandJtenomeJnnalysesJofJΨropicalJzarineJsilamentousJoenthicJpyanobacteriaXJ
2018VJcZaVJ_Wa_ 6

446 vnterWxingdomJbeachJwarfaregJzicrobialJchemicalJcommunicationJactivatesJnaturalJchemicalJ
defencesXJ2019VJ[_VJ[adW[be 20

445 ΨheJvalueJofJuniversallyJavailableJrawJ‘zRJdataJforJtransparencyVJreproducibilityVJandJintegrityJinJ
naturalJproductJresearchXJ2019VJ_cVJ_bW[Zd 63

444 nJdeepJlearningJgenomeWminingJstrategyJforJbiosyntheticJgeneJclusterJpredictionXJ2019VJadVJe[[Z 57

443 nJüingleJoiosyntheticJteneJplusterJvsJResponsibleJforJtheJ–roductionJofJoagremycinJnntibioticsJandJ
serroverdinJvronJphelatorsXJ2019VJ[ZVJ 21

442 rngineeringJactinomycetesJforJbiosynthesisJofJmacrolactoneJpolyketidesXJ2019VJ[eVJ[_d 15

441
pomparativeJgenomicsJrevealsJcomplexJnaturalJproductJbiosynthesisJcapacitiesJandJcarbonJ
metabolismJacrossJhostWassociatedJandJfreeWlivingJnquimarinaJRoacteroidetesVJslavobacteriaceaeSJ
speciesXJ2019VJ][VJaZZ]WaZ[f

10
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440 nssemblingJaJplugWandWplayJproductionJlineJforJcombinatorialJbiosynthesisJofJaromaticJpolyketidesJ
inJrscherichiaJcoliXJ2019VJ[dVJe_ZZZ_ad 25

439 ‘–ügJscoringJandJevaluatingJtheJstatisticalJsignificanceJofJpeptidicJnaturalJproductWspectrumJ
matchesXJ2019VJ_bVJi_[bWi_]_ 4

438 zicroücopeWanJintegratedJresourceJforJcommunityJexpertiseJofJgeneJfunctionsJandJcomparativeJ
analysisJofJmicrobialJgenomicJandJmetabolicJdataXJ2019VJ]ZVJ[Zd[W[Zea 35

437
pomparativeJtenomicsJofJzarineJüpongeWqerivedJsppXJvsolatesJüz[dJandJüz[eJWithJΨheirJplosestJ
ΨerrestrialJRelativesJ–rovidesJ‘ovelJvnsightsJvntoJrnvironmentalJ‘icheJndaptationsJandJüecondaryJ
zetaboliteJoiosynthesisJ–otentialXJ2019VJ[ZVJ[d[_

12

436 nJpolyketideJsynthaseJgeneJclusterJassociatedJwithJtheJsexualJreproductiveJcycleJofJtheJbananaJ
pathogenVJ–seudocercosporaJfijiensisXJ2019VJ[aVJeZ]]Z_[f 4

435 yinkingJbiosyntheticJandJchemicalJspaceJtoJaccelerateJmicrobialJsecondaryJmetaboliteJdiscoveryXJ
2019VJ_ccVJ 21

434 zultiWlevelJregulationJofJcoelimycinJsynthesisJinJütreptomycesJcoelicolorJn_R]SXJ2019VJ[Z_VJca]_Wca_a 18

433 pomputerWaidedJreWengineeringJofJnonribosomalJpeptideJandJpolyketideJbiosyntheticJassemblyJ
linesXJ2019VJ_cVJ[]afW[]c[ 28

432 zvoitJ]XZgJaJrepositoryJforJbiosyntheticJgeneJclustersJofJknownJfunctionXJ2020VJaeVJqabaWqabe 180

431 zetazinergJnJücalableJ–eptidogenomicsJnpproachJforJqiscoveryJofJRibosomalJ–eptideJ‘aturalJ
–roductsJwithJolindJzodificationsJfromJzicrobialJpommunitiesXJ2019VJfVJcZZWcZeXea 26

430 pomparativeJgenomeJanalysisJrevealsJmetabolicJtraitsJassociatedJwithJprobioticsJpropertiesJinJ
yactobacillusJreuteriJxβoWnpbXJ2019VJ[dVJ[ZZb_c 4

429 –athogenWinducedJactivationJofJdiseaseWsuppressiveJfunctionsJinJtheJendophyticJrootJmicrobiomeXJ
2019VJ_ccVJcZcWc[] 263

428 ΨheJ‘aturalJ–roductsJntlasgJnnJ’penJnccessJxnowledgeJoaseJforJzicrobialJ‘aturalJ–roductsJ
qiscoveryXJ2019VJbVJ[e]aW[e__ 137

427 vztWnopJvXbXZgJanJupdateJtoJtheJvztYntlasJofJoiosyntheticJteneJplustersJxnowledgebaseXJ2020VJaeVJqa]]Wqa_Z33

426 nJcaseJofJspontaneousJhepaticJhemangiomaJrupturegJüuccessfulJmanagementJwithJtransarterialJ
chemoembolizationJaloneXJ2019VJ]VJ[_[W[__ 0

425 qiversityVJrcologyVJandJ–revalenceJofJnntimicrobialsJinJ‘atureXJ2019VJ[ZVJ]b[e 21

424 pultureWqependentJoioprospectingJofJoacterialJvsolatesJsromJtheJpanadianJuighJnrcticJqisplayingJ
nntibacterialJnctivityXJ2019VJ[ZVJ[e_c 14

423 nppliedJevolutiongJphylogenyWbasedJapproachesJinJnaturalJproductsJresearchXJ2019VJ_cVJ[]fbW[_[] 21

(2019-2019)
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422 zetagenomeJqrivenJqiscoveryJofJ‘onribosomalJ–eptidesXJ2019VJ[aVJ][[bW][]c 5

421
tenomeJziningJpoupledJwithJ’üznpWoasedJpultivationJRevealJqifferentialJ–roductionJofJ
üurugamideJnJbyJtheJzarineJüpongeJvsolateJspXJüz[dJWhenJpomparedJtoJvtsJΨerrestrialJRelativeJ
w[ZdaXJ2019VJdVJ

8

420 ütructuralJbasisJforJchainJreleaseJfromJtheJenacyloxinJpolyketideJsynthaseXJ2019VJ[[VJf[_Wf]_ 29

419 yociJrncodingJpompoundsJ–otentiallyJnctiveJagainstJqrugWResistantJ–athogensJamidstJaJ
qecreasingJ–oolJofJ‘ovelJnntibioticsXJ2019VJebVJ 3

418 ΨaxonomicJandJzetabolicJvncongruenceJinJtheJnncientJtenusXJ2019VJ[ZVJ][dZ 23

417 nJselectiveJgenomeWguidedJmethodJforJenvironmentalJourkholderiaJisolationXJ2019VJacVJ_abW_c] 6

416 ΨargetedJRediscoveryJandJoiosynthesisJofJtheJsarnesylWΨransferaseJvnhibitorJ–epticinnaminJrXJ2019VJ
]ZVJ[_edW[_f_ 11

415 zarineJbiofilmsJconstituteJaJbankJofJhiddenJmicrobialJdiversityJandJfunctionalJpotentialXJ2019VJ[ZVJb[d 47

414 qiscoveryJofJtheJpyclicJyipopeptideJtacamideJnJbyJtenomeJziningJandJRepairJofJtheJqefectiveJ
tacnJRegulatorJinJ–seudomonasJfluorescensJ–fZW[XJ2019VJe]VJ_Z[W_Ze 21

413 ΨheJantimicrobialJpotentialJofJütreptomycesJfromJinsectJmicrobiomesXJ2019VJ[ZVJb[c 110

412 ’micsJΨechnologiesJtoJβnderstandJnctivationJofJaJoiosyntheticJteneJplusterJinJzicromonosporaJ
spXJWzzo]_bgJqecipheringJxeyicinJoiosynthesisXJ2019VJ[aVJ[]cZW[]dZ 7

411 zicrobialJcommunityJdriversJofJ–xY‘R–JgeneJdiversityJinJselectedJglobalJsoilsXJ2019VJdVJde 15

410 qiversificationJofJpolyketideJstructuresJsynthaseJengineeringXJ2019VJ[ZVJ[]bcW[]d] 10

409 poldWadaptedJoacilliJisolatedJfromJtheJ—inghaiWΨibetanJ–lateauJareJableJtoJpromoteJplantJgrowthJinJ
extremeJenvironmentsXJ2019VJ][VJ_bZb 17

408 üurveyJofJoiosyntheticJteneJplustersJfromJüequencedJzyxobacteriaJRevealsJβnexploredJ
oiosyntheticJ–otentialXJ2019VJdVJ 14

407 ‘extWtenerationJqrugJqiscoveryJtoJpombatJnntimicrobialJResistanceXJ2019VJaaVJfc[Wfd] 32

406 oiochemicalJpharacteristicsJofJzicrobialJrnzymesJandJΨheirJüignificanceJfromJvndustrialJ
–erspectivesXJ2019VJc[VJbdfWcZ[ 35

405 ütrategiesJtoJestablishJtheJlinkJbetweenJbiosyntheticJgeneJclustersJandJsecondaryJmetabolitesXJ
2019VJ[_ZVJ[ZdW[][ 37
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404 WholeJtenomeJüequencingJandJzetabolomicJütudyJofJpaveJvsolatesJvpp[JandJvppaXJ2019VJ[ZVJ[Z]Z 21

403 –hylogenomicJanalysesJandJdistributionJofJterpeneJsynthasesJamongXJ2019VJ[bVJ[[e[W[[f_ 15

402 pytochromeJ–abZJzonooxygenaseJpY–[_fJsamilyJvnvolvedJinJtheJüynthesisJofJüecondaryJ
zetabolitesJinJe]aJzycobacterialJüpeciesXJ2019VJ]ZVJ 8

401 oiosyntheticü–ndesgJreconstructingJbiosyntheticJgeneJclustersJfromJassemblyJgraphsXJ2019VJ]fVJ[_b]W[_c] 26

400 ΨheJhiddenJenzymologyJofJbacterialJnaturalJproductJbiosynthesisXJ2019VJ_VJaZaWa]b 37

399 teneticJplatformsJforJheterologousJexpressionJofJmicrobialJnaturalJproductsXJ2019VJ_cVJ[_[_W[__] 60

398 ΨheJtroupgJüpeciesJwithJ–athogenicJ–otentialXJ2019VJdVJ 143

397 βnearthingJfungalJchemodiversityJandJprospectsJforJdrugJdiscoveryXJ2019VJb[VJ]]W]f 18

396 üyntheticJbiologyJstrategiesJforJmicrobialJbiosynthesisJofJplantJnaturalJproductsXJ2019VJ[ZVJ][a] 135

395 vdentificationJofJtheJoacterialJoiosyntheticJteneJplustersJofJtheJ’ralJzicrobiomeJvlluminatesJtheJ
βnexploredJüocialJyanguageJofJoacteriaJduringJuealthJandJqiseaseXJ2019VJ[ZVJ 42

394 RetrosyntheticJdesignJofJmetabolicJpathwaysJtoJchemicalsJnotJfoundJinJnatureXJ2019VJ[aVJe]W[Zd 50

393 antiüznüuJbXZgJupdatesJtoJtheJsecondaryJmetaboliteJgenomeJminingJpipelineXJ2019VJadVJWe[WWed 1429

392
üecondaryJzetabolitesJofJtheJ–lantJtrowthJ–romotingJzodelJRhizobacteriumJoacillusJvelezensisJ
sZoa]JnreJvnvolvedJinJqirectJüuppressionJofJ–lantJ–athogensJandJinJütimulationJofJ–lantWvnducedJ
üystemicJResistanceXJ2019VJ[adW[ce

6

391 üyntheticJoiologygJnJ‘ovelJnpproachJforJ–harmaceuticallyJvmportantJpompoundsXJ2019VJadbWaf[

390 qiazaquinomycinJoiosyntheticJteneJplustersJfromJzarineJandJsreshwaterJnctinomycetesXJ2019VJe]VJf_dWfac 11

389 nntibacterialJandJanticancerJactivitiesJofJorphanJbiosyntheticJgeneJclustersJfromJntlantisJvvJRedJüeaJ
brineJpoolXJ2019VJ[eVJbc 8

388 RefactoringJtheJprypticJütreptophenazineJoiosyntheticJteneJplusterJβnitesJ–henazineVJ–olyketideVJ
andJ‘onribosomalJ–eptideJoiochemistryXJ2019VJ]cVJd]aWd_cXed 28

387 pomputationalJidentificationJofJcoWevolvingJmultiWgeneJmodulesJinJmicrobialJbiosyntheticJgeneJ
clustersXJ2019VJ]VJe_ 14

(2019-2019)
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386 ‘ewJnpproachesJtoJqetectJoiosyntheticJteneJplustersJinJtheJrnvironmentXJ2019VJcVJ 18

385 yanvWzediatedJyantibioticJvmmunityJinJoacillusJsubtilisgJsunctionalJnnalysisXJ2019VJebVJ 8

384 ΨheJoverlappingJcontinuumJofJhostJrangeJamongJstrainsJinJtheJ–seudomonasJsyringaeJcomplexXJ
2019VJ[VJ 28

383 nJtransWnctingJpyclaseJ’ffloadingJütrategyJforJ‘onribosomalJ–eptideJüynthetasesXJ2019VJ[aVJeabWeaf 8

382 qirectJcloningJandJheterologousJexpressionJofJnaturalJproductJbiosyntheticJgeneJclustersJbyJ
transformationWassociatedJrecombinationXJ2019VJc][VJedW[[Z 23

381 phemicalJrcologyJofJzarineJüpongesgJ‘ewJ’pportunitiesJthroughJLW’micsLXJ2019VJbfVJdcbWddc 16

380 qetectionJofJ‘aturalJ–roductsJandJΨheirJ–roducersJinJ’ceanJüedimentsXJ2019VJebVJ 13

379 tenomeJminingJandJprospectsJforJantibioticJdiscoveryXJ2019VJb[VJ[We 22

378 oiosyntheticJteneJpontentJofJtheJQ–erfumeJyichensQJandXJ2019VJ]aVJ 21

377 vnterWzodularJyinkersJplayJaJcrucialJroleJinJgoverningJtheJbiosynthesisJofJnonWribosomalJpeptidesXJ
2019VJ_bVJ_beaW_bf[ 5

376 üupportingJsupervisedJlearningJinJfungalJoiosyntheticJteneJplusterJdiscoverygJnewJbenchmarkJ
datasetsXJ2019VJ 1

375 ΨheJoacillusJcereusJtroupgJoacillusJüpeciesJwithJ–athogenicJ–otentialXJ2019VJedbWfZ] 8

374 gJyinkingJzicrobiotaJsunctionsJwithJzedicineJΨherapeuticsXJ2019VJaVJ 0

373 rngineeringJenzymaticJassemblyJlinesJtoJproduceJnewJantibioticsXJ2019VJb[VJeeWfc 24

372 tenusJlevelJanalysisJofJ–xüW‘R–üJandJ‘R–üW–xüJhybridsJrevealsJtheirJoriginJinJnspergilliXJ2019VJ]ZVJead 9

371 oacterialJterpeneJbiosynthesisgJchallengesJandJopportunitiesJforJpathwayJengineeringXJ2019VJ[bVJ]eefW]fZc 38

370 rvolutionJandJqiversityJofJnssemblyWyineJ–olyketideJüynthasesXJ2019VJ[[fVJ[]b]aW[]bad 74

369 pompetitionJamongJ‘asalJoacteriaJüuggestsJaJRoleJforJüiderophoreWzediatedJvnteractionsJinJ
ühapingJtheJuumanJ‘asalJzicrobiotaXJ2019VJebVJ 36

Citation Report

16



368 ΨheJantiüznüuJdatabaseJversionJ]gJaJcomprehensiveJresourceJonJsecondaryJmetaboliteJ
biosyntheticJgeneJclustersXJ2019VJadVJqc]bWqc_Z 106

367 ‘aturalJproductJdrugJdiscoveryJinJtheJgenomicJeragJrealitiesVJconjecturesVJmisconceptionsVJandJ
opportunitiesXJ2019VJacVJ]e[W]ff 54

366 rpigeneticJmodificationVJcoWcultureJandJgenomicJmethodsJforJnaturalJproductJdiscoveryXJ2019VJaVJ 5

365 üequenceWbasedJclassificationJofJtypeJvvJpolyketideJsynthaseJbiosyntheticJgeneJclustersJforJ
antiüznüuXJ2019VJacVJacfWadb 9

364 nntibacterialJnromaticJ–olyketidesJvncorporatingJtheJβnusualJnminoJncidJrnduracididineXJ2019VJe]VJ_bWaa 4

363 vnvestigationsJintoJ–oyuVJaJpromiscuousJproteaseJfromJpolytheonamideJbiosynthesisXJ2019VJacVJbb[Wbc_ 8

362 sungalJsecondaryJmetabolismgJregulationVJfunctionJandJdrugJdiscoveryXJ2019VJ[dVJ[cdW[eZ 371

361 rmergingJevolutionaryJparadigmsJinJantibioticJdiscoveryXJ2019VJacVJ]bdW]d[ 48

360 RecentJdevelopmentJofJantiüznüuJandJotherJcomputationalJapproachesJtoJmineJsecondaryJ
metaboliteJbiosyntheticJgeneJclustersXJ2019VJ]ZVJ[[Z_W[[[_ 71

359 –rotocolsJforJyΨRrXYΨnbWbasedJgeneJclusterJexpressionJinJ–seudomonasJputidaXJ2020VJ[_VJ]bZW]c] 7

358 tenomeJziningJnpproachesJtoJoacterialJ‘aturalJ–roductJqiscoveryXJ2020VJ[fW__ 1

357
WholeJmetagenomicJsequencingJtoJcharacterizeJtheJsedimentJmicrobialJcommunityJwithinJtheJ
ütellwagenJoankJ‘ationalJzarineJüanctuaryJandJpreliminaryJbiosyntheticJgeneJclusterJscreeningJofJ
ütreptomycesJscabrisporusXJ2020VJbZVJ[ZZd[e

1

356 rvolutionaryJdynamicsJofJnaturalJproductJbiosynthesisJinJbacteriaXJ2020VJ_dVJbccWbff 47

355 ndvancedJstrategyJforJmetaboliteJexplorationJinJfilamentousJfungiXJ2020VJaZVJ[eZW[fe 5

354 tenomeJminingJandJbiosynthesisJofJtheJncylWpongcholesterolJacyltransferaseJinhibitorJ
beauveriolideJvJandJvvvJinJpordycepsJmilitarisXJ2020VJ_ZfVJebWf[ 8

353 nntimicrobialJsecondaryJmetabolitesJfromJagriculturallyJimportantJbacteriaJasJnextWgenerationJ
pesticidesXJ2020VJ[ZaVJ[Z[_W[Z_a 29

352 ReconstitutionJofJbiosyntheticJmachineryJofJfungalJnaturalJproductsJinJheterologousJhostsXJ2020VJ
eaVJa__Waaa 12

351 miR–athqoJ]XZgJaJnovelJreleaseJofJtheJmiR‘nJ–athwayJqictionaryJqatabaseXJ2020VJaeVJq[a]Wq[ad 62

(2020-2019)
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350 qiscoveryJofJtheJütreptoketidesJbyJqirectJploningJandJRapidJueterologousJrxpressionJofJaJprypticJ
–xüJvvJteneJplusterJfromJspXJΨˆ…Jc_[aXJ2020VJebVJccaWcd_ 14

349 oiosyntheticJgeneJclustersJandJtheJevolutionJofJfungalJchemodiversityXJ2020VJ_dVJeceWede 30

348 qistributionJandJconservationJofJknownJsecondaryJmetaboliteJbiosynthesisJgeneJclustersJinJtheJ
genomesJofJgeographicallyJdiverseJzicrocystisJaeruginosaJstrainsXJ2020VJd[VJdZ[ 9

347 tenomicJandJgeneJexpressionJevidenceJofJnonribosomalJpeptideJandJpolyketideJproductionJamongJ
ruminalJbacteriagJaJpotentialJroleJinJnicheJcolonizationlXJ2020VJfcVJ 4

346 pultivationJandJfunctionalJcharacterizationJofJdfJplanctomycetesJuncoversJtheirJuniqueJbiologyXJ
2020VJbVJ[]cW[aZ 85

345 nJcomputationalJframeworkJtoJexploreJlargeWscaleJbiosyntheticJdiversityXJNature Chemical BiologyVJ
2020VJ[cVJcZWce 11.7 211

344 RecentJ–rogressJinJyanthipeptideJoiosynthesisVJqiscoveryVJandJrngineeringXJ2020VJ[[fW[cb 1

343 qiscoveryJofJanJnbundanceJofJoiosyntheticJteneJplustersJinJüharkJoayJzicrobialJzatsXJ2020VJ[[VJ[fbZ 15

342 qynamicsJinJüecondaryJzetaboliteJteneJplustersJinJ’therwiseJuighlyJüyntenicJandJütableJtenomesJ
inJtheJsungalJtenusJootrytisXJ2020VJ[]VJ]af[W]bZd 8

341 zajorJgenomicJregionsJresponsibleJforJwheatJyieldJandJitsJcomponentsJasJrevealedJbyJmetaW—ΨyJ
andJgenotypeWphenotypeJassociationJanalysesXJ2020VJ]b]VJcb 11

340 sungalJsecondaryJmetabolitesJandJtheirJbiotechnologicalJapplicationsJforJhumanJhealthXJ2020VJ[adW[c[ 52

339 üyntheticWoioinformaticJ‘aturalJ–roductJnntibioticsJwithJqiverseJzodesJofJnctionXJ2020VJ[a]VJ[a[beW[a[ce 17

338 rxploitingJtheJoiosyntheticJ–otencyJofJΨaxolJfromJsungalJrndophytesJofJponifersJ–lantshJtenomeJ
ziningJandJzetabolicJzanipulationXJ2020VJ]bVJ 14

337 rnzymeJrvolutionJinJüecondaryJzetabolismXJ2020VJfZW[[] 1

336 pomprehensiveJpredictionJofJsecondaryJmetaboliteJstructureJandJbiologicalJactivityJfromJmicrobialJ
genomeJsequencesXJ2020VJ[[VJcZbe 50

335 RecentJdevelopmentsJofJtoolsJforJgenomeJandJmetabolomeJstudiesJinJbasidiomyceteJfungiJandJ
theirJapplicationJtoJnaturalJproductJresearchXJ2020VJfVJ 8

334 zassJüpectrometryJforJ‘aturalJ–roductJqiscoveryXJ2020VJ]c_W_Zc 6

333 pulturableJdiversityJofJbacterialJendophytesJassociatedJwithJmedicinalJplantsJofJtheJWesternJthatsVJ
vndiaXJ2020VJfcVJ 7
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332 pomprehensiveJchemotaxonomicJandJgenomicJprofilingJofJaJbiosyntheticallyJtalentedJnustralianJ
fungusVJnspergillusJburnettiiJspXJnovXJ2020VJ[a_VJ[Z_a_b 11

331 phemicalJcommunicationJbetweenJΨrichodermaJandJplantsXJ2020VJ[ZfW[_f 2

330 ΨowardsJimprovedJunderstandingJofJintersubunitJinteractionsJinJmodularJpolyketideJbiosynthesisgJ
qockingJinJtheJenacyloxinJvvaJpolyketideJsynthaseXJ2020VJ][]VJ[Zdbe[ 7

329 uawaiianJoobtailJüquidJüymbiontsJvnhibitJzarineJoacteriaJviaJ–roductionJofJüpecializedJ
zetabolitesVJvncludingJ‘ewJoromoalterochromidesJonpWqYqQXJ2020VJbVJ 8

328 teneticJelucidationJofJinterconnectedJantibioticJpathwaysJmediatingJmaizeJinnateJimmunityXJ2020VJ
cVJ[_dbW[_ee 23

327 prypticJorJüilentlJΨheJxnownJβnknownsVJβnknownJxnownsVJandJβnknownJβnknownsJofJüecondaryJ
zetabolismXJ2020VJ[[VJ 14

326 üecretionJofJandJüelfWResistanceJtoJtheJ‘ovelJsibupeptideJnntimicrobialJyugduninJbyJqistinctJnopJ
ΨransportersJinJütaphylococcusJlugdunensisXJ2020VJcbVJ 5

325 RRrWsindergJaJtenomeWziningJΨoolJforJplassWvndependentJRi––JqiscoveryXJ2020VJbVJ 24

324 ‘extWgenerationJmetabolicJengineeringJapproachesJtowardsJdevelopmentJofJplantJcellJsuspensionJ
culturesJasJspecializedJmetaboliteJproducingJbiofactoriesXJ2020VJabVJ[Zdc_b 21

323 vmpactJofJlifestyleJonJcytochromeJ–abZJmonooxygenaseJrepertoireJisJclearlyJevidentJinJtheJ
bacterialJphylumJsirmicutesXJ2020VJ[ZVJ[_fe] 8

322 tenomeJziningVJzicrobialJvnteractionsVJandJzolecularJ‘etworkingJRevealsJ‘ewJ
qibromoalterochromidesJfromJütrainsJofJofJpoibaJ‘ationalJ–arkW–anamaXJ2020VJ[eVJ 4

321 vdentifyingJtheJpompoundsJofJtheJzetabolicJrlicitorsJofJ‘J][XaJResponsibleJforJΨheirJnbilityJtoJ
vnduceJ–lantJResistanceXJ2020VJfVJ 3

320 pomparativeJgenomicJanalysisJofJslavobacteriaceaegJinsightsJintoJcarbohydrateJmetabolismVJglidingJ
motilityJandJsecondaryJmetaboliteJbiosynthesisXJ2020VJ][VJbcf 12

319
–roductionJofJtheJantimicrobialJcompoundJtetrabromopyrroleJandJtheJ–seudomonasJquinoloneJ
systemJprecursorVJ]WheptylWaWquinoloneVJbyJaJnovelJmarineJspeciesJ–seudoalteromonasJgalatheaeJ
spXJnovXJ2020VJ[ZVJ][c_Z

4

318 ΨheJvntegrationJofJtenomeJziningVJpomparativeJtenomicsVJandJsunctionalJteneticsJforJ
oiosyntheticJteneJplusterJvdentificationXJ2020VJ[[VJcZZ[[c 7

317 RingsJofJ–owergJrnzymaticJRoutesJtoJ˛†WyactonesXJ2020VJ_]_W_ab 0

316 rxploringJnovelJbacterialJterpeneJsynthasesXJ2020VJ[bVJeZ]_]]]Z 9

315 ueterochiralJcouplingJinJnonWribosomalJpeptideJmacrolactamizationXJ2020VJ_VJbZdWb[b 6
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314 teneticJlocalizationJofJtheJorevactaeneYepipyroneJbiosyntheticJgeneJclusterJinJrpicoccumJnigrumXJ
2020VJ_ZVJ[]d]a] 4

313 –alantirgJaJspringboardJforJtheJanalysisJofJsecondaryJmetaboliteJgeneJclustersJinJlargeWscaleJ
genomeJminingJprojectsXJ2020VJ_cVJa_abWa_ad 3

312 yinkingJgenomicsJandJmetabolomicsJtoJchartJspecializedJmetabolicJdiversityXJ2020VJafVJ_]fdW__[a 52

311 nJΨwoWpomponentJregulatoryJsystemJwithJoppositeJeffectsJonJglycopeptideJantibioticJbiosynthesisJ
andJresistanceXJ2020VJ[ZVJc]ZZ 10

310 ziningJtheJoiosyntheticJ–otentialJforJüpecializedJzetabolismJofJaJüoilJpommunityXJ2020VJfVJ 10

309 ‘ewJstrategiesJandJtargetsJforJantibacterialJdiscoveryXJ2020VJ]afW]d] 1

308 nntibioticJdrugJdiscoverygJphallengesJandJperspectivesJinJtheJlightJofJemergingJantibioticJ
resistanceXJ2020VJ[ZbVJ]]fW]f] 3

307 ΨheJgenusJasJaJmodelJmicroorganismJforJbioactiveJnaturalJproductJdiscoveryXXJ2020VJ[ZVJ]Zf_fW]Zfbf 10

306 pomparativeJtenomicsJandJzetabolomicsJinJtheJtenusXJ2020VJbVJ 19

305 –recursorJpeptideWtargetedJminingJofJmoreJthanJoneJhundredJthousandJgenomesJexpandsJtheJ
lanthipeptideJnaturalJproductJfamilyXJ2020VJ][VJ_ed 47

304 nntimicrobialJbiosyntheticJpotentialJandJdiversityJofJculturableJsoilJactinobacteriaJfromJforestJ
ecosystemsJofJ‘ortheastJvndiaXJ2020VJ[ZVJa[Za 16

303 zassJüpectrometryWtuidedJtenomeJziningJasJaJΨoolJtoJβncoverJ‘ovelJ‘aturalJ–roductsXJ2020VJ 3

302 sppXJsromJtheJzarineJüpongeJgJnnalysesJofJüecondaryJzetaboliteJoiosynthesisJteneJplustersJandJ
üomeJofJΨheirJ–roductsXJ2020VJ[[VJa_d 8

301 ‘ovelJapproachJinJwholeJgenomeJminingJandJtranscriptomeJanalysisJrevealJconservedJRi––sJinJ
ΨrichodermaJsppXJ2020VJ][VJ]be 10

300 poevolutionWbasedJpredictionJofJproteinWproteinJinteractionsJinJpolyketideJbiosyntheticJassemblyJ
linesXJ2020VJ_cVJaeacWaeb_ 4

299 tenotypingWtuidedJqiscoveryJofJ–ersiamycinJnJsromJüpongeWnssociatedJualophilicJspXJ–n_XJ2020VJ
[[VJ[]_d 5

298 nJüystematicJnnalysisJofJzosquitoWzicrobiomeJoiosyntheticJteneJplustersJRevealsJnntimalarialJ
üiderophoresJthatJReduceJzosquitoJReproductionJpapacityXJ2020VJ]dVJe[dWe]cXeb 7

297 rcologicalJandJbiotechnologicalJimportanceJofJsecondaryJmetabolitesJproducedJbyJcoralWassociatedJ
bacteriaXJ2020VJ[]fVJ[aa[W[abd 10
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296 tenomeJminingJofJbiosyntheticJandJchemotherapeuticJgeneJclustersJinJütreptomycesJbacteriaXJ
2020VJ[ZVJ]ZZ_ 57

295 qiversityJofJoacterialJoiosyntheticJtenesJinJzaritimeJnntarcticaXJ2020VJeVJ 5

294 zicrofluidicJautomatedJplasmidJlibraryJenrichmentJforJbiosyntheticJgeneJclusterJdiscoveryXJ2020VJ
aeVJeae 7

293 nJcomparativeJgenomicsJstudyJofJ]_JnspergillusJspeciesJfromJsectionJslaviXJ2020VJ[[VJ[[Zc 54

292 rstablishmentJofJrecombineeringJgenomeJeditingJsystemJinJ–araburkholderiaJmegapolitanaJ
empowersJactivationJofJsilentJbiosyntheticJgeneJclustersXJ2020VJ[_VJ_fdWaZb 12

291 zolecularJimprintsJofJplantJbeneficialJütreptomycesJspXJnp_ZJandJnpaZJrevealJdifferentialJ
capabilitiesJandJstrategiesJtoJcounterJenvironmentalJstressesXJ2020VJ]_bVJ[]caaf 8

290 vdentificationJandJueterologousJrxpressionJofJtheJoiosyntheticJteneJplusterJrncodingJtheJyassoJ
–eptideJuumidimycinVJaJpaspofunginJnctivityJ–otentiatorXJ2020VJfVJ 8

289 ΨheJ–athwayJyessJΨraveledgJrngineeringJoiosynthesisJofJ‘onstandardJsunctionalJtroupsXJ2020VJ_eVJb_]Wbab 12

288 vsolationVJtenomicJandJzetabolomicJpharacterizationJofJVvΨnx‘JwithJ—uorumJüensingJvnhibitoryJ
nctivityJfromJüouthernJvndiaXJ2020VJeVJ 9

287 tenomeWbasedJanalysisJforJtheJbioactiveJpotentialJofJütreptomycesJyeochonensisJp‘d_]VJanJ
acidophilicJfilamentousJsoilJactinobacteriumXJ2020VJ][VJ[[e 10

286 yinkingJtenesJtoJzoleculesJinJrukaryoticJüourcesgJnnJrndeavorJtoJrxpandJ’urJoiosyntheticJ
RepertoireXJ2020VJ]bVJ 3

285 zonasoneJ‘aphthoquinoneJoiosynthesisJandJResistanceJinJsungiXJ2020VJ[[VJ 12

284 tenomeJminingJasJaJbiotechnologicalJtoolJforJtheJdiscoveryJofJnovelJmarineJnaturalJproductsXJ2020VJ
aZVJbd[Wbef 5

283 zulticomponentJzicroscaleJoiosynthesisJofJβnnaturalJpyanobacterialJvndoleJnlkaloidsXJ2020VJfVJ[_afW[_cZ 12

282 nnnotatedJtenomeJüequenceJofJ‘vu[ZZaXJ2020VJfVJ 1

281 ΨheJoiosynthesisJofJsungalJüecondaryJzetabolitesgJsromJsundamentalsJtoJoiotechnologicalJ
npplicationsXJ2021VJabeWadc 14

280 zicrobiomeJrngineeringgJüyntheticJoiologyJofJ–lantWnssociatedJzicrobiomesJinJüustainableJ
ngricultureXJ2021VJ_fVJ]aaW]c[ 47

279 ΨheJβseJofJtheJRareJΨΨnJpodonJinJtenesgJüignificanceJofJtheJpodonJpontextlXJ2021VJc[VJ]aW_Z 1
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278 nJmachineJlearningWbasedJmethodJforJpredictionJofJmacrocyclizationJpatternsJofJpolyketidesJandJ
nonWribosomalJpeptidesXJ2021VJ_dVJcZ_Wc[[ 6

277 –olyketideJ˛†WbranchinggJdiversityVJmechanismJandJselectivityXJ2021VJ_eVJd]_Wdbc 7

276 ΨheJantiüznüuJdatabaseJversionJ_gJincreasedJtaxonomicJcoverageJandJnewJqueryJfeaturesJforJ
modularJenzymesXJ2021VJafVJqc_fWqca_ 32

275 nJbiarylWlinkedJtripeptideJfromJ–lanomonosporaJrevealsJaJwidespreadJclassJofJminimalJRi––JgeneJ
clustersXJ2021VJ]eVJd__Wd_fXea 8

274 zicrobialJnaturalJproductJdatabasesgJmovingJforwardJinJtheJmultiWomicsJeraXJ2021VJ_eVJ]caW]de 18

273 tenomicJvnsightsJvntoJtheJnntifungalJnctivityJandJ–lantJtrowthW–romotingJnbilityJinJpzR–JaafZXJ
2020VJ[[VJc[ea[b 5

272 ΨheJsoodJ–oisoningJΨoxinsJofXJ2021VJ[_VJ 33

271 oioinformaticsJnpplicationsJinJsungalJüiderophoresgJ’micsJvmplicationsXJ2021VJ[bdW[d[

270 tenomeJanalysisJofJaJhalophilicJbacteriumJualomonasJmalpeensisJYβW–RvzW]fJrevealsJitsJ
exopolysaccharideJandJpigmentJproducingJcapabilitiesXJ2021VJ[[VJ[daf 1

269 vdentificationJofJ’ralJoacterialJoiosyntheticJteneJplustersJnssociatedJwithJpariesXJ2021VJ]_]dVJ[c[W[ef 1

268 oioinformaticsJnpproachesJforJsungalJoiotechnologyXJ2021VJb_cWbba

267 nJzultiW’micsJpharacterizationJofJtheJ‘aturalJ–roductJ–otentialJofJΨropicalJsilamentousJzarineJ
pyanobacteriaXJ2021VJ[fVJ 6

266 ziningJmetagenomesJforJnaturalJproductJbiosyntheticJgeneJclustersgJunlockingJnewJpotentialJwithJ
ultrafastJtechniquesXJ 2

265 ΨheJconfluenceJofJbigJdataJandJevolutionaryJgenomeJminingJforJtheJdiscoveryJofJnaturalJproductsXJ
2021VJ_eVJ]Z]aW]ZaZ 7

264 ΨheJecologicalJrolesJofJmicrobialJlipopeptidesgJWhereJareJweJgoinglXJ2021VJ[fVJ[aZZW[a[_ 6

263 phlorinatedJmetabolitesJfromJütreptomycesJspXJhighlightJtheJroleJofJbiosyntheticJmosaicsJandJ
superclustersJinJtheJevolutionJofJchemicalJdiversityXJ2021VJ[fVJc[adWc[bf 3

262 uybridJplusteringJofJyongJandJühortWreadJforJvmprovedJzetagenomeJnssemblyXJ

261 nlternativeJmetabolicJpathwaysJandJstrategiesJtoJhighWtitreJterpenoidJproductionJinXJ2021VJ 7
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260 tenusJ–enicilliumgJndvancesJandJapplicationJinJtheJmodernJeraXJ2021VJ]Z[W][_ 0

259 ütreptomycesJspXJzbagJanJactinobacteriaJassociatedJwithJaJneotropicalJsocialJwaspJwithJhighJ
potentialJforJantibioticJproductionXJ2021VJ[[aVJ_dfW_fe 2

258 rvolutionJofJcombinatorialJdiversityJinJtransWacyltransferaseJpolyketideJsynthaseJassemblyJlinesJ
acrossJbacteriaXJ2021VJ[]VJ[a]] 5

257 olocksJinJtheJpseudouridimycinJpathwayJunlockJhiddenJmetabolitesJinJtheJütreptomycesJproducerJ
strainXJ2021VJ[[VJbe]d 6

256 tenomicJinsightsJintoJbiocontrolJpotentialJofJedibleJseaweedWassociatedJoacillusJvelezensisJzΨppJ
[ZabcJfromJtulfJofJzannarXJ2021VJ]Z_VJ]fa[W]fb]

255 qeepJlearningJapproachesJforJnaturalJproductJdiscoveryJfromJplantJendophyticJmicrobiomesXJ2021VJ
[cVJc 2

254 zetagenomicJinsightsJintoJtheJtaxonomyVJfunctionVJandJdysbiosisJofJprokaryoticJcommunitiesJinJ
octocoralsXJ2021VJfVJd] 7

253 βnexpectedJgenomicVJbiosyntheticJandJspeciesJdiversityJofJütreptomycesJbacteriaJfromJbatsJinJ
nrizonaJandJ‘ewJzexicoVJβünXJ2021VJ]]VJ]ad 1

252 poelimycinJüynthesisJnctivatoryJ–roteinsJnreJxeyJRegulatorsJofJüpecializedJzetabolismJandJ
–recursorJsluxJinJn_R]SXJ2021VJ[]VJc[cZbZ 4

251 nnaerobicJgutJfungiJareJanJuntappedJreservoirJofJnaturalJproductsXJ2021VJ[[eVJ 11

250 –hylogeneticJqistributionJofJüecondaryJzetabolitesJinJtheJoacillusJsubtilisJüpeciesJpomplexXJ2021VJ
cVJ 7

249 qecipheringJtheJtenomeJtoJqiscoverJrffectorJtenesJ–ossiblyJvnvolvedJinJVirulenceXJ2021VJ[]VJ 7

248 –hylogenomicJvnsightsJintoJqistributionJandJndaptationJofJodellovibrionotaJinJzarineJWatersXJ2021
VJfVJ 3

247 ΨheJ–ectobacteriumJpangenomeVJwithJaJfocusJonJ–ectobacteriumJbrasilienseVJshowsJaJrobustJcoreJ
andJextensiveJexchangeJofJgenesJfromJaJsharedJgeneJpoolXJ2021VJ]]VJ]cb 8

246 tenomicsWJandJmachineJlearningWacceleratedJdiscoveryJofJbiocontrolJbacteriaXJ 0

245 qeepJyargeWücaleJzultitaskJyearningJ‘etworkJforJteneJrxpressionJvnferenceXJ2021VJ]eVJaebWbZZ

244 qensityWbasedJbinningJofJgeneJclustersJtoJinferJfunctionJorJevolutionaryJhistoryJusingJ
tenetrouperXJ 1

243 nccurateJdeJnovoJidentificationJofJbiosyntheticJgeneJclustersJwithJtrpp’XJ 3
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242 qraftJtenomeJüequencesJofJsiveJsungalJütrainsJvsolatedJfromJxefirXJ2021VJ[ZVJeZZ[fb][

241 üalicylicJncidJoiosynthesisJandJzetabolismgJnJqivergentJ–athwayJforJ–lantsJandJoacteriaXJ2021VJ[[VJ 7

240 nJzachineJyearningJoioinformaticsJzethodJtoJ–redictJoiologicalJnctivityJfromJoiosyntheticJteneJ
plustersXJ2021VJc[VJ]bcZW]bd[ 5

239 RankingJmicrobialJmetabolomicJandJgenomicJlinksJinJtheJ‘–yinkerJframeworkJusingJ
complementaryJscoringJfunctionsXJ2021VJ[dVJe[ZZef]Z 7

238 ’ptimisingJtheJuseJofJgeneJexpressionJdataJtoJpredictJplantJmetabolicJpathwayJmembershipsXJ2021
VJ]_[VJadbWaef 2

237 nnJinterpretedJatlasJofJbiosyntheticJgeneJclustersJfromJ[VZZZJfungalJgenomesXJ2021VJ[[eVJ 27

236 RecentJadvancesJinJheterologousJexpressionJofJnaturalJproductJbiosyntheticJgeneJclustersJinJ
ütreptomycesJhostsXJ2021VJcfVJ[[eW[]d 19

235 ziningJgenomesJtoJilluminateJtheJspecializedJchemistryJofJlifeXJ2021VJ]]VJbb_Wbd[ 25

234 pomparativeJtenomicJvnsightsJvntoJtheJΨaxonomicJplassificationVJqiversityVJandJüecondaryJ
zetabolicJ–otentialsJofJVJaJtenusJploselyJRelatedJtoXJ2021VJ[]VJce_e[a 5

233 üecondaryJmetabolismJdrivesJecologicalJbreadthJinJtheJXylariaceaeXJ 0

232 oifurcationJdrivesJtheJevolutionJofJassemblyWlineJbiosynthesisXJ 1

231 nustralianJbushJmedicinesJharbourJdiverseJmicrobialJendophytesJwithJbroadWspectrumJantibacterialJ
activityXJ2021VJ[_[VJ]]aaW]]bc 0

230 ‘aturalJ–roductsJfromJ‘ocardiaJandJΨheirJRoleJinJ–athogenicityXJ2021VJ_[VJ][dW]_] 1

229 nJütandaloneJ˛†WxetoreductaseJnctsJponcomitantlyJwithJoiosynthesisJofJtheJnntimycinJücaffoldXJ
2021VJ[cVJ[[b]W[[be 1

228 yinkingJaJteneJplusterJtoJntranorinVJaJzajorJporticalJüubstanceJofJyichensVJthroughJteneticJ
qereplicationJandJueterologousJrxpressionXJ2021VJ[]VJeZ[[[[][ 9

227 zolqiscoverygJlearningJmassJspectrometryJfragmentationJofJsmallJmoleculesXJ2021VJ[]VJ_d[e 8

226 teneticJlociJofJtheJRXJanatipestiferJserotypeJdiscoveredJbyJ–anWtWnüJandJitsJapplicationJforJtheJ
developmentJofJaJmultiplexJ–pRJserotypingJmethodXJ

225 zachineJyearningJofJ–seudomonasJaeruginosaJtranscriptomesJidentifiesJindependentlyJmodulatedJ
setsJofJgenesJassociatedJwithJknownJtranscriptionalJregulatorsXJ 0
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224 vnsightsJintoJtheJVariationJinJoioactivitiesJofJploselyJRelatedJütrainsJfromJzarineJüedimentsJofJtheJ
VisayanJüeaJagainstJrüxn–rJandJ’varianJpancerXJ2021VJ[fVJ 2

223 tenomicJandJchemicalJdecryptionJofJtheJoacteroidetesJphylumJforJitsJpotentialJtoJbiosynthesizeJ
naturalJproductsXJ 1

222 uighWΨhroughputJΨranscriptionalJpharacterizationJofJRegulatoryJüequencesJfromJoacterialJ
oiosyntheticJteneJplustersXJ2021VJ[ZVJ[ebfW[ed_ 2

221 ΨheJqesignWouildWΨestWyearnJcycleJforJmetabolicJengineeringJofJütreptomycetesXJ2021VJcbVJ]c[W]db 6

220 tenomeJminingJforJdrugJdiscoverygJprogressJatJtheJfrontJendXJ2021VJ 3

219 pommunicationJoreakdowngJqissectingJtheJp’zJvnterfacesJbetweenJtheJüubunitsJofJ‘onribosomalJ
–eptideJüynthetasesXJ2021VJ[[VJ[ZeZ]W[Ze[_ 3

218 pyanochelinsVJanJ’verlookedJplassJofJWidelyJqistributedJpyanobacterialJüiderophoresVJqiscoveredJ
byJüilentJteneJplusterJnwakeningXJ2021VJedVJeZ_[]e]Z 1

217 ΨaxiotpgJaJΨaxonomyWguidedJnpproachJforJtheJvdentificationJofJrxperimentallyJVerifiedJzicrobialJ
oiosyntheticJteneJplustersJinJühotgunJzetagenomicJqataXJ

216 –lantJzetabolicJteneJplustersgJrvolutionVJ’rganizationVJandJΨheirJnpplicationsJinJüyntheticJoiologyXJ
2021VJ[]VJcfd_[e 3

215 pomparativeJtenomicsJRevealsJaJRemarkableJoiosyntheticJ–otentialJofJtheJ–hylogeneticJyineageJ
nssociatedJwithJRugoseW’rnamentedJüporesXJ2021VJcVJeZZaef][ 1

214 vntegratingJperspectivesJinJactinomyceteJresearchgJanJnctinooaseJreviewJofJ]Z]ZW][XJ2021VJ[cdVJ 0

213 pharacterizationJandJengineeringJofJütreptomycesJgriseofuscusJqüzJaZ[f[JasJaJpotentialJhostJforJ
heterologousJexpressionJofJbiosyntheticJgeneJclustersXJ2021VJ[[VJ[e_Z[ 2

212 nJhighWqualityJgenomeJassemblyJofJwasminumJsambacJprovidesJinsightJintoJfloralJtraitJformationJ
andJ’leaceaeJgenomeJevolutionXJ2021VJ 2

211 üyntheticJbiologyJofJplantJnaturalJproductsgJsromJpathwayJelucidationJtoJengineeredJbiosynthesisJ
inJplantJcellsXJ2021VJ]VJ[ZZ]]f 3

210 oioactiveJexometabolitesJdriveJmaintenanceJcompetitionJinJsimpleJbacterialJcommunitiesXJ

209 ueterologousJexpressionJofJaJnaturalJproductJbiosyntheticJgeneJclusterJfromJpordycepsJmilitarisXJ
2021VJ 0

208
vntegratedJomicsJapproachesJforJdecipheringJantifungalJmetabolitesJproducedJbyJaJnovelJoacillusJ
speciesVJoXJcabrialesiiJΨr_VJagainstJtheJspotJblotchJdiseaseJofJwheatJRΨriticumJturgidumJyXJsubspXJ
durumSXJ2021VJ]b[VJ[]ce]c

5

207 üynergizingJtheJpotentialJofJbacterialJgenomicsJandJmetabolomicsJtoJfindJnovelJantibioticsXJ2021VJ
[]VJbffaWcZ[Z 10
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206 qiverseJΨaxonomiesJforJqiverseJphemistriesgJrnhancedJRepresentationJofJ‘aturalJ–roductJ
zetabolismJinJβni–rotxoXJ2021VJ[[VJ 2

205 ütatisticalJandJpomputationalJzethodsJinJzicrobiomeJandJzetagenomicsXJ2019VJfddWbbZ 5

204 qeepJyargeWücaleJzultiWtaskJyearningJ‘etworkJforJteneJrxpressionJvnferenceXJ2020VJ[fW_c 4

203 rngineeringJueterologousJuostsJforJtheJrnhancedJ–roductionJofJ‘onWribosomalJ–eptidesXJ2020VJ
]bVJdfbWeZf 1

202 zodernJ–lantJzetabolomicsJforJtheJqiscoveryJandJpharacterizationJofJ‘aturalJ–roductsJandJΨheirJ
oiosyntheticJtenesXJ2020VJ[bcW[ee 1

201 pultivationJdependentJformationJofJsiderophoresJbyJtordoniaJrubripertinctaJpWo]XJ2020VJ]_eVJ[]cae[ 8

200 ‘orinegJupdateJofJtheJnonribosomalJpeptideJresourceXJ2020VJaeVJqacbWqacf 32

199 rvoziningJrevealsJtheJoriginJandJfateJofJnaturalJproductJbiosyntheticJenzymesXJ2019VJbVJ 19

198 –lantiüznüugJautomatedJidentificationVJannotationJandJexpressionJanalysisJofJplantJbiosyntheticJ
geneJclustersXJ 1

197 clusterΨoolsgJproximityJsearchesJforJfunctionalJelementsJtoJidentifyJputativeJbiosyntheticJgeneJ
clustersXJ 2

196 –recursorJpeptideWtargetedJminingJofJmoreJthanJoneJhundredJthousandJgenomesJexpandsJtheJ
lanthipeptideJnaturalJproductJfamilyXJ 2

195 vntegrationJofJmachineJlearningJandJpanWgenomicsJexpandsJtheJbiosyntheticJlandscapeJofJRi––J
naturalJproductsXJ 3

194 oiosynthesisJandJheterologousJexpressionJofJcacaoidinVJtheJfirstJmemberJofJtheJlanthidinJfamilyJofJ
Ri––sXJ 2

193 vdentificationJofJpolyketideJbiosyntheticJgeneJclustersJthatJharborJselfWresistanceJtargetJgenesXJ 2

192 RankingJmicrobialJmetabolomicJandJgenomicJlinksJinJtheJ‘–yinkerJframeworkJusingJ
complementaryJscoringJfunctionsXJ 6

191 nnJvnterpretedJntlasJofJoiosyntheticJteneJplustersJfromJ[ZZZJsungalJtenomesXJ 3

190 –hylogeneticJdistributionJofJsecondaryJmetabolitesJinJtheJoacillusJsubtilisJspeciesJcomplexXJ 1

189 zolqiscoverygJyearningJzassJüpectrometryJsragmentationJofJümallJzoleculesXJ 1
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188 VerticalJinheritanceJgovernsJbiosyntheticJgeneJclusterJevolutionJandJchemicalJdiversificationXJ 6

187 vdentificationJofJtheJbacterialJbiosyntheticJgeneJclustersJofJtheJoralJmicrobiomeJilluminatesJtheJ
unexploredJsocialJlanguageJofJbacteriaJduringJhealthJandJdiseaseXJ 3

186 nJcomputationalJframeworkJforJsystematicJexplorationJofJbiosyntheticJdiversityJfromJlargeWscaleJ
genomicJdataXJ 29

185 poevolutionWbasedJpredictionJofJproteinWproteinJinteractionsJinJpolyketideJbiosyntheticJassemblyJ
linesXJ 1

184 uighWΨhroughputJsunctionalJnnnotationJofJ‘aturalJ–roductsJbyJvntegratedJnctivityJ–rofilingXJ 3

183 –angenomeJnnalysisJofJrnterobacteriaJRevealsJRichnessJofJüecondaryJzetaboliteJteneJplustersJ
andJtheirJnssociatedJteneJüetsXJ 2

182 nccessingJ‘atureQsJdiversityJthroughJmetabolicJengineeringJandJsyntheticJbiologyXJ2016VJbVJ 33

181 nspergillusJhancockiiJspXJnovXVJaJbiosyntheticallyJtalentedJfungusJendemicJtoJsoutheasternJ
nustralianJsoilsXJ2017VJ[]VJeZ[dZ]ba 28

180 qrugJResistanceJandJtheJ–reventionJütrategiesJinJsoodJoorneJoacteriagJnnJβpdateJReviewXJ2019VJfVJ__bW_ad 34

179 qirectJpaptureJΨechnologiesJforJtenomicsWtuidedJqiscoveryJofJ‘aturalJ–roductsXJ2016VJ[cVJ[cfbWdZa 4

178 ΨheJzicrobiomegJnJReservoirJtoJqiscoverJ‘ewJnntimicrobialsJngentsXJ2020VJ]ZVJ[]f[W[]ff 2

177 rvolutionaryJuistoriesJofJΨypeJvvvJ–olyketideJüynthasesJinJsungiXJ2019VJ[ZVJ_Z[e 14

176 üY‘WViewgJnJ–hylogenyWoasedJüyntenyJrxplorationJΨoolJforJtheJvdentificationJofJteneJplustersJ
yinkedJtoJnntibioticJResistanceXJ2020VJ]cVJ 4

175 qigitizingJmassJspectrometryJdataJtoJexploreJtheJchemicalJdiversityJandJdistributionJofJmarineJ
cyanobacteriaJandJalgaeXJ2017VJcVJ 26

174 nntibioticWinducedJaccelerationJofJtypeJ[JdiabetesJaltersJmaturationJofJinnateJintestinalJimmunityXJ
2018VJdVJ 41

173 WtenomicJdataJminingJofJtheJmarineJactinobacteriaJspXJuWxseJunveilsJinsightsJintoJmultiWstressJ
relatedJgenesJandJmetabolicJpathwaysJinvolvedJinJantimicrobialJsynthesisXJ2017VJbVJe]f[] 21

172 ‘eedlesJinJhaystacksgJreevaluatingJoldJparadigmsJforJtheJdiscoveryJofJbacterialJsecondaryJ
metabolitesXJ2021VJ_eVJ]Ze_W]Zff 1

171 ‘erpagJnJΨoolJforJqiscoveringJoiosyntheticJteneJplustersJofJoacterialJ‘onribosomalJ–eptidesXJ2021
VJ[[VJ 2
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170 yookingJoackJtoJgJuistoryJofJtheJnntibioticJqiscoveryJandJsutureJ–rospectsXJ2021VJ[ZVJ 2

169 ziningJtheJzicrobiomeJandJzicrobiotaWqerivedJzoleculesJinJvnflammatoryJoowelJqiseaseXJ2021VJ
]]VJ 1

168 oiomolecularJrngineeringJofJzicroorganismsJforJ‘aturalJ–roductsJ–roductionXJ2017VJ

167 RevisitingJbiodiscoveryJfromJmicrobialJsourcesJinJtheJlightJofJmolecularJadvancesXJ2017VJ_eVJbe 1

166 —inichelinsVJnovelJcatecholateWhydroxamateJsiderophoresJsynthesizedJviaJaJmultiplexedJconvergentJ
biosynthesisJpathwayXJ

165 zetaRi––questgJnJ–eptidogenomicsJnpproachJforJtheJqiscoveryJofJRibosomallyJüynthesizedJandJ
–ostWtranslationallyJzodifiedJ–eptidesXJ 1

164 urxgJaJheterologousJexpressionJplatformJforJtheJdiscoveryJofJfungalJnaturalJproductsXJ

163 oacterialJcompetitionJmediatedJbyJsiderophoreJproductionJamongJtheJhumanJnasalJmicrobiotaXJ

162 rvoziningJrevealsJtheJoriginJandJfateJofJnaturalJproductsJbiosyntheticJenzymesXJ

161 nJqeepJyearningJtenomeWziningJütrategyJvmprovesJoiosyntheticJteneJplusterJ–redictionXJ 1

160 zicrobialJΨypeJvvvJ–olyketideJüynthasesXJ2019VJ

159 oagremycinJnntibioticsJandJserroverdinJironWchelatorsJareJsynthetizedJbyJtheJüameJteneJplusterXJ

158 qqn–gJdockingJdomainJaffinityJandJbiosyntheticJpathwayJpredictionJtoolJforJtypeJvJpolyketideJ
synthasesXJ

157 nJüystematicJnnalysisJofJzosquitoWzicrobiomeJoiosyntheticJteneJplustersJRevealsJnntimalarialJ
üiderophoresJthatJReduceJzosquitoJReproductionJpapacityXJ

156 phemicalVJoioactivityVJandJoiosyntheticJücreeningJofJrpiphyticJsungusXJ2020VJ]bVJ 0

155 nctivationJandJvdentificationJofJaJtriseusinJplusterJinJspXJpnW]bc]ecJbyJrmployingJΨranscriptionalJ
RegulatorsJandJzultiW’micsJzethodsXJ2021VJ]cVJ 1

154 nJzultidisciplinaryJnpproachJtoJβnravelingJtheJ‘aturalJ–roductJoiosyntheticJ–otentialJofJaJütrainJ
pollectionJvsolatedJfromJyeafWputtingJnntsXJ2021VJfVJ 0

153 vnJsilicoJanalysesJofJmaleidrideJbiosyntheticJgeneJclustersXJ
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152 teneralJütrategiesJforJoiosyntheticJteneJplusterJvdentificationVJpaptureVJandJueterologousJ
rxpressionXJ2020VJ_W[e

151 rngineeringJ‘aturalJ–roductJoiosyntheticJ–athwaysJtoJ–roduceJpommodityJandJüpecialtyJ
phemicalsXJ2020VJ_b]W_dc

150 zicrobialJpoWpulturesJasJüourceJofJ‘ovelJqrugsJforJvnfectionsXJ2020VJ[a]W[cZ

149 oioinformaticsâ��ΨheJ–owerJofJvntegratedJ–latformsJforJ’micsJziningXJ2020VJ][[W]][

148 tenomeJziningJinJsungiXJ2020VJ_aWaf

147 nctivationJofJüilentJ‘aturalJ–roductJoiosyntheticJteneJplustersJβsingJüyntheticJoiologyJΨoolsXJ2020
VJ[[_W[_b 0

146 zetagenomeJziningXJ2020VJbZWef

145 nrtificialJintelligenceWguidedJdiscoveryJofJanticancerJleadJcompoundsJfromJplantsJandJassociatedJ
microorganismsXJ2021VJ 3

144 qensityWbasedJbinningJofJgeneJclustersJtoJinferJfunctionJorJevolutionaryJhistoryJusingJ
tenetrouperXJ2021VJ 1

143 tenomicsWacceleratedJdiscoveryJofJdiverseJfungicidalJbacteriaXJ

142 zetabolomicJinvestigationJofJtheJpseudouridimycinJproducerVJaJprolificJstreptomyceteXJ

141 pharacterizationJandJrngineeringJofütreptomycesJgriseofuscusqüzJaZ[f[JasJaJ–otentialJuostJforJ
ueterologousJrxpressionJofJoiosyntheticJteneJplustersXJ

140 ΨheJvnJüilicoJpharacterizationJofJaJüalicylicJncidJnnalogueJpodingJteneJplustersJinJüelectedJütrainsXJ
2019VJ[dVJe]]bZ 1

139 tlacierWfedJstreamJbiofilmsJharbourJdiverseJresistomesJandJbiosyntheticJgeneJclustersXJ

138 rcologicalJgeneralismJdrivesJhyperdiversityJofJsecondaryJmetaboliteJgeneJclustersJinJxylarialeanJ
endophytesXJ2021VJ 3

137 üynthasergJaJpqWüearchJenabledJ–ythonJtoolkitJforJanalysingJdomainJarchitectureJofJfungalJ
secondaryJmetaboliteJmegasynthRetSasesXJ2021VJeVJ[_ 1

136 VerticalJvnheritanceJsacilitatesJvnterspeciesJqiversificationJinJoiosyntheticJteneJplustersJandJ
üpecializedJzetabolitesXJ2021VJeZ]dZZ][ 3

135 sullJvssueJ–qsXJ2021VJbVJ_ceWad]
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134 zetaW—ΨysVJorthoWmetaW—ΨysJandJcandidateJgenesJforJgrainJyieldJandJassociatedJtraitsJinJwheatJ
RΨriticumJaestivumJyXSXXJ2022VJ[ 4

133 teneJclusterJfromJplantJtoJmicrobesgJΨheirJroleJinJgenomeJarchitectureVJorganismQsJdevelopmentVJ
specializedJmetabolismJandJdrugJdiscoveryXJ2021VJ[f_VJ[W[ 0

132 oiosyntheticJteneJplusterJnnalysisJinJnctinobacterialJtenusJütreptomycesXJ2022VJ]adW]c]

131 ΨraditionalJücreeningJandJtenomeWtuidedJücreeningJofJ‘aturalJ–roductsJfromJnctinobacteriaXJ
2022VJbfWdc

130 pRvü–RJrRngJpurrentJnpplicationsJandJsutureJ–erspectivesJonJnctinobacteriaXJ2022VJ[e[W]Z]

129 pomparativeJtenomicsJRevealJtheJnnimalWnssociatedJseaturesJofJtheJoacteriaVJandJqescriptionJofJ
genXJnovXVJspXVJnovXXJ2022VJ[_VJddeb_b

128 tlobalJanalysisJofJbiosyntheticJgeneJclustersJrevealsJconservedJandJuniqueJnaturalJproductsJinJ
entomopathogenicJnematodeWsymbioticJbacteriaXJ 0

127 üingleJcellJmutantJselectionJforJmetabolicJengineeringJofJactinomycetesXJ

126 oiosyntheticJpotentialJofJtheJendophyticJfungusJuelotialesJspXJoyd_JrevealedJviaJcompoundJ
identificationJandJgenomeJminingXXJ2022VJaemZ]b[Z][ 0

125 tenomicJregionsJcontrollingJyieldWrelatedJtraitsJinJspringJwheatgJnJminiJreviewJandJaJcaseJstudyJforJ
rainfedJenvironmentsJinJnustraliaJandJphinaXXJ2022VJ[[Z]ce 0

124 vntegratedJtenomicJandJzetabolomicJnnalysisJvlluminatesJxeyJüecretedJzetabolitesJ–roducedJbyJ
theJ‘ovelJrndophyteJpalXlX_ZJvnvolvedJinJqiverseJoiologicalJpontrolJnctivitiesXXJ2022VJ[ZVJ 1

123
tenomicJandJzetabolomicJvnsightsJintoJüecondaryJzetabolitesJofJtheJ‘ovelJuilaVJanJrndophyteJ
withJ–romisingJnntagonisticJnctivityJagainstJtrayJzoldJandJ–lantJtrowthJ–romotingJ–otentialXXJ
2021VJfVJ

1

122 tenomeJziningJofJüpeciesgJqiversityJandJrvolutionJofJzetabolicJandJoiosyntheticJ–otentialXXJ2021VJ
]cVJ 2

121 tenomeJziningJandJnnalysisJofJ–xüJtenesJinJr[JvsolatedJfromJsuzhuanJorickJΨeaXXJ2022VJeVJ 0

120 βnveilingJtheJgenomicJpotentialJofJtypeJstrainsJforJdiscoveringJnewJnaturalJproductsXXJ2022VJeVJ 0

119 vnJsilicoJanalysesJofJmaleidrideJbiosyntheticJgeneJclustersXXJ2022VJfVJ] 0

118 zachineJlearningJfromJ–seudomonasJaeruginosaJtranscriptomesJidentifiesJindependentlyJ
modulatedJsetsJofJgenesJassociatedJwithJknownJtranscriptionalJregulatorsXXJ2022VJ 3

117 ‘ewJtlycosylatedJ–olyeneJzacrolidesgJRefiningJtheJ’reJfromJtenomeJziningXXJ2022VJ[[VJ 1
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116 teneticsJoehindJtheJtlycosylationJ–atternsJinJtheJoiosynthesisJofJqalbaheptidesXXJ2022VJ[ZVJebedZe 0

115 VJaJVintageJzodelJwithJaJputtingWrdgeJ–rofileJinJoiotechnologyXXJ2022VJ[ZVJ 2

114 nJcoevolutionJexperimentJrevealsJparallelJmutationsJinJtheJncrnWncroWΨolpJeffluxJpumpJthatJ
contributesJtoJbacterialJantibioticJresistanceXJ

113 ΨheJrvolutionJofJtheJüatratoxinJandJntranoneJteneJplustersJofJXXJ2022VJeVJ 0

112 ‘onWribosomalJpeptideJsynthetaseJdomainJboundaryJidentificationJandJnewJmotifsJdiscoveryJbasedJ
onJmotifWintermotifsJstandardizedJarchitectureXJ 0

111 zicrobialJmetabolitesgJcauseJorJconsequenceJinJgastrointestinalJdiseaselXJ2022VJ 1

110 qraftJtenomeJüequenceJofJorevibacillusJbrevisJynovz[dVJaJoiotechnologicallyJvmportantJ
nntimicrobialW–roducingJoacteriumXXJ2022VJeZZZZc]] 0

109 pomparativeJmetagenomicJanalysisJofJbiosyntheticJdiversityJacrossJspongeJmicrobiomesJhighlightsJ
metabolicJnoveltyVJconservationJandJdiversificationXJ

108 ueterologousJrxpressionJofJzacrollinsJfromJ–hytopathogenicJRevealedJaJpytochromeJ–abZJ
zonoWoxygenaseJinJtheJoiosynthesisJofJ˛†WuydroxylJΨetramicJncidXJ2021VJ 0

107 üecondaryJmetaboliteJbiosyntheticJdiversityJinJnrcticJ’ceanJmetagenomesXXJ2021VJdVJ 1

106 –olarJnctinobacteriagJnJüourceJofJoiosyntheticJqiversityXJ2022VJd[Wef

105 zarineJsungiXJ2022VJ]a_W]fb

104 zetabolicJrngineeringJofJnctinomycetesJforJ‘aturalJ–roductJqiscoveryXJ2022VJ]cdW_Zd

103 tenomicJandJphemicalJqecryptionJofJtheJoacteroidetesJ–hylumJforJvtsJ–otentialJtoJoiosynthesizeJ
‘aturalJ–roductsXXJ2022VJeZ]adf][ 2

102 Ψable_Xq’pXXJ2018VJ

101 qata_üheet_[XdocxXJ2020VJ

100 vmage_[XjpegXJ2019VJ

99 vmage_]XjpegXJ2019VJ
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98 vmage__XtifXJ2019VJ

97 qata_üheet_[XsnüΨnXJ2020VJ

96 qata_üheet_]XsnüΨnXJ2020VJ

95 qata_üheet__XdocxXJ2020VJ

94 qata_üheet_aXfastaXJ2020VJ

93 qata_üheet_bXzipXJ2020VJ

92 qata_üheet_cXzipXJ2020VJ

91 qata_üheet_dXpdfXJ2020VJ

90 qata_üheet_eXzipXJ2020VJ

89 qata_üheet_fXpdfXJ2020VJ

88 Ψable_[XxlsxXJ2020VJ

87 qata_üheet_[XdocxXJ2018VJ

86 qata_üheet_]XxlsxXJ2018VJ

85 qata_üheet_[XpdfXJ2018VJ

84 Ψable_[XXyüXXJ2020VJ

83 vmage_[XtifXJ2019VJ

82 vmage_]XtifXJ2019VJ

81 Ψable_[Xq’pXXJ2019VJ
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80 Ψable_]Xq’pXXJ2019VJ

79 Ψable__Xq’pXXJ2019VJ

78 Ψable_aXq’pXXJ2019VJ

77 Ψable_bXq’pXXJ2019VJ

76 Ψable_cXq’pXXJ2019VJ

75 –resentation_[XpdfXJ2020VJ

74 vmage[X–qsXJ2018VJ

73 vmage]X–qsXJ2018VJ

72 vmage_X–qsXJ2018VJ

71 Ψable[XdocxXJ2018VJ

70 Ψable]Xq’pXXJ2018VJ

69 qata_üheet_[XdocxXJ2020VJ

68 tlobalJanalysisJofJbiosyntheticJgeneJclustersJrevealsJconservedJandJuniqueJnaturalJproductsJinJ
entomopathogenicJnematodeWsymbioticJbacteriaXXJ2022VJ 2

67 zarineJzicroorganismsgJsromJ–ollutantJqegradationJtoJnddedJValueJ–roductsXJ2022VJ[f_W][]

66 ueterologousJrxpressionJofJsungalJoiosyntheticJ–athwaysJinJnspergillusJnidulansJβsingJrpisomalJ
VectorsXXJ2022VJ]aefVJdbWf]

65 nnJβnprecedentedJ‘umberJofJpytochromeJ–abZsJnreJvnvolvedJinJüecondaryJzetabolismJinJ
üalinisporaJüpeciesXJ2022VJ[ZVJed[ 2

64 pomparativeJgenomicsJrevealsJtheJorganicJacidJbiosynthesisJmetabolicJpathwaysJamongJfiveJlacticJ
acidJbacterialJspeciesJisolatedJfromJfermentedJvegetablesXXJ2022VJ 2

63 –angenomeJanalysisJofJrnterobacteriaJrevealsJrichnessJofJsecondaryJmetaboliteJgeneJclustersJandJ
theirJassociatedJgeneJsetsXJ2022VJ 0
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62 vnsightsJintoJapplicationsJandJstrategiesJforJdiscoveryJofJmicrobialJbioactiveJmetabolitesXJ2022VJ[]dZb_ 1

61 oiosynthesisJofJtuanitoxinJrnablesJtlobalJrnvironmentalJqetectionJinJsreshwaterJpyanobacteriaXXJ
2022VJ 2

60 pomprehensiveJgenomeJanalysisJofJyentzeaJrevealsJrepertoireJofJpolymerWdegradingJenzymesJandJ
bioactiveJcompoundsJwithJclinicalJrelevanceXXJ2022VJ[]VJeaZf 1

59 pomparativeJnnalysisJofJ–seudoWnitzschiaJphloroplastJtenomesJRevealedJrxtensiveJvnvertedJ
RegionJVariationJandJ–seudoWnitzschiaJüpeciationXJ2022VJfVJ 1

58 ΨheJüignificanceJofJqigitalJzarketingJinJühapingJrcotourismJoehaviourJthroughJqestinationJvmageXJ
2022VJ[aVJd_fb 2

57 zetadataJharmonizationâ��ütandardsJareJtheJkeyJforJaJbetterJusageJofJomicsJdataJforJintegrativeJ
microbiomeJanalysisXJ2022VJ[dVJ 0

56 sunctionalJandJphylogeneticJanalysesJofJcamelJrumenJmicrobiotaJassociatedJwithJdifferentJ
lignocellulosicJsubstratesXJ2022VJeVJ 0

55 oiologicalJqarkJzatterJrxplorationJusingJqataJziningJforJtheJqiscoveryJofJnntimicrobialJ‘aturalJ
–roductsXJ

54 oifurcationJdrivesJtheJevolutionJofJassemblyWlineJbiosynthesisXJ2022VJ[_VJ 2

53 –roteominingWoasedJrlucidationJofJ‘aturalJ–roductJoiosyntheticJ–athwaysJinJütreptomycesXJ[_VJ

52 qeepWüeaJüedimentsJfromJtheJüouthernJtulfJofJzexicoJuarborJaJWideJqiversityJofJ–xüJvJtenesXJ
2022VJ[[VJeed

51 qynamicJdescriptionJofJtemporalJchangesJofJgutJmicrobiotaJinJbroilersXJ2022VJ[Z]Z_d 0

50 pomparativeJzetagenomicJnnalysisJofJoiosyntheticJqiversityJacrossJüpongeJzicrobiomesJ
uighlightsJzetabolicJ‘oveltyVJponservationVJandJqiversificationXJ 0

49 üingleJcellJmutantJselectionJforJmetabolicJengineeringJofJactinomycetesXJ2022VJd_VJ[]aW[__ 2

48 ütructureJandJsunctionJofJaJqehydratingJpondensationJqomainJinJ‘onribosomalJ–eptideJ
oiosynthesisXJ 0

47 pomparativeJanalysisJofJassemblyJalgorithmsJtoJoptimizeJbiosyntheticJgeneJclusterJidentificationJinJ
novelJmarineJactinomyceteJgenomesXJfVJ

46 ˛¤WsootprintingJapproachJforJtheJidentificationJofJproteinJsynthesisJinhibitorJproducersXJ2022VJaVJ 0

45
rxploringJtheJnntibioticJ–roductionJ–otentialJofJueterotrophicJoacterialJpommunitiesJvsolatedJ
fromJtheJzarineJüpongesJprateromorphaJmeyeriVJ–seudaxinellaJreticulataVJsarreaJsimilarisVJandJ
paulophacusJarcticusJthroughJüynergisticJzetabolomicJandJtenomicJnnalysesXJ2022VJ]ZVJac_

0
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44 rxploringJtheJroleJofJantimicrobialsJinJtheJselectiveJgrowthJofJpurpleJphototrophicJbacteriaJ
throughJgenomeJminingJandJagarJspotJassaysXJ

43 rmergingJtrendsJinJgenomicJandJepigenomicJregulationJofJplantJspecialisedJmetabolismXJ2022VJ]Z_VJ[[_a]d 1

42 sunctionalJcharacterizationJofJprokaryoticJdarkJmattergJtheJroadJsoJfarJandJwhatJliesJaheadXJ2022VJ_VJ[ZZ[bf 0

41 zaleidrideJbiosynthesisJâ��JconstructionJofJdimericJanhydridesJâ��JmoreJthanJjustJheadsJorJtailsXJ 0

40 teneticJlocalizationJofJepicoccamideJbiosyntheticJgeneJclusterJinJrpicoccumJnigrumJxnppJaZca]XJ
2022VJcbVJ[bfW[cc 0

39 zetagenomicsWresolvedJgenomicsJprovidesJnovelJinsightsJintoJchitinJturnoverVJmetabolicJ
specializationVJandJnicheJpartitioningJinJtheJoctocoralJmicrobiomeXJ2022VJ[ZVJ 0

38 ütreptomycesgJΨheJbiofactoryJofJsecondaryJmetabolitesXJ[_VJ 1

37 pompleteJgenomeJsequencingJandJinJsilicoJgenomeJminingJrevealJtheJpromisingJmetabolicJ
potentialJinJütreptomycesJstrainJpüWdXJ[_VJ 0

36
ütreptococcusJsalivariusJ]aüzocJtenomeJnnalysisJRevealsJ‘ewJoiosyntheticJteneJplustersJ
vnvolvedJinJnntimicrobialJrffectsJonJütreptococcusJpneumoniaeJandJütreptococcusJpyogenesXJ2022VJ
[ZVJ]Za]

0

35 nminoJacidJRacylJcarrierJproteinSJligaseWassociatedJbiosyntheticJgeneJclustersJrevealJunexploredJ
biosyntheticJpotentialXJ 0

34 RevealingJtheJteneticJnrchitectureJofJYieldWRelatedJandJ—ualityJΨraitsJinJvndianJzustardJ[orassicaJ
junceaJRyXSJpzernXJandJpossX]JβsingJzetaW—ΨyJnnalysisXJ2022VJ[]VJ]aa] 2

33 zetaWanalysisJofJmetagenomicsJrevealsJtheJsignaturesJofJvaginalJmicrobiomeJinJpretermJbirthXJ
2022VJ[aVJ[ZZZcb 0

32 ΨaxiotpgJaJΨaxonomyWtuidedJnpproachJforJ–rofilingJrxperimentallyJpharacterizedJzicrobialJ
oiosyntheticJteneJplustersJandJüecondaryJzetaboliteJ–roductionJ–otentialJinJzetagenomesXJ 1

31 tenomeJanalysisJandJelucidationJofJtheJbiosyntheticJpathwayJforJtheJcRnüJinhibitorJrasfoninJinJ
pephalotrichumJgorgoniferXJ 0

30 ‘onribosomalJpeptideJsynthetaseJgeneJclustersJandJcharacteristicsJofJpredictedJ‘R–üWdependentJ
siderophoreJsynthetasesJinJnrmillariaJandJotherJspeciesJinJtheJ–hysalacriaceaeXJ 0

29 zvoitJ_XZgJaJcommunityWdrivenJeffortJtoJannotateJexperimentallyJvalidatedJbiosyntheticJgeneJ
clustersXJ 1

28 nJsurveyJofJtheJbiosyntheticJpotentialJandJspecializedJmetabolitesJofJarchaeaJandJunderstudiedJ
bacteriaXJ2023VJbVJ[ZZ[[d 1

27 üpecializedJzetabolismJofJtordoniaJtenusgJnnJvntegratedJüurveyJonJphemodiversityJpombinedJ
withJaJpomparativeJtenomicsWoasedJnnalysisXJ2022VJ[[VJb_ 0
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26 ütrategizingJtheJhumanJmicrobiomeJforJsmallJmoleculesgJnpproachesJandJperspectivesXJ2022VJ[Z_abf 0

25 üaprophyticJtoJ–athogenicJzycobacteriagJyossJofJpytochromeJ–abZsJVisJaJVisJΨheirJ–rominentJ
vnvolvementJinJ‘aturalJzetaboliteJoiosynthesisXJ2023VJ]aVJ[af 1

24 qraftJtenomeJüequencesJofJ[aJsungalJüpeciesJfromJnlternariaJüectionJvnfectoriaeXJ 0

23 ‘aturalJandJengineeredJcyclodipeptidesgJoiosynthesisVJchemicalJdiversityVJandJengineeringJ
strategiesJforJdiversificationJandJhighWyieldJbioproductionXXJ2022VJ[ZZZcd 0

22 ‘ovelJ–lantWnssociatedJorevibacillusJandJyysinibacillusJtenomospeciesJuarborJaJRichJoiosyntheticJ
–otentialJofJnntimicrobialJpompoundsXJ2023VJ[[VJ[ce 0

21 zetagenomicsJühinesJyightJonJtheJrvolutionJofJâ��üunscreenâ��J–igmentJzetabolismJinJtheJ
ΨeloschistalesJRyichenWsormingJnscomycotaSXJ 1

20 ΨheJqiversityJofJqeepWüeaJnctinobacteriaJandJΨheirJ‘aturalJ–roductsgJnnJrpitomeJofJpuriosityJandJ
qrugJqiscoveryXJ2023VJ[bVJ_Z 0

19 vsolationVJcompleteJgenomeJsequencingJandJinJsilicoJgenomeJminingJofJourkholderiaJforJsecondaryJ
metabolitesXJ2022VJ]]VJ 0

18 qiversityJofJoacterialJüecondaryJzetaboliteJoiosyntheticJteneJplustersJinJΨhreeJVietnameseJ
üpongesXJ2023VJ][VJ]f 0

17 βncoveringJaJmiltiradieneJbiosyntheticJgeneJclusterJinJtheJyamiaceaeJrevealsJaJdynamicJ
evolutionaryJtrajectoryXJ2023VJ[aVJ 0

16 tlacierWsedJütreamJoiofilmsJuarborJqiverseJResistomesJandJoiosyntheticJteneJplustersXJ 0

15 ResorculinsgJhybridJpolyketideJmacrolidesJfromJütreptomycesJspXJzüΨWf[ZeZXJ2023VJ][VJ]b_[W]b_e 0

14 rnhancingJchemicalJandJbiologicalJdiversityJbyJcoWcultivationXJ[aVJ 0

13 pomputationalJnpproachesJtoJrnzymeJvnhibitionJbyJzarineJ‘aturalJ–roductsJinJtheJüearchJforJ‘ewJ
qrugsXJ2023VJ][VJ[ZZ 0

12 nJcoevolutionJexperimentJbetweenJslavobacteriumJjohnsoniaeJandJourkholderiaJthailandensisJ
revealsJparallelJmutationsJthatJreduceJantibioticJsusceptibilityXJ2023VJ[cfVJ 0

11 tenomeWWideJvdentificationJandJrvolutionaryJnnalysesJofJürfnJ’peronJtenesJinJoacillusXJ2023VJ[aVJa]] 0

10 porrelativeJmetabologenomicsJofJ[[ZJfungiJrevealsJmetaboliteâ��geneJclusterJpairsXJ 0

9 ΨheJgenomicJlandscapeJofJreferenceJgenomesJofJcultivatedJhumanJgutJbacteriaXJ2023VJ[aVJ 0

Citation Report

36



8 üurfactingJvtsJoiologicalJnctivityJandJ–ossibilityJofJnpplicationJinJngricultureXJ2023VJbfVJ[W[_ 0

7 tenomeJminingJtoJidentifyJvaluableJsecondaryJmetabolitesJandJtheirJregulationJinJnctinobacteriaJ
fromJdifferentJnichesXJ2023VJ]ZbVJ 0

6 üoilJconditionsJandJtheJplantJmicrobiomeJboostJtheJaccumulationJofJmonoterpenesJinJtheJfruitJofJ
pitrusJreticulataJâ��phachiâ��XJ2023VJ[[VJ 0

5 pomprehensiveJanalysisJofJbiosyntheticJgeneJclustersJinJbacteriaJandJdiscoveryJofJΨumebacillusJasJaJ
potentialJproducerJofJnaturalJproductsXJ 0

4 ΨotalJüynthesisJandJütructureJnssignmentJofJtheJRelacidineJyipopeptideJnntibioticsJandJ
–reparationJofJnnaloguesJwithJrnhancedJütabilityXJ2023VJfVJd_fWdae 0

3 vntegratedJ’micsJapproachJforJ–redictionJofJ’peronsJlikeJgeneJclustersJinJplantsgJΨoolsVJ
ΨechniquesVJandJsutureJaspectsXJ2023VJfadWfba 0

2 nJcomprehensiveJgenomicJanalysisJprovidesJinsightsJonJtheJhighJenvironmentalJadaptabilityJofJ
ncinetobacterJstrainsXJ[aVJ 0

1 ziningJforJaJ‘ewJplassJofJsungalJ‘aturalJ–roductsgJΨheJrvolutionVJqiversityVJandJqistributionJofJ
vsocyanideJüynthaseJoiosyntheticJteneJplustersXJ 0

Citation Report

37


