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n Paper IF Citations

345 ysteoprotegerinGOyzqPSG“heGondogenousGsnhibitorGofGReceptorGkctivatorGofGxpT˛”lGvigandGORkxuvPSG
isGnysregulatedGinGlRmkGwutationGmarriersUG2015SGYSGX[[XTc 41

344 snflammaTmiRsGinGkgingGandGlreastGmancerdGkreG“heyGReliableGzlayersiUG2015SGYSGb_ 21

343 IywsmIGtumorGmarkersGforGbreastGcancerdGkGreviewUG2015SG[XSGXY_6T6Y 10

342 lRmkXGXb_delkqGwutationGonhancesGsnterleukinTX˛†GoxpressionGinGyvarianG’urfaceGopithelialGmellsUG
2015SGYWX_SG6_YWXa 6

341 muratingGtheGwayGtoGbetterGdeterminantsGofGgeneticGriskUG2015SG[aYSGYYYaTb 12

340 romologousGRecombinationGneficiencydGoxploitingGtheGpundamentalG–ulnerabilityGofGyvarianG
mancerUG2015SG_SGXX[aT_] 436

339 mharacterizationGofGmedulloblastomaGinGpanconiGknemiadGaGnovelGmutationGinGtheGlRmkYGgeneGandG
’rrGmolecularGsubgroupUG2015SG[SGX[ 18

338 mlinicalGimpactGonGovarianGcancerGpatientsGofGmassiveGparallelGsequencingGforGlRmkGmutationG
detectiondGtheGexperienceGatGqemelliGhospitalGandGaGliteratureGreviewUG2015SGX_SGX[b[T]W[ 26

337 “heGqeneticsGofGlreastGmancerdG—hatGtheG’urgicalGyncologistGxeedsGtoGunowUG2015SGY]SGaW_T[Y 3

336 zrevalenceGofGlRmkXVlRmkYGmutationsGinGaGlrazilianGpopulationGsampleGatTriskGforGhereditaryG
breastGcancerGandGcharacterizationGofGitsGgeneticGancestryUG2016SGaSGbW]6_TbW]bX 39

335 InxkGlindingGRegionIGofGlRmkXGkffectsGqeneticG’tabilityGthroughGmodulatingGtheGsntraT’TzhaseG
mheckpointUG2016SGXYSGX[[T][ 15

334 “argetedGagentsGinGepithelialGovarianGcancerdGreviewGonGemergingGtherapiesGandGfutureG
developmentsUG2016SGXWSG6Y6 24

333 “heGclinicalGvalueGofGaberrantGepigeneticGchangesGofGnxkGdamageGrepairGgenesGinGhumanGcancerUG
2016SGaSG[a[[XT[a[]6 59

332 nifferencesGofG–ariableGxumberG“andemGRepeatsGinG Rmm_GzromoterGkreGkssociatedGwithG
sncreasedGorGnecreasedGRiskGofGlreastGmancerGinGlRmkGqeneGwutationGmarriersUG2016SG6SGcY 7

331 yvarianGmancerGandGlRmkXVYG“estingdGypportunitiesGtoGsmproveGmlinicalGmareGandGniseaseG
zreventionUG2016SG6SGXXc 12

330 zrevalenceGandGclinicalGsignificanceGofGlRmkXVYGgermlineGandGsomaticGmutationsGinG“aiwaneseG
patientsGwithGovarianGcancerUG2016SGaSGb__YcTb__]X 30

329 wanagementGofGwomenGwithGaGhereditaryGpredispositionGforGbreastGcancerUG2016SGXYSGYYaaTbb 7
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328 qermlineGmutationsGinGlRmkXGandGlRmkYGinGepithelialGovarianGcancerGpatientsGinGlrazilUGBMCyCancerSG
2016SGX6SGc[] 4.8 33

327 laTr[GupregulatesGlRmm[GexpressionSGantagonizingGnxkGdamageGcausedGbyG_TpuUG2016SG[6SGY[XTb 12

326 RkxuvVRkxudGfromGboneGlossGtoGtheGpreventionGofGbreastGcancerUG2016SG6SG 37

325 lreastGcancerGriskGinGmhineseGwomenGwithGlRmkXGorGlRmkYGmutationsUG2016SGX_6SG]]XT]]_ 18

324 wutationGdetectionGratesGassociatedGwithGspecificGselectionGcriteriaGforGlRmkXVYGtestingGinGXb_]G
highTriskGfamiliesdGkGmonocentricGstalianGstudyUG2016SG[YSG6_TaX 18

323 “heGlRmkXT˛�XXqGklternativeG’pliceGssoformGlypassesGqermlineGwutationsGandGzromotesG
“herapeuticGResistanceGtoGzkRzGsnhibitionGandGmisplatinUG2016SGa6SGYaabTcW 136

322 ”nsolvedGmysterydGtheGroleGofGlRmkXGinGnxkGendTjoiningUG2016SG_aG’upplGXSGiXbTiY] 26

321 ReducedGlRmkXGtranscriptGlevelsGinGfreshlyGisolatedGbloodGleukocytesGfromGlRmkXGmutationGcarriersG
isGmutationGspecificUG2016SGXbSGba 6

320 lRmkGtoGtheGfuturedGtowardsGbestGtestingGpracticeGinGtheGeraGofGpersonalisedGhealthcareUG2016SGY]G
’upplGXSG’XTY 11

319 zreventionGandGscreeningGinGlRmkGmutationGcarriersGandGotherGbreastVovarianGhereditaryGcancerG
syndromesdGo’wyGmlinicalGzracticeGquidelinesGforGcancerGpreventionGandGscreeningUG2016SGYaSGvXW[TvXXW 202

318 rereditaryGbreastGandGovarianGcancerdGnewGgenesGinGconfinedGpathwaysUG2016SGX6SG_ccT6XY 210

317 â��vistingGauthorGcontributionâ��GdoesGnotGalterGtheGauthorGinflationGinGtheGpublicationsGinGbasicGresearchG
inGfourGmajorGgastroenterologyGjournalsGinGXWGyearsUG2016SGXWaSGX_WXTX_Wa 3

316 wodifiersGofGbreastGandGovarianGcancerGrisksGforGlRmkXGandGlRmkYGmutationGcarriersUG2016SGY[SG“6cTb] 46

315 sdentificationGofGnovelGlRmkGfounderGmutationsGinGwiddleGoasternGbreastGcancerGpatientsGusingG
captureGandG’angerGsequencingGanalysisUG2016SGX[cSGXWcXTa 36

314
qermlineGmissenseGpathogenicGvariantsGinGtheGlRmkXGlRm“GdomainSGpUqlyXaW6qluGandG
pUklaXaWbqluSGincreaseGcellularGsensitivityGtoGzkRzGinhibitorGolaparibGbyGaGdominantGnegativeGeffectUG
2016SGY_SG_YbaT_Ycc

2

313 yvarianGcancerUG2016SGYSGX6W6X 420

312 ovaluationGandGwanagementGofG”ltrasonographicallyGnetectedGyvarianG“umorsGinGksymptomaticG
—omenUG2016SGXYaSGb]bTb_b 23

311 zrevalenceGofGrispanicGlRmkXGandGlRmkYGmutationsGamongGhereditaryGbreastGandGovarianGcancerG
patientsGfromGlrazilGrevealsGdifferencesGamongGvatinGkmericanGpopulationsUG2016SGYWcSG]XaT]YY 26
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310 mancerGduGsein´ dGrisqueGgˆ'nˆ'tiqueUG2016SGY6SGc_TXW] 3

309 ovaluationGofGtheGmethodsGtoGidentifyGpatientsGwhoGmayGbenefitGfromGzkRzGinhibitorGuseUG2016SGY[SGRY6aTb_ 26

308
qermlineGmutationsGofGlRmkXGgeneGexonGXXGareGnotGassociatedGwithGplatinumGresponseGneitherG
withGsurvivalGadvantageGinGpatientsGwithGprimaryGovarianGcancerdGunderstandingGtheGclinicalG
importanceGofGoneGofGtheGbiggestGhumanGexonsUGkGstudyGofGtheG“umorGlankGyvarianGmancerGO“ymPG
monsortiumUG2016SG[aSGXY[YcTXY[[a

10

307 lRmknessGrevisitedUG2016SGX6SGXXWTYW 678

306 kGmrossTmancerGqeneticGkssociationGknalysisGofGtheGnxkGRepairGandGnxkGnamageG’ignalingG
zathwaysGforGvungSGyvarySGzrostateSGlreastSGandGmolorectalGmancerUG2016SGY_SGXc[TYWW 47

305 lRmkXVlRmkYGfounderGmutationsGandGcancerGrisksdGimpactGinGtheGwesternGnanishGpopulationUG2016SG
X_SG_WaTXY 8

304 “heGRoleGofGRiskTReducingG’urgeryGinGrereditaryGlreastGandGyvarianGmancerUG2016SG[a]SG]_]T6b 179

303 ovidenceGforGaGpathogenicGroleGofGlRmkXGvXaW_zGandG—Xb[a GgermTlineGmutationsUG2016SG][SG[[_Tb 1

302 “heGpromiseGandGperilGofGgenomicGscreeningGinGtheGgeneralGpopulationUG2016SGXbSG_c[Tc 40

301 “heGroleGofGgermlineGmutationsGinGtheGlRmkXVYGandGmismatchGrepairGgenesGinGmenGascertainedGforG
earlyTonsetGandVorGfamilialGprostateGcancerUG2016SGX_SGXXXTYX 18

300 xovelGandGreportedGpathogenicGvariantsGinGexonGXXGofGlRmkYGgeneGinGaGcohortGofG’riGvankanGyoungG
breastGcancerGpatientsUG2017SGX6SG[YcT[[b 2

299 qeneticsGofGgynaecologicalGcancersUG2017SG]YSGXX]TXY] 11

298 nistinctGlrcaXGwutationsGnifferentiallyGReduceGrematopoieticG’temGmellGpunctionUG2017SGXbSGc]aTc6W 17

297 lRmkXGandGlRmkYGmutationsGinGovarianGcancerGpatientsGfromGmhinadGethnicTrelatedGmutationsGinG
lRmkXGassociatedGwithGanGincreasedGriskGofGovarianGcancerUG2017SGX]WSGYW_XTYW_c 31

296 RecurrentGlargeGgenomicGrearrangementsGinGlRmkXGandGlRmkYGinGanGsrishGcaseGseriesUG2017SG
YX]TYX_SGXTb 3

295 oxploitingGromologousGRecombinationGneficiencyGinG“xlmUG2017SGcSG_YT_c

294 kssessingGtheGRiskGofGyccultGmancerGandG[WTdayGworbidityGinG—omenG”ndergoingGRiskTreducingG
’urgerydGkGzrospectiveGoxperienceUG2017SGY]SGb[aTb]Y 14

293 nxkGnamageGandGRepairGliomarkersGofGsmmunotherapyGResponseUG2017SGaSG6a_T6c[ 331
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292 —hatGaboutGprophylacticGsurgeryGinGlRmkXVlRmkYGmutationGcarriersiGybservationsGfromGanGstalianG
pilotGstudyUG2017SGY[SGa66Ta6a

291 kGmlassGofGonvironmentalGandGondogenousG“oxinsGsnducesGlRmkYGraploinsufficiencyGandGqenomeG
snstabilityUG2017SGX6cSGXXW_TXXXbUeX_ 93

290 mlinicalGoutcomesGofGfemaleGbreastGcancerGaccordingGtoGlRmkGmutationGstatusUG2017SG]cSGXYbTX[a 5

289 zrecancerGktlasGtoGnriveGzrecisionGzreventionG“rialsUG2017SGaaSGX_XWTX_]X 81

288 yvarianGmancerGzreventionGinGrighTriskG—omenUG2017SG6WSGa[bTa_a 15

287 qeneticGepidemiologyGofGovarianGcancerGandGprospectsGforGpolygenicGriskGpredictionUG2017SGX]aSGaW_TaX[ 48

286 mongrˆ¤sGlâ��associationGamˆ'ricaineGdeGrechercheGcontreGleGcancerGâ��GkkmRGYWXaUG2017SGXcSGYWcTY[W

285 RandomizedGmontrolledG“rialsGinGrereditaryGmancerG’yndromesUG2017SGY6SGaYcTa_W 2

284 qeneticGtestingGinGwomenGwithGbreastGcancerdGimplicationsGforGtreatmentUG2017SGXaSGccXTXWWY 7

283 mellsGofGoriginGofGovarianGcancerdGovarianGsurfaceGepitheliumGorGfallopianGtubeiUG2017SGYc6SGXW__TXW6Y 32

282 yleuropeinGrepressesGtheGradiationGresistanceGofGovarianGcancerGbyGinhibitingGhypoxiaGandG
microRxkTYccTtargettedGheparanaseGexpressionUG2017SGbSGYb_aTYb6] 15

281 ’creeningGforGfamilialGcancerGriskdGpocusGonGbreastGcancerUG2017SGXW_SG6cTaa 18

280 smpactGofGgermlineGandGsomaticGlRmkXVYGmutationsdGtumorGspectrumGandGdetectionGplatformsUG
2017SGY]SG6WXT6Wc 3

279 lreastGmancerGqeneticsUG2017SGa[Tb6

278 ResponseGtoGnrUG’orscherUG2017SGY6SGXX6]

277
kssociationGofGbreastGcancerGriskGinGlRmkXGandGlRmkYGmutationGcarriersGwithGgeneticGvariantsG
showingGdifferentialGallelicGexpressiondGidentificationGofGaGmodifierGofGbreastGcancerGriskGatGlocusG
XXqYYU[UG2017SGX6XSGXXaTX[]

15

276 nominantG“raitsGandGniseasesUG2017SGXTa

275 mharacterizationGofGmutationsGinGlRmkXVYGandGtheGrelationshipGwithGclinicTpathologicalGfeaturesGofG
breastGcancerGinGaGhereditarilyGhighTriskGsampleGofGchineseGpopulationUG2018SGX_SG[W6bT[Wa] 4

(2018-2017)
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274 nistinctGimplicationsGofGdifferentGlRmkGmutationsdGefficacyGofGcytotoxicGchemotherapySGzkRzG
inhibitionGandGclinicalGoutcomeGinGovarianGcancerUG2017SGXWSGY_[cTY__X 30

273 wonoallelicGcharacteristicTbearingGheterozygousGvXW_[ GinGlRmkYGgeneGamongG’udaneseGwomenG
withGbreastGcancerUG2017SGXbSGb_ 3

272 nxkGRepairGzathwayGklterationsGinGlladderGmancerUGCancersSG2017SGcSG 6.6 26

271 yrthodoxGtewishG“houghtGveadersNGsnsightsGRegardingGlRmkGwutationsdGkGnescriptiveG’tudyUG2017SG
X[SGe[W[Te[Wc 4

270 zredictionGofGlreastGandGzrostateGmancerGRisksGinGwaleGlRmkXGandGlRmkYGwutationGmarriersG”singG
zolygenicGRiskG’coresUG2017SG[_SGYY]WTYY_W 101

269 germlineGmutationsGdominateGfamilialGbreastGcancerGpatientsGinGrenanGmhinaUG2017SGcSG_Yc_T_Ycc 4

268 “heGassociationGbetweenGcancerGfamilyGhistoryGandGovarianGcancerGriskGinGlRmkXVYGmutationG
carriersdGcanGitGbeGexplainedGbyGtheGmutationGpositioniUG2018SGY6SGb]bTb_a 4

267 zenetranceGestimatesGforGSGOalsoGappliedGtoGvynchGsyndromePGbasedGonGpresymptomaticGtestingdGaG
newGunbiasedGmethodGtoGassessGriskiUGJournalyofyMedicalyGeneticsSG2018SG__SG]]YT]]b 5.8 1

266 kGmlinicalGnecisionG’upportG“oolGtoGzredictGmancerGRiskGforGmommonlyG“estedGmancerTRelatedG
qermlineGwutationsUG2018SGYaSGXXbaTXXcc 23

265 nifferenceGinGRiskGofGlreastGandGyvarianGmancerGkccordingGtoGzutativeGpunctionalGnomainGRegionsG
inGuoreanGlRmkXVYGwutationGmarriersUG2018SGXbSG[6YT[a[UeX 3

264 “owardsGzreventionGofGlreastGmancerdG—hatGkreGtheGmlinicalGmhallengesiUG2018SGXXSGY__TY6] 5

263 wutationalGspectrumGinGaGworldwideGstudyGofGYcSaWWGfamiliesGwithGlRmkXGorGlRmkYGmutationsUG
2018SG[cSG_c[T6YW 138

262 lRmkYGRegulatesG“ranscriptionGolongationGbyGRxkGzolymeraseGssGtoGzreventGRTvoopGkccumulationUG
2018SGYYSGXW[XTXW[c 68

261 rarnessingGgenomicsGtoGimproveGoutcomesGforGwomenGwithGcancerGinGsndiadGkeyGprioritiesGforG
researchUG2018SGXcSGeXWYTeXXY 8

260 wultiTgeneGzanelG“estingGinGlreastGmancerGwanagementUG2018SGXa[SGXYXTX]W 10

259 lRmkXGmutationGspectrumSGfunctionsSGandGtherapeuticGstrategiesdG“heGstoryGsoGfarUG2018SG]YSGXbcTYWa 13

258 yptimizingGtheGidentificationGofGriskTrelevantGmutationsGbyGmultigeneGpanelGtestingGinGselectedG
hereditaryGbreastVovarianGcancerGfamiliesUG2018SGaSG]6T__ 18

257 “argetingGtumorGmicroenvironmentGtoGcurbGchemoresistanceGviaGnovelGdrugGdeliveryGstrategiesUG
2018SGX_SG6]XT66[ 5
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256 mutationGspectrumGTGanGupdateGonGmutationGdistributionGinGaGlargeGcancerGgeneticsGclinicGinGxorwayUG
2018SGX6SG[ 12

255 mostTeffectivenessGofGdifferentGstrategiesGtoGpreventGbreastGandGovarianGcancerGinGqermanGwomenG
withGaGlRmkGXGorGYGmutationUG2018SGXcSG[]XT[_[ 21

254 “heGmancerG—orryG’caleGRevisedGforGlreastGmancerGqeneticGmounselingUG2018SG]XSG[XXT[Xc 7

253 lRmkXGgenedGfunctionGandGdeficiencyUG2018SGY[SG[6T]] 49

252 kGriskGscoreGincludingGbodyGmassGindexSGglycatedGhaemoglobinGandGtriglyceridesGpredictsGfutureG
glycaemicGcontrolGinGpeopleGwithGtypeGYGdiabetesUG2018SGYWSG6bXT6bb 17

251 zopulationTlasedGmohortG’tudyGRevealsGnistinctGkssociationsGletweenGpemaleGvungGmancerGandG
lreastGmancerGinG“aiwanUG2018SGYSGXTX] 5

250 yvarianGmancerGqeneticsdG’ubtypesGandGRiskGpactorsUG2018SG 8

249 RiskTReducingGyptionsGforG—omenGwithGaGrereditaryGlreastGmancerGzredispositionUG2018SGX]SGXbcTXc[ 10

248 kdmixtureSGqeneticsGandGmomplexGniseasesGinGvatinGkmericansGandG”’GrispanicsUG2018SG6SGYWbTYY[ 7

247 wassGspectrometryTbasedGproteomicsGtechniquesGandGtheirGapplicationGinGovarianGcancerGresearchUG
2018SGXXSGbb 16

246 qowySGaGxationalGResourceGtoG’tudyGqeneticGwodifiersGofGlreastGandGyvarianGmancerGRiskGinGandG
zathogenicG–ariantGmarriersUG2018SGbSG]cW 10

245 unockdownGofGlRmm[GexertsGanGantiTtumorGeffectGonGcervicalGcancerGin´ vitroUG2018SGXbSG]bb6T]bc] 6

244 RiskGandGzreventionGforGrighlyGzenetrantGqenesUG2018SGXWSGYWcTYXb

243 nrillingGforGsnsightdGporecastingGzhenotypeGfromGqenotypeUG2018SG[]SGbYXTbYY 3

242 snterplayGletweenGqeneticGandGopigeneticGmhangesGinGlreastGmancerG’ubtypesUG2018SGXb_6SGXcT[] 10

241 wixingGwutationGvocationG—ithGmarcinogenGoxposuredGkGRecipeGforG“issueG’pecificityGinG
lRmkYTkssociatedGmancersiUG2018SGXXWSGcY_TcY6

240 mancerGgeneticsSGprecisionGpreventionGandGaGcallGtoGactionUG2018SG_WSGXYXYTXYXb 57

239 kgeTspecificGovarianGcancerGrisksGamongGwomenGwithGaGlRmkXGorGlRmkYGmutationUG2018SGX_WSGb_TcX 47

(2018-2018)
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238 “heGRoleGofGqenomicsUG2018SG__TaX

237 lRmkXGfounderGmutationsGandGbeyondGinGtheGzolishGpopulationdGkGsingleTinstitutionGlRmkXVYG
nextTgenerationGsequencingGstudyUG2018SGX[SGeWYWXWb6 10

236 lRmkGgermlineGmutationsGinGanGunselectedGnationwideGcohortGofGmhineseGpatientsGwithGovarianG
cancerGandGhealthyGcontrolsUG2018SGX_XSGX]_TX_Y 23

235 lRmkXGandGlRmkYGmutationsGandGclinicalGinterpretationGinG[cbGovarianGcancerGpatientsdGcomparisonG
withGbreastGcancerGvariantsGinGaGsimilarGpopulationUG2018SGXYSG[c 11

234 kGsubregionTbasedGburdenGtestGforGsimultaneousGidentificationGofGsusceptibilityGlociGandGsubregionsG
withinUG2018SG]YSG6a[T6b[ 3

233 ’econdGprimaryGcancerGafterGprimaryGperitonealSGepithelialGovarianSGandGfallopianGtubalGcancerdGaG
retrospectiveGstudyUGBMCyCancerSG2018SGXbSGbWW 4.8 5

232 lRmkXVYGtestingdGtherapeuticGimplicationsGforGbreastGcancerGmanagementUG2018SGXXcSGX]XTX_Y 84

231 zrecisionGzreventionGandGoarlyGnetectionGofGmancerdGpundamentalGzrinciplesUG2018SGbSGbW[TbXX 40

230 “heGlRmkXGexonGX[GduplicationdGclinicalGcharacteristicsGofGYYGfamiliesGinGxorthernG’wedenUG2019SGXbSG[aT]Y

229 dbmsndGaGmanuallyGcuratedGresourceGforGexploringGtheGdriverGindelsGinGhumanGcancerUG2019SGYWSGXcY_TXc[[ 8

228 snvestigatingGtheGeffectsGofGadditionalGtruncatingGvariantsGinGnxkTrepairGgenesGonGbreastGcancerGriskG
inGlRmkXTpositiveGwomenUGBMCyCancerSG2019SGXcSGaba 4.8 3

227 zopulationGfrequenciesGofGpathogenicGallelesGofGlRmkXGandGlRmkYdGanalysisGofGXa[GnanishGbreastG
cancerGpedigreesGusingGtheGlyknsmokGmodelUG2019SGXbSG[bXT[bb 4

226
kGReviewGofGtheGrereditaryGmomponentGofG“ripleGxegativeGlreastGmancerdGrighTGandG
woderateTzenetranceGlreastGmancerGqenesSGvowTzenetranceGvociSGandGtheGRoleGofGxontraditionalG
qeneticGolementsUG2019SGYWXcSG][bY6W6

22

225 ésnheritedGpredispositionGtoGbreastGcancerGOYPGdGrisksGandGsurveillance]UG2019SG[_SG[[YT[]_ 0

224 rowGdoGmutationsGaffectingGtheGbreastGcancerGgenesGlRmkXGandGlRmkYGcauseGcancerG
susceptibilityiUG2019SGbXSGXWY66b 30

223 prequencyGofGzathogenicGqermlineG–ariantsGinGSGandGinG’poradicGvobularGlreastGmancerUG2019SGYbSGXX6YTXX6b 12

222 onrichmentGofGheterozygousGgermlineGlossTofTfunctionGvariantsGinGpediatricGosteosarcomaUG2019SG_SG 12

221 “heGcU]Wc6R[khqG–ariantGnisplaysGmlassicalGmharacteristicsGofGzathogenicGwutationsGinGrereditaryG
lreastGandGyvarianGmancersSGlutG’tillGkllowsGromozygousG–iabilityUGGenesSG2019SGXWSG 4.2 8
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220 kssociationGofGqenomicGnomainsGinGandGwithGzrostateGmancerGRiskGandGkggressivenessUG2020SGbWSG6Y]T6[b 22

219 xovelGmutationsGinGactionableGbreastGcancerGgenesGbyGtargetedGsequencingGinGanGethnicallyG
homogenousGcohortUG2019SGYWSGX_W 4

218 ’pectrumGandGprevalenceGofGgermlineGmutationsGinGzakistaniGbreastGcancerGpatientsdGresultsGfromGaG
largeGcomprehensiveGstudyUG2019SGXaSGYa 11

217 wexicanGlRmkXGfounderGmutationdG’horteningGtheGgapGinGgeneticGassessmentGforGhereditaryGbreastG
andGovarianGcancerGpatientsUG2019SGX]SGeWYYYaWc 4

216
sdentificationGofGlRmkXVYGpU’erX6X[qlySGpUzrobaXveuSGpUvysXXb[krgSGpUqluXW[bqlySGpU’erXX]WqlySG
pUklaY]66–alSGpUrisY]]WkrgGvariantsGinGwomenGunderG]_GyearsGoldGwithGbreastGnodulesGsuspectedGofG
havingGbreastGcancerGinGlurkinaGpasoUG2019SGXWSGXYWTXYa

4

215 nxkGdamageGresponseGandGrepairGinGovarianGcancerdGzotentialGtargetsGforGtherapeuticGstrategiesUG
2019SGbWSG_cTb] 15

214 wendelianGrandomisationGstudyGofGheightGandGbodyGmassGindexGasGmodifiersGofGovarianGcancerGriskGinG
YYS_bbGlRmkXGandGlRmkYGmutationGcarriersUG2019SGXYXSGXbWTXcY 13

213 mancerGqeneticsdGRisksGandGwechanismsGofGmancerGinG—omenGwithGrereditaryGzredispositionGtoG
opithelialGyvarianGmancerUG2019SGYcT][

212 isGkGvowVwoderateGlreastGmancerGRiskGqenedGovidenceGlasedGonGknGkssociationG’tudyGofGtheGmentralG
ouropeanGpU~_6] GRecurrentGwutationUGCancersSG2019SGXXSG 6.6 18

211 zreventionGofGyvarianGmancerUG2019SGY_aTYaY

210 oxpressionGandGprognosticGsignificanceGofGpanconiGanemiaGgroupGnYGproteinGandGbreastGcancerGtypeG
XGsusceptibilityGproteinGinGfamilialGandGsporadicGbreastGcancerUG2019SGXaSG[6baT[aWW 5

209 mlinicalGimportanceGofGpkxmnYSGlRszXSGlRmkXSGlRmkYGandGpkxmpGexpressionGinGovarianGcarcinomasUG
2019SGYWSGb][Tb_] 9

208 lRmkGgeneGmutationsdGkGpopulationGbasedGreviewUG2019SGX_SGXWW[bW

207 snfluenceGofGobesityGonGsurgicalGcomplicationsGofGpatientsGwithGovarianGtumorsUG2019SGXaSG]_cWT]_c] 1

206 nisparitiesGinGmancerGsncidenceGamongGmhineseGzopulationGversusGwigrantsGtoGnevelopedGRegionsdGkG
zopulationTlasedGmomparativeG’tudyUG2019SGYbSGbcWTbcc 4

205 érereditaryGpredispositionGtoGbreastGcancerGOXPdGgenetics]UG2019SG[_SGX[bTX_X 1

204 rereditaryGzancreaticGmancerdGkGRetrospectiveG’ingleTmenterG’tudyGofG_X][GstalianGpamiliesGwithG
ristoryGofGlRmkTRelatedGwalignanciesUGCancersSG2019SGXXSG 6.6 11

203 kssociationGbetweenGfamilyGhistorySGmutationGlocationsSGandGprevalenceGofGlRmkXGorGYGmutationsGinG
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kpproachesUG2019SGY_SGYbaTYc_ 2

196 lRmkXGintronicGkluGelementsGdriveGgeneGrearrangementsGandGzkRzGinhibitorGresistanceUG2019SGXWSG_66X 25
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186 lRmkYGlossTofTfunctionGgermlineGmutationsGareGassociatedGwithGesophagealGsquamousGcellG
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mancerGinGlrazilUG2020SG6SG][cT]_Y 9

154 wutationGlandscapeGofGgermlineGandGsomaticGlRmkXVYGinGpatientsGwithGhighTgradeGserousGovarianG
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151 qroupGplusGIminiIGindividualGpreTtestGgeneticGcounsellingGsessionsGforGhereditaryGcancerGshortenG
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150 “heGspectrumGofGlRmkXGandGlRmkYGmutationsGandGclinicopathologicalGcharacteristicsGinGmhineseG
womenGwithGearlyTonsetGbreastGcancerUG2020SGXbWSGa_cTa66 5

149 “heGincidenceGofGoccultGovarianGneoplasiaGandGcancerGinGlRmkXVYGmutationGcarriersGafterGtheG
bilateralGprophylacticGsalpingoToophorectomyGOzl’yPdGkGsingleTcenterGprospectiveGstudyUG2020SGY]aSGY6T[X 4
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148 qeneticallyGongineeredGzigsGtoG’tudyGmancerUG2020SGYXSG 20

147 mlinicalGoutcomeGofGbreastGcancerGinGcarriersGofGlRmkXGandGlRmkYGmutationsGaccordingGtoG
molecularGsubtypesUGScientificyReportsSG2020SGXWSGaWa[ 4.9 24

146 zopulationG’creeningGforGsnheritedGzredispositionGtoGlreastGandGyvarianGmancerUG2020SGYXSG[a[T]XY 17

145 panconiGknemiaGzathwaydGwechanismsGofGlreastGmancerGzredispositionGnevelopmentGandGzotentialG
“herapeuticG“argetsUG2020SGbSGX6W 16

144 wolecularG“rajectoryGofGandGwutationsUG2020SGXWSG[6X 24

143 kGmetaTanalysisGofGreversionGmutationsGinGlRmkGgenesGidentifiesGsignaturesGofGnxkGendTjoiningG
repairGmechanismsGdrivingGtherapyGresistanceUG2021SG[YSGXW[TXXY 38

142 RxkGsplicingGalterationGinGtheGresponseGtoGplatinumGchemotherapyGinGovarianGcancerdGkGpossibleG
biomarkerGandGtherapeuticGtargetUG2021SG]XSG_b6T6X_ 2
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140 –ariationGinGcancerGriskGamongGfamiliesGwithGgeneticGsusceptibilityUG2021SG]_SGYWcTYYX 0

139 zhenotypeGevaluationGandGclinicalGcontextdGapplicationGofGcaseTlevelGdataGinGgenomicGvariantG
interpretationUG2021SGY_XTYa]

138 kdjuvantGandGxeoadjuvantG“reatmentGofG“ripleTxegativeGlreastGmancerG—ithGmhemotherapyUG2021SG
YaSG]XT]c 5

137 kssociationGofGqermlineGlRmkGzathogenicG–ariantsGwithGniminishedGyvarianGReservedGkG
wetaTknalysisGofGsndividualGzatientTvevelGnataUG 1

136 purtherGdelineationGofGtheGx“rvXGassociatedGsyndromedGkGreportGfromGtheGprenchGyncogeneticG
monsortiumUG2021SGccSG66YT6aY 1

135 snbredG’trainGmharacteristicsGsmpactGtheGxu“GmellGRepertoireUG2021SG_SGX]aTX_6

134 offectsGofGobesityGonGbreastGaromataseGexpressionGandGsystemicGmetaboTinflammationGinGwomenG
withGlRmkXGorGlRmkYGmutationsUG2021SGaSGXb 1

133 RecentGkdvancesGinG“herapeuticGzeptidesGforGlreastGmancerG“reatmentUG2021SGYYSGa]Tbb 6

132 lasicGandGzreclinicalGResearchGforGzersonalizedGwedicineUG2021SGXXSG 2

131 zlasmaGzroteinGliomarkersGkssociatedGwithGrigherGyvarianGmancerGRiskGinGlRmkXVYGmarriersUG
CancersSG2021SGX[SG 6.6 0
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130 qenerationGandGcharacterizationGofGinducedGpluripotentGstemGcellsGheterozygousGforGtheG
zortugueseGlRmkYGfounderGmutationUG2021SG_[SGXWY[6] 1

129 kGzopulationTlasedGknalysisGofGVGqenesGandGkssociatedGlreastGandGyvarianGmancerGRiskGinGuoreanG
zatientsdGkGwulticenterGmohortG’tudyUGCancersSG2021SGX[SG 6.6 1

128 kssociationGofGqermlineGlRmkGzathogenicG–ariantsG—ithGniminishedGyvarianGReservedGkG
wetaTknalysisGofGsndividualGzatientTvevelGnataUG2021SG[cSGYWX6TYWY] 10

127 ovaluationGofGtwoGpopulationGscreeningGprogrammesGforGfounderGmutationsGinGtheGkustralianG
tewishGcommunitydGaGprotocolGpaperUG2021SGXXSGeW]XXb6 1

126 zrecisionGmedicineGinGpediatricGsolidGcancersUG2021SG 4

125 yptimizationGofGpredictionGmethodsGforGriskGassessmentGofGpathogenicGgermlineGvariantsGinGtheG
tapaneseGpopulationUG2021SGXXYSG[[[bT[[]b 2

124 zrevalenceGandG’pectrumGofGqermlineGandG–ariantsGofG”ncertainG’ignificanceGinGlreastVyvarianG
mancerdGwysteriousG’ignalsGpromGtheGqenomeUG2021SGXXSG6bY]]_ 6

123 xoGkssociationGofGoarlyTynsetGlreastGorGyvarianGmancerGwithGoarlyTynsetGmancerGinGRelativesGinGorG
wutationGpamiliesUGGenesSG2021SGXYSG 4.2

122 pollowTupGofGtissueGgenomicsGinGlRmkXVYGcarriersGwhoGunderwentGprophylacticGsurgeriesUG2021SGYbSGX[6aTX[bY

121 nifferencesGinGyvarianGandGytherGmancersGRisksGbyGzopulationGandGwutationGvocationUGGenesSG2021SG
XYSG 4.2 1

120
“heGqeneticGknalysesGofGprenchGmanadiansGofG~uebecGpacilitateGtheGmharacterizationGofGxewGmancerG
zredisposingGqenesGsmplicatedGinGrereditaryGlreastGandVorGyvarianGmancerG’yndromeGpamiliesUG
CancersSG2021SGX[SG

6.6 2

119 kGspectrumGofGlRmkXGandGlRmkYGgermlineGdeleteriousGvariantsGinGovarianGcancerGinGRussiaUG

118 lreastGandGzrostateGmancerGRisksGforGwaleGlRmkXGandGlRmkYGzathogenicG–ariantGmarriersG”singG
zolygenicGRiskG’coresUG2021SG 3

117 RisksGandGpunctionGofGlreastGmancerG’usceptibilityGkllelesUGCancersSG2021SGX[SG 6.6 1

116 RiskTreducingGsalpingoToophorectomyGandGbreastGcancerGincidenceGamongGtewishG
lRmkXVlRmkYTmutationGcarriersTanGssraeliGmatchedTpairGstudyUG2021SG 1

115 quardiansGofGtheGqenomedGlRmkYGandGstsGzartnersUGGenesSG2021SGXYSG 4.2 2

114 kGframeworkGforGintegratedGclinicalGriskGassessmentGusingGpopulationGsequencingGdataUG 0

113 klteredGregulationGofGlRmkXGexonGXXGsplicingGisGassociatedGwithGbreastGcancerGriskGinGcarriersGofG
lRmkXGpathogenicGvariantsUG2021SG]YSGX]bbTX_WY 0
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112 lilateralG’alpingoToophorectomyGandGlreastGmancerGRiskGforGandGwutationGmarriersdGkssessingGtheG
ovidenceUG2021SGX]SGcb[Tcc] 2

111 sdentificationGofGnoubleGreterozygousGlreastGmancerGmasesG”singG—holeGoxomeG’equencingdG
zhenotypicGoxpressionGandGsmpactGonGzersonalizedGyncologyUGFrontiersyinyGeneticsSG2021SGXYSG6a]ccW 4.5

110 righGchromosomeGinstabilityGidentifiedGbyGlowTpassGwholeTgenomeGsequencingGassayGisGassociatedG
withG“z_[GcopyGlossGandGworseGprognosisGinGlRmkXGgermlineGmutationGbreastGcancerUG2021SGX 0

109 sdentificationGofGolevenGxovelGwutationsGinG“unisiadGsmpactGonGtheGmlinicalGwanagementGofGRelatedG
mancersUG2021SGXXSG6a]c6_ 1
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2021SGXYSG

4.2

106 “heGzaradigmsGinGlreastGmancerGzreventionUG2016SGXTYX 1

105 omergingGrolesGofGlaminsGandGnxkGdamageGrepairGmechanismsGinGovarianGcancerUG2020SG]bSGY[XaTY[[[ 5

104 kssociationGofGglRmkXVYGmutationGlocationsGwithGovarianGcancerGriskGinGtapaneseGpatientsGfromGtheG
mrkRvy““oGstudyUG2020SGXXXSG[[_WT[[_b 3

103 pathogenicGvariantsGinGtripleTnegativeGluminalTlikeGbreastGcancersdGgenotypeTphenotypeGcorrelationG
inGaGcohortGofG_[XGpatientsUG2020SGXYSGXa_bb[_cYWca_[Y6 19

102 énifferentialGexpressionGofGmiRTXY6T_pGinGlungGadenocarcinomaGandGtheGpossibleGmechanism]UG2019SG
[cSGXXb6TXXcW 3

101 righGvevelsGofGxucleolarG’pindleTkssociatedGzroteinGandGReducedGvevelsGofGlRmkXGoxpressionG
zredictGzoorGzrognosisGinG“ripleTxegativeGlreastGmancerUG2015SGXWSGeWX]W_aY 42

100 raplotypicGcharacterizationGofGlRmkXGcU_Y66dupmSGtheGprevailingGmutationGinGlrazilianGhereditaryG
breastVovarianGcancerUG2020SG][SGeYWXcWWaY 2

99 yvarianGhormonesGthroughG—ntGsignallingGregulateGtheGgrowthGofGhumanGandGmouseGovarianGcancerG
initiatingGlesionsUG2016SGaSG6]b[6T6]b_[ 14

98 py mXGidentifiesGbasalTlikeGbreastGcancerGinGaGhereditaryGbreastGcancerGcohortUG2016SGaSGa_aYcTa_a[b 6

97 lRmkXGpUrisX6a[delGisGaGpathogenicGmutationGassociatedGwithGaGpredominantGovarianGcancerG
phenotypeUG2017SGbSGYY6]WTYY6]b 8

96 sdentifyingGprognosticGsignatureGinGovarianGcancerGusingGnirqenerankUG2017SGbSG]6[cbT]6]X[ 9

95 knalysisGofGclinicalGcharacteristicsGofGbreastGcancerGpatientsGwithGtheGtapaneseGfounderGmutationG
v6[ UG2019SGXWSG[Ya6T[Yb] 9
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89 rereditaryGmancersGandGqeneticsUG2021SG6_Tcb
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74 offectsGofGlRmkGgeneGmutationGonGfemaleGreproductiveGpotentialdGkGsystematicGreviewUG2020SGX[aSGXXTXa 1
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