
Citation Report
Listjofjarticlesjciting

Metayanalysisgofggenomeywidegassociationgstudiesg
identifiesgcommongsusceptibilitygpolymorphismsgforg
colorectalgandgendometrialgcancergneargSH2B3gandgTSHZ1

DOI:g10.1038/srep17369
gScientificgReportswg2015wg5wg17369.

Source:jhttps://exaly.com/paperypdf/60389980/citationyreport.pdf

Version:j2024y04y28j

Thisjreportjhasjbeenjgeneratedjbasedjonjthejcitationsjrecordedjbyjexaly.comjforjthejabovejarticle.jForj

thejlatestjversionjofjthisjpublicationjlistxjvisitjthejlinkjgivenjabove.

ThejthirdjcolumnjisjthejimpactjfactorjsIFtjofjthejjournalxjandjthejfourthjcolumnjisjthejnumberjofj

citationsjofjthejarticle.



m Paper IF Citations

33 FiveSendometrialScancerSriskSlociSidentifiedSthroughSgenomehwideSassociationSanalysisiSNaturen
GeneticsgS2016gSptgSrrshrsp 36.3 56

32 EndometrialScancerSgeneSpanelsvSclinicalSdiagnosticSvsSresearchSgermlineSDNAStestingiSModernn
PathologygS2017gSolgSmlpthmlrt 9.8 20

31 AssociationSbetweenSMDRmSCopoqTSpolymorphismSandScolorectalScancerSriskvSASmetahanalysisiS
MedicinenyUnitednStates)gS2017gSurgSeupnt 1.8 5

30
GenomehwideSassociationSstudySofSoffspringSbirthSweightSinStrSqssSwomenSidentifiesSfiveSnovelSlociS
andShighlightsSmaternalSgeneticSeffectsSthatSareSindependentSofSfetalSgeneticsiSHumannMolecularn
GeneticsgS2018gSnsgSspnhsqr

5.6 98

29 IdentificationSofSPleiotropicSCancerSSusceptibilitySVariantsSfromSGenomehWideSAssociationSStudiesS
RevealsSFunctionalSCharacteristicsiSCancernEpidemiologynBiomarkersnandnPreventiongS2018gSnsgSsqhtq 4 16

28 GeneticSsusceptibilitySmarkersSforSaSbreasthcolorectalScancerSphenotypevSExploratorySresultsSfromS
genomehwideSassociationSstudiesiSPLoSnONEgS2018gSmogSelmurnpq 3.7 2

27 TelomeraseSReverseSTranscriptaseSPolymorphismSrsnsormllvSASBalancingSActSbetweenSCancerSandS
NonhCancerSDiseasegSaSMetahAnalysisiSFrontiersninnMedicinegS2018gSqgSpm 4.9 15

26 IdentificationSofSnineSnewSsusceptibilitySlociSforSendometrialScanceriSNaturenCommunicationsgS2018gS
ugSomrr 17.4 70

25 LinearSisoformsSofStheSlongSnoncodingSRNASCDKNnBhASmSregulateStheSchmychenhancerSbindingS
factorSRBMSmiSEuropeannJournalnofnHumannGeneticsgS2019gSnsgStlhtu 5.3 26

24 ExomehWideSRareSVariantSAnalysisSFromStheSDiscovEHRSStudySIdentifiesSNovelSCandidateS
PredispositionSGenesSforSEndometrialSCanceriSFrontiersninnOncologygS2019gSugSqsp 5.3 8

23 GenomehWideSAssociationSStudiesSofSEndometrialSCancervSLatestSDevelopmentsSandSFutureS
DirectionsiSCancernEpidemiologynBiomarkersnandnPreventiongS2019gSntgSmluqhmmln 4 21

22 TheSmRNAhboundSProteomeSofSvSNovelSGeneticSInsightSintoSanSAncientSParasiteiSMolecularnandn
CellularnProteomicsgS2019gSmtgSmnsmhmntp 7.6 21

21 LinkageSanalysisSrevealedSriskSlociSonSrpnmSandSmtpmminhqmminSinSfamilialScolonSandSrectalScancergS
respectivelyiSEuropeannJournalnofnHumannGeneticsgS2019gSnsgSmntrhmnuq 5.3 1

20 AssociationSbetweenSdietarySfiberSandSendometrialScancervSaSmetahanalysisiSNutritionnandnCancergS
2020gSsngSuquhurs 2.8 2

19 CurrentSandSfutureSapproachesStoSscreeningSforSendometrialScanceriSBestnPracticenandnResearchninn
ClinicalnObstetricsnandnGynaecologygS2020gSrqgSsuhus 4.6 14

18 AnSinSsilicoSapproachStoSidentifySandSprioritizeSmiRNAsStargetSsitesSpolymorphismsSinScolorectalS
cancerSandSobesityiSCancernMedicinegS2020gSugSuqmmhuqnt 4.8 3

17 GeneticSSusceptibilityStoSEndometrialSCancervSRiskSFactorsSandSClinicalSManagementiSCancersgS2020gS
mngS 6.6 12

Citation Report

2



16
CrosshCancerSGenomehWideSAssociationSStudySofSEndometrialSCancerSandSEpithelialSOvarianSCancerS
IdentifiesSGeneticSRiskSRegionsSAssociatedSwithSRiskSofSBothSCancersiSCancernEpidemiologyn
BiomarkersnandnPreventiongS2021gSolgSnmshnnt

4 7

15 AssociationSbetweenSgeneticSpolymorphismsSandSendometrialScancerSriskvSaSsystematicSreviewiS
JournalnofnMedicalnGeneticsgS2020gSqsgSqumhrll 5.8 15

14 CrosshcancerSevaluationSofSpolygenicSriskSscoresSforSmrScancerStypesSinStwoSlargeScohortsiSNaturen
CommunicationsgS2021gSmngSusl 17.4 13

13 DifferentialSgeneticSinfluencesSoverScolorectalScancerSriskSandSgeneSexpressionSinSlargeSbowelS
mucosaiSInternationalnJournalnofnCancergS2021gSmpugSmmllhmmlt 7.5 2

12 GeneticSpolymorphismsSinSgynecologicScancersiS2021gSmruhmuo

11 TheSColonSCancerSFamilySRegistrySCohortiS2018gSpnshpqu 1

10 CrosshCancerSEvaluationSofSPolygenicSRiskSScoresSforSmsSCancerSTypesSinSTwoSLargeSCohortsiS 2

9 SystematicSclassificationSofSsharedScomponentsSofSgeneticSriskSforScommonShumanSdiseasesiS 1

8 GenomehwideSassociationSstudySofSoffspringSbirthSweightSinStrgqssSwomenShighlightsSmaternalS
geneticSeffectsSthatSareSindependentSofSfetalSgeneticsiS

7 TheSmRNAhboundSproteomeSofSLeishmaniaSmexicanavSnovelSgeneticSinsightSintoSanSancientSparasiteiS

6 CrosshcancerSgenomehwideSassociationSstudySofSendometrialScancerSandSepithelialSovarianScancerS
identifiesSgeneticSriskSregionsSassociatedSwithSriskSofSbothScancersiS

5 HereditarySEndometrialSCancersiS2020gSsshuq

4 mlSYearsSofSGWASSdiscoverySinSendometrialScancervSAetiologygSfunctionSandStranslationiiS
EBioMedicinegS2022gSssgSmlotuq 8.8 2

3 Data_Sheet_mixlsxiS2019gS

2 Data_Sheet_nidocxiS2019gS

1 ControlSofSMycobacteriumSaviumSsubspiSparatuberculosisSloadSwithinSinfectedSbovineS
monocytehderivedSmacrophagesSisSassociatedSwithShostSgeneticsiSmpgS 0

Citation Report

3


