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679 yebenwirkungenHvonHvrebsmedikamentenVH2014THdTH_]U__

678 mringingHtheHheatVH2014THYXTHdc_Udc_

677 qollowHyourHheatVH2014THY]THbXaUbXa

676 vnowHyourHtargetTHknowHyourHmoleculeVH2015THYYTH[acUbZ 74

675 ldvancesHinHmeasuringHsingleUcellHpharmacologyHinHvivoVH2015THZXTHYXcbUdZ 26

674 ZXY]eHsignalingHbreakthroughsHofHtheHyearVH2015THcTHegY

673 tnhibitorsHofHproteinHmethyltransferasesHasHchemicalHtoolsVH2015THbTHY[ZbU[c 12

672 sittingHtheHtargetVH2015THYZTHYYZbUc

671 TargetHengagementHandHdrugHresidenceHtimeHcanHbeHobservedHinHlivingHcellsHwithHm—pTVH2015THaTHYXXdY 153

670 uoiningHtimeUresolvedHthermometryHandHmagneticUinducedHheatingHinHaHsingleHnanoparticleHunveilsH
intriguingHthermalHpropertiesVH2015THdTH[Y[]U]Z 106

669 pxtendingHkinomeHcoverageHbyHanalysisHofHkinaseHinhibitorHbroadHprofilingHdataVH2015THZXTHa_ZUc 36

668 lHrlobalHxapHofHwipidUmindingH’roteinsHandHTheirHwigandabilityHinHnellsVH2015THYaYTHYaacUcX 140

667 qunctionalHtdentificationHofHTargetHbyHpxpressionH’roteomicsHPqtTpx’QHrevealsHproteinHtargetsHandH
highlightsHmechanismsHofHactionHofHsmallHmoleculeHdrugsVH2015TH_THYYYba 30

666 lH calableHlpproachHforH’roteinHqalseHoiscoveryH—ateHpstimationHinHwargeH’roteomicHoataH etsVH
2015THY]THZ[d]U]X] 210

665 rlobalHanalysisHofHproteinHfoldingHthermodynamicsHforHdiseaseHstateHcharacterizationVH2015THY]THZZcbUdb 23

664 xultidimensionalHproteomicsHforHcellHbiologyVH2015THYaTHZadUcX 288

663 npT leHaHtargetHengagementHassayHwithHpotentialHtoHtransformHdrugHdiscoveryVH2015THbTHdb_Uc 32
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662 ’roteomeUwideHdrugHandHmetaboliteHinteractionHmappingHbyHthermalUstabilityHprofilingVH2015THYZTHYX__Ub 145

661 ThermalHproteomeHprofilingHmonitorsHligandHinteractionsHwithHcellularHmembraneHproteinsVH2015TH
YZTHYYZdU[Y 173

660 lssessingHtheHpfficacyHofHxdmZWxdm]UtnhibitingH tapledH’eptidesH®singHnellularHThermalH hiftH
lssaysVH2015TH_THYZYYa 32

659 n—vwHoncogeneHisHdownregulatedHbyHp_[HthroughHmi—UZXXsVH2015THYXaTHYX[[U]X 18

658 tdentificationHofHdrugHcandidatesHandHrepurposingHopportunitiesHthroughHcompoundUtargetH
interactionHnetworksVH2015THYXTHY[[[U]_ 39

657 wimitedH’roteolysisHnombinedHwithH tableHtsotopeHwabelingH—evealsHnonformationalHnhangesHinH
’roteinHP’seudoQkinasesHuponHmindingH mallHxoleculesVH2015THY]TH]YbdUd[ 4

656 renerationHofHmultipleHreporterHionsHfromHaHsingleHisobaricHreagentHincreasesHmultiplexingHcapacityH
forHquantitativeHproteomicsVH2015THcbTHdc__Ua[ 34

655 yextUgenerationHsequencingeHhypeHandHhopeHforHdevelopmentHofHpersonalizedHradiationHtherapyjVH
2015THYXTHYc[ 8

654 ThermalHproteomeHprofilingHforHunbiasedHidentificationHofHdirectHandHindirectHdrugHtargetsHusingH
multiplexedHquantitativeHmassHspectrometryVH2015THYXTHY_abUd[ 293

653 lreHlabelUfreeHinvestigationsHtheHbestHapproachHtoHdrugHdiscoveryjVH2015THbTHY_aYU] 10

652 lH mallHxoleculeHthatHtnducesHtntrinsicH’athwayHlpoptosisHwithH®nparalleledH peedVH2015THY[THZXZbU[a 48

651 qunctionalHgenomicsHtoHuncoverHdrugHmechanismHofHactionVH2015THYYTHd]ZUc 58

650 –uantitativeHproteomicsHofHkinaseHinhibitorHtargetsHandHmechanismsVH2015THYXTHZXYUYZ 23

649 miomarkerHoevelopmentHinHTargetingHnancerHppigeneticVH2016THYZ[UY]Z

648 —ealUTimeHmiologicalHlnnotationHofH yntheticHnompoundsVH2016THY[cTHcdZXUb 27

647 pnm HNHtnm HZXY_HuointHxeetingeHmringingHnhemistryHtoHwifeVH2016THYbTH]]bU_Z 2

646 lHxodularH’robeH trategyHforHorugHwocalizationTHTargetHtdentificationHandHTargetHzccupancyH
xeasurementHonH ingleHnellHwevelVH2016THYYTHZ_]YU_X 53

645 nhemicalHoimerizersHinHThreeUsybridH ystemsHforH mallHxoleculeUTargetH’roteinH’rofilingVH2016THYYTHZXb_UdX 3
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644  electivityHonUtargetHofHbromodomainHchemicalHprobesHbyHstructureUguidedHmedicinalHchemistryH
andHchemicalHbiologyVH2016THcTHYa__UcX 41

643 TrappingHmammalianHproteinHcomplexesHinHviralHparticlesVH2016THbTHYY]Ya 30

642  ampleH’reparationHforHxassH pectrometryUmasedH’roteomicsfHfromH’roteomesHtoH’eptidesVH2016TH
dYdTH][UaZ 20

641 npT lHscreeningHidentifiesHknownHandHnovelHthymidylateHsynthaseHinhibitorsHandHslowHintracellularH
activationHofH_UfluorouracilVH2016THbTHYYX]X 96

640  mallUxoleculeHTargetHpngagementHinHnellsVH2016THZ[TH][_U]Y 77

639 yovelHapproachesHtoHmapHsmallHmoleculeUtargetHinteractionsVH2016THZ]TH[Z[ZU]_ 19

638 nellularHthermalHshiftHandHclickableHchemicalHprobeHassaysHforHtheHdeterminationHofHdrugUtargetH
engagementHinHliveHcellsVH2016THY]THaYbdUc[ 19

637 lpplicationHofHxassH pectrometryH’rofilingHtoHpstablishHmrusatolHasHanHtnhibitorHofHrlobalH’roteinH
 ynthesisVH2016THY_THYZZXU[Y 61

636  ystematicHtdentificationHofH’roteinUxetaboliteHtnteractionsHinHnomplexHxetaboliteHxixturesHbyH
wigandUoetectedHyuclearHxagneticH—esonanceH pectroscopyVH2016TH__THZ_dXUaXX 13

635 nhemicalHproteomicsHapproachesHforHidentifyingHtheHcellularHtargetsHofHnaturalHproductsVH2016TH[[THacYUbXc 225

634 lnHindustryHperspectiveHonHdrugHtargetHvalidationVH2016THYYTHaZ[U_ 18

633 xedicinalHmioprospectingHofHtheHlmazonH—ainforesteHlHxodernHpldoradojVH2016TH[]THbcYUbdX 21

632 ThermalHprofilingHrevealsHphenylalanineHhydroxylaseHasHanHoffUtargetHofHpanobinostatVH2016THYZTHdXcUdYX 120

631 wanthanidesHinHwuminescentHThermometryVH2016TH]dTH[[dU]Zb 196

630 lnH®nbiasedHnhemicalH’roteomicsHxethodHtdentifiesHqabtHasHtheH’rimaryHTargetHofHaUzsUmopU]bVH
2016TH_XTHYY[ZdUYY[[a 20

629 miophysicsHinHdrugHdiscoveryeHimpactTHchallengesHandHopportunitiesVH2016THY_THabdUdc 209

628 xassUspectrometricHexplorationHofHproteomeHstructureHandHfunctionVH2016TH_[bTH[]bU__ 1070

627 xissionHcriticaleHtheHneedHforHproteomicsHinHtheHeraHofHnextUgenerationHsequencingHandHprecisionH
medicineVH2016THZ_TH—YcZU—Ycd 18
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626 parlyH’erspectiveVH2016THZYTHYXYdUYX[[ 19

625 TargetedHxassH pectrometryUmasedHlpproachHforH’roteinUwigandHmindingHlnalysesHinHnomplexH
miologicalHxixturesH®singHaH’henacylHmromideHxodificationH trategyVH2016THccTHYXdcbUYXdd[ 11

624 ’roteomeUwideH’rofilingHofHnlinicalH’l—’HtnhibitorsH—evealsHnompoundU pecificH econdaryHTargetsVH
2016THZ[THY]dXUY_X[ 58

623 ÜalidationHandHdevelopmentHofHxTsYHinhibitorsHforHtreatmentHofHcancerVH2016THZbTHZZb_UZZc[ 77

622 TheHdiverseHandHexpandingHroleHofHmassHspectrometryHinHstructuralHandHmolecularHbiologyVH2016TH[_THZa[]UZa_b160

621 wargeU caleHlnalysisHofHmreastHnancerU—elatedHnonformationalHnhangesHinH’roteinsH®singHwimitedH
’roteolysisVH2016THY_TH]aaaU]ab] 20

620 TrailUblltγinHnewHdirectionsHforHconditionalHproteomicsVH2016THY[THdYbUdYc

619 vineticHtnsightsHintoHtheHmindingHbetweenHtheHn s[HoomainHofHnrkttHandH’rolineU—ichHxotifsHinHclblVH
2016THYYYTHYc][UYc_[ 7

618 clx’UdependentHproteinHkinaseHP’vlQHcomplexesHprobedHbyHcomplementaryHdifferentialHscanningH
fluorimetryHandHionHmobilityUmassHspectrometryVH2016TH]b[TH[Y_dUb_ 33

617  tudyingHepigeneticHcomplexesHandHtheirHinhibitorsHwithHtheHproteomicsHtoolboxVH2016THcTHba 12

616 ThermalHproteomeHprofilingeHunbiasedHassessmentHofHproteinHstateHthroughHheatUinducedHstabilityH
changesVH2016THY_THY[ 62

615 mindingHxechanismHofHtheHyUTerminalH s[HoomainHofHnrkttHandH’rolineU—ichHxotifsHinHclblVH2016TH
YYXTHZa[XUZa]Y 14

614 qunctionalHinterdependenceHofHm—o]HandHozTYwHinHxwwHleukemiaVH2016THZ[THab[UcY 69

613 TheHnellularHThermalH hiftHlssayeHlHyovelHmiophysicalHlssayHforHtnH ituHorugHTargetHpngagementH
andHxechanisticHmiomarkerH tudiesVH2016TH_aTHY]YUaY 156

612 TheHcontributionHofHmassHspectrometryUbasedHproteomicsHtoHunderstandingHepigeneticsVH2016THcTH]ZdU]_ 28

611 nharacterizingH’roteinU’roteinHtnteractionsH®singHxassH pectrometryeHnhallengesHandH
zpportunitiesVH2016TH[]THcZ_Uc[] 99

610 wabelUfreeHtechnologiesHforHtargetHidentificationHandHvalidationVH2016THbTHbadUbbb 8

609 lHmiologistOsHqieldHruideHtoHxultiplexedH–uantitativeH’roteomicsVH2016THY_THY]cdUdb 44
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608 nhemicalH’roteomicsH—evealsHqerrochelataseHasHaHnommonHzffUtargetHofHvinaseHtnhibitorsVH2016TH
YYTHYZ]_U_] 58

607  trategiesHinHfunctionalHproteomicseH®nveilingHtheHpathwaysHtoHprecisionHoncologyVH2016TH[cZTHcaUd] 7

606 lH’erspectiveHonHtmplementingHaH–uantitativeH ystemsH’harmacologyH’latformHforHorugHoiscoveryH
andHtheHldvancementHofH’ersonalizedHxedicineVH2016THZYTH_ZYU[] 29

605 nharacterizationHofHtheH accharomycesHcerevisiaeHlT’UtnteractomeHusingHtheHiT—l–U ’—züH
TechniqueVH2016THZbTHZ[[U][ 26

604 yextUgenerationHproteomicsHfacesHnewHchallengesHinHenvironmentalHbiotechnologyVH2016TH[cTHYb]UcZ 36

603 ldvancesHinHidentificationHandHvalidationHofHproteinHtargetsHofHnaturalHproductsHwithoutHchemicalH
modificationVH2016TH[[THbYdU[X 64

602 yonUstoichiometricHinhibitionHinHintegratedHleadHfindingHUHaHliteratureHreviewVH2016THYYTHY]dUaZ 6

601 TheHresurgenceHofHphenotypicHscreeningHinHdrugHdiscoveryHandHdevelopmentVH2016THYYTHYZYU_ 32

600 äholeWtntactHnellHxlwotHx HmiotypingHinHxammalianHnellHlnalysisVH2016THZ]dUZaZ 2

599 tdentifyingHcompoundHefficacyHtargetsHinHphenotypicHdrugHdiscoveryVH2016THZYTHcZUcd 103

598 lHtimelineHofHstableHisotopesHandHmassHspectrometryHinHtheHlifeHsciencesVH2017TH[aTH_cUc_ 47

597 wigandHandHTargetHoiscoveryHbyHqragmentUmasedH creeningHinHsumanHnellsVH2017THYacTH_ZbU_]YVeZd 231

596 TargetHengagementeH hiningHaHlightVH2017THY[THY[[UY[] 5

595 lH’opa˛·Uv—asHtnhibitorHnhemotypeHwithHupHtoH evenHsUmondsHandH’icomolarHlffinityHthatH’reventsH
pfficientHtnhibitorH—eleaseHbyHlrlZVH2017TH_aTHZ]Z[UZ]Zc 63

594 qromHgenomeHtoHproteomeeHwookingHbeyondHoylHandH—ylHinHchronicHlymphocyticHleukemiaVH2017TH
Y__THb[Uc] 5

593 TimeTHspaceTHandHdisorderHinHtheHexpandingHproteomeHuniverseVH2017THYbTHYaXX[dd 16

592 TauHinteractomeHmapping´ basedHidentificationHofHztubYHasHTauHdeubiquitinaseHinvolvedHinH
accumulationHofHpathologicalHTauHformsHinHvitroHandHinHvivoVH2017THY[[THb[YUb]d 49

591 lH’opa˛·Uv—asHtnhibitorHnhemotypeHwithHupHtoH evenHsUmondsHandH’icomolarHlffinityHthatH’reventsH
pfficientHtnhibitorH—eleaseHbyHlrlZVH2017THYZdTHZ]a[UZ]ac 4
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590 nellUwideHanalysisHofHproteinHthermalHunfoldingHrevealsHdeterminantsHofHthermostabilityVHScienceTH
2017TH[__TH 33.3 198

589 TechnologicalHadvancesHandHproteomicHapplicationsHinHdrugHdiscoveryHandHtargetHdeconvolutioneH
identificationHofHtheHpleiotropicHeffectsHofHstatinsVH2017THZZTHc]cUcad 19

588 yonUkinaseHtargetsHofHproteinHkinaseHinhibitorsVH2017THYaTH]Z]U]]X 72

587 ’lantHnhemicalHreneticseHqromH’henotypeUmasedH creensHtoH yntheticHmiologyVH2017THYb]TH_UZX 43

586  ystemUwideHdetectionHofHproteinUsmallHmoleculeHcomplexesHsuggestsHextensiveHmetaboliteH
regulationHinHplantsVH2017THbTH]Z[cb 26

585  tructureHofHtheHmycobacterialHp üU_HtypeHÜttHsecretionHsystemHmembraneHcomplexHbyH
singleUparticleHanalysisVH2017THZTHYbX]b 74

584 novalentH’roteinHwabelingHatHrlutamicHlcidsVH2017THZ]TH_cdU_dbVe_ 50

583 tnHsilicoHpolypharmacologyHofHnaturalHproductsVH2018THYdTHYY_[UYYbY 64

582 TargetHpngagementHxeasuresHinH’reclinicalHorugHoiscoveryeHTheoryTHxethodsTHandHnaseH tudiesVH
2017TH]YUcX 2

581 oiscoveryHofHyicotinamideHldenineHoinucleotideHmindingH’roteinsHinHtheHpscherichiaHcoliH’roteomeH
®singHaHnombinedHpnergeticUHandH tructuralUmioinformaticsUmasedHlpproachVH2017THYaTH]bXU]cX 8

580 qerrochelataseHisHaHtherapeuticHtargetHforHocularHneovascularizationVH2017THdTHbcaUcXY 30

579 xeasuringHproteinHstructuralHchangesHonHaHproteomeUwideHscaleHusingHlimitedHproteolysisUcoupledH
massHspectrometryVH2017THYZTHZ[dYUZ]YX 83

578 zptimizationHofHpxperimentalH’arametersHinHoataUtndependentHxassH pectrometryH ignificantlyH
tncreasesHoepthHandH—eproducibilityHofH—esultsVH2017THYaTHZZdaUZ[Xd 186

577 –uantitativeHproteomicsHofHmodelHorganismsVH2017THaTH_cUaa 7

576 lH’rimerHonHnonceptsHandHlpplicationsHofH’roteomicsHinHyeuroscienceVH2017THdaTH__cU_bY 41

575 miomarkersHofHnancerVH2017THZb[U]aZ 1

574 nombinedHn—t ’—iWaUmasedHnhemicalHreneticH creensH—evealHthatH—igosertibHtsHaH
xicrotubuleUoestabilizingHlgentVH2017THacTHZYXUZZ[Vea 127

573  ensitiveHandHlccurateH–uantitationHofH’hosphopeptidesH®singHTxTHtsobaricHwabelingHTechniqueVH
2017THYaTH]Z]]U]Z_Z 16
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572  tructuralHcoverageHofHtheHproteomeHforHpharmaceuticalHapplicationsVH2017THZZTHYbdZUYbdd 34

571 lT’HaltersHproteinHfoldingHandHfunctionHofHpscherichiaHcoliHuridineHphosphorylaseVH2017THa[]THYYUZX 3

570 lHnetworkHintegrationHapproachHforHdrugUtargetHinteractionHpredictionHandHcomputationalHdrugH
repositioningHfromHheterogeneousHinformationVH2017THcTH_b[ 295

569 renomeU caleHlrchitectureHofH mallHxoleculeH—egulatoryHyetworksHandHtheHqundamentalH
TradeUzffHbetweenH—egulationHandHpnzymaticHlctivityVH2017THZXTHZaaaUZabb 43

568 xassHspectrometryHmethodsHtoHstudyHproteinUmetaboliteHinteractionsVH2017THYZTHYZbYUYZcX 6

567 yanoparticleH urfaceHqunctionalityHoictatesHnellularHandH ystemicHToxicityVH2017THZdTHa_bcUa_d_ 73

566 TowardsHdetectingHregulatoryHproteinUmetaboliteHinteractionsVH2017TH[dTHYaUZ[ 28

565 nellularHlssaysVH2017TH[Y[U[[[ 1

564 TheHtargetHlandscapeHofHclinicalHkinaseHdrugsVHScienceTH2017TH[_cTH 33.3 389

563 nhemicalHmiologyHinHorugHoiscoveryVH2017TH[[_U[bX 2

562 ’redictionHofHintracellularHexposureHbridgesHtheHgapHbetweenHtargetUHandHcellUbasedHdrugHdiscoveryVH
2017THYY]THpaZ[YUpaZ[d 60

561 miophysicseHforHsT HhitHvalidationTHchemicalHleadHoptimizationTHandHbeyondVH2017THYZTHcdbUdXb 12

560 xeasurementHofHdrugUtargetHengagementHinHliveHcellsHbyHtwoUphotonHfluorescenceHanisotropyH
imagingVH2017THYZTHY]bZUY]db 14

559 pmergingHxethodsHinHnhemoproteomicsHwithH—elevanceHtoHorugHoiscoveryVH2017THY_Y[THYYUZZ 15

558 wabelUfreeHtargetHidentificationHusingHinUgelHfluorescenceHdifferenceHthermalHstabilityHshiftVH2017THcTHYYZbUYY[[ 25

557 oetergentseHqriendsHnotHfoesHforHhighUperformanceHmembraneHproteomicsHtowardHprecisionH
medicineVH2017THYbTHYaXXZXd 5

556 oualHblockadeHofHtheHlipidHkinaseH’t’]vsHandHmitoticHpathwaysHleadsHtoHcancerUselectiveHlethalityVH
2017THcTHZZXX 46

555 wabelUqreeH creeningHTechnologiesVH2017TH]YaU][[ 0
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554 yovelHxolecularHnhallengesHinHTargetingHlnaplasticHwymphomaHvinaseHinHlwvUpxpressingHsumanH
nancersVH2017THdTH 4

553 nontemporaryHnonsiderationsHforHoiscoveringHaH uccessfulHxedicineVH2017TH_aXU_ba

552 napturingHdynamicHproteinHinteractionsVHScienceTH2018TH[_dTHYYX_UYYXa 33.3 35

551 TargetingHnovZHovercomesHmelanomaHresistanceHagainstHm—lqHandHsspdXHinhibitorsVH2018THY]THebc_c 35

550 ldvancingHtranslationalHresearchHandHprecisionHmedicineHwithHtargetedHproteomicsVH2018THYcdTHYUYX 44

549 somogeneousHlssayHforHTargetHpngagementH®tilizingHmioluminescentHThermalH hiftVH2018THdTH_]aU__Y 22

548 yewHuseHforHnpT leHmonitoringHinnateHimmuneHreceptorHstabilityHviaHpostUtranslationalH
modificationHbyHzrTVH2018TH_XTHZ[YUZ]X 10

547 ThermalHproteomeHprofilingHofHbreastHcancerHcellsHrevealsHproteasomalHactivationHbyHnov]WaH
inhibitorHpalbociclibVH2018TH[bTH 52

546 rlobalHprofilingHofHproteinUoylHandHproteinUnucleosomeHbindingHaffinitiesHusingHquantitativeHmassH
spectrometryVH2018THdTHYa_[ 36

545 xodulationHofH’roteinUtnteractionH tatesHthroughHtheHnellHnycleVH2018THYb[THY]cYUY]d]VeY[ 80

544  ystematicHanalysisHofHproteinHturnoverHinHprimaryHcellsVH2018THdTHacd 145

543 xethodsHtoHvalidateHsspdXHinhibitorHspecificityTHtoHidentifyHoffUtargetHeffectsTHandHtoHrethinkH
approachesHforHfurtherHclinicalHdevelopmentVH2018THZ[TH]abU]cZ 58

542 lpplicationHofHtargetedHmassHspectrometryHinHbottomUupHproteomicsHforHsystemsHbiologyHresearchVH
2018THYcdTHb_UdX 49

541  tructureUguidedHdesignHofHaHpotentHpeptideHinhibitorHtargetingHtheHinteractionHbetweenHn—vHandH
lmwHkinaseVH2018THdTH_YdU_Z] 1

540 lnHintegrativeHoverviewHofHgenomicTHtranscriptomicHandHproteomicHanalysesHinHorganohalideH
respirationHresearchVH2018THd]TH 23

539 ’roteomicsomVH2018TH]aTHoYZbYUoYZcY 113

538 TargetedHy®oT_HinhibitorsHblockHhormoneHsignalingHinHbreastHcancerHcellsVH2018THdTHZ_X 28

537 ThermalHproximityHcoaggregationHforHsystemUwideHprofilingHofHproteinHcomplexHdynamicsHinHcellsVH
ScienceTH2018TH[_dTHYYbXUYYbb 33.3 90
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536 xetabolismHasHaHsignalHgeneratorHacrossHtransUomicHnetworksHatHdistinctHtimeHscalesVH2018THcTH_dUaa 18

535 yewH’erspectivesTHzpportunitiesTHandHnhallengesHinHpxploringHtheHsumanH’roteinHvinomeVH2018TH
bcTHY_UZd 81

534 n—t ’—HlpproachesHtoH mallHxoleculeHTargetHtdentificationVH2018THY[TH[aaU[b_ 41

533 lHxapHofH’roteinUxetaboliteHtnteractionsH—evealsH’rinciplesHofHnhemicalHnommunicationVH2018TH
YbZTH[_cU[bZVeZ[ 192

532 pmergingHlpproachesHforHtheHtdentificationHofH’roteinHTargetsHofH mallHxoleculesHUHlH’ractitionersOH
’erspectiveVH2018THaYTHc_X]Uc_[_ 38

531 ’ervasiveH’roteinHThermalH tabilityHÜariationHduringHtheHnellHnycleVH2018THYb[THY]d_UY_XbVeYc 109

530 xultiplexedH’roteomeHoynamicsH’rofilingH—evealsHxechanismsHnontrollingH’roteinHsomeostasisVH
2018THYb[THZaXUZb]VeZ_ 125

529 mioactiveHnompoundHnollectionseHqromHoesignHtoHTargetHtdentificationVH2018TH]THbX_Ub[X 29

528 vinaseHinhibitorseHtheHroadHaheadVH2018THYbTH[_[U[bb 447

527 ToxoplasmaHnalciumUoependentH’roteinHvinaseHYHtnhibitorseH’robingHlctivityHandH—esistanceH®singH
nellularHThermalH hiftHlssaysVH2018THaZTH 11

526 nellHoensityHlffectsHtheHoetectionHofHnhkYHTargetHpngagementHbyHtheH electiveHtnhibitorHÜY_c]YYVH
2018THZ[THY]]UY_[ 2

525 lHsighUThroughputHooseU—esponseHnellularHThermalH hiftHlssayHforH—apidH creeningHofHorugHTargetH
pngagementHinHwivingHnellsTHpxemplifiedH®singH xαo[HandHtozYVH2018THZ[TH[]U]a 28

524 lHÜinylH ulfoneUmasedHqluorogenicH’robeHnapableHofH electiveHwabelingHofH’srosHinHwiveH
xammalianHnellsVH2018TH_bTH_bdU_c[ 27

523 lHÜinylH ulfoneUmasedHqluorogenicH’robeHnapableHofH electiveHwabelingHofH’srosHinHwiveH
xammalianHnellsVH2018THY[XTH_ccU_dZ 8

522 oemonstratingHtnUnellHTargetHpngagementH®singHaH’irinH’roteinHoegradationH’robeHPnnT[abbaaQVH
2018THaYTHdYcUd[[ 61

521  mallUxoleculeHvinaseHoownregulatorsVH2018THZ_TH[XU[_ 45

520 lH tepU®pHwnUx Wx HforH’roteomicsVH2018TH[bbU]Y]

519 ˆ�berHbisherigeHoenkweisenHhinausHâ��HneueHäirkstoffeHzurHˆ�berwindungHderHlntibiotikaUvriseVH2018TH
Y[XTHY]a]ZUY]acZ 15
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518 nhemoU electionH trategyHforHwimitedH’roteolysisHpxperimentsHonHtheH’roteomicH caleVH2018THdXTHY]X[dUY]X]b9

517 lnHefficientHproteomeUwideHstrategyHforHdiscoveryHandHcharacterizationHofHcellularH
nucleotideUproteinHinteractionsVH2018THY[THeXZXcZb[ 22

516 tdentificationHofH’roteinHTargetsHofHmioactiveH mallHxoleculesH®singH—andomlyH’hotomodifiedH
’robesVH2018THY[TH[[[[U[[]Z 7

515 —eagentsHforHtsobaricHwabelingH’eptidesHinH–uantitativeH’roteomicsVH2018THdXTHYZ[aaUYZ[bY 21

514 novalentHinhibitorsHofHprq—HfamilyHproteinHkinasesHinduceHdegradationHofHhumanHTribblesHZHPT—tmZQH
pseudokinaseHinHcancerHcellsVH2018THYYTH 43

513 ThinkingHzutsideHtheHmoxUyovelHlntibacterialsHToHTackleHtheH—esistanceHnrisisVH2018TH_bTHY]]]XUY]]b_ 75

512 ’roteomeUäideH tructuralHmiologyeHlnHpmergingHqieldHforHtheH tructuralHlnalysisHofH’roteinsHonHtheH
’roteomicH caleVH2018THYbTH[aY]U[aZb 34

511  mallHxoleculeHTargetingHofH pecificHmlqHPm ätW yqQHnomplexesHforHstÜHwatencyH—eversalVH2018TH
Z_THY]][UY]__VeY] 25

510 oetectionHofHnhemicalHpngagementHofH oluteHnarrierH’roteinsHbyHaHnellularHThermalH hiftHlssayVH
2018THY[THY]cXUY]ca 20

509 tmpactHofHxassH pectrometryUmasedHTechnologiesHandH trategiesHonHnhemoproteomicsHasHaHToolH
forHorugHoiscoveryVH2018THdTHbc_UbdY 14

508 tdentificationHofHtheHyaturalH’roductH—otihibinHlHasHaHTz—HvinaseH ignalingHtnhibitorHbyH®nbiasedH
TranscriptionalH’rofilingVH2018THZ]THYZ_XXUYZ_X] 2

507 ThermalHproteomeHprofilingHinHbacteriaeHprobingHproteinHstateVH2018THY]THecZ]Z 82

506 yaturalH’roductsHforHorugHoiscoveryHinHtheHZYstHnenturyeHtnnovationsHforHyovelHorugHoiscoveryVH
2018THYdTH 380

505 tnnovationsHinHimprovingHlipidHproductioneHllgalHchemicalHgeneticsVH2018THbYTHYXYUYZ[ 20

504 lHhighHcontentTHhighHthroughputHcellularHthermalHstabilityHassayHforHmeasuringHdrugUtargetH
engagementHinHlivingHcellsVH2018THY[THeXYd_X_X 14

503 nhemicalHoenaturationHandH’roteinH’recipitationHlpproachHforHoiscoveryHandH–uantitationHofH
’roteinUorugHtnteractionsVH2018THdXTHdZ]dUdZ__ 21

502 nhemoproteomicsHandHnhemicalH’robesHforHTargetHoiscoveryVH2018TH[aTHYZb_UYZca 57

501 nhemicalHproteomicsTHanHintegratedHresearchHengineHforHexploringHdrugUtargetUphenotypeH
interactionsVH2018THYaTHY 5
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500 lHyovelHwnH ystemHpmbedsHlnalytesHinH’reUformedHrradientsHforH—apidTH®ltraUrobustH’roteomicsVH
2018THYbTHZZc]UZZda 133

499 lHwidelyUapplicableHhighUthroughputHcellularHthermalHshiftHassayHPnpT lQHusingHsplitHyanoH
wuciferaseVH2018THcTHd]bZ 42

498 ’olypharmacologyHbyHoesigneHlHxedicinalHnhemistOsH’erspectiveHonHxultitargetingHnompoundsVH
2019THaZTH]ZXU]]] 188

497 ThermalHproteomeHprofilingHallowsHquantitativeHassessmentHofHinteractionsHbetweenH
tetrachloroetheneHreductiveHdehalogenaseHandHtrichloroetheneVH2019THYdZTHYXUYb 17

496 lnHlntitumorHmisPyUseterocyclicHnarbeneQ’latinumPttQHnomplexHThatHpngagesHlsparagineH
 ynthetaseHasHanHlnticancerHTargetVH2019THY[YTHYYX[XUYYX[] 8

495 sighHthroughputHdiscoveryHofHfunctionalHproteinHmodificationsHbyHsotspotHThermalH’rofilingVH2019TH
YaTHcd]UdXY 52

494 lpplicationHofHmioactiveHThermalH’roteomeH’rofilingHtoHoecipherHtheHxechanismHofHlctionHofHtheH
wipidHwoweringHY[UsydroxyUpheophytinHtsolatedHfromHaHxarineHnyanobacteriaVH2019THYbTH 10

493 TargetHengagementHapproachesHforHpharmacologicalHevaluationHinHanimalHmodelsVH2019TH__THdZ]YUdZ_X 1

492 npT lHbeyondH olubleHTargetseHaHmroadHlpplicationHtoHxultipassHTransmembraneH’roteinsVH2019TH
Y]THYdY[UYdZX 31

491 ldvancesHinHexploringHtheHtherapeuticHpotentialHofHmarineHnaturalHproductsVH2019THY]bTHYX][b[ 39

490 xechanisticHxlwotUTzqHnellUmasedHlssayHforHtheHoiscoveryHofH’otentHandH pecificHqattyHlcidH
 ynthaseHtnhibitorsVH2019THZaTHY[ZZUY[[YVe] 7

489 lnTXXYTHaHnovelH’ltUYHinhibitorTHexertsHsynergisticHeffectsHinHcombinationHwithHcisplatinHbyHinhibitingH
’t[vWlvTHpathwayHinHgliomaVH2019THYXTHb_b 56

488 TargetHoiscoveryH®singHThermalH’roteomeH’rofilingVH2019THZabUZdY 3

487 ’roteomicsomeHaHmultiUomicsHandHmultiUorganismHresourceHforHlifeHscienceHresearchVH2020TH]cTHoYY_[UoYYa[ 67

486 sydralazineHtargetsHclx’UdependentHproteinHkinaseHleadingHtoHsirtuinYW_HactivationHandHlifespanH
extensionHinHnVHelegansVH2019THYXTH]dX_ 16

485 oifferentialH’—zTlnHsubstrateHspecificityHdictatedHbyHorientationHofHrecruitedHp[HligaseVH2019THYXTHY[Y 188

484 lnticancerHpffectHofHoeuteriumHoepletedHäaterHUH—edoxHoisbalanceHweadsHtoHzxidativeH tressVH2019
THYcTHZ[b[UZ[cb 18

483 ppigeneticHdrugHtargetHdeconvolutionHbyHmassHspectrometryUbasedHtechnologiesVH2019THZaTHc_]Uc_b 3
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482 nhemicalHproteomicsHrevealsHtargetHselectivityHofHclinicalHuakHinhibitorsHinHhumanHprimaryHcellsVH2019
THdTHY]Y_d 22

481 yonparametricHlnalysisHofHThermalH’roteomeH’rofilesH—evealsHyovelHorugUbindingH’roteinsVH2019TH
YcTHZ_XaUZ_Y_ 34

480 ’roteomeHtntegralH olubilityHllterationeHlHsighUThroughputH’roteomicsHlssayHforHTargetH
oeconvolutionVH2019THYcTH]XZbU]X[b 56

479 tlluminatingHtheHdarkHphosphoproteomeVH2019THYZTH 125

478 pffectHofH ecaYHinteractionHwithHxpdYHonHendoplasmicHreticulumUassociatedHdegradationVH2019THY]THeXZYYYcX 4

477 ’lasmaHproteomicHandHautoantibodyHprofilesHrevealHtheHproteomicHcharacteristicsHinvolvedHinH
longevityHfamiliesHinHmamaTHnhinaVH2019THYaTHZZ 6

476 xechanisticHmasisHofHnabotegravirUrlucuronideHoispositionHinHsumansVH2019TH[bXTHZadUZbb 3

475 pmergingHstrategiesHforHtheHidentificationHofHproteinUmetaboliteHinteractionsVH2019THbXTH]aX_U]aYc 15

474 lnHlntitumorHmisPyUseterocyclicHnarbeneQ’latinumPttQHnomplexHThatHpngagesHlsparagineH
 ynthetaseHasHanHlnticancerHTargetVH2019TH_cTHYXdY]UYXdYc 31

473 ’osttranslationalHxodificationsHoriveH’roteinH tabilityHtoHnontrolHtheHoynamicHmeerHmrewingH
’roteomeVH2019THYcTHYbZYUYb[Y 19

472 ozUx eHoataUorivenHzptimizationHofHxassH pectrometryHxethodsVH2019THYcTHZ]d[UZ_XX 31

471 xeltingHoownH’roteinH tabilityeH’l’ H ynthaseHZHinH’atientsHandHinHaHnellularHpnvironmentVH2019THaTH[Y 8

470 –uantifyingHdrugUtargetHengagementHinHliveHcellsHusingHsulfonylHfluorideHchemicalHprobesVH2019TH
aZZTHZXYUZZX 2

469 nhemicalHppigeneticseHTheHtmpactHofHnhemicalHandHnhemicalHmiologyHTechniquesHonHmromodomainH
TargetHÜalidationVH2019TH_cTHYbd[XUYbd_Z 20

468 rlobalHanalysisHofHmethionineHoxidationHprovidesHaHcensusHofHfoldingHstabilitiesHforHtheHhumanH
proteomeVH2019THYYaTHaXcYUaXdX 38
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pngagementHwithHtyzüHPpyzüZQHtoHtnhibitH t—TYHandHlctivateHp_[UoependentHandHUtndependentH
lpoptoticH’athwaysHbyHyovelH]TYYUoiaminoanthraδZT[U]furanU_TYXUdionesHinHsepatocellularH
narcinomaHnellsVH2019THYYTH

9

466 ’roteomeUwideHsolubilityHandHthermalHstabilityHprofilingHrevealsHdistinctHregulatoryHrolesHforHlT’VH
2019THYXTHYY__ 88

465 nhemischeHppigenetikeHderHpinflussHchemischerHundHchemoUbiologischerHTechnikenHaufHdieH
γielstrukturUÜalidierungHvonHmromodomˆ⁄nenVH2019THY[YTHYcXdaUYcYZX 1
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464 xonitoringHstructuralHmodulationHofHredoxUsensitiveHproteinsHinHcellsHwithHx UnpT lVH2019THZ]THYXYYac 23

463 ldvancedHproteomicsHapproachesHtoHunravelHproteinHhomeostasisVH2019TH[YTHddUYXc 11

462 wabelUfreeHtargetHidentificationHinHdrugHdiscoveryHviaHphenotypicHscreeningVH2019TH_XTHaaUbZ 20
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’roteomeUäideHnellularHThermalH hiftHlssayHPnpT lQVH2019THccTH[c[U]Xc 39

460 ’roteinHcoronaHformedHonHsilverHnanoparticlesHinHbloodHplasmaHisHhighlyHselectiveHandHresistantHtoH
physicochemicalHchangesHofHtheHsolutionVH2019THaTHYXcdUYXdc 36

459 ’roteomicsHinHorugHoevelopmenteHTheHoawnHofHaHyewHprajVH2019THY[THeYcXXXcb 30

458 xassH pectrometryHandHnhemicalHmiologyHinHppigeneticsHorugHoiscoveryVH2019THbdUYXa

457 nhemicalH’robesVH2019THY[[UY_Z

456 tdentificationHofHbioactiveHmetabolitesHusingHactivityHmetabolomicsVH2019THZXTH[_[U[ab 258

455 wabelUfreeHtargetHidentificationHrevealsHoxidativeHoylHdamageHasHtheHmechanismHofHaHselectiveH
cytotoxicHagentVH2019THYXTH[]]dU[]_c 14

454 npT lUbasedHtargetHengagementHofHtaxanesHasHbiomarkersHforHefficacyHandHresistanceVH2019THdTHYd[c] 10

453 ’—zxt eHrlobalHlnalysisHofH’—zteinUxetaboliteHtnteractionsVH2019TH]THeZXYXY 8

452 lHnewHeraHforHproteomicsVH2019THYYTHYb[YUYb[_ 4

451 wabelUqreeHTechniquesHforHTargetHoiscoveryHandHÜalidationVH2019THY[YUY_Z

450 ’roTargetxinerHasHaHproteomeHsignatureHlibraryHofHanticancerHmoleculesHforHfunctionalHdiscoveryVH
2019THYXTH_bY_ 16

449 TargetHdeconvolutionHfromHphenotypeUbasedHdrugHdiscoveryHbyHusingHchemicalHproteomicsH
approachesVH2019THYcabTHZZUZb 40

448  creeningH trategiesHandHxethodsHforHmetterHzffUTargetHwiabilityH’redictionHandHtdentificationHofH
 mallUxoleculeH’harmaceuticalsVH2019THZ]THYUZ] 17

447 lHoneUpotHanalysisHapproachHtoHsimplifyHmeasurementsHofHproteinHstabilityHandHfoldingHkineticsVH
2019THYcabTHYc]UYd[ 13
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446 tdentifyingHpurineHnucleosideHphosphorylaseHasHtheHtargetHofHquinineHusingHcellularHthermalHshiftH
assayVH2019THYYTH 81

445 ’lasmaHproteomeHprofilingHofHhighUaltitudeHpolycythemiaHusingHTxTUbasedHquantitativeHproteomicsH
approachVH2019THYd]THaXUad 16

444 xonitoringHandHdecipheringHproteinHdegradationHpathwaysHinsideHcellsVH2019TH[YTHaYUac 31

443 ’roteomeUwideHlnalysisHofH’roteinHThermalH tabilityHinHtheHxodelHsigherH’lantVH2019THYcTH[XcU[Yd 23

442 ’erturbationUmasedH’roteomicHnorrelationH’rofilingHasHaHTargetHoeconvolutionHxethodologyVH2019TH
ZaTHY[bUY][Vec 5

441 TxTUmasedH–uantitativeH’roteomicHlnalysisH—evealsH’roteomicHnhangesHtnvolvedHinHwongevityVH
2019THY[THeYcXXXZ] 9

440 wysineUTargetedHtnhibitorsHandHnhemoproteomicH’robesVH2019THccTH[a_U[cY 42

439 lH—eviewHonH–uantitativeHxultiplexedH’roteomicsVH2019THZXTHYZYXUYZZ] 110

438 –uantitativeTH—ealUTimeHxeasurementsHofHtntracellularHTargetHpngagementH®singHpnergyHTransferVH
2019THYcccTH]_UbY 19

437 TargetHpngagementHofH mallHxoleculeseHThermalH’rofilingHlpproachesHonHoifferentHwevelsVH2019TH
YcccTHb[Udc 5

436 qluorescenceHanisotropyHimagingHinHdrugHdiscoveryVH2019THY_YUY_ZTHZaZUZcc 29

435 sighUThroughputHnellularHThermalH hiftHlssaysHinH—esearchHandHorugHoiscoveryVH2020THZ_THY[bUY]b 22

434 TheHfutureHofHcysticHfibrosisHcareeHaHglobalHperspectiveVH2020THcTHa_UYZ] 259

433 ToolsHofHtheHpthyleneHTradeeHlHnhemicalHvitHtoHtnfluenceHpthyleneH—esponsesHinH’lantsHandHttsH®seHinH
lgricultureVH2020TH]THYdXXZab 5

432  ystematicHmappingHofHproteinUmetaboliteHinteractionsHwithHmassHspectrometryUbasedHtechniquesVH
2020THa]THZ]U[Y 9

431 xodificationUfreeHapproachesHtoHscreenHdrugHtargetsHatHproteomeHlevelVH2020THYZ]THYY__b] 8

430 oerHzytotoxischeHyaturstoffHÜioprolidHlHinteragiertHmitHdemHfˆ…rHdieH—ibosomenUmiogeneseH
essentiellenHnukleolˆ⁄renH’roteinHY]VH2020THY[ZTHYaYYUYaYb 2

429 xassHspectrometryUbasedHnellularHThermalH hiftHlssayHPnpT l´fiQHforHtargetHdeconvolutionHinH
phenotypicHdrugHdiscoveryVH2020THZcTHYY_Yb] 17
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428 ’erspectiveHonHnpT lHwiteratureeHTowardHxoreH–uantitativeHoataHtnterpretationVH2020THZ_THYYcUYZa 16

427 TheHnytotoxicHyaturalH’roductHÜioprolideHlHTargetsHyucleolarH’roteinHY]THähichHtsHpssentialHforH
—ibosomeHmiogenesisVH2020TH_dTHY_d_UYaXX 24

426 xultiscaleHmodellingHofHdrugHmechanismHandHsafetyVH2020THZ_TH_YdU_[] 10

425 orugHTargetHpngagementH®singHnoupledHnellularHThermalH hiftHlssayUlcousticH—everseU’haseH
’roteinHlrrayVH2020THZ_THZXbUZY] 3

424 wabelUqreeH’roteomeH’rofilingHasHaH–uantitativeHTargetHtdentificationHTechniqueHforHmioactiveH mallH
xoleculesVH2020TH_dTHZY[UZY_ 0

423 xassHspectrometryHanalysisHofHtheHstructuralHproteomeVH2020THaXTH_bUa_ 13

422 nhemoproteomicHprofilingHofHproteinUmetaboliteHinteractionsVH2020TH_]THZcU[a 7

421 TheHfunctionalHlandscapeHofHtheHhumanHphosphoproteomeVH2020TH[cTH[a_U[b[ 106

420 npT lHinHintegratedHproteomicsHstudiesHofHcellularHprocessesVH2020TH_]TH_]UaZ 16

419  olventUtnducedH’roteinH’recipitationHforHorugHTargetHoiscoveryHonHtheH’roteomicH caleVH2020THdZTHY[a[UY[bY 21

418 tmageUmasedHxorphologicalH’rofilingHtdentifiesHaHwysosomotropicTHtronU equesteringHlutophagyH
tnhibitorVH2020TH_dTH_bZYU_bZd 27

417 tdentificationHofHaH mallHnompoundHTargetingH’vxZU—egulatedH ignalingH®singHZoHrelH
plectrophoresisUmasedH’roteomeUwideHnpT lVH2020THZbTHYcaUYdaVe] 21

416 TheHoruggabilityHofH oluteHnarriersVH2020THa[TH[c[]U[cab 25

415 lnHanticancerHgoldPtttQUactivatedHporphyrinHscaffoldHthatHcovalentlyHmodifiesHproteinHcysteineHthiolsVH
2020THYYbTHY[ZYUY[Zd 26

414 sitHTriageHandHÜalidationHinH’henotypicH creeningeHnonsiderationsHandH trategiesVH2020THZbTHY[[ZUY[]a 17

413 oetectivesHandHhelperseHyaturalHproductsHasHresourcesHforHchemicalHprobesHandHcompoundHlibrariesVH
2020THZYaTHYXbacc 4

412 ’rofilingHofHpostUtranslationalHmodificationsHbyHchemicalHandHcomputationalHproteomicsVH2020TH_aTHY[_XaUY[_Yd6

411 ThermalH’roteomeH’rofilingHandHxeltomeHlnalysisHofHaHThermophilicHmacterialH trainTHl—T—äYeH
TowardHtndustrialHlpplicationsVH2020THZ]THb_aUba_ 2
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410 lHmassHspectrometryUbasedHproteomeHmapHofHdrugHactionHinHlungHcancerHcellHlinesVH2020THYaTHYYYYUYYYd 13

409 TheHglyphosateHformulationH—oundup´fiHwmHplusHinfluencesHtheHglobalHmetabolomeHofHpigHgutH
microbiotaHinHvitroVH2020THb]_THY]Xd[Z 8

408 ’ooledHproteinHtaggingTHcellularHimagingTHandHinHsituHsequencingHforHmonitoringHdrugHactionHinHrealH
timeVH2020TH[XTHYc]aUYc__ 3

407 lHcomputationalHmethodHforHdetectionHofHligandUbindingHproteinsHfromHdoseHrangeHthermalH
proteomeHprofilesVH2020THYYTH_bc[ 8

406 xutantHthermalHproteomeHprofilingHforHcharacterizationHofHmissenseHproteinHvariantsHandHtheirH
associatedHphenotypesHwithinHtheHproteomeVH2020THZd_THYaZYdUYaZ[c 9

405 oirectHlabelUfreeHmethodsHforHidentificationHofHtargetHproteinsHinHagrochemicalsVH2020THYa]THY]b_UY]c[ 1

404  electiveHxodulationHofHoynamicH’roteinHnomplexesVH2020THZbTHdcaUddb 10

403 nzÜtoUYdeHyanomedicineH®ncoversHmloodUnlotHxysteryVH2020THYdTH][a]U][b[ 9

402 reneticHscreensHrevealHaHcentralHroleHforHhemeHmetabolismHinHartemisininHsusceptibilityVH2020THYYTH]cY[ 10

401 lHmachineHlearningUbasedHchemoproteomicHapproachHtoHidentifyHdrugHtargetsHandHbindingHsitesHinH
complexHproteomesVH2020THYYTH]ZXX 34

400 lnalysisHofHselectiveHtargetHengagementHbyHsmallUmoleculeHsphingosineHkinaseHinhibitorsHusingHtheH
nellularHThermalH hiftHlssayHPnpT lQVH2020THZYTHc]YUc_Z 3

399 xicroparticleUlssistedH’recipitationH creeningHxethodHforH—obustHorugHTargetHtdentificationVH2020TH
dZTHY[dYZUY[dZY 5

398 znUnhipHlcoustoHThermalH hiftHlssayHforH—apidHandH ensitiveHlssessmentHofH’roteinH
ThermodynamicH tabilityVH2020THYaTHeZXX[_Xa 4

397 yovelHmroadU pectrumHlntiviralHtnhibitorsHTargetingHsostHqactorsHpssentialHforH—eplicationHofH
’athogenicH—ylHÜirusesVH2020THYZTH 9

396 qromH’henotypicHsitHtoHnhemicalH’robeeHnhemicalHmiologyHlpproachesHtoHplucidateH mallHxoleculeH
lctionHinHnomplexHmiologicalH ystemsVH2020THZ_TH 8

395 nultureUtndependentHzmicsUTechniquesHforHxicrobiomeUmasedHxolecularHTherapeuticsHlgainstH
tnfectiousHoiseasesVH2020THd_UYY]

394 ThermostabilityHprofilingHofHxsnUboundHpeptideseHaHnewHdimensionHinHimmunopeptidomicsHandHaidH
forHimmunotherapyHdesignVH2020THYYTHa[X_ 2

393 TheHfunctionalHproteomeHlandscapeHofHpscherichiaHcoliVH2020TH_ccTH]b[U]bc 14
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392 TheHrzwtlTsH’rojecteHTowardsHanHtnternationallyHsarmonisedHlpproachHforHTestingHxetabolismH
oisruptingHnompoundsVH2020THZYTH 13

391 yewHapproachesHtoHantibacterialHdrugHdiscoveryVH2020THZZ[UZ]c

390 lHoualUxechanismHlntibioticHvillsHrramUyegativeHmacteriaHandHlvoidsHorugH—esistanceVH2020THYcYTHY_YcUY_[ZVeY]88

389 TargetHidentificationHofHnaturalHmedicineHwithHchemicalHproteomicsHapproacheHprobeHsynthesisTH
targetHfishingHandHproteinHidentificationVH2020TH_THbZ 29

388  patiotemporalHproteomicsHuncoversHcathepsinUdependentHmacrophageHcellHdeathHduringH
 almonellaHinfectionVH2020TH_THYYYdUYY[[ 17

387 TxTproHreagentseHaHsetHofHisobaricHlabelingHmassHtagsHenablesHsimultaneousHproteomeUwideH
measurementsHacrossHYaHsamplesVH2020THYbTH[ddU]X] 123

386 nellUmasedHwigandHoiscoveryHforHtheHpywHαplT HoomainVH2020THY_THcd_UdX[ 14

385 tnteractionHprofilingHmethodsHtoHmapHproteinHandHpathwayHtargetsHofHbioactiveHligandsVH2020TH_]THbaUc] 2

384 ÜalidationHofHtheHlpplicabilityHofHtnUnellHqastH’hotochemicalHzxidationHofH’roteinsHacrossHxultipleH
pukaryoticHnellHwinesVH2020TH[YTHY[bZUY[bd 3

383 nomprehensiveHchemicalHproteomicsHforHtargetHdeconvolutionHofHtheHredoxHactiveHdrugHauranofinVH
2020TH[ZTHYXY]dY 27

382 nharacterizingHorugUTargetHtnteractionseH hiftingHtowardsHtheHnlinicVH2020TH]YTHZd_UZdb 1

381 –uantifyingHTargetHzccupancyHofH mallHxoleculesHäithinHwivingHnellsVH2020THcdTH__bU_cY 20

380 xultiparametricHlssaysHforHlcceleratingHparlyHorugHoiscoveryVH2020TH]YTH[YcU[[_ 8

379  electionHofHseatingHTemperaturesHtmprovesHtheH ensitivityHofHtheH’roteomeHtntegralH olubilityH
llterationHlssayVH2020THYdTHZY_dUZYaa 8

378 ’henotypicH creeningHofHnhemicalHwibrariesHpnrichedHbyHxolecularHoockingHtoHxultipleHTargetsH
 electedHfromHrlioblastomaHrenomicHoataVH2020THY_THY]Z]UY]]] 3

377 ’roteomicHandHinteractomicHinsightsHintoHtheHmolecularHbasisHofHcellHfunctionalHdiversityVH2020THZYTH[ZbU[]X 68

376 tmportanceHofH–uantifyingHorugUTargetHpngagementHinHnellsVH2020THYYTH]X[U]Xa 11

375 xonitoringHproteinHcommunitiesHandHtheirHresponsesHtoHtherapeuticsVH2020THYdTH]Y]U]Za 19
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374 tdentifyingHtheHTargetHofHanHlntiparasiticHnompoundHinH®singHThermalH’roteomeH’rofilingVH2020THY_THYcXYUYcXb15

373 lH implifiedHThermalH’roteomeH’rofilingHlpproachHtoH creenH’roteinHTargetsHofHaHwigandVH2020THZXTHeYdXX[bZ 4

372 oataTH—eagentsTHlssaysHandHxeritsHofH’roteomicsHforH l— UnoÜUZH—esearchHandHTestingVH2020THYdTHY_X[UY_ZZ 52

371 wysineUspecificHdemethylaseHYlHrestrictsHexHvivoHpropagationHofHhumanHs nsHandHisHaHtargetHofH
®xYbYVH2020THY[aTHZY_YUZYaY 12

370 nomparativeHlnalysisHofHxassU pectrometryUmasedH’roteomicHxethodsHforH’roteinHTargetH
oiscoveryH®singHaHzneU’otHlpproachVH2020TH[YTHZYbUZZa 11

369 nhemicalHmiologyHqrameworkHtoHtlluminateH’roteostasisVH2020THcdTH_ZdU___ 12

368 tmageUmasedHxorphologicalH’rofilingHtdentifiesHaHwysosomotropicTHtronU equesteringHlutophagyH
tnhibitorVH2020THY[ZTH_bbXU_bbc 10

367 lnHisothermalHshiftHassayHforHproteomeHscaleHdrugUtargetHidentificationVH2020TH[THb_ 18

366 ’rogressHandHpitfallsHofHusingHisobaricHmassHtagsHforHproteomeHprofilingVH2020THYbTHY]dUYaY 13

365 nlickHnhemistryHinH’roteomicHtnvestigationsVH2020THYcXTHaX_Ua[Z 92

364 sighUthroughputHquantitativeHtopUdownHproteomicsVH2020THYaTHdYUdd 34
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