
Derived immune and ancestral pigmentation alleles in a 7,000-year-old Mesolithic European

Nature

507, 225-228

DOI: 10.1038/nature12960

Citation Report



Citation Report

2

# Article IF Citations

3 Mitochondrial DNA from El Mirador Cave (Atapuerca, Spain) Reveals the Heterogeneity of Chalcolithic
Populations. PLoS ONE, 2014, 9, e105105. 2.5 28

4 Evaluating the Y chromosomal timescale in human demographic and lineage dating. Investigative
Genetics, 2014, 5, 12. 3.3 28

6 Nidogens are therapeutic targets for the prevention of tetanus. Science, 2014, 346, 1118-1123. 12.6 62

7 Using Ancient DNA to Understand Evolutionary and Ecological Processes. Annual Review of Ecology,
Evolution, and Systematics, 2014, 45, 573-598. 8.3 88

9 Genome flux and stasis in a five millennium transect of European prehistory. Nature Communications,
2014, 5, 5257. 12.8 542

10 The imperfect control of self-reactive germinal center B cells. Current Opinion in Immunology, 2014,
28, 97-101. 5.5 52

11 Genetic roots of the first Americans. Nature, 2014, 506, 162-163. 27.8 30

12 Genomic Diversity and Admixture Differs for Stone-Age Scandinavian Foragers and Farmers. Science,
2014, 344, 747-750. 12.6 315

13 Late Pleistocene Human Skeleton and mtDNA Link Paleoamericans and Modern Native Americans.
Science, 2014, 344, 750-754. 12.6 147

14 Genomic structure in Europeans dating back at least 36,200 years. Science, 2014, 346, 1113-1118. 12.6 287

15 Genome sequence of a 45,000-year-old modern human from western Siberia. Nature, 2014, 514, 445-449. 27.8 856

16 Selective enrichment of damaged DNA molecules for ancient genome sequencing. Genome Research,
2014, 24, 1543-1549. 5.5 93

17 Toward a new history and geography of human genes informed by ancient DNA. Trends in Genetics,
2014, 30, 377-389. 6.7 227

18 Adaptations to local environments in modern human populations. Current Opinion in Genetics and
Development, 2014, 29, 1-8. 3.3 70

19 Ancient human genomes suggest three ancestral populations for present-day Europeans. Nature, 2014,
513, 409-413. 27.8 1,179

20 A 400,000â€•yearâ€•old mitochondrial genome questions phylogenetic relationships amongst archaic
hominins. BioEssays, 2014, 36, 598-605. 2.5 9

21 Evidence That Loss-of-Function Filaggrin Gene Mutations Evolved in Northern Europeans to Favor
Intracutaneous Vitamin D3 Production. Evolutionary Biology, 2014, 41, 388-396. 1.1 45

22 The genetic prehistory of the New World Arctic. Science, 2014, 345, 1255832. 12.6 264



3

Citation Report

# Article IF Citations

23 A molecular basis for classic blond hair color in Europeans. Nature Genetics, 2014, 46, 748-752. 21.4 154

24 The complete mitogenome of a 500-year-old Inca child mummy. Scientific Reports, 2015, 5, 16462. 3.3 31

28 Contesting the presence of wheat in the British Isles 8,000 years ago by assessing ancient DNA
authenticity from low-coverage data. ELife, 2015, 4, . 6.0 31

29 Allelic Spectra of Risk SNPs Are Different for Environment/Lifestyle Dependent versus Independent
Diseases. PLoS Genetics, 2015, 11, e1005371. 3.5 19

30 Vestiges of an Ancient Border in the Contemporary Genetic Diversity of North-Eastern Europe. PLoS
ONE, 2015, 10, e0130331. 2.5 17

31 Large-scale recent expansion of European patrilineages shown by population resequencing. Nature
Communications, 2015, 6, 7152. 12.8 69

32 Genome-wide insights into the genetic history of human populations. Investigative Genetics, 2015, 6, 6. 3.3 18

33 Tracing the dynamic life story of a Bronze Age Female. Scientific Reports, 2015, 5, 10431. 3.3 112

34 Population genomics of Bronze Age Eurasia. Nature, 2015, 522, 167-172. 27.8 1,166

35 Reconstructing ancient genomes and epigenomes. Nature Reviews Genetics, 2015, 16, 395-408. 16.3 197

36 Re-inventing ancient human DNA. Investigative Genetics, 2015, 6, 4. 3.3 19

37 Using populations of human and microbial genomes for organism detection in metagenomes. Genome
Research, 2015, 25, 1056-1067. 5.5 37

38 Why the Nonexistence of Biological Races Does Not Mean the Nonexistence of Racism. American
Behavioral Scientist, 2015, 59, 1474-1495. 3.8 20

39 Modern humans' paleogenomics and the new evidences on the European prehistory. Science and
Technology of Archaeological Research, 2015, 1, 1-9. 2.4 5

40 Upper Palaeolithic genomes reveal deep roots of modern Eurasians. Nature Communications, 2015, 6,
8912. 12.8 334

41 Natural Selection at the Brush-Border: Adaptations to Carbohydrate Diets in Humans and Other
Mammals. Genome Biology and Evolution, 2015, 7, 2569-2584. 2.5 16

42 Insights into hominin phenotypic and dietary evolution from ancient DNA sequence data. Journal of
Human Evolution, 2015, 79, 55-63. 2.6 46

43 Ancient DNA and human evolution. Journal of Human Evolution, 2015, 79, 1-3. 2.6 6



4

Citation Report

# Article IF Citations

44 Ancient pathogen genomics: insights into timing and adaptation. Journal of Human Evolution, 2015, 79,
137-149. 2.6 60

45 Ancient genomics. Philosophical Transactions of the Royal Society B: Biological Sciences, 2015, 370,
20130387. 4.0 142

46 Genome data from a sixteenth century pig illuminate modern breed relationships. Heredity, 2015, 114,
175-184. 2.6 39

47 Massive migration from the steppe was a source for Indo-European languages in Europe. Nature, 2015,
522, 207-211. 27.8 1,435

48 Evolution of Skin Color. , 2015, , 273-283. 1

49 An early modern human from Romania with a recent Neanderthal ancestor. Nature, 2015, 524, 216-219. 27.8 633

50 Improving access to endogenous DNA in ancient bones and teeth. Scientific Reports, 2015, 5, 11184. 3.3 182

51 Burial condition is the most important factor for mtDNA PCR amplification success in Palaeolithic
equid remains from the Alpine foreland. Archaeological and Anthropological Sciences, 2015, 7, 505-515. 1.8 20

52 The Kalash Genetic Isolate: Ancient Divergence, Drift, and Selection. American Journal of Human
Genetics, 2015, 96, 775-783. 6.2 46

53 Tracing the genetic origin of Europe's first farmers reveals insights into their social organization.
Proceedings of the Royal Society B: Biological Sciences, 2015, 282, 20150339. 2.6 127

54 The Importance of Dietary Carbohydrate in Human Evolution. Quarterly Review of Biology, 2015, 90,
251-268. 0.1 168

55 Obesity, starch digestion and amylase: association between copy number variants at human salivary
(AMY1) and pancreatic (AMY2) amylase genes. Human Molecular Genetics, 2015, 24, 3472-3480. 2.9 105

56 Schmutzi: estimation of contamination and endogenous mitochondrial consensus calling for ancient
DNA. Genome Biology, 2015, 16, 224. 8.8 307

57 A Common Genetic Origin for Early Farmers from Mediterranean Cardial and Central European LBK
Cultures. Molecular Biology and Evolution, 2015, 32, msv181. 8.9 155

58 Ancient genomes link early farmers from Atapuerca in Spain to modern-day Basques. Proceedings of
the National Academy of Sciences of the United States of America, 2015, 112, 11917-11922. 7.1 255

59 The Role of Standing Variation in Geographic Convergent Adaptation. American Naturalist, 2015, 186,
S5-S23. 2.1 68

60 Genome-wide patterns of selection in 230 ancient Eurasians. Nature, 2015, 528, 499-503. 27.8 1,160

61
Tracking the origins of Yakutian horses and the genetic basis for their fast adaptation to subarctic
environments. Proceedings of the National Academy of Sciences of the United States of America, 2015,
112, E6889-97.

7.1 139



5

Citation Report

# Article IF Citations

62 Major transitions in human evolution revisited: A tribute to ancientÂ DNA. Journal of Human Evolution,
2015, 79, 4-20. 2.6 37

63 Almost 20 years of Neanderthal palaeogenetics: adaptation, admixture, diversity, demography and
extinction. Philosophical Transactions of the Royal Society B: Biological Sciences, 2015, 370, 20130374. 4.0 42

64 Human paleogenetics of Europe â€“ The known knowns and the known unknowns. Journal of Human
Evolution, 2015, 79, 73-92. 2.6 81

65 Current trend of annotating single nucleotide variation in humans â€“ A case study on SNVrap.
Methods, 2015, 79-80, 32-40. 3.8 12

66 Biomes and human distribution during the last ice age. Global Ecology and Biogeography, 2016, 25,
563-574. 5.8 17

67
Basis for the gain and subsequent dilution of epidermal pigmentation during human evolution: The
barrier and metabolic conservation hypotheses revisited. American Journal of Physical Anthropology,
2016, 161, 189-207.

2.1 21

68 Evolutionary Patterns and Processes: Lessons from Ancient DNA. Systematic Biology, 2017, 66, syw059. 5.6 73

69 Latitudinal Clines of the Human Vitamin D Receptor and Skin Color Genes. G3: Genes, Genomes,
Genetics, 2016, 6, 1251-1266. 1.8 23

70 <i>Amy2B</i>copy number variation reveals starch diet adaptations in ancient European dogs. Royal
Society Open Science, 2016, 3, 160449. 2.4 52

71
Reply to Delanghe, Speeckaert, and De Buyzere: â€œThe evolutionary adaptation of hemochromatosis
associated mutations during the Neolithicâ€•. American Journal of Physical Anthropology, 2016, 161,
532-533.

2.1 2

72 Human adaptation and population differentiation in the light of ancient genomes. Nature
Communications, 2016, 7, 10775. 12.8 36

73 The genetic history of Ice Age Europe. Nature, 2016, 534, 200-205. 27.8 729

74 Genes mirror migrations and cultures in prehistoric Europe â€” a population genomic perspective.
Current Opinion in Genetics and Development, 2016, 41, 115-123. 3.3 40

75 Diet adaptation in dog reflects spread of prehistoric agriculture. Heredity, 2016, 117, 301-306. 2.6 70

76 Reciprocal genomic evolution in the antâ€“fungus agricultural symbiosis. Nature Communications,
2016, 7, 12233. 12.8 106

77 Fast, Accurate and Automatic Ancient Nucleosome and Methylation Maps with epiPALEOMIX.
Molecular Biology and Evolution, 2016, 33, 3284-3298. 8.9 53

78 <scp>T</scp>he vitamin D hypothesis: <scp>D</scp>ead or alive?. American Journal of Physical
Anthropology, 2016, 161, 756-757. 2.1 1

79 Toward high-resolution population genomics using archaeological samples. DNA Research, 2016, 23,
295-310. 3.4 25



6

Citation Report

# Article IF Citations

80 Genomic analysis of Andamanese provides insights into ancient human migration into Asia and
adaptation. Nature Genetics, 2016, 48, 1066-1070. 21.4 126

81 Early Neolithic genomes from the eastern Fertile Crescent. Science, 2016, 353, 499-503. 12.6 230

82 Genomic study of the Ket: a Paleo-Eskimo-related ethnic group with significant ancient North Eurasian
ancestry. Scientific Reports, 2016, 6, 20768. 3.3 48

83 The genetics of an early Neolithic pastoralist from the Zagros, Iran. Scientific Reports, 2016, 6, 31326. 3.3 61

84 A Practical Guide to the HIrisPlex System: Simultaneous Prediction of Eye and Hair Color from DNA.
Methods in Molecular Biology, 2016, 1420, 213-231. 0.9 12

85 Early farmers from across Europe directly descended from Neolithic Aegeans. Proceedings of the
National Academy of Sciences of the United States of America, 2016, 113, 6886-6891. 7.1 376

86 Ancient DNA and human history. Proceedings of the National Academy of Sciences of the United States
of America, 2016, 113, 6380-6387. 7.1 178

87 Forensic DNA Typing Protocols. Methods in Molecular Biology, 2016, , . 0.9 5

88 Neanderthal genomics suggests a pleistocene time frame for the first epidemiologic transition.
American Journal of Physical Anthropology, 2016, 160, 379-388. 2.1 62

89 Skin pigmentation variation among populations of West Maharashtra, India. American Journal of
Human Biology, 2016, 28, 36-43. 1.6 13

90 An assessment of ancient DNA preservation in Holoceneâ€“Pleistocene fossil bone excavated from the
world heritage Naracoorte Caves, South Australia. Journal of Quaternary Science, 2016, 31, 33-45. 2.1 20

91 Genetic evidence for an origin of the Armenians from Bronze Age mixing of multiple populations.
European Journal of Human Genetics, 2016, 24, 931-936. 2.8 44

92 Ancient DNA and the rewriting of human history: be sparing with Occamâ€™s razor. Genome Biology,
2016, 17, 1. 8.8 1,335

93 Genomic Evidence Establishes Anatolia as the Source of the European Neolithic Gene Pool. Current
Biology, 2016, 26, 270-275. 3.9 111

94 Neolithic and Bronze Age migration to Ireland and establishment of the insular Atlantic genome.
Proceedings of the National Academy of Sciences of the United States of America, 2016, 113, 368-373. 7.1 199

95 Recurrent Rearrangements of Human Amylase Genes Create Multiple Independent CNV Series. Human
Mutation, 2017, 38, 532-539. 2.5 29

96 A working model of the deep relationships of diverse modern human genetic lineages outside of
Africa. Molecular Biology and Evolution, 2017, 34, msw293. 8.9 55

97 The study of human Y chromosome variation through ancient DNA. Human Genetics, 2017, 136, 529-546. 3.8 72



7

Citation Report

# Article IF Citations

98 On the Evolution of Lactase Persistence in Humans. Annual Review of Genomics and Human Genetics,
2017, 18, 297-319. 6.2 199

100 Origin and spread of human mitochondrial DNA haplogroup U7. Scientific Reports, 2017, 7, 46044. 3.3 25

101 Malaria was a weak selective force in ancient Europeans. Scientific Reports, 2017, 7, 1377. 3.3 32

102 A new model for ancient DNA decay based on paleogenomic meta-analysis. Nucleic Acids Research, 2017,
45, 6310-6320. 14.5 168

103 Paleogenomic Evidence for Multi-generational Mixing between Neolithic Farmers and Mesolithic
Hunter-Gatherers in the Lower Danube Basin. Current Biology, 2017, 27, 1801-1810.e10. 3.9 110

104 Rethinking the starch digestion hypothesis for <i>AMY1</i> copy number variation in humans.
American Journal of Physical Anthropology, 2017, 163, 645-657. 2.1 45

105 Human evolution: a tale from ancient genomes. Philosophical Transactions of the Royal Society B:
Biological Sciences, 2017, 372, 20150484. 4.0 51

106 Estimating mobility using sparse data: Application to human genetic variation. Proceedings of the
National Academy of Sciences of the United States of America, 2017, 114, 12213-12218. 7.1 37

107 Ancient genomes show social and reproductive behavior of early Upper Paleolithic foragers. Science,
2017, 358, 659-662. 12.6 263

108 Harnessing ancient genomes to study the history of human adaptation. Nature Reviews Genetics, 2017,
18, 659-674. 16.3 165

111 The maternal genetic make-up of the Iberian Peninsula between the Neolithic and the Early Bronze Age.
Scientific Reports, 2017, 7, 15644. 3.3 44

112 Archaeogenomic analysis of the first steps of Neolithization in Anatolia and the Aegean. Proceedings
of the Royal Society B: Biological Sciences, 2017, 284, 20172064. 2.6 26

113 Parallel palaeogenomic transects reveal complex genetic history of early European farmers. Nature,
2017, 551, 368-372. 27.8 306

114 The genetic profile of susceptibility to infectious diseases in Roman-Period populations from Central
Poland. Infection, Genetics and Evolution, 2017, 47, 1-8. 2.3 4

115 Histoire de lâ€™utilisation des laitages et de la persistance du gÃ¨ne de la lactase. Cahiers De Nutrition Et
De Dietetique, 2017, 52, S19-S24. 0.3 1

116 The Diversity of REcent and Ancient huMan (DREAM): A New Microarray for Genetic Anthropology and
Genealogy, Forensics, and Personalized Medicine. Genome Biology and Evolution, 2017, 9, 3225-3237. 2.5 9

117 Extending Genome-wide Association Study Results to Test Classic Anthropological Hypotheses: Human
Third Molar Agenesis and the â€œProbable Mutation Effectâ€•. Human Biology, 2017, 89, 157. 0.2 8

118 Admixture and Ancestry Inference from Ancient and Modern Samples through Measures of Population
Genetic Drift. Human Biology, 2017, 89, 21. 0.2 30



8

Citation Report

# Article IF Citations

121 Multi-scale ancient DNA analyses confirm the western origin of Michelsberg farmers and document
probable practices of human sacrifice. PLoS ONE, 2017, 12, e0179742. 2.5 25

122 Intraspecific eye color variability in birds and mammals: a recent evolutionary event exclusive to
humans and domestic animals. Frontiers in Zoology, 2017, 14, 53. 2.0 29

123 The Beaker phenomenon and the genomic transformation of northwest Europe. Nature, 2018, 555,
190-196. 27.8 503

124 The genomic history of southeastern Europe. Nature, 2018, 555, 197-203. 27.8 479

125 Northwest passage to Scandinavia. Nature Ecology and Evolution, 2018, 2, 593-594. 7.8 1

126 Research in Computational Molecular Biology. Lecture Notes in Computer Science, 2018, , . 1.3 0

127 Inference of Population Structure from Ancient DNA. Lecture Notes in Computer Science, 2018, ,
90-104. 1.3 9

128 Insights into Modern Human Prehistory Using Ancient Genomes. Trends in Genetics, 2018, 34, 184-196. 6.7 50

129 What aDNA can (and cannot) tell us about the emergence of language and speech. Journal of Language
Evolution, 2018, 3, 59-66. 1.7 27

130 Ancient Genomics of Modern Humans: The First Decade. Annual Review of Genomics and Human
Genetics, 2018, 19, 381-404. 6.2 161

131 The HIrisPlex-S system for eye, hair and skin colour prediction from DNA: Introduction and forensic
developmental validation. Forensic Science International: Genetics, 2018, 35, 123-135. 3.1 199

132 A new inference method for detecting an ongoing selective sweep. Genes and Genetic Systems, 2018, 93,
149-161. 0.7 14

134 Comment on: The Vitamin Dâ€“Folate Hypothesis as an Evolutionary Model for Skin Pigmentation: An
Update and Integration of Current Ideas, Nutrients 2018, 10, 554. Nutrients, 2018, 10, 1753. 4.1 1

137 <i>FADS1</i>and the Timing of Human Adaptation to Agriculture. Molecular Biology and Evolution,
2018, 35, 2957-2970. 8.9 113

138 Technical Advances and Challenges in Genome-Scale Analysis of Ancient DNA. Population Genomics,
2018, , 3-29. 0.5 2

139 Quantifying and reducing spurious alignments for the analysis of ultra-short ancient DNA sequences.
BMC Biology, 2018, 16, 121. 3.8 41

140 Intragenus (Homo) variation in a chemokine receptor gene (CCR5). PLoS ONE, 2018, 13, e0204989. 2.5 10

141 Towards broadening Forensic DNA Phenotyping beyond pigmentation: Improving the prediction of head
hair shape from DNA. Forensic Science International: Genetics, 2018, 37, 241-251. 3.1 38



9

Citation Report

# Article IF Citations

142 Demographic History and Genetic Adaptation in the Himalayan Region Inferred from Genome-Wide SNP
Genotypes of 49 Populations. Molecular Biology and Evolution, 2018, 35, 1916-1933. 8.9 36

143 The evolutionary history of human populations in Europe. Current Opinion in Genetics and
Development, 2018, 53, 21-27. 3.3 47

144 Human amylase gene copy number variation as a determinant of metabolic state. Expert Review of
Endocrinology and Metabolism, 2018, 13, 193-205. 2.4 25

145 Adaptation of human skin color in various populations. Hereditas, 2018, 155, 1. 1.4 66

146 Bayesian estimation of partial population continuity using ancient <scp>DNA</scp> and spatially
explicit simulations. Evolutionary Applications, 2018, 11, 1642-1655. 3.1 10

147 Population genomics of Mesolithic Scandinavia: Investigating early postglacial migration routes and
high-latitude adaptation. PLoS Biology, 2018, 16, e2003703. 5.6 174

148 Ancient DNA from the skeletons of Roopkund Lake reveals Mediterranean migrants in India. Nature
Communications, 2019, 10, 3670. 12.8 19

149 Ancient DNA sheds light on the genetic origins of early Iron Age Philistines. Science Advances, 2019, 5,
eaax0061. 10.3 64

150 Inference of Population Structure from Time-Series Genotype Data. American Journal of Human
Genetics, 2019, 105, 317-333. 6.2 23

151 Genetic contributions to variation in human stature in prehistoric Europe. Proceedings of the
National Academy of Sciences of the United States of America, 2019, 116, 21484-21492. 7.1 64

152 The formation of human populations in South and Central Asia. Science, 2019, 365, . 12.6 383

153 Late Jomon male and female genome sequences from the Funadomari site in Hokkaido, Japan.
Anthropological Science, 2019, 127, 83-108. 0.4 58

154 The population history of northeastern Siberia since the Pleistocene. Nature, 2019, 570, 182-188. 27.8 259

155 The Arrival of Siberian Ancestry Connecting the Eastern Baltic to Uralic Speakers further East.
Current Biology, 2019, 29, 1701-1711.e16. 3.9 80

156 The Genetics of Human Skin and Hair Pigmentation. Annual Review of Genomics and Human Genetics,
2019, 20, 41-72. 6.2 98

157 Ancient genomes indicate population replacement in Early Neolithic Britain. Nature Ecology and
Evolution, 2019, 3, 765-771. 7.8 156

158 Late Pleistocene human genome suggests a local origin for the first farmers of central Anatolia.
Nature Communications, 2019, 10, 1218. 12.8 74

159 The Genetic Variability of APOE in Different Human Populations and Its Implications for Longevity.
Genes, 2019, 10, 222. 2.4 96



10

Citation Report

# Article IF Citations

160 A western route of prehistoric human migration from Africa into the Iberian Peninsula. Proceedings
of the Royal Society B: Biological Sciences, 2019, 286, 20182288. 2.6 47

161 Human Immunology through the Lens of Evolutionary Genetics. Cell, 2019, 177, 184-199. 28.9 105

162 The genomic history of the Iberian Peninsula over the past 8000 years. Science, 2019, 363, 1230-1234. 12.6 340

163 Evolution of Hominin Polyunsaturated Fatty Acid Metabolism: From Africa to the New World. Genome
Biology and Evolution, 2019, 11, 1417-1430. 2.5 38

164 The Impact of Genetics Research on Archaeology and Linguistics in Eurasia. Russian Journal of
Genetics, 2019, 55, 1472-1487. 0.6 6

165 Ancient DNA. , 2019, , 13-34. 0

167 By protecting against cutaneous inflammation, epidermal pigmentation provided an additional
advantage for ancestral humans. Evolutionary Applications, 2019, 12, 1960-1970. 3.1 11

168 A 5700 year-old human genome and oral microbiome from chewed birch pitch. Nature
Communications, 2019, 10, 5520. 12.8 61

169 Y Chromosome Sequences Reveal a Short Beringian Standstill, Rapid Expansion, and early Population
structure of Native American Founders. Current Biology, 2019, 29, 149-157.e3. 3.9 94

170 Shades of complexity: New perspectives on the evolution and genetic architecture of human skin.
American Journal of Physical Anthropology, 2019, 168, 4-26. 2.1 45

171 McSwan: A joint site frequency spectrum method to detect and date selective sweeps across multiple
population genomes. Molecular Ecology Resources, 2019, 19, 283-295. 4.8 13

172 Bioarchaeologists Speak Out. Bioarchaeology and Social Theory, 2019, , . 0.1 5

173 Ancient Migrations: Biodistance, Genetics, and the Persistence of Typological Thinking.
Bioarchaeology and Social Theory, 2019, , 181-200. 0.1 11

174 Changes in Biological Pathways During 6,000 Years of Civilization in Europe. Molecular Biology and
Evolution, 2019, 36, 127-140. 8.9 24

175 Anthropological perspectives on genomic data, genetic ancestry, and race. American Journal of
Physical Anthropology, 2020, 171, 74-86. 2.1 27

176
Late Upper Palaeolithic hunter-gatherers in the Central Mediterranean: New archaeological and
genetic data from the Late Epigravettian burial Oriente C (Favignana, Sicily). Quaternary International,
2020, 537, 24-32.

1.5 20

177 Population genomics of the Viking world. Nature, 2020, 585, 390-396. 27.8 143

178 Ancient DNA reveals monozygotic newborn twins from the Upper Palaeolithic. Communications
Biology, 2020, 3, 650. 4.4 25



11

Citation Report

# Article IF Citations

179 Evolution of Human Brain Size-Associated NOTCH2NL Genes Proceeds toward Reduced Protein Levels.
Molecular Biology and Evolution, 2020, 37, 2531-2548. 8.9 10

180 A three-population wave-of-advance model for the European early Neolithic. PLoS ONE, 2020, 15,
e0233184. 2.5 8

181 A dynastic elite in monumental Neolithic society. Nature, 2020, 582, 384-388. 27.8 94

182 Limited Evidence for Selection at the FADS Locus in Native American Populations. Molecular Biology
and Evolution, 2020, 37, 2029-2033. 8.9 24

183 Differential DNA methylation of vocal and facial anatomy genes in modern humans. Nature
Communications, 2020, 11, 1189. 12.8 69

184 Presentâ€•Day DNA Contamination in Ancient DNA Datasets. BioEssays, 2020, 42, e2000081. 2.5 31

185 Climate shaped how Neolithic farmers and European hunter-gatherers interacted after a major
slowdown from 6,100 bce to 4,500 bce. Nature Human Behaviour, 2020, 4, 1004-1010. 12.0 29

186 The spread of steppe and Iranian-related ancestry in the islands of the western Mediterranean. Nature
Ecology and Evolution, 2020, 4, 334-345. 7.8 95

187 Mapping co-ancestry connections between the genome of a Medieval individual and modern Europeans.
Scientific Reports, 2020, 10, 6843. 3.3 8

188 Evolutionary and population (epi)genetics of immunity to infection. Human Genetics, 2020, 139, 723-732. 3.8 28

191 Comparing the Use of Magnetic Beads with Ultrafiltration for Ancient Dental Calculus Proteomics.
Journal of Proteome Research, 2021, 20, 1689-1704. 3.7 10

193 Systematic benchmark of ancient DNA read mapping. Briefings in Bioinformatics, 2021, 22, . 6.5 13

194 Initial Upper Palaeolithic humans in Europe had recent Neanderthal ancestry. Nature, 2021, 592, 253-257. 27.8 119

195 The deep population history of northern East Asia from the Late Pleistocene to the Holocene. Cell,
2021, 184, 3256-3266.e13. 28.9 83

196 Ancient genomes reveal structural shifts after the arrival of Steppe-related ancestry in the Italian
Peninsula. Current Biology, 2021, 31, 2576-2591.e12. 3.9 38

197 Evidence of the interplay of genetics and culture in Ethiopia. Nature Communications, 2021, 12, 3581. 12.8 25

198 Genome of PeÅŸtera Muierii skull shows high diversity and low mutational load in pre-glacial Europe.
Current Biology, 2021, 31, 2973-2983.e9. 3.9 18

199 Genetic Continuity of Bronze Age Ancestry with Increased Steppe-Related Ancestry in Late Iron Age
Uzbekistan. Molecular Biology and Evolution, 2021, 38, 4908-4917. 8.9 5



12

Citation Report

# Article IF Citations

200 Prediction of eye, hair and skin colour in Latin Americans. Forensic Science International: Genetics,
2021, 53, 102517. 3.1 6

201 Through 40,000Â years of human presence in Southern Europe: the Italian case study. Human Genetics,
2021, 140, 1417-1431. 3.8 11

202 Quantitative Human Paleogenetics: What can Ancient DNA Tell us About Complex Trait Evolution?.
Frontiers in Genetics, 2021, 12, 703541. 2.3 23

203 Genome-scale sequencing and analysis of human, wolf, and bison DNA from 25,000-year-old sediment.
Current Biology, 2021, 31, 3564-3574.e9. 3.9 34

205 Reconstructing genetic histories and social organisation in Neolithic and Bronze Age Croatia.
Scientific Reports, 2021, 11, 16729. 3.3 8

206 Biomolecular insights into North African-related ancestry, mobility and diet in eleventh-century
Al-Andalus. Scientific Reports, 2021, 11, 18121. 3.3 8

207 Human genome diversity data reveal that L564P is the predominant TPC2 variant and a prerequisite for
the blond hair associated M484L gain-of-function effect. PLoS Genetics, 2021, 17, e1009236. 3.5 15

210 Interactions between earliest Linearbandkeramik farmers and central European hunter gatherers at
the dawn of European Neolithization. Scientific Reports, 2019, 9, 19544. 3.3 35

211 Ancient genomes from present-day France unveil 7,000 years of its demographic history. Proceedings
of the National Academy of Sciences of the United States of America, 2020, 117, 12791-12798. 7.1 60

212 The evolution of skin pigmentation-associated variation in West Eurasia. Proceedings of the National
Academy of Sciences of the United States of America, 2021, 118, . 7.1 50

238 Skin Pigmentation Genetics for the Clinic. Dermatology, 2017, 233, 1-15. 2.1 35

239 The population genomics of archaeological transition in west Iberia: Investigation of ancient
substructure using imputation and haplotype-based methods. PLoS Genetics, 2017, 13, e1006852. 3.5 122

240 Coevolution between Human's Anticancer Activities and Functional Foods from Crop Origin Center in
the World. Asian Pacific Journal of Cancer Prevention, 2015, 16, 2119-2128. 1.2 10

241 Genetic diversity of CHC22 clathrin impacts its function in glucose metabolism. ELife, 2019, 8, . 6.0 22

242 MitoSuite: a graphical tool for human mitochondrial genome profiling in massive parallel
sequencing. PeerJ, 2017, 5, e3406. 2.0 27

243 Were the First Europeans Pale or Dark Skinned?. Advances in Anthropology, 2014, 04, 124-132. 0.2 1

248 Genomic approaches and their contributions to understanding the European Neolithisation.
Documenta Praehistorica, 0, 43, 253-264. 1.0 0

249 Le peuplement de lâ€™Europe vu par la palÃ©ogÃ©nomique. , 2017, , 65. 0



13

Citation Report

# Article IF Citations

252
AnÃ¡lisis genÃ©tico del individuo de Chan do Lindeiro: caracterizaciÃ³n de su mitogenoma y situaciÃ³n de
la muestra en el contexto paleogenÃ©tico europeo. Cadernos Do Laboratorio Xeoloxico De Laxe, 0, 39,
111-127.

0.0 3

253 DeuxÂ millions dâ€™annÃ©es deÂ migrations. , 2017, , 13-32. 0

255 Of Wheat and Men: Changes in Genetic Markers for Celiac Disease Over Time. Genomics and
Computational Biology, 2018, 4, 100044. 0.7 0

265 Sometimes hidden but always there: the assumptions underlying genetic inference of demographic
histories. Philosophical Transactions of the Royal Society B: Biological Sciences, 2021, 376, 20190719. 4.0 12

267 White Skin Privilege: Modern Myth, Forgotten Past. Evolutionary Studies in Imaginative Culture, 2020,
4, 63-82. 0.2 0

269 Predicting Physical Appearance from DNA Dataâ€”Towards Genomic Solutions. Genes, 2022, 13, 121. 2.4 8

270 Ancestral genomic contributions to complex traits in contemporary Europeans. Current Biology,
2022, 32, 1412-1419.e3. 3.9 6

271 A unified genealogy of modern and ancient genomes. Science, 2022, 375, eabi8264. 12.6 59

272 Evolutionary Trajectories of Complex Traits in European Populations of Modern Humans. Frontiers in
Genetics, 2022, 13, 833190. 2.3 2

273 Bronze and Iron Age population movements underlie Xinjiang population history. Science, 2022, 376,
62-69. 12.6 27

274
An integrative skeletal and paleogenomic analysis of stature variation suggests relatively reduced
health for early European farmers. Proceedings of the National Academy of Sciences of the United
States of America, 2022, 119, e2106743119.

7.1 21

276 Genomes from Verteba cave suggest diversity within the Trypillians in Ukraine. Scientific Reports,
2022, 12, 7242. 3.3 2

278 Ancient Maltese genomes and the genetic geography of Neolithic Europe. Current Biology, 2022, 32,
2668-2680.e6. 3.9 9

280 Bioarchaeological and palaeogenomic portrait of two Pompeians that died during the eruption of
Vesuvius in 79 AD. Scientific Reports, 2022, 12, . 3.3 6

282
The evolution of human skin pigmentation: A changing medley of vitamins, genetic variability, and
<scp>UV</scp> radiation during human expansion. American Journal of Biological Anthropology, 2023,
180, 252-271.

1.1 7

284 Temporal population structure, a genetic dating method for ancient Eurasian genomes from the past
10,000 years. Cell Reports Methods, 2022, 2, 100270. 2.9 1

285 Ancient DNA from Mesopotamia suggests distinct Pre-Pottery and Pottery Neolithic migrations into
Anatolia. Science, 2022, 377, 982-987. 12.6 14

286 The genetic history of the Southern Arc: A bridge between West Asia and Europe. Science, 2022, 377, . 12.6 31



14

Citation Report

# Article IF Citations

288 The history of climate and society: a review of the influence of climate change on the human past.
Environmental Research Letters, 2022, 17, 103001. 5.2 13

291 Phylogeographic history of mitochondrial haplogroup <scp>J</scp> in <scp>Scandinavia</scp>.
American Journal of Biological Anthropology, 0, , . 1.1 2

292 CONGA: Copy number variation genotyping in ancient genomes and low-coverage sequencing data.
PLoS Computational Biology, 2022, 18, e1010788. 3.2 2

294 Is there still evolution in the human population?. Biologia Futura, 2022, 73, 359-374. 1.4 1

295 Hunter-gatherer admixture facilitated natural selection in Neolithic European farmers. Current
Biology, 2023, 33, 1365-1371.e3. 3.9 4

298 Current allele distribution of the human longevity gene <scp><i>APOE</i></scp> in Europe can mainly
be explained by ancient admixture. Aging Cell, 2023, 22, . 6.7 2

299 An overview of the Mesolithic in the northwest Atlantic and inland area of the Iberian Peninsula.
Quaternary International, 2023, , . 1.5 1

300 Ancient DNA suggests anaemia and low bone mineral density as the cause for porotic hyperostosis in
ancient individuals. Scientific Reports, 2023, 13, . 3.3 1

301 Genetic continuity, isolation, and gene flow in Stone Age Central and Eastern Europe.
Communications Biology, 2023, 6, . 4.4 5

302 Fine-scale sampling uncovers the complexity of migrations in 5thâ€“6th century Pannonia. Current
Biology, 2023, 33, 3951-3961.e11. 3.9 2

306 An individual with Sarmatian-related ancestry in Roman Britain. Current Biology, 2023, , . 3.9 0

307 100 ancient genomes show repeated population turnovers in Neolithic Denmark. Nature, 2024, 625,
329-337. 27.8 9

308 Genetic history of Cambridgeshire before and after the Black Death. Science Advances, 2024, 10, . 10.3 2

309 Stable population structure in Europe since the Iron Age, despite high mobility. ELife, 0, 13, . 6.0 3

310 The Allen Ancient DNA Resource (AADR) a curated compendium of ancient human genomes. Scientific
Data, 2024, 11, . 5.3 3

311 Genomic ancestry and social dynamics of the last hunter-gatherers of Atlantic France. Proceedings of
the National Academy of Sciences of the United States of America, 2024, 121, . 7.1 0

312 Ancient genomes illuminate Eastern Arabian population history and adaptation against malaria. Cell
Genomics, 2024, 4, 100507. 6.5 0

313 Benchmarking a targeted 16S ribosomal RNA gene enrichment approach to reconstruct ancient
microbial communities. PeerJ, 0, 12, e16770. 2.0 0



15

Citation Report

# Article IF Citations

315 Future Directions and New Approaches to Study Ancient Populations. , 2024, , 355-398. 0

316 Population, Urbanization, and Settlement Patterns in the Late Iron Age. , 2024, , 95-155. 0

318 Population Estimates. , 2024, , 65-94. 0

320 Connectivity, Migrations, Mobility, and Networks. , 2024, , 257-354. 0

324 Population, Urbanization, and Settlement Patterns in the Early Empire. , 2024, , 156-224. 0

325 Population and Urbanization in the Late Roman Period. , 2024, , 225-256. 0

326 Population Characteristics. , 2024, , 17-64. 0


