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472
vastKandKsensitiveKalignmentKofKmicrobialKwholeKgenomeKsequencingKreadsKtoKlargeKsequenceK
datasetsKonKaKdesktopKσsjKapplicationKtoKmetagenomicKdatasetsKandKpathogenKidentificationYK2014WK
iWKea_cdda

8

471 traftKwenomeKSequenceKofKtheKYeastKσseudozymaKantarcticaKTypeKStrainKzs×a_cagWKaKσroducerKofK
theKwlycolipidKriosurfactantsWK×annosylerythritolK ipidsYK2014WKbWK 20

470 rigKdataKandKotherKchallengesKinKtheKquestKforKorthologsYK2014WKc_WKbiicXh 84

469 ynformationKgatewayKforKintegratedKpharmacogenomicsKdataXKywyσtYK2014WK 0

468 qnKintroductionKtoKtheKanalysisKofKshotgunKmetagenomicKdataYK2014WKeWKb_i 308

467 teterminingKmicrobialKproductsKandKidentifyingKmolecularKtargetsKinKtheKhumanKmicrobiomeYK2014WK
b_WKgcaXgda 68

466 TKcellKtranscriptsKandKTKcellKactivitiesKinKtheKgillsKofKtheKteleostKfishKseaKbassKSticentrarchusKlabraxTYK
2014WKdgWKc_iXah 50

465 somputationalKintegrationKofKgenomicKtraitsKintoKafSKrtαqKmicrobiotaKsequencingKstudiesYK2014WK
ediWKahfXia 15

464 ×axrinjKanKautomatedKbinningKmethodKtoKrecoverKindividualKgenomesKfromKmetagenomesKusingKanK
expectationXmaximizationKalgorithmYK2014WKbWKbf 347

463 yntegrativeKworkflowsKforKmetagenomicKanalysisYK2014WKbWKg_ 28

462 βrthologyKandKparalogyKconstraintsjKsatisfiabilityKandKconsistencyYK2014WKaeKSupplKfWKSab 32

461 uscherichiaKcoliKinnerKmembraneKproteinKYcirKinteractsKwithKZipqKthatKisKimportantKforKcellKdivisionYK
2015WKb_WKiefXfe 3

460 rifidobacteriaKexhibitKsocialKbehaviorKthroughKcarbohydrateKresourceKsharingKinKtheKgutYK2015WKeWKaeghb 168

459 TranscriptomicKvariationKofKhepatopancreasKrevealsKtheKenergyKmetabolismKandKbiologicalK
processesKassociatedKwithKmoltingKinKshineseKmittenKcrabWKuriocheirKsinensisYK2015WKeWKad_ae 56

458 σhosphoproteomicKscreeningKidentifiesKRabKwTσasesKasKnovelKdownstreamKtargetsKofKσyα’aYK2015WK
cdWKbhd_Xfa 127

457 σredictionKofKmicrobialKphenotypesKbasedKonKcomparativeKgenomicsYK2015WKafKSupplKadWKSa 22

456 βptimizingKandKbenchmarkingKdeKnovoKtranscriptomeKsequencingjKfromKlibraryKpreparationKtoK
assemblyKevaluationYK2015WKafWKigg 56
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455 ymprovedKorthologousKdatabasesKtoKeaseKprotozoanKtargetsKinferenceYK2015WKhWKdid 1

454 vollowingKtheKvootstepsKofKshlamydialKweneKRegulationYK2015WKcbWKc_ceXdf 17

453 somprehensiveKanalysisKofKtheKendoplasmicKreticulumKstressKresponseKinKtheKsoybeanKgenomejK
conservedKandKplantXspecificKfeaturesYK2015WKafWKghc 20

452 ×ycorqSujKexpandingKtheKfunctionalKannotationKcoverageKofKmycobacterialKgenomesYK2015WKafWKaa_b 9

451 uxperimentalKdetectionKofKshortKregulatoryKmotifsKinKeukaryoticKproteinsjKtipsKforKgoodKpracticeKasK
wellKasKforKbadYK2015WKacWKdb 44

450 βrthovinderjKsolvingKfundamentalKbiasesKinKwholeKgenomeKcomparisonsKdramaticallyKimprovesK
orthogroupKinferenceKaccuracyYK2015WKafWKaeg 1591

449 soiledXcoilKlengthjKSizeKdoesKmatterYK2015WKhcWKbafbXi 9

448 tominantKectosymbioticKbacteriaKofKcellulolyticKprotistsKinKtheKtermiteKgutKalsoKhaveKtheKpotentialK
toKdigestKlignocelluloseYK2015WKagWKdidbXec 37

447 vunctionalKinteractionsKamongKfilamentousKupsilonproteobacteriaKandKracteroidetesKinKaKdeepXseaK
hydrothermalKventKbiofilmYK2015WKagWKd_fcXgg 36

446 UncoveringKmajorKgenomicKfeaturesKofKessentialKgenesKinKracteriaKandKaKmethanogenicKqrchaeaYK
2015WKbhbWKccieXcdaa 23

445 solonicKmetaproteomicKsignaturesKofKactiveKbacteriaKandKtheKhostKinKobesityYK2015WKaeWKceddXeb 56

444 vunctionalKrasisKofK×icroorganismKslassificationYK2015WKaaWKea__ddgb 18

443 ydentificationKofKαewlyKSynthesizedKσroteinsKbyKuchinococcusKgranulosusKσrotoscolecesKuponK
ynductionKofKStrobilationYK2015WKiWKe___d_he 17

442
ydentificationKofKσutativeKαuclearKReceptorsKandKSteroidogenicKunzymesKinK×urrayXtarlingK
RainbowfishKS×elanotaeniaKfluviatilisTKUsingKRαqXSeqKandKteKαovoKTranscriptomeKqssemblyYK2015WK
a_WKe_adbfcf
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441 ynvestigationKofKYersiniaKpestisK aboratoryKqdaptationKthroughKaKsombinedKwenomicsKandK
σroteomicsKqpproachYK2015WKa_WKe_adbiig 14

440 orthovindKvacilitatesKtheKtiscoveryKofKxomologousKandKβrthologousKσroteinsYK2015WKa_WKe_adci_f 2

439 wenomicKσatternsKofKσositiveKSelectionKatKtheKβriginKofKRustKvungiYK2015WKa_WKe_adciei 9

438 ×etagenomicKqnalysisKofKshickenKwutK×icrobiotaKforKymprovingK×etabolismKandKxealthKofKshickensK
XKqKReviewYK2015WKbhWKabagXbe 61
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437 ×etagenomicsjKtoolsKandKinsightsKforKanalyzingKnextXgenerationKsequencingKdataKderivedKfromK
biodiversityKstudiesYK2015WKiWKgeXhh 222

436 uvolutionKofKanKepigeneticKgeneKensembleKwithinKtheKgenusKqnophelesYK2015WKgWKi_aXae 6

435 unrichmentKofKTriticumKaestivumKgeneKannotationsKusingKorthologKcliquesKandKgeneKontologiesKinK
otherKplantsYK2015WKafWKbii 5

434 βrthoVennjKaKwebKserverKforKgenomeKwideKcomparisonKandKannotationKofKorthologousKclustersK
acrossKmultipleKspeciesYKNucleicyAcidsyResearchWK2015WKdcWKWghXhd 20.1 291

433 RevisitingKbacterialKcyclicKnucleotideKphosphodiesterasesjKcyclicKq×σKhydrolysisKandKbeyondYK2015WK
cfbWK 17

432 qnKeventXdrivenKapproachKforKstudyingKgeneKblockKevolutionKinKbacteriaYK2015WKcaWKb_geXhc 13

431 somparativeKwenomicsKandKuvolutionaryK×odularityKofKσrokaryotesYK2015WKhhcWKggXif 1

430 wenomicsKofKWeissellaKcibariaKwithKanKexaminationKofKitsKmetabolicKtraitsYK2015WKafaWKiadXc_ 28

429 VersionKdY_KofKσaxtbjKσroteinKabundanceKdataWKintegratedKacrossKmodelKorganismsWKtissuesWKandK
cellXlinesYK2015WKaeWKcafcXh 283

428 uxpandedKmicrobialKgenomeKcoverageKandKimprovedKproteinKfamilyKannotationKinKtheKsβwK
databaseYKNucleicyAcidsyResearchWK2015WKdcWKtbfaXi 20.1 818

427 somparisonKofKsisterKspeciesKidentifiesKfactorsKunderpinningKplastidKcompatibilityKinKgreenKseaK
slugsYK2015WKbhbWK 29

426 S×qRTjKrecentKupdatesWKnewKdevelopmentsKandKstatusKinKb_aeYKNucleicyAcidsyResearchWK2015WKdcWKtbegXf_20.1 1137

425 SystematicKcharacterizationKandKpredictionKofKpostXtranslationalKmodificationKcrossXtalkYK2015WKadWKgfaXg_ 27

424 STRyαwKva_jKproteinXproteinKinteractionKnetworksWKintegratedKoverKtheKtreeKofKlifeYKNucleicyAcidsy
ResearchWK2015WKdcWKtddgXeb 20.1 6276

423 σ qZqKcY_jKanKaccessKpointKforKplantKcomparativeKgenomicsYKNucleicyAcidsyResearchWK2015WKdcWKtigdXha 20.1 248

422 σT×codeKvbjKaKresourceKforKfunctionalKassociationsKofKpostXtranslationalKmodificationsKwithinKandK
betweenKproteinsYKNucleicyAcidsyResearchWK2015WKdcWKtdidXe_b 20.1 67

421 wenomicKToolsKforKtheKStudyKofKqzospirillumKandKβtherKσlantKwrowthXσromotingKRhizobacteriaYK
2015WKhcXig

420 uxploringKVerticalKTransmissionKofKrifidobacteriaKfromK×otherKtoKshildYK2015WKhaWKg_ghXhg 150
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419 wenenamesYorgjKtheKxwαsKresourcesKinKb_aeYKNucleicyAcidsyResearchWK2015WKdcWKta_giXhe 20.1 397

418 RumenK×icrobiologyjKvromKuvolutionKtoKRevolutionYK2015WK 30

417 qKtrosophilaXcentricKviewKofKproteinKtyrosineKphosphatasesYK2015WKehiWKieaXff 11

416 ×rwtKupdateKb_aejKmicrobialKgenomeKdatabaseKforKflexibleKorthologKanalysisKutilizingKaKdiverseKsetK
ofKgenomicKdataYKNucleicyAcidsyResearchWK2015WKdcWKtbg_Xf 20.1 60

415 qverageKgenomeKsizeKestimationKimprovesKcomparativeKmetagenomicsKandKshedsKlightKonKtheK
functionalKecologyKofKtheKhumanKmicrobiomeYK2015WKafWKea 126

414 TheKβ×qKorthologyKdatabaseKinKb_aejKfunctionKpredictionsWKbetterKplantKsupportWKsyntenyKviewKandK
otherKimprovementsYKNucleicyAcidsyResearchWK2015WKdcWKtbd_Xi 20.1 168

413 syclebaseKcY_jKaKmultiXorganismKdatabaseKonKcellXcycleKregulationKandKphenotypesYKNucleicyAcidsy
ResearchWK2015WKdcWKtaad_Xd 20.1 122

412 sharacterizationKofKadXcXcKisoformsKexpressedKinKtheKuchinococcusKgranulosusKpathogenicKlarvalK
stageYK2015WKadWKag__Xae 18

411 TvslassjKaKclassificationKofKhumanKtranscriptionKfactorsKandKtheirKrodentKorthologsYKNucleicyAcidsy
ResearchWK2015WKdcWKtigXa_b 20.1 63

410 somplexKarchaeaKthatKbridgeKtheKgapKbetweenKprokaryotesKandKeukaryotesYK2015WKebaWKagcXagi 726

409 ˇ�edXtependentKResponseKtoKαitrogenK imitationKandKVirulenceKinKrurkholderiaKcenocepaciaKStrainK
xaaaYK2015WKhaWKd_ggXhi 27

408 WoodsjKqKfastKandKaccurateKfunctionalKannotatorKandKclassifierKofKgenomicKandKmetagenomicK
sequencesYK2015WKa_fWKaXf 21

407 tomainKsimilarityKbasedKorthologyKdetectionYK2015WKafWKaed 9

406 UsingKtheKtaxonXspecificKgenesKforKtheKtaxonomicKclassificationKofKbacterialKgenomesYK2015WKafWKcif 12

405 σlantβrtrjKaKgenomeXwideKorthologKdatabaseKforKlandKplantsKandKgreenKalgaeYK2015WKaeWKafa 10

404  swserverjKqKWebserverKforKuxploringKuvolutionaryKTrajectoryKofKweneKβrdersKinKaK argeKαumberKofK
wenomesYK2015WKaiWKegdXg

403 undosymbioticKoriginKandKdifferentialKlossKofKeukaryoticKgenesYK2015WKebdWKdbgXcb 190

402 σrotσhylojKidentificationKofKproteinXphenotypeKandKproteinXproteinKfunctionalKassociationsKviaK
phylogeneticKprofilingYKNucleicyAcidsyResearchWK2015WKdcWKWaf_Xh 20.1 22
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401 RumenK×etagenomicsYK2015WKbbcXbde 4

400 σhylogeneticKσrofilingKforKσrobingKtheK×odularKqrchitectureKofKtheKxumanKwenomeYK2015WKaWKa_fXae 11

399 wenomicKfactorsKrelatedKtoKtissueKtropismKinKshlamydiaKpneumoniaeKinfectionYK2015WKafWKbfh 6

398 ynsightsKfromKgenomesKofKrepresentativesKofKtheKhumanKgutKcommensalKrifidobacteriumKbifidumYK
2015WKagWKbeaeXca 61

397 βrthotrKvhjKupdateKofKtheKhierarchicalKcatalogKofKorthologsKandKtheKunderlyingKfreeKsoftwareYK
NucleicyAcidsyResearchWK2015WKdcWKtbe_Xf 20.1 217

396 ×osquitoKgenomicsYKxighlyKevolvableKmalariaKvectorsjKtheKgenomesKofKafKqnophelesKmosquitoesYK
2015WKcdgWKabehebb 372

395 XwSqjKqKstatisticalKmethodKforKcrossXspeciesKgeneKsetKanalysisYK2016WKcbWKifb_Xifbh 12

394 weneKcontentKdissimilarityKforKsubclassificationKofKhighlyKsimilarKmicrobialKstrainsYK2016WKagWKfdg 10

393 TranscriptomeKSequencingKofKtoKydentifyKwenesKandKunzymesKynvolvedKinKTriterpenoidKriosynthesisYK
2016WKb_afWKghd_iad 6

392 xoloVirjKqKWorkflowKforKynvestigatingKtheKtiversityKandKvunctionKofKVirusesKinKynvertebrateK
xolobiontsYKFrontiersyinyMicrobiologyWK2016WKgWKhbb 5.7 31

391 WholeX×etagenomeXSequencingXrasedKsommunityKσrofilesKofKVitisKviniferaK YKcvYKsorvinaKrerriesK
WitheredKinKTwoKσostXharvestKsonditionsYKFrontiersyinyMicrobiologyWK2016WKgWKicg 5.7 33

390 wenomicKqnalysisKofKTypeKStrainKsrqae_aKysolatedKfromKSolfataricKSoilYKFrontiersyinyMicrobiologyWK
2016WKgWKafci 5.7

389 TheKVerrucomicrobiaK exqXrindingK×otifjKynsightsKintoKtheKuvolutionaryKtynamicsKofKtheKSβSK
ResponseYK2016WKcWKcc 8

388 somputationalKydentificationKofKtheKσaralogsKandKβrthologsKofKxumanKsytochromeKσde_K
SuperfamilyKandKtheKymplicationKinKtrugKtiscoveryYK2016WKagWK 17

387 qKtissueXspecificKproteinKpurificationKapproachKinKsaenorhabditisKelegansKidentifiesKnovelK
interactionKpartnersKofKt wXaZtiscsKlargeYK2016WKadWKff 23

386 WβR×xβ ujKαovelK eastKtivergedKβrthologKσredictionKthroughK×achineK earningYK2016WKabWKea__eahb 9

385 somparativeKσroteomicsKofK eavesKfromKσhytaseXTransgenicK×aizeKandKytsKαonXtransgenicKysogenicK
VarietyYK2016WKgWKabaa 11

384 ynsightsKintoKtheKbiodiversityKofKtheKgutKmicrobiotaKofKbroilerKchickensYK2016WKahWKdgbgXdgch 89
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383 qKnovelKskewKanalysisKrevealsKsubstitutionKasymmetriesKlinkedKtoKgeneticKcodeKwsXbiasesKandKσolyyyK
aXsubunitKisoformsYK2016WKbcWKcecXfc 2

382 sonsσredjKaKruleXbasedKSreXTannotationKframeworkKforKprokaryoticKgenomesYK2016WKcbWKccbgXccbi 7

381 RαqXseqXbasedKevaluationKofKbicolorKtepalKpigmentationKinKqsiaticKhybridKliliesKS iliumKsppYTYK2016WK
agWKfaa 42

380 uvaluationKofKgeneticKdiversityKamongKstrainsKofKtheKhumanKgutKcommensalKrifidobacteriumK
adolescentisYK2016WKfWKbciga 70

379 yntegrativeKSystemsKriologyYK2016WKbdeXbea

378 wenomeKSequenceKofKσseudomonasKcitronellolisKSzTuXcWKanKustrogenXKandKσolycyclicKqromaticK
xydrocarbonXtegradingKracteriumYK2016WKdWK 13

377 weneKexpressionKprofilingKanalysisKrevealsKaKcrucialKgeneKregulatingKmetabolismKinKadventitiousK
rootsKofKneemKSqzadirachtaKindicaTYK2016WKfWKaadhhiXaadhih 3

376 ymprovingKtheKcatalyticKactivityKofKisopentenylKphosphateKkinaseKthroughKproteinKcoevolutionK
analysisYK2016WKfWKbdaag 20

375 ×etagenomesKprovideKvaluableKcomparativeKinformationKonKsoilKmicroeukaryotesYK2016WKafgWKdcfXe_ 28

374 StandardizedKbenchmarkingKinKtheKquestKforKorthologsYK2016WKacWKdbeXc_ 133

373 ydentificationKofKmyogenicKregulatoryKgenesKinKtheKmuscleKtranscriptomeKofKbeltfishKSTrichiurusK
lepturusTjKqKmajorKcommercialKmarineKfishKspeciesKwithKrobustKswimmingKabilityYK2016WKhWKhaXd 7

372 wenomicKandKmetagenomicKanalysisKofKmicrobesKinKaKsoilKenvironmentKaffectedKbyKtheKb_aaKwreatK
uastKzapanKuarthquakeKtsunamiYK2016WKagWKec 18

371 rigKtataWKuvolutionWKandK×etagenomesjKσredictingKtiseaseKfromKwutK×icrobiotaKsodonKUsageK
σrofilesYK2016WKadaeWKe_iXca 6

370 σroteomicKprofilingKofKwramXnegativeKbacterialKouterKmembraneKvesiclesjKsurrentKperspectivesYK
2016WKa_WKhigXi_i 59

369 TheKsonservedKTetratricopeptideKRepeatXsontainingKsXTerminalKtomainKofKσseudomonasK
aeruginosaKvimVKysKRequiredKforKytsKsyclicKq×σXtependentKandKXyndependentKvunctionsYK2016WKaihWKbbfcXgd 17

368 SystemsKbiologyKofKbacteriaXhostKinteractionsYK2016WKaacXacg 1

367 yncorporatingKtreeXthinkingKandKevolutionaryKtimeKscaleKintoKdevelopmentalKbiologyYK2016WKehWKacaXdb 13

366 ReannotationKofKYersiniaKpestisKStrainKia__aKrasedKonKβmicsKtataYK2016WKieWKefbXg_ 6
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365 SoilKandKleafKlitterKmetaproteomicsXaKbriefKguidelineKfromKsamplingKtoKunderstandingYK2016WKibWK 28

364 uxtensiveKcomplementarityKbetweenKgeneKfunctionKpredictionKmethodsYK2016WKcbWKcfdeXcfec 8

363 wutKmicrobiotaKcompositionKandKslostridiumKdifficileKinfectionKinKhospitalizedKelderlyKindividualsjKaK
metagenomicKstudyYK2016WKfWKbeide 132

362 XKαextXwenerationKSequencingKandK×etagenomicsYK2016WKcddXcfd

361 qKrayesianKinferenceKmethodKforKtheKanalysisKofKtranscriptionalKregulatoryKnetworksKinK
metagenomicKdataYK2016WKaaWKai 7

360 βsmoadaptativeKStrategyKandKytsK×olecularKSignatureKinKβbligatelyKxalophilicKxeterotrophicK
σrotistsYK2016WKhWKbbdaXeh 43

359 qKreferenceKgeneKcatalogueKofKtheKpigKgutKmicrobiomeYK2016WKaWKafafa 233

358 qnalyticKframeworkKforKpeptidomicsKappliedKtoKlargeXscaleKneuropeptideKidentificationYK2016WKgWKaadcf 66

357 TheK ungfishKTranscriptomejKqKwlimpseKintoK×olecularKuvolutionKuventsKatKtheKTransitionKfromK
WaterKtoK andYK2016WKfWKbaega 55

356 TongueKsoatingKandKtheKSalivaryK×icrobialKsommunitiesKVaryKinKshildrenKwithKxalitosisYK2016WKfWKbddha 39

355 SurvivalKtradeXoffsKinKplantKrootsKduringKcolonizationKbyKcloselyKrelatedKbeneficialKandKpathogenicK
fungiYK2016WKgWKaacfb 130

354 qKsingleKgeneKofKaKcommensalKmicrobeKaffectsKhostKsusceptibilityKtoKentericKinfectionYK2016WKgWKaaf_f 23

353 pqTsijKσaralogsKandKSingletonKwenesKfromKqrabidopsisKthalianaYK2016WKabWKaXg 8

352 qbasyKqtlasjKaKcomprehensiveKinventoryKofKsystemsWKglobalKnetworkKpropertiesKandKsystemsXlevelK
elementsKacrossKbacteriaYK2016WKb_afWK 12

351 σroteomicKStableKysotopeKσrobingKRevealsKTaxonomicallyKtistinctKσatternsKinKqminoKqcidK
qssimilationKbyKsoastalK×arineKracterioplanktonYK2016WKaWK 22

350 vieldKwuidelinesKforKweneticKuxperimentalKtesignsKinKxighXThroughputKSequencingYK2016WK 4

349 qKxitchhikerâ��sKwuideKtoK×etatranscriptomicsYK2016WKcacXcdb 4

348 xeterogeneousKmolecularKprocessesKamongKtheKcausesKofKhowKsequenceKsimilarityKscoresKcanKfailK
toKrecapitulateKphylogenyYK2017WKahWKdeaXdeg 14
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347 ×achineK earningKforK×icrobialKσhenotypeKσredictionYK2016WK 1

346 tistinctKmetabolicKchangesKbetweenKwheatKembryoKandKendospermKduringKgrainKdevelopmentK
revealedKbyKbtXtywuXbasedKintegrativeKproteomeKanalysisYK2016WKafWKaeaeXcf 29

345 σhyloσrobY_jKaKdatabaseKforKtheKdynamicKexplorationKofKphylogeneticallyKconservedKproteinsKandK
theirKdomainKarchitecturesKacrossKtheKuukaryaYK2016WKb_afWK 5

344 wenomeKStructuralKtiversityKamongKcaKrordetellaKpertussisKysolatesKfromKTwoKRecentKUYSYK
WhoopingKsoughKStatewideKupidemicsYK2016WKaWK 35

343 RαqXseqKanalysisKforKsecondaryKmetaboliteKpathwayKgeneKdiscoveryKinKσolygonumKminusYK2016WKgWKabXc 16

342 rottomXUpKσroteomicsKSb_acXb_aeTjK’eepingKupKinKtheKuraKofKSystemsKriologyYK2016WKhhWKieXaba 45

341 TheKTransporterKslassificationKtatabaseKSTstrTjKrecentKadvancesYKNucleicyAcidsyResearchWK2016WKddWKtcgbXi20.1 434

340 teKnovoKanalysisKofKtranscriptomeKrevealsKgenesKassociatedKwithKleafKabscissionKinKsugarcaneK
SSaccharumKofficinarumK YTYK2016WKagWKaie 37

339 TheKStressXynducedKSoybeanKαqsKTranscriptionKvactorKwmαqshaKσlaysKaKσositiveKRoleKinK
tevelopmentallyKσrogrammedK eafKSenescenceYK2016WKegWKa_ihXaad 30

338 YeastKynterspeciesKsomparativeKσroteomicsKRevealsKtivergenceKinKuxpressionKσrofilesKandKσrovidesK
ynsightsKintoKσroteomeKResourceKqllocationKandKuvolutionaryKRolesKofKweneKtuplicationYK2016WKaeWKbahXce 12

337 αswKeY_jKupdatesKofKaKmanuallyKcuratedKrepositoryKofKcancerKgenesKandKassociatedKpropertiesKfromK
cancerKmutationalKscreeningsYKNucleicyAcidsyResearchWK2016WKddWKtiibXi 20.1 77

336 TranscriptomeKanalysesKofKinsectKcellsKtoKfacilitateKbaculovirusXinsectKexpressionYK2016WKgWKcgcXhb 10

335 σroteinsKwithKxighlyKuvolvableKtomainKqrchitecturesKqreKαonessentialKbutKxighlyKRetainedYK2016WK
ccWKabaiXc_ 6

334 σeroxisomesKinKparasiticKprotistsYK2016WKb_iWKceXde 39

333 upigenomicKsoXlocalizationKandKsoXevolutionKRevealKaK’eyKRoleKforKehmsKasKaKsommunicationKxubK
inKtheKshromatinKαetworkKofKuSssYK2016WKadWKabdfXabeg 30

332  ateKacquisitionKofKmitochondriaKbyKaKhostKwithKchimaericKprokaryoticKancestryYK2016WKecaWKa_aXd 161

331 ×etaXomicsKinKynflammatoryKrowelKtiseaseKResearchjKqpplicationsWKshallengesWKandKwuidelinesYK
2016WKa_WKgceXdf 23

330 wlobalKbiogeographyKofKσrochlorococcusKgenomeKdiversityKinKtheKsurfaceKoceanYK2016WKa_WKahefXfe 50
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329 TheKSyrKSwissKynstituteKofKrioinformaticsRKresourcesjKfocusKonKcuratedKdatabasesYKNucleicyAcidsy
ResearchWK2016WKddWKtbgXcg 20.1 41

328 RαqXseqKanalysisKforKplantKcarnivoryKgeneKdiscoveryKinKαepenthes´ ˆ�´ ventrataYK2016WKgWKahXi 16

327 ynformationKsommonsKforKRiceKSysdRTYKNucleicyAcidsyResearchWK2016WKddWKtaagbXh_ 20.1 31

326 eggαβwKdYejKaKhierarchicalKorthologyKframeworkKwithKimprovedKfunctionalKannotationsKforK
eukaryoticWKprokaryoticKandKviralKsequencesYKNucleicyAcidsyResearchWK2016WKddWKtbhfXic 20.1 1211

325 uffectivetrXXupdatesKandKnovelKfeaturesKforKaKbetterKannotationKofKbacterialKsecretedKproteinsKandK
TypeKyyyWKyVWKVyKsecretionKsystemsYKNucleicyAcidsyResearchWK2016WKddWKtffiXgd 20.1 74

324  RRscaKisKinducedKbyKy XacKandKregulatesKkallikreinKexpressionKandKbarrierKfunctionKinKtheK
esophagealKepitheliumYK2016WKiWKgddXef 19

323 qKRickettsialesKsymbiontKofKamoebaeKwithKancientKfeaturesYK2016WKahWKbcbfXdb 41

322 σroteinKcomplexKanalysisjKvromKrawKproteinKlistsKtoKproteinKinteractionKnetworksYK2017WKcfWKf__Xfad 15

321 σhysiologicalKadjustmentsKandKtranscriptomeKreprogrammingKareKinvolvedKinKtheKacclimationKtoK
salinityKgradientsKinKdiatomsYK2017WKaiWKi_iXibe 15

320 qKfibrolyticKpotentialKinKtheKhumanKileumKmucosalKmicrobiotaKrevealedKbyKfunctionalKmetagenomicYK
2017WKgWKd_bdh 27

319
somparativeKgenomicKanalysisKofKwideKandKnarrowKhostKrangeKstrainsKofKXanthomonasKcitriKsubspYK
citriWKshowingKdifferencesKinKtheKgeneticKcontentKofKtheirKpathogenicityKandKvirulenceKfactorsYK2017WK
dfWKdiXfa

4

318 ×etaSortKuntanglesKmetagenomeKassemblyKbyKreducingKmicrobialKcommunityKcomplexityYK2017WKhWKadc_f 43

317 qgeKinfluencesKtheKolfactoryKprofilesKofKtheKmigratoryKorientalKarmywormKmythimnaKseparateKatKtheK
molecularKlevelYK2017WKahWKcb 21

316 somparativeKqnalysisKofK×itochondrialKαXTerminiKfromK×ouseWKxumanWKandKYeastYK2017WKafWKeabXebc 48

315 VirusesKcompriseKanKextensiveKpoolKofKmobileKgeneticKelementsKinKeukaryoteKcellKculturesKandK
humanKclinicalKsamplesYK2017WKcaWKaihgXb___ 29

314 TheKxistoryKofKrordetellaKpertussisKwenomeKuvolutionKyncludesKStructuralKRearrangementYK2017WK
aiiWK 40

313 αewKnaturalKproductsKidentifiedKbyKcombinedKgenomicsXmetabolomicsKprofilingKofKmarineK
StreptomycesKspYK×σacaXahYK2017WKgWKdbchb 49

312 qnKintroductionKtoKmetagenomicKdataKgenerationWKanalysisWKvisualizationWKandKinterpretationYK2017WKidXabf 2
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311
UsingKstructuralKknowledgeKinKtheKproteinKdataKbankKtoKinformKtheKsearchKforKpotentialK
hostXmicrobeKproteinKinteractionsKinKsequenceKspacejKapplicationKtoK×ycobacteriumKtuberculosisYK
2017WKahWKb_a

11

310 sompleteKgenomeKsequenceKofKaKversatileKhydrocarbonKdegraderWKσseudomonasKaeruginosaKtαaK
isolatedKfromKpetroleumXcontaminatedKsoilYK2017WKgWKabcXabf 11

309 ynKsilicoKscreeningKforKcandidateKchassisKstrainsKofKfreeKfattyKacidXproducingKcyanobacteriaYK2017WKahWKcc 10

308 traftKwenomeKSequenceKofKspYKStrainKyrb_ad_aaXaWKysolatedKfromKspYK arvaeKofK akeKraikalYK2017WKeWK 1

307 SystemsXlevelKmetabolismKofKtheKalteredKSchaedlerKfloraWKaKcompleteKgutKmicrobiotaYK2017WKaaWKdbfXdch 37

306 somparativeKgenomicsKofKtheKtαqKdamageXinducibleKnetworkKinKtheKσatescibacteriaYK2017WKaiWKcdfeXcdgd 26

305 teKnovoKtranscriptomeKsequencingKandKcomparativeKanalysisKofKmidgutKtissuesKofKfourKnonXmodelK
insectsKpertainingKtoKxemipteraWKsoleopteraWKtipteraKandK epidopteraYK2017WKfbgWKheXic 7

304 TrackingKtheKevolutionKofKctKgeneKorganizationKdemonstratesKitsKconnectionKtoKphenotypicK
divergenceYKNucleicyAcidsyResearchWK2017WKdeWKdcc_Xdcdc 20.1 6

303 somparativeKstudyKtheKexpressionKofKcalciumKcyclingKgenesKinKrombayKduckKSTKandKbeltfishKSTKwithK
differentKswimmingKactivitiesYK2017WKabWKehXfa 7

302 TandemK×assKSpectrometryKinKResolvingKsomplexKwutK×icrobiotaKvunctionsYK2017WKe_eXebh 1

301 wenomicKcharacterizationKofKαontuberculousK×ycobacteriaYK2017WKgWKdebeh 106

300 ydentificationKofKwenesKynvolvedKinKvlavonoidKriosynthesisKinKSophoraKjaponicaKThroughK
TranscriptomeKSequencingYK2017WKadWKeag__cfi 10

299  actobacillusKfermentumKvTtsKhcabKcombatsKhypercholesterolemiaKviaKalterationKofKgutK
microbiotaYK2017WKbfbWKgeXhc 33

298 ×etagenomicKassessmentKofKtheKinterplayKbetweenKtheKenvironmentKandKtheKgeneticK
diversificationKofKqcinetobacterYK2017WKaiWKe_a_Xe_bd 17

297 qlterationsKinKtheKproteomeKofKwheatKprimaryKrootsKafterKwortmanninKapplicationKduringKseedK
germinationYK2017WKciWKa 2

296 TheKchromosomalKorganizationKofKhorizontalKgeneKtransferKinKbacteriaYK2017WKhWKhda 93

295 sloningKandKexpressionKanalysisKofKWKandKcryopreservationKresearchKofKtrehaloseKfromKqntarcticK
strainKspYK2017WKgWKcdc 2

294 RecurrentKhorizontalKtransferKofKarseniteKmethyltransferaseKgenesKfacilitatedKadaptationKofKlifeKtoK
arsenicYK2017WKgWKggda 40
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293 qKclinicianRsKguideKtoKmicrobiomeKanalysisYK2017WKadWKeheXeie 85

292 TheKσlantKβrthologyKrrowserjKqnKβrthologyKandKweneXβrderKVisualizerKforKσlantKsomparativeK
wenomicsYK2017WKa_WKplantgenomeb_afY_hY__gh 7

291 sompleteKwenomeKSequenceKofKys×σKaieceWKaKxighlyKSpecificWKαitrogenXvixingKSymbiontKofKαewK
ZealandKundemicKsppYK2017WKeWK 0

290 ×etagenomicKanalysisKrevealsKwastewaterKtreatmentKplantsKasKhotspotsKofKantibioticKresistanceK
genesKandKmobileKgeneticKelementsYK2017WKabcWKdfhXdgh 381

289
sompleteKgenomeKsequenceKofKbacteriocinXproducingK actobacillusKplantarumK’ tSaY_ciaWKaK
probioticKstrainKwithKgastrointestinalKtractKresistanceKandKadhesionKtoKtheKintestinalKepithelialKcellsYK
2017WKa_iWKdcbXdcg

33

288 qnKynducibleKβperonKysKynvolvedKinKynulinKUtilizationKinK actobacillusKplantarumKStrainsWKasKRevealedK
byKsomparativeKσroteogenomicsKandK×etabolicKσrofilingYK2017WKhcWK 28

287 wenomeKofKRsaYKtesulfovibrioKtrichonymphaeRWKanKxXoxidizingKbacteriumKinKaKtripartiteKsymbioticK
systemKwithinKaKprotistKcellKinKtheKtermiteKgutYK2017WKaaWKgffXggf 20

286 tistinctKgeneKexpressionKprofileKofKXanthomonasKretroflexusKengagedKinKsynergisticKmultispeciesK
biofilmKformationYK2017WKaaWKc__Xc_c 35

285 qKscoredKhumanKproteinXproteinKinteractionKnetworkKtoKcatalyzeKgenomicKinterpretationYK2017WKadWKfaXfd 307

284 wlobalKtranscriptomicKresponseKofKqnoxybacillusKspYKS’KcXdKtoKaluminumKexposureYK2017WKegWKaeaXafa 5

283 ×anagingKworkflowsKonKtopKofKaKcloudKcomputingKorchestratorKforKusingKheterogeneousK
environmentsKonKeXScienceYK2017WKacWKcge 2

282 somparativeKqnalysisKofK×ethylomesYK2017WKhWKe_d 8

281 σroteomicsKandKtheKhumanKmicrobiomejKwhereKweKareKtodayKandKwhereKweKwouldKlikeKtoKbeYK2017WK
aWKd_aXd_i 2

280 tevelopment´ of´ weneXrased´ SSR´ ×arkers´ in´ Winged´ K
rean´ Sσsophocarpus´ tetragonolobus´ S YT´ tsYT´ for´ Ktiversity´ qssessmentYKGenesWK2017WKhWK 4.2 19

279
×etagenomicKqnalysisKofKxotKSpringsKinKsentralKyndiaKRevealsKxydrocarbonKtegradingK
ThermophilesKandKσathwaysKussentialKforKSurvivalKinKuxtremeKunvironmentsYKFrontiersyiny
MicrobiologyWK2016WKgWKbabc

5.7 50

278 qdaptationsKtoKxighKSaltKinKaKxalophilicKσrotistjKtifferentialKuxpressionKandKweneKqcquisitionsK
throughKtuplicationsKandKweneKTransfersYKFrontiersyinyMicrobiologyWK2017WKhWKidd 5.7 36

277 traftKwenomeKSequenceKofKaKRareKσigmentedKsubspYKTypeKsKStrainYK2017WKeWK

276 TranscriptomeKqnalysisKofKTaxillusiKchinensisKStsYTKtanserKSeedsKinKResponseKtoKWaterK ossYK2017WK
abWKe_afiagg 22
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275 αtrsXdependentKcontrolKofKexopolysaccharideKsynthesisKandKmotilityKinKrurkholderiaKcenocepaciaK
xaaaYK2017WKabWKe_ah_cfb 11

274 TranscriptologsjKqKTranscriptomeXrasedKqpproachKtoKσredictKβrthologyKRelationshipsYK2017WKaaWKaaggicbbagfi_acf8

273 riochemicalKσropertiesKofK˛–XqmylaseKfromK×idgutKofKqlphitobiusKdiaperinusKSσanzerTKSsoleopterajK
TenebrionidaeTK arvaeYK2018WKdgWKfihXg_h 2

272 vunctionKandKfunctionalKredundancyKinKmicrobialKsystemsYK2018WKbWKicfXidc 423

271 σhylostratigraphicKanalysisKofKtumorKandKdevelopmentalKtranscriptomesKrevealsKrelationshipK
betweenKoncogenesisWKphylogenesisKandKontogenesisYK2018WKdWK_be__b 12

270 ScreeningKandKwenomicKsharacterizationKofKvilamentousKxemagglutininXteficientKrordetellaK
pertussisYK2018WKhfWK 15

269 TheKmolecularKbasisKofKessentialKfattyKacidKlimitationKinKtaphniaKmagnajKqKtranscriptomicKapproachYK
MolecularyEcologyWK2018WKbgWKhgaXhhe 5.7 18

268 wutKmicrobiomeKcontributesKtoKimpairmentKofKimmunityKinKpulmonaryKtuberculosisKpatientsKbyK
alterationKofKbutyrateKandKpropionateKproducersYK2018WKb_WKd_bXdai 82

267 wenomicKinsightsKintoKtheKqcidobacteriaKrevealKstrategiesKforKtheirKsuccessKinKterrestrialK
environmentsYK2018WKb_WKa_daXa_fc 120

266 σqαtqjKσroteinKfunctionKpredictionKusingKdomainKarchitectureKandKaffinityKpropagationYK2018WKhWKcdhd 12

265 WholeKcommunityKtranscriptomeKofKaKsequencingKbatchKreactorKtransformingKbWdXdinitroanisoleK
StαqαTKandKcXnitroXaWbWdXtriazolXeXoneKSαTβTYK2018WKbiWKgaXhh 7

264 sompleteKwenomeKSequenceKofKtheKundophyticKracteriumKshryseobacteriumKindologenesK
σgruaggWKysolatedKfromKσanaxKquinquefoliusYK2018WKgWK 3

263
 aboratoryKstrainsKofKracillusKanthracisKexhibitKpervasiveKalterationKinKexpressionKofKproteinsK
relatedKtoKsporulationKunderKlaboratoryKconditionsKrelativeKtoKgeneticallyKrelatedKwildKstrainsYK2018WK
acWKe_b_iab_

5

262 qbnormalKwutK×icrobiotaK×etabolismKSpecificKforK iverKsirrhosisYKFrontiersyinyMicrobiologyWK2018WKiWKc_ea5.7 9

261 SystematicKcharacterizationKandKpredictionKofKpostXtranslationalKmodificationKcrossXtalkKbetweenK
proteinsYK2019WKceWKbfbfXbfcc 2

260 sompleteKwenomeKSequenceKofKtheKundophyticKracteriumKracillusKcereusKσgrucaaWKysolatedKfromYK
2018WKgWK 2

259 σerformanceKuvaluationKofKαormalizationKqpproachesKforK×etagenomicKsompositionalKtataKonK
tifferentialKqbundanceKqnalysisYK2018WKcbiXcdd 3

258 αewKvrontiersKofKriostatisticsKandKrioinformaticsYK2018WK 2
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257 σrogressKofKanalyticalKtoolsKandKtechniquesKforKhumanKgutKmicrobiomeKresearchYK2018WKefWKficXg_e 36

256 ydentificationKandKgenomeKanalysisKofKSzTRaWKaKnovelKag˛†XestradiolKdegradationKbacteriumYK2018WKhWKdcc 11

255 ufficientKinferenceKofKhomologsKinKlargeKeukaryoticKpanXproteomesYK2018WKaiWKcd_ 2

254 σredictingKσroteinKvunctionKUsingKxomologyXrasedK×ethodsYK2018WKbhiXc_e 0

253 somprehensiveKtranscriptomeKanalysisKrevealsKgenesKinKresponseKtoKwaterKdeficitKinKtheKleavesKofK
SaccharumKnarengaKSαeesKexKSteudYTKhackYK2018WKahWKbe_ 22

252 somparisonKofKxealthyKandKtandruffKScalpK×icrobiomeKRevealsKtheKRoleKofKsommensalsKinKScalpK
xealthYKFrontiersyinyCellularyandyInfectionyMicrobiologyWK2018WKhWKcdf 5.9 35

251 vloralKpigmentationKpatternKinKβrientalKhybridKlilyKS iliumKsppYTKcultivarKRtizzyRKisKcausedKbyK
transcriptionalKregulationKofKanthocyaninKbiosynthesisKgenesYK2018WKbbhWKheXia 16

250 UsingKWormrasejKqKwenomeKriologyKResourceKforKsaenorhabditisKelegansKandKRelatedKαematodesYK
2018WKagegWKciiXdg_ 21

249 tαqKsequencingKandKmetagenomicsKofKcultivatedKandKuncultivatedKchernozemsKinKRussiaYK2018WKadWKe__ah_ 6

248  andscapeKofKtheKgenomeKandKhostKcellKresponseKofK×ycobacteriumKshigaenseKrevealsKpathogenicK
featuresYK2018WKgWKaab 2

247 uukaryoticKwenomicKtatabasesYK2018WK 1

246 TheKevolutionaryKsignalKinKmetagenomeKphyleticKprofilesKpredictsKmanyKgeneKfunctionsYK2018WKfWKabi 2

245 ynducedKSaltKToleranceKofKσerennialKRyegrassKbyKaKαovelKracteriumKStrainKfromKtheKRhizosphereKofK
aKtesertKShrubKxaloxylonKammodendronYK2018WKaiWK 36

244 yntegratedKphysiologyKandKproteomeKanalysisKofKembryoKandKendospermKhighlightsKcomplexK
metabolicKnetworksKinvolvedKinKseedKgerminationKinKwheatKSTriticumKaestivumK YTYK2018WKbbiWKfcXgf 17

243 somparativeK×etagenomicKqnalysisKofKRhizosphereK×icrobialKsommunityKsompositionKandK
vunctionalKσotentialsKunderKsonsecutiveK×onocultureYK2018WKaiWK 20

242 xomologyKynferenceKrasedKonKaKReconciliationKqpproachKforKtheKsomparativeKwenomicsKofK
σrotozoaYK2018WKadWKaagficdcahgheach

241 ×etagenomicKqnalysisKandKitsKqpplicationsYK2019WKahdXaic 14

240 somparativeKtranscriptomeKanalysesKofKadzukiKbeanKweevilKSsallosobruchusKchinensisTKresponseKtoK
hypoxiaKandKhypoxiaZhypercapniaYK2019WKa_iWKbffXbgg 3
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239 ×etagenomicKinsightsKintoKtheKdiversityKandKfunctionsKofKmicrobialKassemblagesKinKlakesYK2019WKageXbbc 2

238 TranscriptomicKanalysisKofKσacificKwhiteKshrimpKS itopenaeusKvannameiWKrooneKaicaTKinKresponseKtoK
acuteKhepatopancreaticKnecrosisKdiseaseKcausedKbyKVibrioKparahaemolyticusYK2019WKadWKe_bb_iic 17

237 σatientXspecificKcancerKgenesKcontributeKtoKrecurrentlyKperturbedKpathwaysKandKestablishK
therapeuticKvulnerabilitiesKinKesophagealKadenocarcinomaYK2019WKa_WKca_a 17

236 xighlyKvariableKmRαqKhalfXlifeKtimeKwithinKmarineKbacterialKtaxaKandKfunctionalKgenesYK2019WKbaWKchgcXchhd 11

235 ×ultipleKtataKqnalysesKandKStatisticalKqpproachesKforKqnalyzingKtataKfromK×etagenomicKStudiesK
andKslinicalKTrialsYK2019WKaia_WKf_eXfcd 3

234 xighKaccuracyKcomsolKsimulationKmethodKofKbimorphKcantileverKforKpiezoelectricKvibrationKenergyK
harvestingYK2019WKiWK_ie_fg 20

233 souplingKcagingKandKproteomicsKonKtheKuuropeanKflounderKSσlatichthysKflesusTKtoKassessKtheK
estuarineKwaterKqualityKatKmicroKscaleYK2019WKfieWKaccgf_ 6

232 TranscriptomeKanalysisKtoKcharacterizeKtheKgenesKrelatedKtoKgonadKgrowthKandKfattyKacidK
metabolismKinKtheKseaKurchinKStrongylocentrotusKintermediusYK2019WKdaWKacigXadae 4

231 RαqXseqKanalysisKofKlocalKtissueKofKsarassiusKauratusKgibelioKwithKpharyngealKmyxobolosisjKynsightsK
intoKtheKpharyngealKmucosalKimmuneKresponseKinKaKfishXparasiteKdialogueYK2019WKidWKiiXaab 13

230 TheKdistinctionKofKsσRKbacteriaKfromKotherKbacteriaKbasedKonKproteinKfamilyKcontentYK2019WKa_WKdagc 56

229 qccumulationKmechanismKofKindigoKandKindirubinKinKσolygonumKtinctoriumKrevealedKbyKmetaboliteK
andKtranscriptomeKanalysisYK2019WKadaWKaaaghc 7

228 TheKuniqueKcompositionKofKyndianKgutKmicrobiomeWKgeneKcatalogueWKandKassociatedKfecalK
metabolomeKdecipheredKusingKmultiXomicsKapproachesYK2019WKhWK 73

227 tissectingKtheKuvolutionaryKtevelopmentKofKtheKSpeciesKthroughKsomparativeKwenomicsKqnalysesYK
2019WKheWK 7

226 wenomicKandK×etagenomicKynsightsKyntoKtheK×icrobialKsommunityKinKtheKRegeneratingKyntestineKofK
theKSeaKsucumberYKFrontiersyinyMicrobiologyWK2019WKa_WKaafe 5.7 11

225 wlobalKStructuringKofKσhylogeneticKandKvunctionalKtiversityKofKσelagicKvungiKbyKtepthKandK
TemperatureYK2019WKfWK 17

224  argeXScaleKwenomicsKRevealsKtheKweneticKsharacteristicsKofKSevenKSpeciesKandKymportanceKofK
σhylogeneticKtistanceKforKustimatingKσanXwenomeKSizeYKFrontiersyinyMicrobiologyWK2019WKa_WKhcd 5.7 16

223 TranscriptomeKanalysisKofKactivatedKsludgeKmicrobiomesKrevealsKanKunexpectedKroleKofKminorityK
nitrifiersKinKcarbonKmetabolismYK2019WKbWKagi 20

222 ynvolvementKofKSalicylicKqcidKinKqnthracnoseKynfectionKinKTeaKσlantsKRevealedKbyKTranscriptomeK
σrofilingYK2019WKb_WK 13
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221 yceXqgeKslimateKqdaptationsKTrapKtheKqlpineK×armotKinKaKStateKofK owKweneticKtiversityYK2019WKbiWKagabXagb_Yeg14

220 sarbohydrateKmetabolismKgenesKdominantKinKaKsubtropicalKmarineKmangroveKecosystemKrevealedK
byKmetagenomicsKanalysisYK2019WKegWKegeXehf 12

219 TreeKreconciliationKcombinedKwithKsubsamplingKimprovesKlargeKscaleKinferenceKofKorthologousK
groupKhierarchiesYK2019WKb_WKbbh 0

218 traftKwenomeKSequenceKofKrroadXSpectrumKqntibioticXσroducingK×arineKspYKStrainKvy×_f__bbYK
2019WKhWK

217 TaxonomicKandKvunctionalKsharacterizationKofKtheK×icrobialKsommunityKturingKSpontaneousK
vermentationKofKRieslingK×ustYKFrontiersyinyMicrobiologyWK2019WKa_WKfig 5.7 18

216 somparativeKgenomicsKrevealsKtheKuniqueKevolutionaryKstatusKofKσlasmodiophoraKbrassicaeKandKtheK
essentialKroleKofKwσsRKsignalingKpathwaysYK2019WKaWK 8

215 TranscriptionalKprofilingKofKquriculariaKcorneaKinKseleniumKaccumulationYK2019WKiWKefda 7

214 we×XσrojKaKtoolKforKgenomeKfunctionalKminingKandKmicrobialKprofilingYK2019WKa_cWKcabcXcacd 8

213 UnveilingKwenomicKtiversityKamongK×embersKofKtheKSpeciesKWKaKWidelyKtistributedKwutKsommensalK
ofKtheKqnimalK’ingdomYK2019WKheWK 23

212 ×anXmadeKmicrobialKresistancesKinKbuiltKenvironmentsYK2019WKa_WKifh 78

211 TranscriptomeKsequencingKofKaKkeystoneKaquaticKherbivoreKyieldsKinsightsKonKtheK
temperatureXdependentKmetabolismKofKessentialKlipidsYK2019WKb_WKhid 3

210 βrthovinderjKphylogeneticKorthologyKinferenceKforKcomparativeKgenomicsYK2019WKb_WKbch 868

209 TranscriptomicKanalysisKofK˛–XsynucleinKknockdownKafterKTcKspinalKcordKinjuryKinKratsYK2019WKb_WKhea 1

208 somparativeKtranscriptomeKrevealsKtheKpotentialKmodulationKmechanismsKofKestradiolKaffectingK
ovarianKdevelopmentKofKfemaleKσortunusKtrituberculatusYK2019WKadWKe_bbffih 6

207 wenomicsKofKvoodborneK×icroorganismsYK2019WKibgXicg

206 qKrβαsqTXiTRqQKmethodKenablesKtemporallyKresolvedKquantitativeKprofilingKofKnewlyKsynthesisedK
proteinsKinK eishmaniaKmexicanaKparasitesKduringKstarvationYK2019WKacWKe___gfea 6

205 ×etagenomicKinsightsKintoKtheKstructureKandKfunctionKofKintestinalKmicrobiotaKofKtheKfarmedKσacificK
whiteKshrimpKS itopenaeusKvannameiTYK2019WKdiiWKa_iXaah 42

204 qKmetagenomicKanalysisKframeworkKforKcharacterizationKofKantibioticKresistomesKinKriverK
environmentjKqpplicationKtoKanKurbanKriverKinKreijingYK2019WKbdeWKcihXd_g 34
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203 ×etaepigenomicKanalysisKrevealsKtheKunexploredKdiversityKofKtαqKmethylationKinKanKenvironmentalK
prokaryoticKcommunityYK2019WKa_WKaei 21

202 ×ultiXtissueKtranscriptomesKofKcaecilianKamphibiansKhighlightKincompleteKknowledgeKofKvertebrateK
geneKfamiliesYK2019WKbfWKacXb_ 10

201 TheKantibioticKactionKofKmethylarseniteKisKanKemergentKpropertyKofKmicrobialKcommunitiesYK2019WK
aaaWKdhgXdid 33

200 uxploringK×icrobialKtiversityKandKvunctionKinKσetroleumKxydrocarbonKqssociatedKunvironmentsK
ThroughKβmicsKqpproachesYK2019WKagaXaid 5

199 ×icrobialKgenomeKanalysisjKtheKsβwKapproachYK2019WKb_WKa_fcXa_g_ 80

198 ReconstructionKandKinKsilicoKanalysisKofKnewK×arinobacterKadhaerensKtgf_h__KwithKpotentialKforK
longXchainKhydrocarbonKbioremediationKassociatedKwithKmarineKenvironmentalKlipasesYK2020WKdiWKa__fhe 3

197 wenomeXwideKfunctionalKassociationKnetworksjKbackgroundWKdataKQKstateXofXtheXartKresourcesYK2020
WKbaWKabbdXabcg 5

196
sharacterizationKofKanKefficientKestrogenXdegradingKbacteriumKStenotrophomonasKmaltophiliaK
SzTxaKinKsalineXWKalkalineXWKheavyKmetalXcontainedKenvironmentsKorKsolidKsoilKandKidentificationKofK
fourKag˛†XestradiolXoxidizingKdehydrogenasesYK2020WKcheWKabafaf

11

195 sharacterizationKofKanKag˛†XestradiolXdegradingKbacteriumKStenotrophomonasKmaltophiliaKSzT cK
tolerantKtoKadverseKenvironmentalKfactorsYK2020WKa_dWKabiaXac_e 8

194 sompleteKwenomeKSequenceKofKspYKStrainK’sTsKdbedfWKysolatedKfromKaKReservoirKinKSouthK’oreaYK
2020WKiWK

193 QuantitativeKmicrobiomeKprofilingKlinksKmicrobialKcommunityKvariationKtoKtheKintestineK
regenerationKrateKofKtheKseaKcucumberKqpostichopusKjaponicusYK2020WKaabWKe_abXe_b_ 4

192 somparativeKtranscriptomeKandKcoXexpressionKanalysisKrevealKkeyKgenesKinvolvedKinKleafKmarginK
serrationKinKσerillaKfrutescensYK2020WKabWKbfeXbgb 0

191 qdditivesKaffectKtheKdistributionKofKmetabolicKprofileWKmicrobialKcommunitiesKandKantibioticK
resistanceKgenesKinKhighXmoistureKsweetKcornKkernelKsilageYK2020WKcaeWKabchba 13

190 vunctionalKSeasonalityKofKvreeX ivingKandKσarticleXqssociatedKσrokaryoticKsommunitiesKinKtheK
soastalKqdriaticKSeaYKFrontiersyinyMicrobiologyWK2020WKaaWKehdbbb 5.7 5

189 qnalysisKofKtheKvaginalKmicrobiomeKofKgiantKpandasKusingKmetagenomicsKsequencingYK2020WKiWKeaaca 6

188 soexistenceKofKwithKtheKweneKinKanKydenticalKσlasmidKofKyndicatesKTheirKSynergisticKynsecticidalK
ToxicityYK2020WKfhWKad_haXad_i_ 2

187 slinicalKReversionKqnalysisKydentifiesKxotspotK×utationsKandKσredictedKαeoantigensKqssociatedK
withKTherapyKResistanceYK2020WKa_WKadgeXadhh 38

186 sompleteKgenomeKsequenceKofKbutenylXspinosynXproducingKSaccharopolysporaKstrainKqSqwvehYK
2020WKg_WK 1
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185 traftKgenomeKsequenceKdataKofKstrainKTxbxbWKisolatedKfromKaKtomatoKflowerKinK’oreaYK2020WKcaWKa_ehbd

184 uffectsKofKSeleniumXKandKZincXunrichedKSeZiKonKqntioxidantKsapacitiesKandKwutK×icrobiomeKinKanKysRK
×ouseK×odelYK2020WKiWK 3

183
ymplementationKofKhomologyKbasedKandKnonXhomologyKbasedKcomputationalKmethodsKforKtheK
identificationKandKannotationKofKorphanKenzymesjKusingK×ycobacteriumKtuberculosisKxcgRvKasKaK
caseKstudyYK2020WKbaWKdff

1

182 somparativeKqnalysisKofKSoilK×icrobiomeKσrofilesKinKtheKsompanionKσlantingKofKWhiteKsloverKandK
βrchardKwrassKUsingKafSKrRαqKweneKSequencingKtataYK2020WKaaWKechcaa 1

181 sellKσlasticityKandKwenomicKStructureKofKaKαovelKvilterableKracteriumKthatKrelongsKtoKaKWidelyK
tistributedK ineageYK2020WKhWK 2

180 ×icrobiomeKandKnitrateKremovalKprocessesKbyKmicroorganismsKonKtheKancientKσreahKVihearKtempleK
ofKsambodiaKrevealedKbyKmetagenomicsKandKαXaeKisotopeKanalysesYK2020WKa_dWKihbcXihcg 13

179 uffectsKofKsoXcultureKonKymprovedKσroductivityKandKrioresourceKforK×icroalgalKriomassKUsingKtheK
vlocXvormingKracteriaYK2020WKhWKehhba_ 3

178 qcceleratedKbioremediationKofKpetroleumKrefineryKsludgeKthroughKbiostimulationKandK
bioaugmentationKofKnativeKmicrobiomeYK2020WKbcXfe 5

177 σarallelKreductiveKgenomeKevolutionKinKtesulfovibrioKectosymbiontsKindependentlyKacquiredKbyK
TrichonymphaKprotistsKinKtheKtermiteKgutYK2020WKadWKbbhhXbc_a 1

176 RegulationKbyKfungalKendophyteKofKRhodiolaKcrenulataKfromKenzymeKgenesKtoKmetabolitesKbasedKonK
combinationKofKtranscriptomeKandKmetabolomeYK2020WKa__WKddhcXddid 2

175 sharacterizationKofKtheKσhenanthreneXtegradingKSzTvhKinKxeavyK×etalKsoXuxistingK iquidK×ediumK
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