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l Paper IF Citations

110 WholeZgenomeKanalysesKresolveKearlyKbranchesKinKtheKtreeKofKlifeKofKmodernKbirdsaK2014YKfgiYKdfecZfd 1182

109 vomparativeKgenomicsKrevealsKinsightsKintoKavianKgenomeKevolutionKandKadaptationaK2014YKfgiYKdfddZec 628

108 TheKbirdsKofKzenomedc”aKGigaScienceYK2014YKfYKfe 7.6 6

107 TransposonsYKzenomeKSizeYKandKxvolutionaryK’nsightsKinKtnimalsaK2015YKdgjYKedjZfl 78

106 wivergenceKandKgeneKflowKamongKwarwinSsKfinchesmKtKgenomeZwideKviewKofKadaptiveKradiationK
drivenKbyKinterspeciesKalleleKsharingaK2015YKfjYKlikZjg 14

105 zeneKlossYKadaptiveKevolutionKandKtheKcoZevolutionKofKplumageKcolorationKgenesKwithKopsinsKinK
birdsaK2015YKdiYKjhd 37

104 vonservationKandKlossesKofKnonZcodingKRNtsKinKavianKgenomesaKPLoS ONEYK2015YKdcYKecdedjlj 3.7 14

103 TheKzenomeKdc”KProjectmKaKwayKforwardaK2015YKfYKhjZddd 223

102 tvianKgenomicsmKfledgingKintoKtheKwildLaK2015YKdhiYKkhdZkih 41

101 ThirdKReportKonKvhickenKzenesKandKvhromosomesKecdhaK2015YKdghYKjkZdjl 57

100 PhylogenomicKanalysesKdataKofKtheKavianKphylogenomicsKprojectaKGigaScienceYK2015YKgYKg 7.6 54

99 tKquantumKleapKinKavianKbiologyaK2015YKddhYKdZh 7

98 vompleteKmitochondrialKgenomesKofKlivingKandKextinctKpigeonsKreviseKtheKtimingKofKtheK
columbiformKradiationaK2016YKdiYKefc 25

97 RecurrentKselectionKexplainsKparallelKevolutionKofKgenomicKregionsKofKhighKrelativeKbutKlowKabsoluteK
differentiationKinKaKringKspeciesaK2016YKehYKggkkZhcj 55

96 tncientKhorizontalKtransfersKofKretrotransposonsKbetweenKbirdsKandKancestorsKofKhumanK
pathogenicKnematodesaK2016YKjYKddfli 55

95 vontrastingKpatternsKofKselectionKbetweenKMHvK’KandK’’KacrossKpopulationsKofKHumboldtKandK
MagellanicKpenguinsaK2016YKiYKjglkZjhdc 7

94 SequenceKvaptureKversusKRestrictionKSiteKtssociatedKwNtKSequencingKforKShallowKSystematicsaK
2016YKihYKldcZeg 152
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93 xpithelialKsodiumKchannelKTxNavUKfamilymKPhylogenyYKstructureZfunctionYKtissueKdistributionYKandK
associatedKinheritedKdiseasesaK2016YKhjlYKlhZdfe 204

92 TheKcompleteKmitochondrialKgenomeKofKtheKwownyKwoodpeckerYKPicoidesKpubescensKTPiciformesmK
PicidaeUaK2016YKejYKfgjlZkc 2

91 TheKcompleteKmitochondrialKgenomeKofKtheKtmericanKcrowYKvorvusKbrachyrhynchosKTPasseriformesYK
vorvidaeUaK2016YKejYKgedfZgedg 4

90 uecomingKvitizensmKtvianKtdaptationsKtoKUrbanK–ifeaK2017YKldZdde 5

89 SingleZmoleculeKsequencingKandKchromatinKconformationKcaptureKenableKdeKnovoKreferenceK
assemblyKofKtheKdomesticKgoatKgenomeaK2017YKglYKigfZihc 323

88 xvolutionKofKtheKfunctionallyKconservedKwvvKgeneKinKbirdsaK2017YKjYKgecel 5

87 UpgradingKshortZreadKanimalKgenomeKassembliesKtoKchromosomeKlevelKusingKcomparativeKgenomicsK
andKaKuniversalKprobeKsetaK2017YKejYKkjhZkkg 62

86 zenomeKevolutionmKShellfishKgenesaK2017YKdYKdge 3

85 RecurrentKwvvKgeneKlossesKduringKbirdKevolutionaK2017YKjYKfjhil 14

84 tKSensitiveKandKVersatileK’nKSituKHybridizationKProtocolKforKzeneKxxpressionKtnalysisKinKwevelopingK
tmnioteKurainsaK2017YKdihcYKfdlZffg 1

83 tpplicationKofKaKvtzxKMethodKtoKanKtvianKwevelopmentKStudyaK2017YKdihcYKdcdZdcl 1

82 wissectingKevolutionKandKdiseaseKusingKcomparativeKvertebrateKgenomicsaK2017YKdkYKiegZifi 26

81 xxperiencesKinKintegratedKdataKandKresearchKobjectKpublishingKusingKzigawuaK2017YKdkYKllZddd 9

80 zenomicKfootprintsKofKadaptationKinKaKcooperativelyKbreedingKtropicalKbirdKacrossKaKvegetationK
gradientaK2017YKeiYKggkfZggli 7

79 UncoveringKmissingKpiecesmKduplicationKandKdeletionKhistoryKofKarrestinsKinKdeuterostomesaK2017YK
djYKdif 27

78 NorthernKSpottedKOwlKTStrixKoccidentalisKcaurinaUKzenomemKwivergenceKwithKtheKuarredKOwlKTStrixK
variaUKandKvharacterizationKofK–ightZtssociatedKzenesaKGenome Biology and EvolutionYK2017YKlYKeheeZehgh3.9 16

77 wraftKgenomeKassemblyKofKtheKuengaleseKfinchYK–onchuraKstriataKdomesticaYKaKmodelKforKmotorKskillK
variabilityKandKlearningaKGigaScienceYK2018YKjYKdZi 7.6 7

76 ’mprovedKzenomeKtssemblyKandKtnnotationKforKtheKRockKPigeonKTUaK2018YKkYKdfldZdflk 34

(2018-2016)

3



75 zZtnchormKaKnovelKapproachKforKwholeZgenomeKcomparativeKmappingKutilizingKevolutionaryK
conservedKwNtKsequencesaKGigaScienceYK2018YKjYK 7.6 3

74
MigrationZSelectionKualanceKwrivesKzeneticKwifferentiationKinKzenesKtssociatedKwithKHighZtltitudeK
yunctionKinKtheKSpeckledKTealKTtnasKflavirostrisUKinKtheKtndesaKGenome Biology and EvolutionYK2018YK
dcYKdgZfe

3.9 11

73 TheKfirstKwholeKtranscriptomicKexplorationKofKpreZovipositedKearlyKchickenKembryosKusingKsingleKandK
bulkedKembryonicKRNtZsequencingaKGigaScienceYK2018YKjYKdZl 7.6 8

72 ResolvingKaKphylogeneticKhypothesisKforKparrotsmKimplicationsKfromKsystematicsKtoKconservationaK
2018YKddkYKjZed 25

71 ReconstructionKofKavianKancestralKkaryotypesKrevealsKdifferencesKinKtheKevolutionaryKhistoryKofK
macroZKandKmicrochromosomesaK2018YKdlYKdhh 20

70 MultipleKandK’ndependentKPhasesKofKTransposableKxlementKtmplificationKinKtheKzenomesKofK
PiciformesKTWoodpeckersKandKtlliesUaKGenome Biology and EvolutionYK2018YKdcYKdgghZdghi 3.9 17

69 vhromosomeZlevelKassemblyKrevealsKextensiveKrearrangementKinKsakerKfalconKandKbudgerigarYKbutK
notKostrichYKgenomesaK2018YKdlYKdjd 35

68 vhromosomeZlevelKgenomeKassemblyKofKtheKspottedKseaKbassYK–ateolabraxKmaculatusaKGigaScienceYK
2018YKjYK 7.6 16

67 ProtectiveKroleKofKtheKvultureKfacialKskinKandKgutKmicrobiomesKaidKadaptationKtoKscavengingaK2018YK
icYKid 21

66 PopulationKzenomicsKofKuirdsmKxvolutionaryKHistoryKandKvonservationaK2018YKehhZelg 2

65 zenomicKinsightsKintoKnaturalKselectionKinKtheKcommonKloonKTzaviaKimmerUmKevidenceKforKaquaticK
adaptationaK2018YKdkYKig 2

64 ’nferringKsyntenyKbetweenKgenomeKassembliesmKaKsystematicKevaluationaK2018YKdlYKei 45

63 WholeZgenomeKdeKnovoKsequencingKrevealsKuniqueKgenesKthatKcontributedKtoKtheKadaptiveK
evolutionKofKtheKMikadoKpheasantaKGigaScienceYK2018YKjYK 7.6 6

62 TelomeresKandKTelomeraseKinKuirdsaK2018YKfdfZfee

61 tvianKuinocularityKandKtdaptationKtoKNocturnalKxnvironmentsmKzenomicK’nsightsKfromKaKHighlyK
werivedKVisualKPhenotypeaKGenome Biology and EvolutionYK2019YKddYKeeggZeehh 3.9 6

60 vomparativeKPhylogenomicsYKaKSteppingKStoneKforKuirdKuiodiversityKStudiesaK2019YKddYKddh 16

59 tnK’ntroductionKtoKâ��tvianKzenomicsKinKxcologyKandKxvolutionmKyromKtheK–abKintoKtheKWildâ��aK2019YKdZi 1

58 zenomicsKdetectsKpopulationKstructureKwithinKandKbetweenKoceanKbasinsKinKaKcircumpolarKseabirdmK
TheKwhiteZchinnedKpetrelaK2019YKekYKghheZghje 6
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57 weKnovoKassemblyKofKtheK’ndianKblueKpeacockKTPavoKcristatusUKgenomeKusingKOxfordKNanoporeK
technologyKandK’lluminaKsequencingaKGigaScienceYK2019YKkYK 7.6 11

56 WholeZzenomeKtnalysesKResolveKtheKPhylogenyKofKylightlessKuirdsKTPalaeognathaeUKinKtheKPresenceK
ofKanKxmpiricalKtnomalyKZoneaK2019YKikYKlfjZlhh 43

55 uiodiversityKgenomicsKofKNorthKtmericanKwryobatesKwoodpeckersKrevealsKlittleKgeneKflowKacrossK
theKwaKnuttalliiKxKwaKscalarisKcontactKzoneaK2019YKdfiYK 1

54 yalconKgenomicsKinKtheKcontextKofKconservationYKspeciationYKandKhumanKcultureaK2019YKlYKdghefZdghfj 4

53 ReferenceKzenomesKfromKwistantlyKRelatedKSpeciesKvanKueKUsedKforKwiscoveryKofKSingleKNucleotideK
PolymorphismsKtoK’nformKvonservationKManagementaK2018YKdcYK 18

52 uirthKandKdeathKofKMxKgenesKandKtheKpresencebabsenceKofKgenesKregulatingKMxKtranscriptionKareK
correlatedKwithKtheKdiversityKofKantiZpathogenicityKinKvertebrateKspeciesaK2019YKelgYKdedZdff 4

51
NearZRandomKwistributionKofKvhromosomeZwerivedKvircularKwNtKinKtheKvondensedKzenomeKofK
PigeonsKandKtheK–argerYKMoreKRepeatZRichKHumanKzenomeaKGenome Biology and EvolutionYK2020YK
deYKfjieZfjjj

3.9 19

50 xvolutionaryKHistoryYKzenomicKtdaptationKtoKToxicKwietYKandKxxtinctionKofKtheKvarolinaKParakeetaK
2020YKfcYKdckZddgaeh 16

49 tvianKphenotypicKconvergenceKisKsubjectKtoKlowKgeneticKconstraintsKbasedKonKgenomicKevidenceaK
2020YKecYKdgj 0

48 vonsequenceKofKParadigmKShiftKwithKRepeatK–andscapesKinKReptilesmKPowerfulKyacilitatorsKofK
vhromosomalKRearrangementsKforKwiversityKandKxvolutionaK2020YKddYK 16

47 ’mmuneKandKsexZbiasedKgeneKexpressionKinKtheKthreatenedKMojaveKdesertKtortoiseYKzopherusK
agassiziiaKPLoS ONEYK2020YKdhYKecefkece 3.7 1

46 tKvhromosomeZ–evelKzenomeKtssemblyKofKtheKtnglerfishaK2020YKddYKhkddid 1

45 wiscoveryKofKaKNewKT–RKzeneKandKzeneKxxpansionKxventKthroughK’mprovedKwesertKTortoiseK
zenomeKtssemblyKwithKvhromosomeZScaleKScaffoldsaKGenome Biology and EvolutionYK2020YKdeYKfldjZfleh3.9 3

44
tKcomparisonKofKpedigreeYKgeneticKandKgenomicKestimatesKofKrelatednessKforKinformingKpairingK
decisionsKinKtwoKcriticallyKendangeredKbirdsmK’mplicationsKforKconservationKbreedingKprogrammesK
worldwideaK2020YKdfYKlldZdcck

21

43 PopulationKgenomicsKforKwildlifeKconservationKandKmanagementaK2021YKfcYKieZke 51

42
yromKeZvoucherKtoKgenomicKdatamKPreservingKarchiveKspecimensKasKdemonstratedKwithKmedicallyK
importantKmosquitoesKTwipteramKvulicidaeUKandKkissingKbugsKTHemipteramKReduviidaeUaKPLoS ONEYK
2021YKdiYKecegjcik

3.7 2

41 zeneticKconnectivityKinKallopatricKseabirdsmKlackKofKinferredKgeneKflowKbetweenKNorthernKandK
SouthernKuullerâ��sKalbatrossKpopulationsKTThalassarcheKbulleriKsspaUaK2021YKdedYKddfZdef 1

40 xvolutionKofKtheKMworldSsKonlyKalpineKparrotMmKzenomicKadaptationKorKphenotypicKplasticityYK
behaviourKandKecologyraK2021YKfcYKifjcZifki 1

(2021-2019)
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39 tlternativeKtnimalKModelsKofKtgingKResearchaK2021YKkYKiiclhl 5

38 TheKStructuralYKyunctionalKandKxvolutionaryK’mpactKofKTransposableKxlementsKinKxukaryotesaK2021YK
deYK 7

37 HighlyKvontiguousKzenomesK’mproveKtheKUnderstandingKofKtvianKOlfactoryKReceptorKRepertoiresaK
2021YKidYKdekdZdelc 4

36 WhatKHaveKWeK–earnedKfromKtheKyirstKhccKtvianKzenomesraK2021YKheYK 7

35 zenomicK’nsightsK’ntoKtheKMolecularKuasisKofKSexualKSelectionKinKuirdsaK2021YKlYK 2

34 SingleZmoleculeKsequencingKandKconformationalKcaptureKenableKdeKnovoKmammalianKreferenceK
genomesaK 12

33 TwoKdecadesKofKsuspectKevidenceKforKadaptiveKwNtZsequenceKevolutionKâ��K–essKnegativeKselectionK
misconstruedKasKpositiveKselectionaK 2

32 ’mprovedKgenomeKassemblyKandKannotationKforKtheKrockKpigeonKTvolumbaKliviaUaK 0

31 yirstKnuclearKgenomeKassemblyKofKanKextinctKmoaKspeciesYKtheKlittleKbushKmoaKTtnomalopteryxK
didiformisUaK 8

30 WholeZgenomeKanalysesKresolveKtheKphylogenyKofKflightlessKbirdsKTPalaeognathaeUKinKtheKpresenceK
ofKanKempiricalKanomalyKzoneaK 5

29 wemographicKhistoriesKandKgenomeZwideKpatternsKofKdivergenceKinKincipientKspeciesKofKshorebirdsaK 1

28 ’mmuneKgenesKareKhotspotsKofKsharedKpositiveKselectionKacrossKbirdsKandKmammalsaK2019YKkYK 56

27 wemographicKreconstructionKfromKancientKwNtKsupportsKrapidKextinctionKofKtheKgreatKaukaK2019YKkYK 6

26 i–ocimKRobustKevaluationKofKgenomeKcontentKandKorganizationKforKprovisionalKandKmatureKgenomeK
assembliesaK

25 RecurrentKselectionKexplainsKparallelKevolutionKofKgenomicKregionsKofKhighKrelativeKbutKlowKabsoluteK
differentiationKinKgreenishKwarblersaK

24 TargetedKcaptureKofKcompleteKcodingKregionsKacrossKdivergentKspeciesaK

23 ’nferringKsyntenyKbetweenKgenomeKassembliesmKaKsystematicKevaluationaK

22 wynamicKevolutionKofKtheKmajorKtranscriptionKfactorKwNtKbindingKdomainYKandKproteinZproteinK
interactionKfamiliesKduringKtheKevolutionKofKtheKavianKlineageaK
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21 ProtectiveKroleKofKtheKvultureKfacialKandKgutKmicrobiomesKaidKadaptationKtoKscavengingaK

20 ’mmuneKgenesKareKhotspotsKofKsharedKpositiveKselectionKacrossKbirdsKandKmammalsaK

19 yabrixVxsmKtKdedicatedKplatformKforKendogenousKviralKelementsKinKfishesYKamphibiansYKbirdsYK
reptilesKandKinvertebratesaK

18 tKcomparisonKofKpedigreeYKgeneticYKandKgenomicKestimatesKofKrelatednessKforKinformingKpairingK
decisionsKinKtwoKcriticallyKendangeredKbirdsaK

17 tvianKPopulationKzenomicsKTakingKOffmK–atestKyindingsKandKyutureKProspectsaK2020YKeclcYKgdfZgff

16 TheKimportanceKofKavianKphysiologyaK2022YKfZi

15 PhylogenomicKanalysesKofKtheKgenusKwrosophilaKrevealsKgenomicKsignalsKofKclimateKadaptationaK
2021YK 3

14 –inkedZReadKSequencingKofKxightKyalconsKRevealsKaKUniqueKzenomicKtrchitectureKinKyluxaK

13 ’nsightsKintoKtheKevolutionKofKtheK’SzdhKandKUutjKsystemaaK2022YKddgYKddcfce 0

12 vomparisonKofK”aryotypesKinKTwoKHybridizingKPasserineKSpeciesmKvonservedKvhromosomalK
StructureKbutKwivergenceKinKventromericKRepeatsaaK2021YKdeYKjiklkj 3

11 i–ocimKrobustKevaluationKofKgenomeKcontentKandKorganizationKforKprovisionalKandKmatureKgenomeK
assembliesaaK2022YKgYKlqaccdf

10 vHtPtOmK–ikelihoodKandKhierarchicalKreferenceZbasedKrepresentationKofKbiomolecularKsequencesK
andKapplicationsKtoKcompressingKmultipleKsequenceKalignmentsaaKPLoS ONEYK2022YKdjYKeceihfic 3.7

9 zenomeKassemblyKandKevolutionaryKanalysisKofKtheKmandarinKduckKtixKgalericulataKrevealKstrongK
genomeKconservationKamongKducksaKGenome Biology and EvolutionYK 3.9

8 –inkedZReadKSequencingKofKxightKyalconsKRevealsKaKUniqueKzenomicKtrchitectureKinKyluxaKGenome 
Biology and EvolutionYK2022YKdgYK 3.9 0

7 vomparativeKzenomicKvharacterizationKofK’nsulinZ–ikeKzrowthKyactorKuindingKProteinsKinKvattleKandK
uuffaloaKBioMed Research InternationalYK2022YKeceeYKdZdh 3 1

6 weKNovoKWholeZzenomeKSequencingKandKtssemblyKofKtheKYellowZThroatedKuuntingKTxmberizaK
elegansUKProvidesK’nsightsKintoK’tsKxvolutionaryKtdaptationaK2022YKdeYKeccg

5 vomprehensiveKtaxonKsamplingKandKvettedKfossilsKhelpKclarifyKtheKtimeKtreeKofKshorebirdsKTtvesYK
vharadriiformesUaK2022YKdjjYKdcjiec 0

4 tKdeKnovoKassembledKgenomeKofKtheKTibetanKPartridgeKTKPerdixKhodgsoniaeKUKandKitsKhighZaltitudeK
adaptationaK 0
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3 vomparativeKzenomicKvharacterizationKofKRelaxinKPeptideKyamilyKinKvattleKandKuuffaloaK2022YKeceeYKdZdd 0

2 HowKtoKemployKmetabolomicKanalysisKtoKresearchKonKfunctionsKofKprebioticsKandKprobioticsKinK
poultryKgutKhealthraKdfYK 0

1 TheKgyrfalconKTyalconKrusticolusUKgenomeaK 0
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