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80 ylobalKanalysesKofKdeterminantsKofKRNsKdecayYKNaturedReviewsdGeneticsWK2014WKbfWKcbhXcbh 30.1 1

79 slternativeKpolyadenylationKdiversifiesKpostXtranscriptionalKregulationKbyKselectiveKRNsXproteinK
interactionsYKMoleculardSystemsdBiologyWK2014WKbaWKhbk 12.2 64
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77 ylobalKdRKUTRKshorteningKhasKaKlimitedKeffectKonKproteinKabundanceKinKproliferatingKTKcellsYKNatured
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74 yenomeXwideKidentificationKofKtranscriptKstartKandKendKsitesKbyKtranscriptKisoformKsequencingYK
NaturedProtocolsWK2014WKkWKbheaXfk 18.8 46
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72 SingleXcellKpolyadenylationKsiteKmappingKrevealsKdRKisoformKchoiceKvariabilityYKMoleculardSystemsd
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71 xeedforwardKregulationKofKmRNsKstabilityKbyKprolongedKextracellularKsignalXregulatedKkinaseK
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70 slternativeKmRNsKtranscriptionWKprocessingWKandKtranslationlKinsightsKfromKRNsKsequencingYKTrendsd
indGeneticsWK2015WKdbWKbciXdk 8.5 190
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GenomedResearchWK2016WKcgWKbbefXfk
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66 uomplexKSelectionKonKzumanKPolyadenylationKSignalsKRevealedKbyKPolymorphismKandKvivergenceK
vataYKGenomedBiologydanddEvolutionWK2016WKiWKbkhbXk 3.9 4

65 vynamicsKofKTranslationKofKSingleKmRNsKMoleculesK’n´ VivoYKCellWK2016WKbgfWKkhgXik 56.2 275

64
TheKdifferentialKexpressionKofKalternativelyKpolyadenylatedKtranscriptsKisKaKcommonKstressXinducedK
responseKmechanismKthatKmodulatesKmammalianKmRNsKexpressionKinKaKquantitativeKandKqualitativeK
fashionYKRnaWK2016WKccWKbeebXfd
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63 RNsKpolymeraseK’’KdepletionKpromotesKtranscriptionKofKalternativeKmRNsKspeciesYKBMCdMoleculard
BiologyWK2016WKbhWKca 4.5 5

62 slternativeKPolyadenylationKinKTripleXNegativeKtreastKTumorsKsllowsKNRsSKandKcX UNKtoKtypassK
PUM’L’OKPosttranscriptionalKRegulationYKCancerdResearchWK2016WKhgWKhcdbXhceb 10.1 32

61 TranslationalKuapacityKofKaKuellK’sKveterminedKduringKTranscriptionKwlongationKviaKtheKucreXNotK
uomplexYKCelldReportsWK2016WKbfWKbhicXke 10.6 28

60 TheKcellularKgrowthKrateKcontrolsKoverallKmRNsKturnoverWKandKmodulatesKeitherKtranscriptionKorK
degradationKratesKofKparticularKgeneKregulonsYKNucleicdAcidsdResearchWK2016WKeeWKdgedXfi 20.1 31

59 SubcellularKRNsKprofilingKlinksKsplicingKandKnuclearKv’uwRbKtoKalternativeKcleavageKandK
polyadenylationYKGenomedResearchWK2016WKcgWKceXdf 9.7 51

58 wvolutionKandKtiologicalKRolesKofKslternativeKdRUTRsYKTrendsdindCelldBiologyWK2016WKcgWKcchXcdh 18.3 174

57 slternativeKPolyadenylationKvirectsKTissueXSpecificKmiRNsKTargetingKinKSomaticKTissuesYKGeneticsWK
2017WKcagWKhfhXhhe 4 38

56 uleavageKandKpolyadenylationlKwndingKtheKmessageKexpandsKgeneKregulationYKRNAdBiologyWK2017WK
beWKigfXika 4.8 62

55 XregulatoryKelementsKexplainKmostKofKtheKmRNsKstabilityKvariationKacrossKgenesKinKyeastYKRnaWK2017WK
cdWKbgeiXbgfk 5.8 38

54 YeastKTerminatorKxunctionKuanKteKModulatedKandKvesignedKonKtheKtasisKofKPredictionsKofK
NucleosomeKOccupancyYKACSdSyntheticdBiologyWK2017WKgWKcaigXcakf 5.7 24

53 wmergingKThemesKinKRegulationKofKylobalKmRNsKTurnoverKinKcisYKTrendsdindBiochemicaldSciencesWK
2017WKecWKbgXch 10.3 28

52 UpregulationKofKSPSbaaKgeneKexpressionKbyKanKantisenseKRNsKviaKaKswitchKofKmRNsKisoformsKwithK
differentKstabilitiesYKNucleicdAcidsdResearchWK2017WKefWKbbbeeXbbbfi 20.1 4

51 vysregulationKofKslternativeKPolyXadenylationKasKaKPotentialKPlayerKinKsutismKSpectrumKvisorderYK
FrontiersdindMoleculardNeuroscienceWK2017WKbaWKchk 6.1 6

50 veterminingKyenomeXwideKTranscriptKvecayKRatesKinKProliferatingKandKQuiescentKzumanK
xibroblastsYKJournaldofdVisualizeddExperimentsWK2018WK 1.6 2

49 sPstraplKidentificationKandKquantificationKofKalternativeKpolyadenylationKsitesKfromKRNsXseqKdataYK
BioinformaticsWK2018WKdeWKbiebXbiek 7.2 46

48 slternativeKstartKandKterminationKsitesKofKtranscriptionKdriveKmostKtranscriptKisoformKdifferencesK
acrossKhumanKtissuesYKNucleicdAcidsdResearchWK2018WKegWKficXfkc 20.1 113

47 NudtcbKuontrolsKuellKxateKbyKuonnectingKslternativeKPolyadenylationKtoKuhromatinKSignalingYKCellWK
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46 ’dentificationKandKuharacterizationKofKTranscriptsKRegulatedKbyKuircadianKslternativeK
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45 wxtensiveKStructuralKvifferencesKofKuloselyKRelatedKdRKmRNsK’soformslKLinksKtoKPabbKtindingKandK
mRNsKStabilityYKMoleculardCellWK2018WKhcWKiekXigbYeg 17.6 16

44 slternativeKpolyadenylationKfactorsKlinkKcellKcycleKtoKmigrationYKGenomedBiologyWK2018WKbkWKbhg 18.3 10

43 ’ntronKretentionKandKnuclearKlossKofKSxPQKareKmolecularKhallmarksKofKsLSYKNaturedCommunicationsWK
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42 vifferentialKdRKProcessingKofKSpecificKTranscriptsKwxpandsKRegulatoryKandKProteinKviversityKscrossK
NeuronalKuellKTypesYKELifeWK2018WKhWK 8.9 14

41
sOXbXSubfamilyKyeneKMembersKinKOleaKeuropaeaKcvYKMyalegaKVulgarMXyeneKuharacterizationKandK
wxpressionKofKTranscriptsKduringK’tsX’nducedKinKVitroKsdventitiousKRootingYKInternationaldJournaldofd
MoleculardSciencesWK2018WKbkWK

6.3 13

40 vevelopmentalKdynamicsKofKgeneKexpressionKandKalternativeKpolyadenylationKinKtheKuaenorhabditisK
elegansKgermlineYKGenomedBiologyWK2018WKbkWKi 18.3 17

39 yenomeXwideKtranscriptomeKprofilingKofKtheKmedicinalKplantKZanthoxylumKplanispinumKusingKaK
singleXmoleculeKdirectKRNsKsequencingKapproachYKGenomicsWK2019WKbbbWKkhdXkhk 4.3 20

38 NovelKinsightsKintoKglobalKtranslationalKregulationKthroughKPumilioKfamilyKRNsXbindingKproteinK
PufdpKrevealedKbyKribosomalKprofilingYKCurrentdGeneticsWK2019WKgfWKcabXcbc 2.9 8

37 ProbingK’nKVivoKStructureKofK’ndividualKmRNsKdRK’soformsKUsingKvimethylKSulfateYKCurrentdProtocolsd
indMoleculardBiologyWK2019WKbciWKekk 2.9

36 ProximityKlabelingKtoKdetectKRNsXproteinKinteractionsKinKliveKcellsYKFEBSdOpendBioWK2019WKkWKbigaXbigi 2.7 9

35 uhromatinXsensitiveKcrypticKpromotersKputativelyKdriveKexpressionKofKalternativeKproteinKisoformsK
inKyeastYKGenomedResearchWK2019WKckWKbkheXbkie 9.7 6

34 uomparativeKwvaluationKofKtheKNutritiveWKMineralWKandKsntinutritiveKuompositionKofKLYKStananaTKandK
LYKSPlantainTKxruitKuompartmentsYKPlantsWK2019WKiWK 4.5 24

33 WhatKsreKdRKUTRsKvoingqYKColddSpringdHarbordPerspectivesdindBiologyWK2019WKbbWK 10.2 106

32 RNsKpolymeraseK’’Kuh’PXseqXaKpowerfulKandKhighlyKaffordableKmethodKforKstudyingKfungalKgenomicsK
andKphysiologyYKBiophysicaldReviewsWK2019WKbbWKhkXic 3.7 10

31 sKsurveyKonKidentificationKandKquantificationKofKalternativeKpolyadenylationKsitesKfromKRNsXseqK
dataYKBriefingsdindBioinformaticsWK2020WKcbWKbcgbXbchg 13.4 12

30 RpbeKandKPufdKimprintKandKpostXtranscriptionallyKcontrolKtheKstabilityKofKaKcommonKsetKofKmRNssKinK
yeastYKRNAdBiologyWK2021WKbiWKbcagXbcca 4.8 1

29 MitochondrialKtiogenesisK’sKPositivelyKRegulatedKbyKuaseinKKinaseK’KzrrcfKThroughKPhosphorylationK
ofKPufdKinYKGeneticsWK2020WKcbfWKegdXeic 4 0

28 slternativeKpolyadenylationKofKmRNsKandKitsKroleKinKcancerYKGenesdanddDiseasesWK2021WKiWKgbXhc 6.6 15
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27 LongXreadKRNsKsequencingKrevealsKwidespreadKsexXspecificKalternativeKsplicingKinKthreespineK
sticklebackKfishYKGenomedResearchWK2021WKdbWKbeigXbekh 9.7 2

26 LandscapeKofKtheKvarkKTranscriptomeKRevealedKThroughKReXminingKMassiveKRNsXSeqKvataYK
FrontiersdindGeneticsWK2021WKbcWKhcckib 4.5 0

25 slternativeKpolyadenylationKdysregulationKcontributesKtoKtheKdifferentiationKblockKofKacuteKmyeloidK
leukemiaYKBloodWK2021WK 2.2 1

24 slternativeKpolyadenylationlKsnKenigmaKofKtranscriptKlengthKvariationKinKhealthKandKdiseaseYKWileyd
InterdisciplinarydReviewsdRNAWK2021WKebgkc 9.3 2

23 xromKtranscriptionalKcomplexityKtoKcellularKphenotypeslKLessonsKfromKyeastYKYeastWK2017WKdeWKehfXeic 3.4 1

22 yenomeXWideK’dentificationKofKslternativeKPolyadenylationKwventsKUsingKdRTXxillYKMethodsdind
MoleculardBiologyWK2016WKbdfiWKckfXdac 1.4 1

21 PsTXSeqlKsKMethodKforKSimultaneousKQuantitationKofKyeneKwxpressionWKPolySsTXSiteKSelectionKandK
PolySsTXLengthKvistributionKinKYeastKTranscriptomesYKMethodsdindMoleculardBiologyWK2019WKcaekWKbebXbge 1.4 1

20 uleavageKfactorKcfKderegulationKcontributesKtoKpulmonaryKfibrosisKthroughKalternativeK
polyadenylationYKJournaldofdClinicaldInvestigationWK2019WKbckWKbkieXbkkk 15.9 32

19 TheKtranscriptionalKelongationKrateKregulatesKalternativeKpolyadenylationKinKyeastYKELifeWK2020WKkWK 8.9 6

18 LongitudinalKnetworkKtheoryKapproachesKidentifyKcrucialKfactorsKaffectingKsporulationKefficiencyKinK
yeastYK 1

17 uisXregulatoryKelementsKexplainKmostKofKtheKmRNsKstabilityKvariationKacrossKgenesKinKyeastYK 0

16 PostXtranscriptionalKremodellingKisKtemporallyKderegulatedKduringKmotorKneurogenesisKinKhumanK
sLSKmodelsYK

15 vifferentialKdâ��KProcessingKofKSpecificKTranscriptsKwxpandsKRegulatoryKandKProteinKviversityKscrossK
NeuronalKuellKTypesYK 1

14 uhromatinXsensitiveKcrypticKpromotersKencodeKalternativeKproteinKisoformsKinKyeastYK

13 RpbeKandKPufdKimprintKandKpostXtranscriptionallyKcontrolKtheKstabilityKofKaKcommonKsetKofKmRNssKinK
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12 LongXreadKRNsKsequencingKrevealsKwidespreadKsexXspecificKalternativeKsplicingKinKthreespineK
sticklebackKfishYK 0

11 slternativeKpolyadenylationKcanKregulateKpostXtranslationalKmembraneKlocalizationYKTrendsdindCelldld
MoleculardBiologyWK2015WKbaWKdhXeh 6

10
sKcompensatoryKlinkKbetweenKcleavageZpolyadenylationKandKmRNsKturnoverKregulatesK
steadyXstateKmRNsKlevelsKinKyeastYYKProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUnitedd
StatesdofdAmericaWK2022WKbbkWK

11.5 0

(2022-2021)

5



9 ProteinopathiesKasKzallmarksKofK’mpairedKyeneKwxpressionWKProteostasisKandKMitochondrialK
xunctionKinKsmyotrophicKLateralKSclerosisYYKFrontiersdindNeuroscienceWK2021WKbfWKhidgce 5.1 1

8 PufdpKfacilitatesKfermentativeKmitochondrialKfunctionsKviaKmonosomeXenrichedKnuclearXencodedK
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SingleXcellKRNsXseqYK
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4 sKSurveyKonKMethodsKforKPredictingKPolyadenylationKSitesKfromKvNsKSequencesWKtulkKRNsXseqWKandK
SingleXcellKRNsXseqYK2022WK 0
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