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1 â€œOn the Power of Penetrating into Spaceâ€•: The Telescopes of William Herschel. Journal for the History
of Astronomy, 1976, 7, 75-108. 0.1 38

2 Folate Production by Probiotic Bacteria. Nutrients, 2011, 3, 118-134. 1.7 459

3 Protein based molecular markers provide reliable means to understand prokaryotic phylogeny and
support Darwinian mode of evolution. Frontiers in Cellular and Infection Microbiology, 2012, 2, 98. 1.8 30

4 Prevalence of Carbapenemases in Acinetobacter baumannii. , 0, , . 1

5 Culturomics identified 11 new bacterial species from a single anorexia nervosa stool sample. European
Journal of Clinical Microbiology and Infectious Diseases, 2013, 32, 1471-1481. 1.3 150

6
A phylogenomic and molecular signature based approach for characterization of the phylum
Spirochaetes and its major clades: proposal for a taxonomic revision of the phylum. Frontiers in
Microbiology, 2013, 4, 217.

1.5 95

7 Genome Annotation of Burkholderia sp. SJ98 with Special Focus on Chemotaxis Genes. PLoS ONE, 2013,
8, e70624. 1.1 9

8 Vancomycin resistant coagulase-negative Staphylococcal isolates from HIV positive patients in the
Limpopo Province, South Africa. Journal of Microbiology and Antimicrobials, 2013, 5, 18-24. 0.3 4

9 Molecular Phylogenetics and Temporal Diversification in the Genus Aeromonas Based on the
Sequences of Five Housekeeping Genes. PLoS ONE, 2014, 9, e88805. 1.1 19

10 Draft genome sequence of the extremely halophilic archaeon Halococcus sediminicola CBA1101T
isolated from a marine sediment sample. Marine Genomics, 2014, 18, 145-146. 0.4 2

11 Draft genome sequence of Halapricum salinum CBA1105T, an extremely halophilic archaeon isolated
from solar salt. Marine Genomics, 2014, 18, 133-134. 0.4 3

12 Characterization of the clonal profile of MRSA isolated in neonatal and pediatric intensive care units
of a University Hospital. Annals of Clinical Microbiology and Antimicrobials, 2014, 13, 50. 1.7 11

13 Loktanella aestuariicola sp. nov., an alphaproteobacterium isolated from a tidal flat. Antonie Van
Leeuwenhoek, 2014, 106, 707-714. 0.7 13

14 Streptomyces canchipurensis sp. nov., isolated from a limestone habitat. Antonie Van Leeuwenhoek,
2014, 106, 1119-1126. 0.7 10

15
New structures and composition of cell wall teichoic acids from Nocardiopsis synnemataformans,
Nocardiopsis halotolerans, Nocardiopsis composta and Nocardiopsis metallicus: a chemotaxonomic
value. Antonie Van Leeuwenhoek, 2014, 106, 1105-1117.

0.7 6

16 Ribosomal Database Project: data and tools for high throughput rRNA analysis. Nucleic Acids
Research, 2014, 42, D633-D642. 6.5 3,768

17 The All-Species Living Tree Project. Methods in Microbiology, 2014, 41, 45-59. 0.4 10

18 Streptococcus cuniculi sp. nov., isolated from the respiratory tract of wild rabbits. International
Journal of Systematic and Evolutionary Microbiology, 2014, 64, 2486-2490. 0.8 11
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19 Friend Turned Foe: Evolution of Enterococcal Virulence and Antibiotic Resistance. Annual Review of
Microbiology, 2014, 68, 337-356. 2.9 162

20 Bacteremic skin and soft tissue infection caused by Prevotella loescheii. BMC Infectious Diseases, 2014,
14, 162. 1.3 18

21
Molecular signatures and phylogenomic analysis of the genus Burkholderia: proposal for division of
this genus into the emended genus Burkholderia containing pathogenic organisms and a new genus
Paraburkholderia gen. nov. harboring environmental species. Frontiers in Genetics, 2014, 5, 429.

1.1 652

22 Harmonized Phylogenetic Trees for The Prokaryotes. , 2014, , 1-3. 10

23 <i>Helicobacter heilmannii sensu lato</i>: An overview of the infection in humans. World Journal of
Gastroenterology, 2014, 20, 17779-17787. 1.4 49

24 Chitinophaga ginsengihumi sp. nov., isolated from soil of ginseng rhizosphere. International Journal
of Systematic and Evolutionary Microbiology, 2014, 64, 2599-2604. 0.8 10

25
Description of Domibacillus indicus sp. nov., isolated from ocean sediments and emended description
of the genus Domibacillus. International Journal of Systematic and Evolutionary Microbiology, 2014,
64, 3010-3015.

0.8 33

26 The SILVA and â€œAll-species Living Tree Project (LTP)â€• taxonomic frameworks. Nucleic Acids Research,
2014, 42, D643-D648. 6.5 2,667

27 The Family Rhizobiaceae. , 2014, , 419-437. 39

28 Amycolatopsis roodepoortensis sp. nov. and Amycolatopsis speibonae sp. nov.: antibiotic-producing
actinobacteria isolated from South African soils. Journal of Antibiotics, 2014, 67, 813-818. 1.0 15

29 Rhizobia Indigenous to the Okavango Region in Sub-Saharan Africa: Diversity, Adaptations, and Host
Specificity. Applied and Environmental Microbiology, 2014, 80, 7244-7257. 1.4 62

30
Permianibacter aggregans gen. nov., sp. nov., a bacterium of the family Pseudomonadaceae capable of
aggregating potential biofuel-producing microalgae. International Journal of Systematic and
Evolutionary Microbiology, 2014, 64, 3503-3507.

0.8 11

31 The Family Bradyrhizobiaceae. , 2014, , 135-154. 37

32
Microbacterium endophyticum sp. nov. and Microbacterium halimionae sp. nov., endophytes isolated
from the salt-marsh plant Halimione portulacoides and emended description of the genus
Microbacterium. Systematic and Applied Microbiology, 2014, 37, 474-479.

1.2 46

33 Uniting the classification of cultured and uncultured bacteria and archaea using 16S rRNA gene
sequences. Nature Reviews Microbiology, 2014, 12, 635-645. 13.6 2,000

34 Diversity and distribution of<i>Halomonas</i>in Rambla Salada, a hypersaline environment in the
southeast of Spain. FEMS Microbiology Ecology, 2014, 87, 460-474. 1.3 26

35 Phenotypic characterization of Astragalus glycyphyllos symbionts and their phylogeny based on the
16S rDNA sequences and RFLP of 16S rRNA gene. Antonie Van Leeuwenhoek, 2014, 105, 1033-1048. 0.7 21

36 A Proposed Genus Boundary for the Prokaryotes Based on Genomic Insights. Journal of Bacteriology,
2014, 196, 2210-2215. 1.0 708
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37 <i>rpoD</i> Gene Pyrosequencing for the Assessment of Pseudomonas Diversity in a Water Sample
from the Woluwe River. Applied and Environmental Microbiology, 2014, 80, 4738-4744. 1.4 32

38 Phylogenetic analysis and molecular signatures defining a monophyletic clade of heterocystous
cyanobacteria and identifying its closest relatives. Photosynthesis Research, 2014, 122, 171-185. 1.6 25

39
Streptosporangium jomthongense sp. nov., an actinomycete isolated from rhizospheric soil and
emendation of the genus Streptosporangium. International Journal of Systematic and Evolutionary
Microbiology, 2014, 64, 2400-2406.

0.8 14

40 Novosphingobium aquiterrae sp. nov., isolated from ground water. International Journal of
Systematic and Evolutionary Microbiology, 2014, 64, 3282-3287. 0.8 17

41 The 2014<i>Nucleic Acids Research</i>Database Issue and an updated NAR online Molecular Biology
Database Collection. Nucleic Acids Research, 2014, 42, D1-D6. 6.5 81

42
Description of Chishuiella changwenlii gen. nov., sp. nov., isolated from freshwater, and transfer of
Wautersiella falsenii to the genus Empedobacter as Empedobacter falsenii comb. nov.. International
Journal of Systematic and Evolutionary Microbiology, 2014, 64, 2723-2728.

0.8 45

43

A phylogenomic and molecular marker based proposal for the division of the genus Borrelia into two
genera: the emended genus Borrelia containing only the members of the relapsing fever Borrelia, and
the genus Borreliella gen. nov. containing the members of the Lyme disease Borrelia (Borrelia) Tj ET
Q
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BT /Overlock 10 Tf 50 492 Td (burgdorferi sensu lato complex). Antonie Van Leeuwenhoek, 2014, 105, 1049-1072.0.7 207

44
Comparative polyphasic characterization of Streptococcus phocae strains with different host origin
and description of the subspecies Streptococcus phocae subsp. salmonis subsp. nov.. International
Journal of Systematic and Evolutionary Microbiology, 2014, 64, 1775-1781.

0.8 19

45 Streptococcus moroccensis sp. nov. and Streptococcus rifensis sp. nov., isolated from raw camel
milk. International Journal of Systematic and Evolutionary Microbiology, 2014, 64, 2480-2485. 0.8 18

47 Non-contiguous finished genome sequence and description of Bacillus massilioalgeriensis sp. nov..
Standards in Genomic Sciences, 2014, 9, 1046-1061. 1.5 8

48 Occurrence of viable, red-pigmented haloarchaea in the plumage of captive flamingoes. Scientific
Reports, 2015, 5, 16425. 1.6 25

50 High-quality genome sequence and description of Bacillus ndiopicus strain FF3T sp. nov.. New
Microbes and New Infections, 2015, 8, 154-163. 0.8 10

51 Noncontiguous finished genome sequence and description of Necropsobacter massiliensis sp. nov..
New Microbes and New Infections, 2015, 8, 41-50. 0.8 8

52 Noncontiguous finished genome sequence and description of Diaminobutyricimonas massiliensis
strain FF2T sp. nov.. New Microbes and New Infections, 2015, 8, 31-40. 0.8 1

53 Draft genome sequence of a nitrate-reducing, o-phthalate degrading bacterium, Azoarcus sp. strain
PA01T. Standards in Genomic Sciences, 2015, 10, 90. 1.5 26

54
Genome sequence of the Roseovarius mucosus type strain (DSM 17069T), a bacteriochlorophyll
a-containing representative of the marine Roseobacter group isolated from the dinoflagellate
Alexandrium ostenfeldii. Standards in Genomic Sciences, 2015, 10, 17.

1.5 12

55 Draft genome sequence of Halomonas lutea strain YIM 91125T (DSM 23508T) isolated from the alkaline
Lake Ebinur in Northwest China. Standards in Genomic Sciences, 2015, 10, 1. 1.5 65

56 Genome sequence and description of Pantoea septica strain FF5. Standards in Genomic Sciences, 2015,
10, 103. 1.5 5
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57 MiDAS: the field guide to the microbes of activated sludge. Database: the Journal of Biological
Databases and Curation, 2015, 2015, bav062. 1.4 213

58 An Insight Into Beneficial Pseudomonas bacteria. , 0, , . 15

59
Bacillus oryzicola sp. nov., an Endophytic Bacterium Isolated from the Roots of Rice with
Antimicrobial, Plant Growth Promoting, and Systemic Resistance Inducing Activities in Rice. Plant
Pathology Journal, 2015, 31, 152-164.
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60 Challenging the anthropocentric emphasis on phenotypic testing in prokaryotic species descriptions:
rip it up and start again. Frontiers in Genetics, 2015, 6, 218. 1.1 57

61
A taxonomic framework for emerging groups of ecologically important marine gammaproteobacteria
based on the reconstruction of evolutionary relationships using genome-scale data. Frontiers in
Microbiology, 2015, 6, 281.
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62 Diversity and Habitat Preferences of Cultivated and Uncultivated Aerobic Methanotrophic Bacteria
Evaluated Based on pmoA as Molecular Marker. Frontiers in Microbiology, 2015, 6, 1346. 1.5 408

63 A Higher Level Classification of All Living Organisms. PLoS ONE, 2015, 10, e0119248. 1.1 298
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Phylogenomic and Molecular Demarcation of the Core Members of the
PolyphyleticPasteurellaceaeGeneraActinobacillus,Haemophilus, andPasteurella. International Journal
of Genomics, 2015, 2015, 1-15.

0.8 19

65 Microbacterium enclense sp. nov., isolated from sediment sample. International Journal of Systematic
and Evolutionary Microbiology, 2015, 65, 2064-2070. 0.8 23

66 Pontibacillus salicampi sp. nov., a moderately halophilic bacterium isolated from saltern soil.
International Journal of Systematic and Evolutionary Microbiology, 2015, 65, 375-380. 0.8 11

67 Algibacter psychrophilus sp. nov., a psychrophilic bacterium isolated from marine sediment.
International Journal of Systematic and Evolutionary Microbiology, 2015, 65, 1735-1740. 0.8 14

68
Comparative 16S rRNA signatures and multilocus sequence analysis for the genus Salinicola and
description of Salinicola acroporae sp. nov., isolated from coral Acropora digitifera. Antonie Van
Leeuwenhoek, 2015, 108, 59-73.

0.7 15

69
Cautionary tale of using 16S rRNA gene sequence similarity values in identification of
human-associated bacterial species. International Journal of Systematic and Evolutionary
Microbiology, 2015, 65, 1929-1934.

0.8 161

70
Reclassification of Deinococcus xibeiensis Wang et al. 2010 as a heterotypic synonym of Deinococcus
wulumuqiensis Wang et al. 2010. International Journal of Systematic and Evolutionary Microbiology,
2015, 65, 1083-1085.

0.8 9

71
Herbinix hemicellulosilytica gen. nov., sp. nov., a thermophilic cellulose-degrading bacterium isolated
from a thermophilic biogas reactor. International Journal of Systematic and Evolutionary
Microbiology, 2015, 65, 2365-2371.

0.8 90

72 Branched-chain alcohol formation by thermophilic bacteria within the genera of
Thermoanaerobacter and Caldanaerobacter. Extremophiles, 2015, 19, 809-818. 0.9 17

73 Rheinheimera aestuari sp. nov., a marine bacterium isolated from coastal sediment. International
Journal of Systematic and Evolutionary Microbiology, 2015, 65, 2640-2645. 0.8 21

74 leBIBIQBPP: a set of databases and a webtool for automatic phylogenetic analysis of prokaryotic
sequences. BMC Bioinformatics, 2015, 16, 251. 1.2 52
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75
Bilateral Granulomatous and Fibrinoheterophilic Otitis Interna due to<i>Pseudomonas
aeruginosa</i>in a Captive Little Bustard (<i>Tetrax tetrax</i>). Journal of Avian Medicine and Surgery,
2015, 29, 120-124.

0.6 1

76 Rheinheimera gaetbuli sp. nov., a Marine Bacterium Isolated from a Tidal Flat. Current Microbiology,
2015, 72, 344-50. 1.0 13

77 Phylogenetic analysis and serotyping of Vibrio splendidus-related bacteria isolated from salmon farm
cleaner fish. Diseases of Aquatic Organisms, 2015, 117, 121-131. 0.5 17

78 Genetic characterization of coagulase-positive staphylococci isolated from healthy pigeons. Polish
Journal of Veterinary Sciences, 2015, 18, 627-634. 0.2 15
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Desulfuromonas carbonis sp. nov., an Fe(III)-, S0- and Mn(IV)-reducing bacterium isolated from an
active coalbed methane gas well. International Journal of Systematic and Evolutionary Microbiology,
2015, 65, 1686-1693.
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80 CVTree3 Web Server for Whole-genome-based and Alignment-free Prokaryotic Phylogeny and
Taxonomy. Genomics, Proteomics and Bioinformatics, 2015, 13, 321-331. 3.0 185

81 Pseudomonas songnenensis sp. nov., isolated from saline and alkaline soils in Songnen Plain, China.
Antonie Van Leeuwenhoek, 2015, 107, 711-721. 0.7 16

82

A phylogenomic and molecular marker based taxonomic framework for the order Xanthomonadales:
proposal to transfer the families Algiphilaceae and Solimonadaceae to the order Nevskiales ord. nov.
and to create a new family within the order Xanthomonadales, the family Rhodanobacteraceae fam.
nov., containing the genus Rhodanobacter and its closest relatives. Antonie Van Leeuwenhoek, 2015,
107, 467-485.
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83 N ovosphingobium fluoreni sp. nov., isolated from rice seeds. International Journal of Systematic and
Evolutionary Microbiology, 2015, 65, 1409-1414. 0.8 16

84 Emendation of the family Chlamydiaceae: Proposal of a single genus, Chlamydia, to include all
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85 Halorussus ruber sp. nov., isolated from an inland salt lake of China. Archives of Microbiology, 2015,
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86 Sphingobium subterraneum sp. nov., isolated from ground water. International Journal of Systematic
and Evolutionary Microbiology, 2015, 65, 393-398. 0.8 8

87 Pseudomonas zhaodongensis sp. nov., isolated from saline and alkaline soils. International Journal of
Systematic and Evolutionary Microbiology, 2015, 65, 1022-1030. 0.8 22
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Gynuella sunshinyii gen. nov., sp. nov., an antifungal rhizobacterium isolated from a halophyte, Carex
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1038-1043.
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89 Streptomyces vulcanius sp. nov., a novel actinomycete isolated from volcanic sediment. Antonie Van
Leeuwenhoek, 2015, 107, 15-21. 0.7 14

90 Streptomyces oryzae sp. nov., an endophytic actinomycete isolated from stems of rice plant. Journal of
Antibiotics, 2015, 68, 368-372. 1.0 27

91 Thiopseudomonas denitrificans gen. nov., sp. nov., isolated from anaerobic activated sludge.
International Journal of Systematic and Evolutionary Microbiology, 2015, 65, 225-229. 0.8 47

92 Nitrogen fixing bacteria in the family <i>Acetobacteraceae</i> and their role in agriculture. Journal
of Basic Microbiology, 2015, 55, 931-949. 1.8 71
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Planococcus dechangensis sp. nov., a moderately halophilic bacterium isolated from saline and
alkaline soils in Dechang Township, Zhaodong City, China. Antonie Van Leeuwenhoek, 2015, 107,
1075-1083.

0.7 17

95 Phylogeny and Taxonomy of Archaea: A Comparison of the Whole-Genome-Based CVTree Approach with
16S rRNA Sequence Analysis. Life, 2015, 5, 949-968. 1.1 26

96 Alcohol dehydrogenase activity in Lactococcus chungangensis: Application in cream cheese to
moderate alcohol uptake. Journal of Dairy Science, 2015, 98, 5974-5982. 1.4 9
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High-quality draft genome sequences of five anaerobic oral bacteria and description of
Peptoanaerobacter stomatis gen. nov., sp. nov., a new member of the family Peptostreptococcaceae.
Standards in Genomic Sciences, 2015, 10, 37.

1.5 21

98 Uncultivated thermophiles: current status and spotlight on â€˜Aigarchaeotaâ€™. Current Opinion in
Microbiology, 2015, 25, 136-145. 2.3 70

99 Flavobacterium notoginsengisoli sp. nov., isolated from the rhizosphere of Panax notoginseng.
Antonie Van Leeuwenhoek, 2015, 108, 545-552. 0.7 15

100 Draft Genome Sequence of Jiangella alkaliphila KCTC 19222 <sup>T</sup> , Isolated from Cave Soil in
Jeju, Republic of Korea. Genome Announcements, 2015, 3, . 0.8 3

101 Databases for Microbiologists. Journal of Bacteriology, 2015, 197, 2458-2467. 1.0 39

102 Recent Advances in Second Generation Ethanol Production by Thermophilic Bacteria. Energies, 2015, 8,
1-30. 1.6 110
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Pseudoroseovarius zhejiangensis gen. nov., sp. nov., a novel alpha-proteobacterium isolated from the
chemical wastewater, and reclassification of Roseovarius crassostreae as Pseudoroseovarius
crassostreae comb. nov., Roseovarius sediminilitoris as Pseudoroseovarius sediminilitoris comb. nov.
and Roseovarius halocynthiae as Pseudoroseovarius halocynthiae comb. nov.. Antonie Van
Leeuwenhoek, 2015, 108, 291-299.

0.7 44

104 Streptomyces mangrovi sp. nov., isolated from mangrove forest sediment. Antonie Van Leeuwenhoek,
2015, 108, 783-791. 0.7 7

105
A phylogenomic and molecular markers based analysis of the phylum Chlamydiae: proposal to divide
the class Chlamydiia into two orders, Chlamydiales and Parachlamydiales ord. nov., and emended
description of the class Chlamydiia. Antonie Van Leeuwenhoek, 2015, 108, 765-781.

0.7 38

106 Biodiversity of refrigerated raw milk microbiota and their enzymatic spoilage potential. International
Journal of Food Microbiology, 2015, 211, 57-65. 2.1 176

107 Alteromonas gracilis sp. nov., a marine polysaccharide-producing bacterium. International Journal of
Systematic and Evolutionary Microbiology, 2015, 65, 1498-1503. 0.8 30

108 Phylogenomics and systematics in Pseudomonas. Frontiers in Microbiology, 2015, 6, 214. 1.5 408

109 Rhodococcus agglutinans sp. nov., an actinobacterium isolated from a soil sample. Antonie Van
Leeuwenhoek, 2015, 107, 1271-1280. 0.7 15

110 Nocardiopsis species: Incidence, ecological roles and adaptations. Microbiological Research, 2015, 174,
33-47. 2.5 92
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Bradymonas sediminis gen. nov., sp. nov., isolated from coastal sediment, and description of
Bradymonadaceae fam. nov. and Bradymonadales ord. nov.. International Journal of Systematic and
Evolutionary Microbiology, 2015, 65, 1542-1549.

0.8 42

112 Mucilaginibacter vulcanisilvae sp. nov., isolated from a volcanic forest. International Journal of
Systematic and Evolutionary Microbiology, 2015, 65, 2036-2041. 0.8 12

113 Halobacillus andaensis sp. nov., a moderately halophilic bacterium isolated from saline and alkaline
soil. International Journal of Systematic and Evolutionary Microbiology, 2015, 65, 1908-1914. 0.8 23

114 Actinomadura amylolytica sp. nov. and Actinomadura cellulosilytica sp. nov., isolated from
geothermally heated soil. Antonie Van Leeuwenhoek, 2015, 108, 75-83. 0.7 32

115 Significance and future role of microbial resource centers. Systematic and Applied Microbiology,
2015, 38, 258-265. 1.2 44

116 Taxonomic update on proposed nomenclature and classification changes for bacteria of medical
importance, 2013â€“2014. Diagnostic Microbiology and Infectious Disease, 2015, 83, 82-88. 0.8 14

117 Chryseobacterium profundimaris sp. nov., a new member of the family Flavobacteriaceae isolated from
deep-sea sediment. Antonie Van Leeuwenhoek, 2015, 107, 979-989. 0.7 25

118 The changing landscape of microbial biodiversity exploration and its implications for systematics.
Systematic and Applied Microbiology, 2015, 38, 231-236. 1.2 26

119

Sulfuriferula multivorans gen. nov., sp. nov., isolated from a freshwater lake, reclassification of
â€˜Thiobacillus plumbophilusâ€™ as Sulfuriferula plumbophilus sp. nov., and description of
Sulfuricellaceae fam. nov. and Sulfuricellales ord. nov.. International Journal of Systematic and
Evolutionary Microbiology, 2015, 65, 1504-1508.

0.8 70

120 Novosphingobium endophyticum sp. nov. isolated from roots of Glycyrrhiza uralensis. Archives of
Microbiology, 2015, 197, 911-918. 1.0 10

121 Burkholderia kirstenboschensis sp. nov. nodulates papilionoid legumes indigenous to South Africa.
Systematic and Applied Microbiology, 2015, 38, 545-554. 1.2 68

122 Novel isolates double the number of chemotrophic species and allow the first description of higher
taxa in Acidobacteria subdivision 4. Systematic and Applied Microbiology, 2015, 38, 534-544. 1.2 121

123 Enterococcus bulliens sp. nov., a novel lactic acid bacterium isolated from camel milk. Antonie Van
Leeuwenhoek, 2015, 108, 1257-1265. 0.7 23

124 Nitrospirillum irinus sp. nov., a diazotrophic bacterium isolated from the rhizosphere soil of Iris and
emended description of the genus Nitrospirillum. Antonie Van Leeuwenhoek, 2015, 108, 721-729. 0.7 30

125 Molecular Mechanism of Nicotine Degradation by a Newly Isolated Strain, Ochrobactrum sp. Strain
SJY1. Applied and Environmental Microbiology, 2015, 81, 272-281. 1.4 66

126 Streptomyces xiaopingdaonensis sp. nov., a novel marine actinomycete isolated from the sediment of
Xiaopingdao in Dalian, China. Antonie Van Leeuwenhoek, 2015, 107, 511-518. 0.7 7

127

Proposal to consistently apply the International Code of Nomenclature of Prokaryotes (ICNP) to
names of the oxygenic photosynthetic bacteria (cyanobacteria), including those validly published
under the International Code of Botanical Nomenclature (ICBN)/International Code of Nomenclature
for algae, fungi and plants (ICN), and proposal to change Principle 2 of the ICNP. International Journal
of Systematic and Evolutionary Microbiology, 2015, 65, 1070-1074.

0.8 18

128 Hymenobacter latericoloratus sp. nov. and Hymenobacter luteus sp. nov., isolated from freshwater
sediment. Antonie Van Leeuwenhoek, 2015, 107, 165-172. 0.7 20
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129 Acetic acid bacteria: A group of bacteria with versatile biotechnological applications. Biotechnology
Advances, 2015, 33, 1260-1271. 6.0 131

130 Niches of two polysaccharide-degrading <i>Polaribacter</i> isolates from the North Sea during a
spring diatom bloom. ISME Journal, 2015, 9, 1410-1422. 4.4 182

131
Description of gamma radiation-resistant Geodermatophilus dictyosporus sp. nov. to accommodate
the not validly named Geodermatophilus obscurus subsp. dictyosporus (Luedemann, 1968).
Extremophiles, 2015, 19, 77-85.

0.9 28

132 Vulcanisaeta thermophila sp. nov., a hyperthermophilic and acidophilic crenarchaeon isolated from
solfataric soil. International Journal of Systematic and Evolutionary Microbiology, 2015, 65, 201-205. 0.8 13

133 Molecular characterization of Shigella spp. from patients in Gabon 2011-2013. Transactions of the
Royal Society of Tropical Medicine and Hygiene, 2015, 109, 275-279. 0.7 13

134 Halovivax cerinus sp. nov., an extremely halophilic archaeon from a hypersaline lake. International
Journal of Systematic and Evolutionary Microbiology, 2015, 65, 65-70. 0.8 11

135
Rhizobium sophorae sp. nov. and Rhizobium sophoriradicis sp. nov., nitrogen-fixing rhizobial
symbionts of the medicinal legume Sophora flavescens. International Journal of Systematic and
Evolutionary Microbiology, 2015, 65, 497-503.

0.8 64

136 Legionella norrlandica sp. nov., isolated from the biopurification systems of wood processing plants.
International Journal of Systematic and Evolutionary Microbiology, 2015, 65, 598-603. 0.8 20

137 Streptomyces bohaiensis sp. nov., a novel actinomycete isolated from Scomberomorus niphonius in
the Bohai Sea. Journal of Antibiotics, 2015, 68, 246-252. 1.0 16

138 Production of Enzymes from Marine Actinobacteria. Advances in Food and Nutrition Research, 2016,
78, 137-151. 1.5 11

139 Global Emergence and Dissemination of Enterococci as Nosocomial Pathogens: Attack of the Clones?.
Frontiers in Microbiology, 2016, 7, 788. 1.5 248

140
Phylogenomic Analyses and Comparative Studies on Genomes of the Bifidobacteriales: Identification
of Molecular Signatures Specific for the Order Bifidobacteriales and Its Different Subclades.
Frontiers in Microbiology, 2016, 7, 978.

1.5 23

141
Matrix-Assisted Laser Desorption/Ionization Time-of-Flight Mass-Spectrometry (MALDI-TOF MS) Based
Microbial Identifications: Challenges and Scopes for Microbial Ecologists. Frontiers in Microbiology,
2016, 7, 1359.

1.5 142

142 Genomic Analysis of Vulcanisaeta thermophila Type Strain CBA1501T Isolated from Solfataric Soil.
Frontiers in Microbiology, 2016, 7, 1639. 1.5 0

143 Community-Metabolome Correlations of Gut Microbiota from Child-Turcotte-Pugh of A and B
Patients. Frontiers in Microbiology, 2016, 7, 1856. 1.5 19

144 Taxonomic update on proposed nomenclature and classification changes for bacteria of medical
importance, 2015. Diagnostic Microbiology and Infectious Disease, 2016, 86, 123-127. 0.8 9

145 <i>vapA</i> (Aâ€•layer) typing differentiates <i>Aeromonas salmonicida</i> subspecies and identifies a
number of previously undescribed subtypes. Journal of Fish Diseases, 2016, 39, 329-342. 0.9 46

146 New Insights in Plant-Associated Paenibacillus Species: Biocontrol and Plant Growth-Promoting
Activity. , 2016, , 237-279. 5
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147
Draft Genome Sequence of Phosphate-Solubilizing Bacterium <i>Paraburkholderia tropica</i> Strain
P-31 Isolated from Pomegranate ( <i>Punica granatum</i> ) Rhizosphere. Genome Announcements, 2016,
4, .

0.8 13

148 High-quality genome sequence and description of Chryseobacterium senegalense sp. nov.. New
Microbes and New Infections, 2016, 10, 93-100. 0.8 4

149 Draft genome of Haloarcula rubripromontorii strain SL3, a novel halophilic archaeon isolated from
the solar salterns of Cabo Rojo, Puerto Rico. Genomics Data, 2016, 7, 287-289. 1.3 4

150 Draft genome sequence of Halorubrum tropicale strain V5, a novel halophilic archaeon isolated from
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International Journal of Systematic and Evolutionary Microbiology, 2016, 66, 4225-4230. 0.8 11

469 Maribacter litorisediminis sp. nov., isolated from a tidal flat. International Journal of Systematic and
Evolutionary Microbiology, 2016, 66, 4236-4242. 0.8 14

470
Paenibacillus methanolicus sp. nov., a xylanolytic, methanol-utilizing bacterium isolated from the
phyllosphere of bamboo (Pseudosasa japonica). International Journal of Systematic and Evolutionary
Microbiology, 2016, 66, 4362-4366.

0.8 9

471 Legionella saoudiensis sp. nov., isolated from a sewage water sample. International Journal of
Systematic and Evolutionary Microbiology, 2016, 66, 4367-4371. 0.8 12

472

Priority of the genus name Clostridium Prazmowski 1880 (Approved Lists 1980) vs Sarcina Goodsir 1842
(Approved Lists 1980) and the creation of the illegitimate combinations Clostridium maximum (Lindner) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 107 Td (1888) Lawson and Rainey 2016 and Clostridium ventriculi (Goodsir 1842) Lawson and Rainey 2016 that

may not be used. International Journal of Systematic and Evolutionary Microbiology, 2016, 66,
4890-4894.

0.8 13

473
Herbivorax saccincola gen. nov., sp. nov., a cellulolytic, anaerobic, thermophilic bacterium isolated
via in sacco enrichments from a lab-scale biogas reactor. International Journal of Systematic and
Evolutionary Microbiology, 2016, 66, 4458-4463.

0.8 35
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474

Genome-based phylogeny and taxonomy of the â€˜Enterobacterialesâ€™: proposal for Enterobacterales ord.
nov. divided into the families Enterobacteriaceae, Erwiniaceae fam. nov., Pectobacteriaceae fam. nov.,
Yersiniaceae fam. nov., Hafniaceae fam. nov., Morganellaceae fam. nov., and Budviciaceae fam. nov..
International Journal of Systematic and Evolutionary Microbiology, 2016, 66, 5575-5599.

0.8 792

475
Rufibacter quisquiliarum sp. nov., a new member of the phylum Bacteroidetes isolated from a
bioreactor treating landfill leachate. International Journal of Systematic and Evolutionary
Microbiology, 2016, 66, 5150-5154.

0.8 10

476

Sphingobacterium cibi sp. nov., isolated from the food-waste compost and emended descriptions of
Sphingobacterium spiritivorum (Holmes et al. 1982) Yabuuchi et al. 1983 and Sphingobacterium
thermophilum Yabe et al. 2013. International Journal of Systematic and Evolutionary Microbiology,
2016, 66, 5336-5344.

0.8 17

477 Altererythrobacter sediminis sp. nov., isolated from lagoon sediments. International Journal of
Systematic and Evolutionary Microbiology, 2016, 66, 5424-5429. 0.8 19

478 Algoriphagus litorisediminis sp. nov., isolated from a tidal flat. International Journal of Systematic
and Evolutionary Microbiology, 2016, 66, 5437-5443. 0.8 12

479

Phylogenomic analysis of the family Peptostreptococcaceae (Clostridium cluster XI) and proposal for
reclassification of Clostridium litorale (Fendrich et al. 1991) and Eubacterium acidaminophilum
(Zindel et al. 1989) as Peptoclostridium litorale gen. nov. comb. nov. and Peptoclostridium
acidaminophilum comb. nov.. International Journal of Systematic and Evolutionary Microbiology,
2016, 66, 5506-5513.

0.8 77

480 Tropicimonas arenosa sp. nov., isolated from marine sand. International Journal of Systematic and
Evolutionary Microbiology, 2016, 66, 5514-5518. 0.8 10

481 Polaribacter haliotis sp. nov., isolated from the gut of abalone Haliotis discus hannai. International
Journal of Systematic and Evolutionary Microbiology, 2016, 66, 5562-5567. 0.8 14

482 Roseovarius aestuariivivens sp. nov., isolated from a tidal flat. International Journal of Systematic
and Evolutionary Microbiology, 2017, 67, 25-30. 0.8 13

483 Colwellia mytili sp. nov., isolated from mussel Mytilus edulis. International Journal of Systematic and
Evolutionary Microbiology, 2017, 67, 31-36. 0.8 11

484 Oryzomicrobium terrae gen. nov., sp. nov., of the family Rhodocyclaceae isolated from paddy soil.
International Journal of Systematic and Evolutionary Microbiology, 2017, 67, 183-189. 0.8 13

485 Nonlabens halophilus sp. nov., isolated from reclaimed land. International Journal of Systematic and
Evolutionary Microbiology, 2017, 67, 138-143. 0.8 6

486 Description of Algoriphagus iocasae sp. nov., isolated from deep-sea sediment. International Journal
of Systematic and Evolutionary Microbiology, 2017, 67, 243-249. 0.8 15

487
Caenimicrobium hargitense gen. nov., sp. nov., a new member of the family Alcaligenaceae
(Betaproteobacteria) isolated from activated sludge. International Journal of Systematic and
Evolutionary Microbiology, 2017, 67, 627-632.

0.8 14

488 Altererythrobacter salegens sp. nov., a slightly halophilic bacterium isolated from surface sediment.
International Journal of Systematic and Evolutionary Microbiology, 2017, 67, 909-913. 0.8 24

489 Anaeromicrobium sediminis gen. nov., sp. nov., a fermentative bacterium isolated from deep-sea
sediment. International Journal of Systematic and Evolutionary Microbiology, 2017, 67, 1462-1467. 0.8 15

490 Nonlabens aestuariivivens sp. nov., isolated from a tidal flat. International Journal of Systematic and
Evolutionary Microbiology, 2017, 67, 1535-1539. 0.8 7

491 Halomonas alkalicola sp. nov., isolated from a household product plant. International Journal of
Systematic and Evolutionary Microbiology, 2017, 67, 1546-1550. 0.8 27
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492 Pseudaminobacter manganicus sp. nov., isolated from sludge of a manganese mine. International
Journal of Systematic and Evolutionary Microbiology, 2017, 67, 1589-1594. 0.8 9

493 Actinotalea caeni sp. nov., isolated from a sludge sample of a biofilm reactor. International Journal of
Systematic and Evolutionary Microbiology, 2017, 67, 1595-1599. 0.8 8

494
Neisseria arctica sp. nov., isolated from nonviable eggs of greater white-fronted geese (Anser) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 667 Td (albifrons) in Arctic Alaska. International Journal of Systematic and Evolutionary Microbiology, 2017,

67, 1115-1119.
0.8 7

495 Hyphobacterium vulgare gen. nov., sp. nov., a novel alphaproteobacterium isolated from seawater.
International Journal of Systematic and Evolutionary Microbiology, 2017, 67, 1169-1176. 0.8 26

496 Microbulbifer aestuariivivens sp. nov., isolated from a tidal flat. International Journal of Systematic
and Evolutionary Microbiology, 2017, 67, 1436-1441. 0.8 11

497 Pseudomonas lactis sp. nov. and Pseudomonas paralactis sp. nov., isolated from bovine raw milk.
International Journal of Systematic and Evolutionary Microbiology, 2017, 67, 1656-1664. 0.8 47

498 Nonomuraea rhodomycinica sp. nov., isolated from peat swamp forest soil. International Journal of
Systematic and Evolutionary Microbiology, 2017, 67, 1683-1687. 0.8 21

499 Paracoccus hibisci sp. nov., isolated from the rhizosphere of Hibiscus syriacus L. (Mugunghwa) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 462 Td (flower). International Journal of Systematic and Evolutionary Microbiology, 2017, 67, 1849-1854.0.8 11

500
Red-pink pigmented Hymenobacter coccineus sp. nov., Hymenobacter lapidarius sp. nov. and
Hymenobacter glacialis sp. nov., isolated from rocks in Antarctica. International Journal of
Systematic and Evolutionary Microbiology, 2017, 67, 1975-1983.

0.8 33

501 Enterococcus crotali sp. nov., isolated from faecal material of a timber rattlesnake. International
Journal of Systematic and Evolutionary Microbiology, 2017, 67, 1984-1989. 0.8 11

502
Paenibacillus polysaccharolyticus sp. nov., a xylanolytic and cellulolytic bacteria isolated from
leaves of Bamboo Phyllostachys aureosulcata. International Journal of Systematic and Evolutionary
Microbiology, 2017, 67, 2127-2133.

0.8 17

503 Polaribacter litorisediminis sp. nov., isolated from a tidal flat. International Journal of Systematic
and Evolutionary Microbiology, 2017, 67, 2036-2042. 0.8 12

504 Pedobacter psychrophilus sp. nov., isolated from fragmentary rock. International Journal of
Systematic and Evolutionary Microbiology, 2017, 67, 2538-2543. 0.8 18

505 Paracoccus aerius sp. nov., isolated from air. International Journal of Systematic and Evolutionary
Microbiology, 2017, 67, 2586-2591. 0.8 19

506 Marinobacter aquaticus sp. nov., a moderately halophilic bacterium from a solar saltern.
International Journal of Systematic and Evolutionary Microbiology, 2017, 67, 2622-2627. 0.8 15

507 Paracoccus hibiscisoli sp. nov., isolated from the rhizosphere of Mugunghwa (Hibiscus syriacus).
International Journal of Systematic and Evolutionary Microbiology, 2017, 67, 2452-2458. 0.8 14

508 Cumulibacter manganitolerans gen. nov., sp. nov., isolated from sludge of a manganese mine.
International Journal of Systematic and Evolutionary Microbiology, 2017, 67, 2646-2652. 0.8 16

509

Proposal for the reclassification of obligately purine-fermenting bacteria Clostridium acidurici
(Barker 1938) and Clostridium purinilyticum (DÃ¼rre et al. 1981) as Gottschalkia acidurici gen. nov.
comb. nov. and Gottschalkia purinilytica comb. nov. and of Eubacterium angustum (Beuscher and) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 57 Td (Andreesen 1985) as Andreesenia angusta gen. nov. comb. nov. in the family Gottschalkiaceae fam. nov..

International Journal of Systematic and Evolutionary Microbiology, 2017, 67, 2711-2719.

0.8 36
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510 Mesorhizobium oceanicum sp. nov., isolated from deep seawater. International Journal of Systematic
and Evolutionary Microbiology, 2017, 67, 2739-2745. 0.8 22

511 Alteromonas aestuariivivens sp. nov., isolated from a tidal flat. International Journal of Systematic
and Evolutionary Microbiology, 2017, 67, 2791-2797. 0.8 20

512
Lactobacillus caviae sp. nov., an obligately heterofermentative bacterium isolated from the oral cavity
of a guinea pig (Cavia aperea f. porcellus). International Journal of Systematic and Evolutionary
Microbiology, 2017, 67, 2903-2909.

0.8 10

513 Erythrobacter aquimixticola sp. nov., isolated from the junction between the ocean and a freshwater
spring. International Journal of Systematic and Evolutionary Microbiology, 2017, 67, 2964-2969. 0.8 20

514
Domibacillus mangrovi sp. nov. and Domibacillus epiphyticus sp. nov., isolated from marine habitats of
the central west coast of India. International Journal of Systematic and Evolutionary Microbiology,
2017, 67, 3063-3070.

0.8 16

515 Algoriphagus aquaemixtae sp. nov., isolated from water in an estuary environment. International
Journal of Systematic and Evolutionary Microbiology, 2017, 67, 3231-3236. 0.8 9

516 Tenacibaculum haliotis sp. nov., isolated from the gut of an abalone Haliotis discus hannai.
International Journal of Systematic and Evolutionary Microbiology, 2017, 67, 3268-3273. 0.8 17

517
Altererythrobacter aquaemixtae sp. nov., isolated from the junction between the ocean and a
freshwater spring. International Journal of Systematic and Evolutionary Microbiology, 2017, 67,
3446-3451.

0.8 21

518 Altererythrobacter deserti sp. nov., isolated from desert soil. International Journal of Systematic and
Evolutionary Microbiology, 2017, 67, 3806-3811. 0.8 19

519 Polaribacter insulae sp. nov., isolated from a tidal flat. International Journal of Systematic and
Evolutionary Microbiology, 2017, 67, 4013-4019. 0.8 7

520 Hyphococcus flavus gen. nov., sp. nov., a novel alphaproteobacterium isolated from deep seawater.
International Journal of Systematic and Evolutionary Microbiology, 2017, 67, 4024-4031. 0.8 32

521 Algoriphagus marisflavi sp. nov., isolated from water of an estuary environment. International
Journal of Systematic and Evolutionary Microbiology, 2017, 67, 4168-4174. 0.8 13

522 Loktanella acticola sp. nov., isolated from seawater. International Journal of Systematic and
Evolutionary Microbiology, 2017, 67, 4175-4180. 0.8 8

523 Tenacibaculum aestuariivivum sp. nov., isolated from a tidal flat. International Journal of Systematic
and Evolutionary Microbiology, 2017, 67, 4612-4618. 0.8 10

524
Two novel species of rapidly growing mycobacteria: Mycobacterium lehmannii sp. nov. and
Mycobacterium neumannii sp. nov.. International Journal of Systematic and Evolutionary
Microbiology, 2017, 67, 4948-4955.

0.8 12

525
Ciceribacter thiooxidans sp. nov., a novel nitrate-reducing thiosulfate-oxidizing bacterium isolated
from sulfide-rich anoxic sediment. International Journal of Systematic and Evolutionary
Microbiology, 2017, 67, 4710-4715.

0.8 8

526 Paraglaciecola aestuariivivens sp. nov., isolated from a tidal flat. International Journal of Systematic
and Evolutionary Microbiology, 2017, 67, 4754-4759. 0.8 8

527 Paracoccus litorisediminis sp. nov., isolated from a tidal flat. International Journal of Systematic and
Evolutionary Microbiology, 2017, 67, 4760-4766. 0.8 12
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528
Floricoccus tropicus gen. nov., sp. nov. and Floricoccus penangensis sp. nov. isolated from fresh
flowers of durian tree and hibiscus. International Journal of Systematic and Evolutionary
Microbiology, 2017, 67, 4979-4985.

0.8 12

529 Pseudomonas floridensis sp. nov., a bacterial pathogen isolated from tomato. International Journal of
Systematic and Evolutionary Microbiology, 2018, 68, 64-70. 0.8 22

530 Enterococcus wangshanyuanii sp. nov., isolated from faeces of yaks (Bos grunniens). International
Journal of Systematic and Evolutionary Microbiology, 2017, 67, 5216-5221. 0.8 12

531 Tenacibaculum insulae sp. nov., isolated from a tidal flat. International Journal of Systematic and
Evolutionary Microbiology, 2018, 68, 228-233. 0.8 12

532

Phylogenomic analysis of the species of the Mycobacterium tuberculosis complex demonstrates that
Mycobacterium africanum, Mycobacterium bovis, Mycobacterium caprae, Mycobacterium microti and
Mycobacterium pinnipedii are later heterotypic synonyms of Mycobacterium tuberculosis.
International Journal of Systematic and Evolutionary Microbiology, 2018, 68, 324-332.

0.8 130

533 Halorubrum aethiopicum sp. nov., an extremely halophilic archaeon isolated from commercial rock
salt. International Journal of Systematic and Evolutionary Microbiology, 2018, 68, 416-422. 0.8 10

534 Flavobacterium sediminilitoris sp. nov., isolated from a tidal flat. International Journal of Systematic
and Evolutionary Microbiology, 2018, 68, 630-635. 0.8 9

535 Marinobacterium aestuarii sp. nov., a benzene-degrading marine bacterium isolated from estuary
sediment. International Journal of Systematic and Evolutionary Microbiology, 2018, 68, 651-656. 0.8 22

536 Blautia hominis sp. nov., isolated from human faeces. International Journal of Systematic and
Evolutionary Microbiology, 2018, 68, 1059-1064. 0.8 22

537 Bacillus alkalitolerans sp. nov., isolated from marine sediment near a hydrothermal vent.
International Journal of Systematic and Evolutionary Microbiology, 2018, 68, 1184-1189. 0.8 8

538 Bizionia berychis sp. nov., isolated from intestinal tract of a splendid alfonsino (Beryx splendens).
International Journal of Systematic and Evolutionary Microbiology, 2018, 68, 1227-1232. 0.8 12

539 Paracoccus alimentarius sp. nov., isolated from a Korean foodstuff, salted pollack. International
Journal of Systematic and Evolutionary Microbiology, 2018, 68, 1238-1243. 0.8 11

540 Thalassotalea insulae sp. nov., isolated from tidal flat sediment. International Journal of Systematic
and Evolutionary Microbiology, 2018, 68, 1321-1326. 0.8 8

541 Amycolatopsis silviterrae sp. nov., isolated from forest soil. International Journal of Systematic and
Evolutionary Microbiology, 2018, 68, 1455-1460. 0.8 7

542 Bacillus alkalilacus sp. nov., isolated from a sediment sample from a lake in India. International
Journal of Systematic and Evolutionary Microbiology, 2018, 68, 1665-1671. 0.8 12

543
Stenotrophomonas lactitubi sp. nov. and Stenotrophomonas indicatrix sp. nov., isolated from
surfaces with food contact. International Journal of Systematic and Evolutionary Microbiology, 2018,
68, 1830-1838.

0.8 28

544 Roseovarius salinarum sp. nov., isolated from a marine solar saltern. International Journal of
Systematic and Evolutionary Microbiology, 2018, 68, 1986-1991. 0.8 18

545 Why are so many effectively published names of prokaryotic taxa never validated?. International
Journal of Systematic and Evolutionary Microbiology, 2018, 68, 2125-2129. 0.8 27
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546 Clostridium beihaiense sp. nov., an anaerobic bacterium isolated from activated sludge. International
Journal of Systematic and Evolutionary Microbiology, 2018, 68, 2789-2793. 0.8 8

547
Minwuia thermotolerans gen. nov., sp. nov., a marine bacterium forming a deep branch in the
Alphaproteobacteria, and proposal of Minwuiaceae fam. nov. and Minwuiales ord. nov.. International
Journal of Systematic and Evolutionary Microbiology, 2018, 68, 3856-3862.

0.8 24

548 Marinobacter maroccanus sp. nov., a moderately halophilic bacterium isolated from a saline soil.
International Journal of Systematic and Evolutionary Microbiology, 2019, 69, 227-234. 0.8 12

549
Capsulimonas corticalis gen. nov., sp. nov., an aerobic capsulated bacterium, of a novel bacterial
order, Capsulimonadales ord. nov., of the class Armatimonadia of the phylum Armatimonadetes.
International Journal of Systematic and Evolutionary Microbiology, 2019, 69, 220-226.

0.8 22

550 Chryseobacterium populi sp. nov., isolated from Populus deltoides endosphere. International Journal
of Systematic and Evolutionary Microbiology, 2019, 69, 356-362. 0.8 8

551 Description of Paracoccus endophyticus sp. nov., isolated from Gastrodia elata Blume. International
Journal of Systematic and Evolutionary Microbiology, 2019, 69, 261-265. 0.8 14

552 Alteromonas alba sp. nov., a marine bacterium isolated from seawater of the West Pacific Ocean.
International Journal of Systematic and Evolutionary Microbiology, 2019, 69, 278-284. 0.8 15

553
Meridianimarinicoccus roseus gen. nov., sp. nov., a novel genus of the family Rhodobacteraceae
isolated from seawater. International Journal of Systematic and Evolutionary Microbiology, 2019, 69,
504-510.

0.8 12

554 Hymenobacter crusticola sp. nov., isolated from biological soil crust. International Journal of
Systematic and Evolutionary Microbiology, 2019, 69, 547-551. 0.8 13

555 Clostridium indicum sp. nov., a novel anaerobic bacterium isolated from the sludge of an industrial
effluent. International Journal of Systematic and Evolutionary Microbiology, 2019, 69, 672-678. 0.8 7

556 Altererythrobacter insulae sp. nov., a lipolytic bacterium isolated from a tidal flat. International
Journal of Systematic and Evolutionary Microbiology, 2019, 69, 1009-1015. 0.8 14

557
Microbulbifer flavimaris sp. nov., a halophilic Gammaproteobacteria isolated from marine sediment of
the Yellow Sea, China. International Journal of Systematic and Evolutionary Microbiology, 2019, 69,
1135-1141.

0.8 8

558 Azoarcus pumilus sp. nov., isolated from seawater in Sanya, China. International Journal of Systematic
and Evolutionary Microbiology, 2019, 69, 1459-1464. 0.8 11

559 Lactobacillus zhachilii sp. nov., a lactic acid bacterium isolated from Zha-Chili. International Journal
of Systematic and Evolutionary Microbiology, 2019, 69, 2196-2201. 0.8 16

560
Algoriphagus sanaruensis sp. nov., a member of the family Cyclobacteriaceae, isolated from a brackish
lake in Hamamatsu, Japan. International Journal of Systematic and Evolutionary Microbiology, 2019, 69,
2108-2113.

0.8 6

561
Vagococcus bubulae sp. nov., isolated from ground beef, and Vagococcus vulneris sp. nov., isolated
from a human foot wound. International Journal of Systematic and Evolutionary Microbiology, 2019,
69, 2268-2276.

0.8 26

562 Tabrizicola alkalilacus sp. nov., isolated from alkaline Lake Dajiaco on the Tibetan Plateau.
International Journal of Systematic and Evolutionary Microbiology, 2019, 69, 3420-3425. 0.8 14

563
Rhodoluna limnophila sp. nov., a bacterium with 1.4 Mbp genome size isolated from freshwater
habitats located in Salzburg, Austria. International Journal of Systematic and Evolutionary
Microbiology, 2019, 69, 3946-3954.

0.8 18
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564 Pseudomonas bubulae sp. nov., isolated from beef. International Journal of Systematic and
Evolutionary Microbiology, 2020, 70, 292-301. 0.8 9

565 Pseudomonas leptonychotis sp. nov., isolated from Weddell seals in Antarctica. International Journal
of Systematic and Evolutionary Microbiology, 2020, 70, 302-308. 0.8 15

566

A phylogenomic and comparative genomic framework for resolving the polyphyly of the genus
Bacillus: Proposal for six new genera of Bacillus species, Peribacillus gen. nov., Cytobacillus gen.
nov., Mesobacillus gen. nov., Neobacillus gen. nov., Metabacillus gen. nov. and Alkalihalobacillus gen.
nov.. International Journal of Systematic and Evolutionary Microbiology, 2020, 70, 406-438.

0.8 458

567 Algoriphagus aquimaris sp. nov., isolated from seashore sand. International Journal of Systematic and
Evolutionary Microbiology, 2020, 70, 721-731. 0.8 4

568 Devosia ginsengisoli sp. nov., isolated from ginseng cultivation soil. International Journal of
Systematic and Evolutionary Microbiology, 2020, 70, 1489-1495. 0.8 12

569 Pseudomonas saxonica sp. nov., isolated from raw milk and skimmed milk concentrate. International
Journal of Systematic and Evolutionary Microbiology, 2020, 70, 935-943. 0.8 10

570 Pseudomonas carnis sp. nov., isolated from meat. International Journal of Systematic and
Evolutionary Microbiology, 2020, 70, 1528-1540. 0.8 19

571 Weissella muntiaci sp. nov., isolated from faeces of Formosan barking deer (Muntiacus reevesi).
International Journal of Systematic and Evolutionary Microbiology, 2020, 70, 1578-1584. 0.8 15

572

Reclassification of Francisella noatunensis subsp. orientalis Ottem et al. 2009 as Francisella
orientalis sp. nov., Francisella noatunensis subsp. chilensis subsp. nov. and emended description of
Francisella noatunensis. International Journal of Systematic and Evolutionary Microbiology, 2020, 70,
2034-2048.

0.8 38

573 Shewanella polaris sp. nov., a psychrotolerant bacterium isolated from Arctic brown algae.
International Journal of Systematic and Evolutionary Microbiology, 2020, 70, 2096-2102. 0.8 13

574 Pseudomonas haemolytica sp. nov., isolated from raw milk and skimmed milk concentrate.
International Journal of Systematic and Evolutionary Microbiology, 2020, 70, 2339-2347. 0.8 15

575
Halomonas piezotolerans sp. nov., a multiple-stress-tolerant bacterium isolated from a deep-sea
sediment sample of the New Britain Trench. International Journal of Systematic and Evolutionary
Microbiology, 2020, 70, 2560-2568.

0.8 15

576 Lactobacillus enshiensis sp. nov., a novel arsenic-resistant bacterium. International Journal of
Systematic and Evolutionary Microbiology, 2020, 70, 2580-2587. 0.8 18

577 Gracilibacillus salitolerans sp. nov., a moderate halophile isolated from saline soil in Northwest
China. International Journal of Systematic and Evolutionary Microbiology, 2020, 70, 3701-3710. 0.8 10

578 Paracoccus xiamenensis sp. nov., isolated from seawater on the Xiamen. International Journal of
Systematic and Evolutionary Microbiology, 2020, 70, 4285-4290. 0.8 10

579 Muricauda ochracea sp. nov., isolated from a tidal flat in the Republic of Korea. International Journal
of Systematic and Evolutionary Microbiology, 2020, 70, 4555-4561. 0.8 11

580
Pseudomonas karstica sp. nov. and Pseudomonas spelaei sp. nov., isolated from calcite moonmilk
deposits from caves. International Journal of Systematic and Evolutionary Microbiology, 2020, 70,
5131-5140.

0.8 13

581
Nocardia macrotermitis sp. nov. and Nocardia aurantia sp. nov., isolated from the gut of the
fungus-growing termite Macrotermes natalensis. International Journal of Systematic and
Evolutionary Microbiology, 2020, 70, 5226-5234.

0.8 16
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582
Actinomadura rubteroloni sp. nov. and Actinomadura macrotermitis sp. nov., isolated from the gut of
the fungus growing-termite Macrotermes natalensis. International Journal of Systematic and
Evolutionary Microbiology, 2020, 70, 5255-5262.

0.8 20

583
Gemmobacter aquarius sp. nov., Runella rosea sp. nov. and Flavobacterium fluviale sp. nov., isolated
from the Namhangang River system. International Journal of Systematic and Evolutionary
Microbiology, 2020, 70, 5640-5647.

0.8 16

584 Chitinophaga extrema sp. nov., isolated from subsurface soil and leaf litter in a tropical peat swamp
forest. International Journal of Systematic and Evolutionary Microbiology, 2020, 70, 6355-6363. 0.8 8

585
Phylogenetic analysis supporting the taxonomic revision of eight genera within the bacterial order
Enterobacterales. International Journal of Systematic and Evolutionary Microbiology, 2020, 70,
6524-6530.

0.8 25

586 Molecular analysis and species diversity of Nocardia in the hospital environment in a developing
country, a potential health hazard. Journal of Medical Microbiology, 2017, 66, 334-341. 0.7 21

587 Molecular mechanism of sulfur chemolithotrophy in the betaproteobacterium Pusillimonas
ginsengisoli SBSA. Microbiology (United Kingdom), 2020, 166, 386-397. 0.7 10

593 Antimicrobial Resistance in<i>Enterococcus</i>spp. of animal origin. , 0, , 185-227. 11

594 Whole-Genome Sequence of French Clinical Peptoniphilus catoniae Strain P8546. Microbiology
Resource Announcements, 2019, 8, . 0.3 5

596 Typing and classification of non-tuberculous mycobacteria isolates. F1000Research, 0, 9, 249. 0.8 1

597 Symbionts as Major Modulators of Insect Health: Lactic Acid Bacteria and Honeybees. PLoS ONE, 2012, 7,
e33188. 1.1 363

598 Incidence of Type II CRISPR1-Cas Systems in Enterococcus Is Species-Dependent. PLoS ONE, 2015, 10,
e0143544. 1.1 16

599 N2 Gas Flushing Alleviates the Loss of Bacterial Diversity and Inhibits Psychrotrophic Pseudomonas
during the Cold Storage of Bovine Raw Milk. PLoS ONE, 2016, 11, e0146015. 1.1 23

600 Genomic and Genetic Diversity within the Pseudomonas fluorescens Complex. PLoS ONE, 2016, 11,
e0150183. 1.1 171

601 Arthrobacter pokkalii sp nov, a Novel Plant Associated Actinobacterium with Plant Beneficial
Properties, Isolated from Saline Tolerant Pokkali Rice, Kerala, India. PLoS ONE, 2016, 11, e0150322. 1.1 42

602 Comparative pathogenomics of Clostridium tetani. PLoS ONE, 2017, 12, e0182909. 1.1 36

603 MALDI-TOF MS for rapid identification of Mycobacterium species in liquid culture media. Journal of
Bacteriology & Mycology Open Access, 2018, 6, . 0.2 1

604 Overview of the Bacteria Biotope Task at BioNLP Shared Task 2016. , 2016, , . 62

605 Hellenic consensus on Helicobacter pylori infection. Annals of Gastroenterology, 2020, 33, 105-124. 0.4 17



35

Citation Report

# Article IF Citations

606
Characterization of Coagulase-Negative Staphylococci Isolated from Hospitalized Patients in
Narayana Medical College and Hospital Nellore, A.P. South India. International Journal of Current
Microbiology and Applied Sciences, 2017, 6, 1034-1041.

0.0 1

607 Proteome Mining for the Identification of Putative Drug Targets For Human Pathogen Clostridium
Tetani. Current Bioinformatics, 2019, 14, 532-540. 0.7 19

608 Nucleic Acid Amplification Based Diagnostic of Lyme (Neuro-)borreliosis â€“ Lost in the Jungle of
Methods, Targets, and Assays?. The Open Neurology Journal, 2012, 6, 129-139. 0.4 20

610 Enhanced polyhydroxyalkanoates accumulation by Halomonas spp. in artificial biofilms of alginate
beads. International Microbiology, 2012, 15, 191-9. 1.1 14
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