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m Paper IF Citations

187 zsKwiveKPercentKTooKSmallpKrnalysisKofKtheKOverlapsKbetweenKuisorderWKtoiledKtoilKandKtollagenK
PredictionsKinKtompleteKProteomesZK2014WKcWKhcXid 4

186 zntrinsicallyKuisorderedKProteinskKWhereKtomputationKMeetsKvxperimentZK2014WKgWKcgieXchbj 37

185 rpplicationKofKtheKmaximumKentropyKprincipleKtoKdetermineKensemblesKofKintrinsicallyKdisorderedK
proteinsKfromKresidualKdipolarKcouplingsZKPhysicaliChemistryiChemicaliPhysicsWK2014WKbgWKcgadaXj 3.6 16

184 pbfPrwKisKanKintrinsicallyKdisorderedKproteinKwithKnonrandomKstructuralKpreferencesKatKsitesKofK
interactionKwithKotherKproteinsZKBiophysicaliJournalWK2014WKbagWKigfXhe 2.9 42

183 PredictingKtheKpredictiveKpowerKofKzuPKensemblesZK2014WKccWKbhhXi 19

182 NewKopportunitiesKforKtensorXfreeKcalculationsKofKresidualKdipolarKcouplingsKforKtheKstudyKofKproteinK
dynamicsZKJournaliofiBiomoleculariNMRWK2014WKfiWKcddXi 3 6

181 TheKamyloidKstateKandKitsKassociationKwithKproteinKmisfoldingKdiseasesZK2014WKbfWKdieXjg 1481

180 zntroducingKproteinKintrinsicKdisorderZK2014WKbbeWKgfgbXii 487

179 rKmaximumKentropyKapproachKtoKtheKstudyKofKresidueXspecificKbackboneKangleKdistributionsKinK
˛–XsynucleinWKanKintrinsicallyKdisorderedKproteinZKProteiniScienceWK2014WKcdWKbchfXja 6.3 61

178 NMRKstructureKvalidationKinKrelationKtoKdynamicsKandKstructureKdeterminationZK2014WKicWKchXdi 10

177 tlassificationKofKintrinsicallyKdisorderedKregionsKandKproteinsZK2014WKbbeWKgfijXgdb 1141

176 zntrinsicallyKdisorderedKproteinsKandKintrinsicallyKdisorderedKproteinKregionsZK2014WKidWKffdXie 584

175 StatisticalKmechanicsKofKtheKdenaturedKstateKofKaKproteinKusingKreplicaXaveragedKmetadynamicsZK
2014WKbdgWKijicXjb 53

174 WreckedKregulationKofKintrinsicallyKdisorderedKproteinsKinKdiseaseskKpathogenicityKofKderegulatedK
regulatorsZKFrontiersiiniMoleculariBiosciencesWK2014WKbWKg 5.6 68

173 StructureXwreeKValidationKofKResidualKuipolarKtouplingKandKParamagneticKRelaxationKvnhancementK
MeasurementsKofKuisorderedKProteinsZK2015WKfeWKgihgXig 15

172 MolecularKchaperoneskKguardiansKofKtheKproteomeKinKnormalKandKdiseaseKstatesZKF1000ResearchWK
2015WKeWK 3.6 34

171 rKMethodKforKSystematicKrssessmentKofKzntrinsicallyKuisorderedKProteinKRegionsKbyKNMRZK2015WKbgWKbfhedXga 7
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170 tomputationalKapproachesKforKinferringKtheKfunctionsKofKintrinsicallyKdisorderedKproteinsZKFrontiersi
iniMoleculariBiosciencesWK2015WKcWKef 5.6 32

169 SrSsusWKaKrepositoryKforKbiologicalKsmallXangleKscatteringKdataZKNucleiciAcidsiResearchWK2015WKedWKudfhXgd20.1 211

168 MethodsKforKproteinKcomplexKpredictionKandKtheirKcontributionsKtowardsKunderstandingKtheK
organisationWKfunctionKandKdynamicsKofKcomplexesZK2015WKfijWKcfjaXgac 48

167 uistonskKaKnovelKtoolKtoKquantifyKandKclassifyKevolutionaryKconservationKofKintrinsicKproteinK
disorderZK2015WKbgWKbfd 21

166 RationalKdesignKofKantibodiesKtargetingKspecificKepitopesKwithinKintrinsicallyKdisorderedKproteinsZK
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaWK2015WKbbcWKjjacXh 11.5 78

165 TheoreticalKperspectivesKonKnonnativeKinteractionsKandKintrinsicKdisorderKinKproteinKfoldingKandK
bindingZK2015WKdaWKdcXec 60

164 sindingKcavitiesKandKdruggabilityKofKintrinsicallyKdisorderedKproteinsZKProteiniScienceWK2015WKceWKgiiXhaf 6.3 34

163 QuantitativeKbiophysicalKcharacterizationKofKintrinsicallyKdisorderedKproteinsZK2015WKfeWKbdbeXcg 42

162 rnKapproachKtoKNMRKassignmentKofKintrinsicallyKdisorderedKproteinsZKChemPhysChemWK2015WKbgWKhdjXeg 3.2 12

161 MvRrkKaKwebserverKforKevaluatingKbackboneKtorsionKangleKdistributionsKinKdynamicKandKdisorderedK
proteinsKfromKNMRKdataZKJournaliofiBiomoleculariNMRWK2015WKgdWKifXjf 3 34

160 TheKroleKofKstructuralKdisorderKinKcellKcycleKregulationWKrelatedKclinicalKproteomicsWKdiseaseK
developmentKandKdrugKtargetingZK2015WKbcWKccbXdd 12

159 uruggabilityKofKzntrinsicallyKuisorderedKProteinsZK2015WKihaWKdidXeaa 41

158 StructureKandKuynamicsKofKzntrinsicallyKuisorderedKProteinsZK2015WKihaWKdfXei 11

157 zntrinsicallyKdisorderedKproteinskKemergingKinteractionKspecialistsZK2015WKdfWKejXfj 136

156 TheKProteinKvnsembleKuatabaseZK2015WKihaWKddfXej 19

155 RecombinantKzntrinsicallyKuisorderedKProteinsKforKNMRkKTipsKandKTricksZK2015WKihaWKbihXcbd 6

154 vnsembleKMethodsKvnableKaKNewKuefinitionKforKtheKSolutionKtoKxasXPhaseKTransferKofKzntrinsicallyK
uisorderedKProteinsZK2015WKbdhWKbdiahXbh 37

153 rnKoptimizedKNXbasedKmethodKforKtheKexpressionKandKpurificationKofKintrinsicallyKdisorderedK
proteinsKforKanKNMRKstudyZK2015WKdWKebabbaae 11

(2015-2015)

3



152 StructuralKvnsemblesKofKzntrinsicallyKuisorderedKProteinsKuependKStronglyKonKworceKwieldkKrK
tomparisonKtoKvxperimentZKJournaliofiChemicaliTheoryiandiComputationWK2015WKbbWKffbdXce 6.4 281

151 uisorderedKregionsKinKtransmembraneKproteinsZK2015WKbieiWKcidjXei 18

150 rKpracticalKguideKtoKsmallKangleKXXrayKscatteringKSSrXSTKofKflexibleKandKintrinsicallyKdisorderedK
proteinsZK2015WKfijWKcfhaXh 312

149 MultivalentKzuPKassemblieskKUniqueKpropertiesKofKβtiXassociatedWKzuPKduplexKscaffoldsZK2015WKfijWKcfedXfb 25

148 RedefiningKtheKsydKueathKuomainKasKaKRShortKβinearKMotifRZK2015WKeaWKhdgXhei 40

147 zntrinsicallyKdisorderedKproteinsKinKcellularKsignallingKandKregulationZK2015WKbgWKbiXcj 1249

146 windingKOurKWayKinKtheKuarkKProteomeZK2016WKbdiWKjhdaXec 93

145 vnsembleKmodelsKofKproteinsKandKproteinKdomainsKbasedKonKdistanceKdistributionKrestraintsZK2016WK
ieWKfeeXga 23

144 yowKdisorderedKisKmyKproteinKandKwhatKisKitsKdisorderKforpKrKguideKthroughKtheKMdarkKsideMKofKtheK
proteinKuniverseZK2016WKeWKebcfjhai 66

143 MollackkKaKwebKserverKforKtheKautomatedKcreationKofKconformationalKensemblesKforKintrinsicallyK
disorderedKproteinsZK2016WKdcWKcfefXh 3

142 uisorderKtransitionsKandKconformationalKdiversityKcooperativelyKmodulateKbiologicalKfunctionKinK
proteinsZKProteiniScienceWK2016WKcfWKbbdiXeg 6.3 18

141 StructuralKdatabaseKresourcesKforKbiologicalKmacromoleculesZK2017WKbiWKgfjXggj 8

140 PredictingKtonformationalKuisorderZKMethodsiiniMoleculariBiologyWK2016WKbebfWKcgfXjj 1.4 10

139 TheKprincipleKofKconformationalKsignalingZK2016WKefWKecfcXie 29

138 rnalysisKofKbiostructuralKchangesWKdynamicsWKandKinteractionsKXKSmallXangleKXXrayKscatteringKtoKtheK
rescueZK2016WKgacWKgjXhj 24

137 tharacterizationKofKtheKwreeKStateKvnsembleKofKtheKtoRNRKsoxKMotifKbyKMolecularKuynamicsK
SimulationsZK2016WKbcaWKbagaXi 9

136 –ustKaKwlexibleKβinkerpKTheKStructuralKandKuynamicKPropertiesKofKtsPXzueKRevealedKbyKNMRK
SpectroscopyZKBiophysicaliJournalWK2016WKbbaWKdhcXdib 2.9 18

135 ProteinKunfoldingKasKaKswitchKfromKselfXrecognitionKtoKhighXaffinityKclientKbindingZK2016WKhWKbadfh 26
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134 TargetingKintrinsicallyKdisorderedKproteinsKinKrationalKdrugKdiscoveryZK2016WKbbWKgfXhh 51

133 vxpandingKtheKRangeKofKProteinKwunctionKatKtheKwarKvndKofKtheKOrderXStructureKtontinuumZK2016WK
cjbWKghagXbd 13

132 QuarterlyKintrinsicKdisorderKdigestKS–anuaryXwebruaryXMarchWKcabeTZK2016WKeWKebbfddjf 1

131 uynamicKProteinKznteractionKNetworksKandKNewKStructuralKParadigmsKinKSignalingZK2016WKbbgWKgeceXgc 118

130 rKwragmentXsasedKMethodKofKtreatingKSmallXMoleculeKβibrariesKtoKTargetKtheKrggregationKofK
zntrinsicallyKuisorderedKProteinsZK2016WKbiWKbeeXfd 29

129 turrentKtrendsKinKproteinKcrystallizationZK2016WKgacWKdXbb 46

128 PrinciplesKofKproteinKstructuralKensembleKdeterminationZK2017WKecWKbagXbbg 196

127 StructuralKtharacterizationKofKtheKvarlyKvventsKinKtheKNucleationXtondensationKMechanismKinKaK
ProteinKwoldingKProcessZK2017WKbdjWKgijjXgjba 15

126 sioinformaticsKrpproachesKtoKtheKStructureKandKwunctionKofKzntrinsicallyKuisorderedKProteinsZK2017WKbghXcad 2

125 uisProtKhZakKaKmajorKupdateKofKtheKdatabaseKofKdisorderedKproteinsZKNucleiciAcidsiResearchWK2017WK
efWKucbjXucch 20.1 182

124 znsightsKintoKtheKconformationsKandKdynamicsKofKintrinsicallyKdisorderedKproteinsKusingK
singleXmoleculeKfluorescenceZK2017WKbigfWKbgjgXbhag 27

123 MechanisticKrolesKofKproteinKdisorderKwithinKtranscriptionZK2017WKecWKbffXbgb 39

122 SimultaneousKquantificationKofKproteinKorderKandKdisorderZK2017WKbdWKddjXdec 83

121 tonformationalKuynamicsKofKzntracellularKTauKProteinKRevealedKbyKtuKandKSrXSZKMethodsiini
MoleculariBiologyWK2017WKbfcdWKdXca 1.4 22

120 MwzskKaKrepositoryKofKproteinKcomplexesKwithKmutualKfoldingKinducedKbyKbindingZK2017WKddWKdgicXdgie 41

119 rKSmallKMoleculeKtausesKaKPopulationKShiftKinKtheKtonformationalKβandscapeKofKanKzntrinsicallyK
uisorderedKProteinZK2017WKbdjWKbdgjcXbdhaa 27

118 toNSvnsXKWebserverKforKtheKrnalysisKofKProteinKStructuralKvnsemblesKReflectingKvxperimentallyK
ueterminedKznternalKuynamicsZKJournaliofiChemicaliInformationiandiModelingWK2017WKfhWKbhciXbhde 6.1 8

117 wuzuskKdatabaseKofKfuzzyKcomplexesWKaKtoolKtoKdevelopKstochasticKstructureXfunctionKrelationshipsK
forKproteinKcomplexesKandKhigherXorderKassembliesZKNucleiciAcidsiResearchWK2017WKefWKucciXucdf 20.1 79
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116 StructuralKtharacterizationKofKyighlyKwlexibleKProteinsKbyKSmallXrngleKScatteringZK2017WKbaajWKbahXbcj 21

115 tonformationXbasedKassayKofKtauKproteinKaggregationZK2017WKbebWKijXbbc 10

114 yullRadkKwastKtalculationsKofKwoldedKandKuisorderedKProteinKandKNucleicKrcidKyydrodynamicK
PropertiesZKBiophysicaliJournalWK2018WKbbeWKifgXigj 2.9 60

113 zntrinsicallyKuisorderedKProteinsKβinkKrlternativeKSplicingKandKPostXtranslationalKModificationsKtoK
tomplexKtellKSignalingKandKRegulationZKJournaliofiMoleculariBiologyWK2018WKedaWKcdecXcdfj 6.5 47

112 tonformationalKsamplingKofKtheKintrinsicallyKdisorderedKdsRsuXbKdomainKfromKrrabidopsisKthalianaK
utβbZKPhysicaliChemistryiChemicaliPhysicsWK2018WKcaWKbbcdhXbbceg 3.6 5

111 TargetingKzntrinsicallyKuisorderedKTranscriptionKwactorskKthangingKtheKParadigmZKJournaliofi
MoleculariBiologyWK2018WKedaWKcdcbXcdeb 6.5 61

110 StructuralKvnsembleKModulationKuponKSmallXMoleculeKsindingKtoKuisorderedKProteinsZKJournaliofi
MoleculariBiologyWK2018WKedaWKcciiXccjc 6.5 30

109 UtilizingKtoarseXxrainedKModelingKandKMonteKtarloKSimulationsKtoKvvaluateKtheKtonformationalK
vnsembleKofKzntrinsicallyKuisorderedKProteinsKandKRegionsZKJournaliofiMoleculariBiologyWK2018WKedaWKcehiXcejc6.5 27

108 wastKsimulationsKofKmultidimensionalKNMRKspectraKofKproteinsKandKpeptidesZK2018WKfgWKediXeei 1

107 SequenceKfingerprintsKdistinguishKerroneousKfromKcorrectKpredictionsKofKintrinsicallyKdisorderedK
proteinKregionsZK2018WKdgWKeddiXedfb 9

106 tonservationKofKPotentiallyKuruggableKtavitiesKinKzntrinsicallyKuisorderedKProteinsZK2018WKdWKbfgedXbfgfc 16

105 StoppedXwlowKαineticKTechniquesKforKStudyingKsindingKReactionsKofKzntrinsicallyKuisorderedK
ProteinsZK2018WKgbbWKecdXefh 2

104 PerspectivekKtomputationalKchemistryKsoftwareKandKitsKadvancementKasKillustratedKthroughKthreeK
grandKchallengeKcasesKforKmolecularKscienceZKJournaliofiChemicaliPhysicsWK2018WKbejWKbiajab 3.9 49

103 znterplayKbetweenKsequenceWKstructureKandKlinearKmotifsKinKtheKadenovirusKvbrKhubKproteinZK2018WK
fcfWKbbhXbdb 7

102 thallengesKinKtheKStructuralXwunctionalKtharacterizationKofKMultidomainWKPartiallyKuisorderedK
ProteinsKtsPKandKpdaakKPreparingKNativeKProteinsKandKuevelopingKNanobodyKToolsZK2018WKgbbWKgahXghf 4

101 zsKRamanKOpticalKrctivityKSpectroscopyKSensitiveKtoK˛†XTurnsKinKProteinspKSecondaryKStructureKandK
SideXthainKuependenceZKChemPhysChemWK2018WKbjWKdbdeXdbed 3.2 9

100 StructuralKsasisKofKSmallKMoleculeKTargetabilityKofKMonomericKTauKProteinZKACSiChemicali
NeuroscienceWK2018WKjWKcjjhXdaag 5.7 18

99 uisorderedKpeptideKchainsKinKanK˛–XtXbasedKcoarseXgrainedKmodelZKPhysicaliChemistryiChemicali
PhysicsWK2018WKcaWKbjafhXbjaha 3.6 16
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98 tompleteKtoupledKsindingXwoldingKPathwayKofKtheKzntrinsicallyKuisorderedKTranscriptionKwactorK
ProteinKsrinkerKRevealedKbyKMolecularKuynamicsKSimulationsKandKMarkovKStateKModelingZK2018WKfhWKeeaeXeeca12

97 tonformationalKvnsemblesKvxhibitKvxtensiveKMolecularKRecognitionKweaturesZK2018WKdWKjjahXjjca 3

96 rWSvMXzuPkKrKtoarseXxrainedKworceKwieldKforKzntrinsicallyKuisorderedKProteinsZK2018WKbccWKbbbbfXbbbcf 48

95 MobiusKdZakKmoreKannotationsKforKintrinsicKdisorderWKconformationalKdiversityKandKinteractionsKinK
proteinsZKNucleiciAcidsiResearchWK2018WKegWKuehbXuehg 20.1 143

94 tonformationalKtharacterizationKofKzntrinsicallyKuisorderedKProteinsKandKztsKsiologicalKSignificanceZK
2018WKdibXdjj 2

93 UsingKSmallXrngleKScatteringKuataKandKParametricKMachineKβearningKtoKOptimizeKworceKwieldK
ParametersKforKzntrinsicallyKuisorderedKProteinsZKFrontiersiiniMoleculariBiosciencesWK2019WKgWKge 5.6 11

92 znteractionKbetweenKtopperKthaperoneKrtoxbKandKParkinsonRsKuiseaseKProteinK˛–XSynucleinK
zncludesKMetalXsindingKSitesKandKOccursKinKβivingKtellsZKACSiChemicaliNeuroscienceWK2019WKbaWKegfjXeggi 5.7 10

91 vxtensiveKtestsKandKevaluationKofKtheKtyrRMMdgzuPSwwKforceKfieldKforKintrinsicallyKdisorderedK
proteinsKandKfoldedKproteinsZKPhysicaliChemistryiChemicaliPhysicsWK2019WKcbWKcbjbiXcbjdb 3.6 25

90 vnsemblesKfromKOrderedKandKuisorderedKProteinsKRevealKSimilarKStructuralKtonstraintsKduringK
vvolutionZKJournaliofiMoleculariBiologyWK2019WKedbWKbcjiXbdah 6.5 5

89 PerspectivesKonKdrugKdiscoveryKstrategiesKbasedKonKzuPsZK2019WKchfXdch 4

88 znKSilicoKandKznKVitroKtonsiderationsKofKαeratinocyteKNuclearKReceptorKProteinKStructuralKOrderKforK
zmprovingKvxperimentalKrnalysisZKMethodsiiniMoleculariBiologyWK2020WKcbajWKjdXbbb 1.4 1

87 PredictingKregionsKproneKtoKproteinKaggregationKbasedKonKSVMKalgorithmZKAppliediMathematicsiandi
ComputationWK2019WKdfjWKfacXfbb 2.7 4

86 RecentKrdvancesKinKtomputationalKProtocolsKrddressingKzntrinsicallyKuisorderedKProteinsZK
BiomoleculesWK2019WKjWK 5.9 26

85 MemoryKeffectsKinKaKrandomKwalkKdescriptionKofKproteinKstructureKensemblesZKJournaliofiChemicali
PhysicsWK2019WKbfaWKagejbb 3.9

84
MolecularKuynamicsKSimulationsKtombinedKwithKNuclearKMagneticKResonanceKand_orKSmallXrngleK
XXrayKScatteringKuataKforKtharacterizingKzntrinsicallyKuisorderedKProteinKtonformationalK
vnsemblesZKJournaliofiChemicaliInformationiandiModelingWK2019WKfjWKbhedXbhfi

6.1 22

83
sindingKofKNoradrenalineKtoKNativeKandKzntermediateKStatesKduringKtheKwibrillationKofK˛–XSynucleinK
βeadsKtoKtheKwormationKofKStableKandKStructuredKtytotoxicKSpeciesZKACSiChemicaliNeuroscienceWK
2019WKbaWKchebXchff

5.7 7

82 TroubleshootingKxuideKtoKvxpressingKzntrinsicallyKuisorderedKProteinsKforKUseKinKNMRKvxperimentsZK
FrontiersiiniMoleculariBiosciencesWK2018WKfWKbbi 5.6 10

81 rKtoarseXxrainedKMolecularKuynamicsKrpproachKtoKtheKStudyKofKtheKzntrinsicallyKuisorderedKProteinK
˛–XSynucleinZKJournaliofiChemicaliInformationiandiModelingWK2019WKfjWKbefiXbehb 6.1 28
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80 wastKNMRKmethodKtoKprobeKsolventKaccessibilityKandKdisorderedKregionsKinKproteinsZKScientifici
ReportsWK2019WKjWKbgeh 4.9 8

79 WaterKhydrogenKuptakeKinKbiomoleculesKdetectedKviaKnuclearKmagneticKphosphorescenceZKScientifici
ReportsWK2019WKjWKbhbbi 4.9 2

78 vnsembleXsasedKThermodynamicsKofKtheKwuzzyKsindingKbetweenKzntrinsicallyKuisorderedKProteinsK
andKSmallXMoleculeKβigandsZKJournaliofiChemicaliInformationiandiModelingWK2020WKgaWKejghXejhe 6.1 3

77 SoftwareKRequirementsKforKtheKrnalysisKandKznterpretationKofKNativeKzonKMobilityKMassK
SpectrometryKuataZKAnalyticaliChemistryWK2020WKjcWKbaiibXbaija 7.8 8

76
tomprehensiveKStructuralKandKThermodynamicKrnalysisKofKPrefibrillarKWTK˛–XSynucleinKandKztsKxfbuWK
vegαWKandKrfdTKMutantsKbyKaKtombinationKofKSmallXrngleKXXrayKScatteringKandKVariationalKsayesianK
WeightingZKJournaliofiChemicaliInformationiandiModelingWK2020WKgaWKfcgfXfcib

6.1 1

75 rnalysisKofKProteinKuisorderKPredictionsKinKtheKβightKofKaKProteinKStructuralKrlphabetZKBiomoleculesWK
2020WKbaWK 5.9 5

74 UnravelingKtheKNatlKtoncentrationKvffectKonKtheKwirstKStagesKofK˛–XSynucleinKrggregationZK
BiomacromoleculesWK2020WKcbWKfcaaXfcbc 6.9 2

73 TargetingKzntrinsicallyKuisorderedKProteinsKthroughKuynamicKznteractionsZKBiomoleculesWK2020WKbaWK 5.9 16

72 PseudoXzmproperXuihedralKModelKforKzntrinsicallyKuisorderedKProteinsZKJournaliofiChemicaliTheoryi
andiComputationWK2020WKbgWKehcgXehdd 6.4 9

71 vxtendedKvxperimentalKznferentialKStructureKueterminationKMethodKinKueterminingKtheKStructuralK
vnsemblesKofKuisorderedKProteinKStatesZKCommunicationsiChemistryWK2020WKdWK 6.3 21

70 uataKsetKofKintrinsicallyKdisorderedKproteinsKanalysedKatKaKlocalKproteinKconformationKlevelZKDataiini
BriefWK2020WKcjWKbafdid 1.2 3

69 vpidermalKtellsZKMethodsiiniMoleculariBiologyWK2020WK 1.4 1

68 TheKOrderXuisorderKtontinuumkKβinkingKPredictionsKofKProteinKStructureKandKuisorderKthroughK
MolecularKSimulationZKScientificiReportsWK2020WKbaWKcagi 4.9 7

67 SequenceXsasedKPredictionKofKwuzzyKProteinKznteractionsZKJournaliofiMoleculariBiologyWK2020WKedcWKccijXcdad6.5 46

66 rKstructuralKentropyKindexKtoKanalyseKlocalKconformationsKinKintrinsicallyKdisorderedKproteinsZK
JournaliofiStructuraliBiologyWK2020WKcbaWKbahege 3.4 7

65 tomparisonKofKuifferentKReweightingKrpproachesKforKtheKtalculationKofKtonformationalKVariabilityK
ofKMacromoleculesKfromKMolecularKSimulationsZKChemPhysChemWK2021WKccWKbchXbdi 3.2 3

64 MMMkKzntegrativeKensembleKmodelingKandKensembleKanalysisZKProteiniScienceWK2021WKdaWKbcfXbdf 6.3 6

63 MobiuskKintrinsicallyKdisorderedKproteinsKinKcacbZKNucleiciAcidsiResearchWK2021WKejWKudgbXudgh 20.1 51
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62 zntrinsicallyKuisorderedKProteinKvnsemblesKShapeKvvolutionaryKRatesKRevealingKtonformationalK
PatternsZKJournaliofiMoleculariBiologyWK2021WKeddWKbgghfb 6.5 1

61 tuWKtaWKandKmethionineKoxidationKexposeKtheKhydrophobicK˛–XsynucleinKNrtKdomainZKInternationali
JournaliofiBiologicaliMacromoleculesWK2021WKbgjWKcfbXcgd 7.9 0

60 MProteinMKnoKlongerKmeansKwhatKitKusedKtoZKCurrentiResearchiiniStructuraliBiologyWK2021WKdWKbegXbfc 2.8 0

59 ReinforcementKlearningKtoKboostKmolecularKdockingKuponKproteinKconformationalKensembleZK
PhysicaliChemistryiChemicaliPhysicsWK2021WKcdWKgiaaXgiag 3.6 2

58 theSPzkKthemicalKshiftKSecondaryKstructureKPopulationKznferenceZK

57 MvuUSrkKPredictionKofKProteinKwlexibilityKfromKSequenceZKJournaliofiMoleculariBiologyWK2021WKeddWKbggiic6.5 9

56 theSPzkKchemicalKshiftKsecondaryKstructureKpopulationKinferenceZKJournaliofiBiomoleculariNMRWK
2021WKhfWKchdXcjb 3 3

55 vxploringKturatedKtonformationalKvnsemblesKofKzntrinsicallyKuisorderedKProteinsKinKtheKProteinK
vnsembleKuatabaseZKCurrentiProtocolsWK2021WKbWKebjc 1

54 tancerXrssociatedKMutationsKPerturbKtheKuisorderedKvnsembleKandKznteractionsKofKtheKzntrinsicallyK
uisorderedKpfdKTransactivationKuomainZKJournaliofiMoleculariBiologyWK2021WKeddWKbghaei 6.5 5

53 rlphawoldKandKzmplicationsKforKzntrinsicallyKuisorderedKProteinsZKJournaliofiMoleculariBiologyWK2021WK
eddWKbghcai 6.5 48

52 TheKsequenceXensembleKrelationshipKinKfuzzyKproteinKcomplexesZKProceedingsiofitheiNationali
AcademyiofiSciencesiofitheiUnitediStatesiofiAmericaWK2021WKbbiWK 11.5 0

51 UnveilingKtheKstructureKofKtheKprimaryKcaseinateKparticleKusingKsmallXangleKXXrayKscatteringKandK
simulationKmethodologiesZKFoodiResearchiInternationalWK2021WKbejWKbbagfd 7 1

50 PvuKinKcacbkKaKmajorKupdateKofKtheKproteinKensembleKdatabaseKforKintrinsicallyKdisorderedKproteinsZK
NucleiciAcidsiResearchWK2021WKejWKueaeXuebb 20.1 31

49
tomputingWKrnalyzingWKandKtomparingKtheKRadiusKofKxyrationKandKyydrodynamicKRadiusKinK
tonformationalKvnsemblesKofKzntrinsicallyKuisorderedKProteinsZKMethodsiiniMoleculariBiologyWK2020WK
cbebWKecjXeef

1.4 5

48 vxpressionKandKPurificationKofKanKzntrinsicallyKuisorderedKProteinZKMethodsiiniMoleculariBiologyWK
2020WKcbebWKbibXbje 1.4 3

47 ProteinKstructureKannotationKresourcesZKMethodsiiniMoleculariBiologyWK2015WKbcgbWKdXca 1.4 1

46 PredictionKandKanalysisKofKintrinsicallyKdisorderedKproteinsZKMethodsiiniMoleculariBiologyWK2015WK
bcgbWKdfXfj 1.4 6

45 tonformationalKtharacterizationKofKzntrinsicallyKuisorderedKProteinsKandKztsKsiologicalKSignificanceZK
2017WKbXca 2

(2017-2021)
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44 uynamicKconformationalKflexibilityKandKmolecularKinteractionsKofKintrinsicallyKdisorderedKproteinsZK
JournaliofiBiosciencesWK2020WKefWKb 2.3 3

43 uistanceXsasedKMetricsKforKtomparingKtonformationalKvnsemblesKofKzntrinsicallyKuisorderedK
ProteinsZKBiophysicaliJournalWK2020WKbbiWKcjfcXcjgf 2.9 6

42 znvestigatingKincreasinglyKcomplexKmacromolecularKsystemsKwithKsmallXangleKXXrayKscatteringZKIUCrJ
WK2014WKbWKfcdXj 4.7 13

41 tomputationalKPredictionKofKProteinKtomplexesKfromKProteinKznteractionKNetworksZK2017WK 11

40 tonstructingKReliableKProteinXProteinKznteractionKSPPzTKNetworksZK2017WKbf 1
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