
Citation Report
Listkofkarticleskciting

Functionalmnormalizationmofm450kmmethylationmarraym
datamimprovesmreplicationminmlargemcancermstudies

DOI:m10.1186/s13059-014-0503-2
mGenomemBiology,m2014,m15,m503.

Source:khttps://exaly.com/paper-pdf/57754044/citation-report.pdf

Version:k2024-04-28k

Thiskreportkhaskbeenkgeneratedkbasedkonkthekcitationskrecordedkbykexaly.comkforkthekabovekarticle.kFork

theklatestkversionkofkthiskpublicationklistykvisitktheklinkkgivenkabove.

ThekthirdkcolumnkiskthekimpactkfactorktIFukofkthekjournalykandkthekfourthkcolumnkisktheknumberkofk

citationskofkthekarticle.



n Paper IF Citations

595 qpigenomeTĸideGmssociationG–tudyGofG icGpisordersUG2015SGXdSGbeeTcWe 24

594 pzmGyethylationGohangesGinGtheGusrX”GseneGinGnirthGĸeightGpiscordantGmdultGyonozygoticG winsUG
2015SGXdSGbZaT_b 20

593 qpigenomeTĸideGmssociationG–tudyGofGĸellbeingUG2015SGXdSGcXWTe 10

592 qpigenomeTĸideGmssociationG–tudyGofGmggressiveGnehaviorUG2015SGXdSGbdbTed 29

591 ’atternsGofGgeneGexpressionGandGpzmGmethylationGinGhumanGfetalGandGadultGliverUG2015SGXbSGedX 24

590 ”econstructingGmVnGcompartmentsGasGrevealedGbyGtiToGusingGlongTrangeGcorrelationsGinGepigeneticG
dataUGGenomeoBiologySG2015SGXbSGXdW 18.3 132

589 mGdonorTspecificGepigeneticGclassifierGforGacuteGgraftTversusThostGdiseaseGseverityGinGhematopoieticG
stemGcellGtransplantationUG2015SGcSGXYd 4

588 opsGislandGmethylationGprofileGinGnonTinvasiveGoralGrinseGsamplesGisGpredictiveGofGoralGandG
pharyngealGcarcinomaUGClinicaloEpigeneticsSG2015SGcSGXYa 7.7 13

587 untroductionGtoGpataG ypesGinGqpigenomicsUG2015SGZTZ_ 2

586 oharacterizationGofGfunctionalGmethylomesGbyGnextTgenerationGcaptureGsequencingGidentifiesGnovelG
diseaseTassociatedGvariantsUGNatureoCommunicationsSG2015SGbSGcYXX 17.4 66

585 ”emovingGunwantedGvariationGinGaGdifferentialGmethylationGanalysisGofGulluminaG
tumanyethylation_aWGarrayGdataUG2015SG_ZSGeXWb 58

584 ’ericonceptionalGfolateGconsumptionGisGassociatedGwithGneonatalGpzmGmethylationGmodificationsGinG
neuralGcrestGregulatoryGandGcancerGdevelopmentGgenesUG2015SGXWSGXXbbTcb 30

583 typomethylationGofGsmokingTrelatedGgenesGisGassociatedGwithGfutureGlungGcancerGinGfourG
prospectiveGcohortsUGNatureoCommunicationsSG2015SGbSGXWXeY 17.4 144

582 xifetimeGstressGacceleratesGepigeneticGagingGinGanGurbanSGmfricanGmmericanGcohortfGrelevanceGofG
glucocorticoidGsignalingUGGenomeoBiologySG2015SGXbSGYbb 18.3 234

581 unGuteroGarsenicGexposureGandGepigenomeTwideGassociationsGinGplacentaSGumbilicalGarterySGandG
humanGumbilicalGveinGendothelialGcellsUG2015SGXWSGXWa_TbZ 49

580  heGeffectGofGaTfluorouracilVleucovorinGchemotherapyGonGopsGmethylationSGorGtheGconfoundingGroleG
ofGleukocyteGheterogeneityfGmnGillustrationUG2015SGXWbSGZ_WTc 4

579 netweenTarrayGnormalizationGforG_aWwGdataUG2015SGbSGeY 12
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578 mGcoherentGapproachGforGanalysisGofGtheGulluminaGtumanyethylation_aWGneadohipGimprovesGdataG
qualityGandGperformanceGinGepigenomeTwideGassociationGstudiesUGGenomeoBiologySG2015SGXbSGZc 18.3 186

577 qarlyGgestationGasGtheGcriticalGtimeTwindowGforGchangesGinGtheGprenatalGenvironmentGtoGaffectGtheG
adultGhumanGbloodGmethylomeUG2015SG__SGXYXXTYZ 107

576 pifferentialGpzmGmethylationGinGumbilicalGcordGbloodGofGinfantsGexposedGtoGmercuryGandGarsenicGinG
uteroUG2015SGXWSGaWdTXa 91

575 ohaperoningGepigeneticsfGrwn’aXGdecreasesGtheGactivityGofGpzy XGandGmediatesGepigeneticG
effectsGofGtheGantidepressantGparoxetineUG2015SGdSGraXXe 65

574 mnGevaluationGofGprocessingGmethodsGforGtumanyethylation_aWGneadohipGdataUG2016SGXcSG_be 36

573 ’eripheralGbloodGmethylationGprofilingGofGfemaleGorohnNsGdiseaseGpatientsUGClinicaloEpigeneticsSG2016
SGdSGba 7.7 26

572 ”egionsGofGvariableGpzmGmethylationGinGhumanGplacentaGassociatedGwithGnewbornGneurobehaviorUG
2016SGXXSGbWZTXZ 64

571 untraTGandGinterTindividualGdifferencesGinGhumanGspermGpzmGmethylationUG2016SG_SGdZYT_Y 12

570 ’reprocessingSGnormalizationGandGintegrationGofGtheGulluminaGtumanyethylationq’uoGarrayGwithG
minfiUGBioinformaticsSG2017SGZZSGaadTabW 7.2 248

569 ’rincipalGcomponentsGanalysisGandGtheGreportedGlowGintrinsicGdimensionalityGofGgeneGexpressionG
microarrayGdataUGScientificoReportsSG2016SGbSGYabeb 4.9 36

568 pzmGmethylationGofGcordGbloodGcellGtypesfGmpplicationsGforGmixedGcellGbirthGstudiesUG2016SGXXSGZa_TbY 196

567  umorGpurityGandGdifferentialGmethylationGinGcancerGepigenomicsUG2016SGXaSG_WdT_Xe 9

566 qpigenomicGmnalysisGofG–ˆ'zaryG–yndromeGpefinesG’atternsGofGmberrantGpzmGyethylationGandG
udentifiesGpiagnostic´ yarkersUG2016SGXZbSGXdcbTXdd_ 31

565 mgeTrelatedGaccrualGofGmethylomicGvariabilityGisGlinkedGtoGfundamentalGageingGmechanismsUGGenomeo
BiologySG2016SGXcSGXeX 18.3 80

564 nloodGlipidsGinfluenceGpzmGmethylationGinGcirculatingGcellsUGGenomeoBiologySG2016SGXcSGXZd 18.3 118

563 ĸmx fGfastGandGaccurateGreadGmappingGforGbisulfiteGsequencingUGBioinformaticsSG2016SGZYSGZaWcTZaWe 7.2 33

562 κκXGbindingGassociationGwithGsexTbiasedGtranscriptionGrevealedGthroughGαTlinkedGtranscriptGlevelsG
andGallelicGbindingGanalysesUGScientificoReportsSG2016SGbSGZcZY_ 4.9 16

561 oomprehensiveGcharacterizationSGannotationGandGinnovativeGuseGofGunfiniumGpzmGmethylationG
neadohipGprobesUG2017SG_aSGeYY 254

(2017-2015)

3



560 seneticGcontributionGtoGvariationGinGpzmGmethylationGatGmaternalGsmokingTsensitiveGlociGinGexposedG
neonatesUG2016SGXXSGbb_TbcZ 23

559 seneticGandGenvironmentalGinfluencesGinteractGwithGageGandGsexGinGshapingGtheGhumanGmethylomeUG
NatureoCommunicationsSG2016SGcSGXXXXa 17.4 200

558 zovelGmultipleGsclerosisGsusceptibilityGlociGimplicatedGinGepigeneticGregulationUG2016SGYSGeXaWXbcd 75

557 ”eliabilityGofGpzmGmethylationGmeasuresGfromGdriedGbloodGspotsGandGmononuclearGcellsGusingGtheG
tumanyethylation_aWkGneadmrrayUGScientificoReportsSG2016SGbSGZWZXc 4.9 38

556 mGstatisticalGmodelGforGtheGanalysisGofGbetaGvaluesGinGpzmGmethylationGstudiesUG2016SGXcSG_dW 21

555 oomparisonGofGpreTprocessingGmethodologiesGforGulluminaG_aWkGmethylationGarrayGdataGinGfamilialG
analysesUGClinicaloEpigeneticsSG2016SGdSGca 7.7 9

554 IsapGhuntingIGtoGcharacterizeGclusteredGprobeGsignalsGinGulluminaGmethylationGarrayGdataUG2016SGeSGab 34

553 qpigeneticGdysregulationGinGtheGdevelopingGpownGsyndromeGcortexUG2016SGXXSGabZTcd 48

552 ”emovingGinterTsubjectGtechnicalGvariabilityGinGmagneticGresonanceGimagingGstudiesUG2016SGXZYSGXedTYXY 61

551 mnGevaluationGofGmethodsGcorrectingGforGcellTtypeGheterogeneityGinGpzmGmethylationGstudiesUG
GenomeoBiologySG2016SGXcSGd_ 18.3 113

550 untegrativeGpzmGmethylomeGanalysisGofGpanTcancerGbiomarkersGinGcancerGdiscordantGmonozygoticG
twinTpairsUGClinicaloEpigeneticsSG2016SGdSGc 7.7 21

549 qstablishingGanGanalyticGpipelineGforGgenomeTwideGpzmGmethylationUGClinicaloEpigeneticsSG2016SGdSG_a 7.7 31

548 mGyinimalGpzmGyethylationG–ignatureGinGOralG ongueG–quamousGoellGoarcinomaGxinksGmlteredG
yethylationGwithG umorGmttributesUG2016SGX_SGdWaTXe 24

547 funtoozormfGanG”GpackageGforGnormalizationGofGpzmGmethylationGdataGwhenGthereGareGmultipleGcellG
orGtissueGtypesUGBioinformaticsSG2016SGZYSGaeZTa 7.2 17

546 –tatisticalGchallengesGinGanalyzingGmethylationGandGlongTrangeGchromosomalGinteractionGdataUG2016SG
dSGYd_TZWe 7

545 oopyzumber_aWkoancerfGbaselineGcorrectionGforGaccurateGcopyGnumberGcallingGfromGtheG_aWkG
methylationGarrayUGBioinformaticsSG2016SGZYSGXWdWTY 7.2 16

544  heGpzmGmethylationGprofileGofGactivatedGhumanGnaturalGkillerGcellsUG2016SGXXSGZbZTdW 38

543 yethylmctionfGdetectingGdifferentiallyGmethylatedGregionsGthatGdistinguishGbiologicalGsubtypesUG
2016SG__SGXWbTXb 13
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542 nloodGpzmGmethylationGageGisGnotGassociatedGwithGcognitiveGfunctioningGinGmiddleTagedG
monozygoticGtwinsUG2017SGaWSGbWTbZ 21

541 mGopsGislandGmethylatorGphenotypeGinGacuteGmyeloidGleukemiaGindependentGofGuptGmutationsGandG
associatedGwithGaGfavorableGoutcomeUG2017SGZXSGYWXXTYWXe 22

540 oontrollingGbiasGandGinflationGinGepigenomeTGandGtranscriptomeTwideGassociationGstudiesGusingGtheG
empiricalGnullGdistributionUGGenomeoBiologySG2017SGXdSGXe 18.3 145

539 pzmGmethylationGprofilingGrevealsGtheGpresenceGofGpopulationTspecificGsignaturesGcorrelatingGwithG
phenotypicGcharacteristicsUG2017SGYeYSGbaaTbbY 16

538 qpigenomeTwideGcrossTtissueGpredictiveGmodelingGandGcomparisonGofGcordGbloodGandGplacentalG
methylationGinGaGbirthGcohortUG2017SGeSGYZXTY_W 15

537 untegrativeGepigeneticGandGgeneticGpanTcancerGsomaticGalterationGportraitsUG2017SGXYSGabXTac_ 15

536 oomparisonGofGpreTprocessingGmethodsGforGunfiniumGtumanyethylation_aWGneadohipGarrayUG
BioinformaticsSG2017SGZZSGZXaXTZXac 7.2 7

535 mberrantGpzmGyethylationGinGtumanGi’–osGmssociatesGwithGyκoTnindingGyotifsGinGaGoloneT–pecificG
yannerGundependentGofGseneticsUG2017SGYWSGaWaTaXcUeb 25

534 –tabilityGofGtheGhumanGspermGpzmGmethylomeGtoGfolicGacidGfortificationGandGshortTtermG
supplementationUG2017SGZYSGYcYTYdZ 19

533 yicrobiotaGandGqpigeneticG”egulationGofGunflammatoryGyediatorsUG2017SGXXaTXZ_

532 pzmGmethylationGandGtranscriptionalGtrajectoriesGduringGhumanGdevelopmentGandGreprogrammingG
ofGisogenicGpluripotentGstemGcellsUGNatureoCommunicationsSG2017SGdSGeWd 17.4 37

531 qpigeneticGdiscriminationGofGidenticalGtwinsGfromGbloodGunderGtheGforensicGscenarioUG2017SGZXSGbcTdW 21

530 tarmonizationGofGmultiTsiteGdiffusionGtensorGimagingGdataUG2017SGXbXSGX_eTXcW 307

529 pifferentialGpzmGmethylationGatGbirthGassociatedGwithGmentalGdisorderGinGindividualsGwithGYYqXXUYG
deletionGsyndromeUGTranslationaloPsychiatrySG2017SGcSGeXYYX 8.6 13

528 pzmGyethylomesG”evealGniologicalGzetworksGunvolvedGinGtumanGqyeGpevelopmentSGrunctionsGandG
mssociatedGpisordersUGScientificoReportsSG2017SGcSGXXcbY 4.9 22

527 qpigenomeTwideGassociationGofG’ –pGfromGheterogeneousGcohortsGwithGaGcommonGmultiTsiteG
analysisGpipelineUG2017SGXc_SGbXeTbZW 53

526 ohronologicalGageGpredictionGbasedGonGpzmGmethylationfGyassiveGparallelGsequencingGandGrandomG
forestGregressionUG2017SGZXSGXeTYd 86

525 –mokingGisGassociatedGwithGhypermethylationGofGtheGm’oGXmGpromoterGinGcolorectalGcancerfGtheG
oolooareG–tudyUG2017SGY_ZSGZbbTZca 21
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524 ohmy’fGupdatedGmethylationGanalysisGpipelineGforGulluminaGneadohipsUGBioinformaticsSG2017SGZZSGZedYTZed_7.2 239

523 orossTtissueGintegrationGofGgeneticGandGepigeneticGdataGoffersGinsightGintoGautismGspectrumG
disorderUGNatureoCommunicationsSG2017SGdSGXWXX 17.4 44

522 –mokingGinducesGpzmGmethylationGchangesGinGyultipleG–clerosisGpatientsGwithGexposureTresponseG
relationshipUGScientificoReportsSG2017SGcSGX_ade 4.9 41

521 UniqueGpzmGmethylationGsignatureGinGt’éTpositiveGheadGandGneckGsquamousGcellGcarcinomasUG2017SG
eSGZZ 43

520 pistinctGpzmGmethylationGprofilesGinGsubtypesGofGorofacialGcleftUGClinicaloEpigeneticsSG2017SGeSGbZ 7.7 58

519 –yotpXGregulatesGaGlimitedGsetGofGgeneGclustersGonGautosomalGchromosomesUG2017SGcSGXY 18

518 ’latinumTnasedGohemotherapyGunducesGyethylationGohangesGinGnloodGpzmGmssociatedGwithGOverallG
–urvivalGinG’atientsGwithGOvarianGoancerUG2017SGYZSGYYXZTYYYY 49

517 IpzmGyethylationGsignaturesGinGpanicGdisorderIUGTranslationaloPsychiatrySG2017SGcSGXYdc 8.6 30

516 mnGepigenomeTwideGassociationGstudyGmetaTanalysisGofGeducationalGattainmentUG2017SGYYSGXbdWTXbeW 46

515 mGyq tκxm uOzT OTqα’”q––uOzGrqm U”qGyOpqxGrO”Gsqzq”m uzsGmooU”m qG’”OszO– uoG
”u–wG–oO”q–GmzpGupqz urκuzsGpu–qm–qG m”sq –GuzGoxqm”GoqxxGwupzqκGomzoq”UG2017SGYYSGaWeTaYW 4

514 qpigenomeTĸideGmssociationG–tudyGofGoognitiveGrunctioningGinGyiddleTmgedGyonozygoticG winsUG
2017SGeSG_XZ 30

513 yaternalGeatingGdisordersGaffectGoffspringGcordGbloodGpzmGmethylationfGaGprospectiveGstudyUG
ClinicaloEpigeneticsSG2017SGeSGXYW 7.7 11

512 xungGfunctionGdiscordanceGinGmonozygoticGtwinsGandGassociatedGdifferencesGinGbloodGpzmG
methylationUGClinicaloEpigeneticsSG2017SGeSGXZY 7.7 15

511
–mallTyagnitudeGqffectG–izesGinGqpigeneticGqndG’ointsGareGumportantGinGohildrenNsGqnvironmentalG
tealthG–tudiesfG heGohildrenNsGqnvironmentalGtealthGandGpiseaseG’reventionG”esearchGoenterNsG
qpigeneticsGĸorkingGsroupUG2017SGXYaSGaXXTaYb

158

510 yethodsGforGopsGyethylationGmrrayG’rofilingGéiaGnisulfiteGoonversionUG2018SGXcWbSGYZZTYa_ 4

509 pemethylatorGphenotypesGinGacuteGmyeloidGleukemiaUG2018SGZYSGYXcdTYXdd 5

508 ’ositionalGeffectsGrevealedGinGulluminaGmethylationGarrayGandGtheGimpactGonGanalysisUG2018SGXWSGb_ZTbae 14

507 mssociationGbetweenGpzmGmethylationGinGcordGbloodGandGmaternalGsmokingfG heGtokkaidoG–tudyGonG
qnvironmentGandGohildrenNsGtealthUGScientificoReportsSG2018SGdSGaba_ 4.9 25
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506 senomeTwideGprofilingGofGnormalGgastricGmucosaGidentifiesGtelicobacterGpyloriTGandG
cancerTassociatedGpzmGmethylomeGchangesUG2018SGX_ZSGaecTbWe 17

505 ’olymorphismGinG memXZYdGregulatesGexpressionGandGanxietyTrelatedGbehaviorGthroughGbindingGofG
”zmGpolymeraseGuuGcomplexUGTranslationaloPsychiatrySG2018SGdSGX 8.6 84

504 xongitudinalGanalysisGstrategiesGforGmodellingGepigeneticGtrajectoriesUG2018SG_cSGaXbTaYa 8

503  heGpzmGmethylomeGofGpp”GgenesGandGbenefitGfromG” GorG yZGinGuptGmutantGlowTgradeGgliomaG
treatedGinGqO” oGYYWZZUGActaoNeuropathologicaSG2018SGXZaSGbWXTbXa 14.3 54

502 yiningGpzmGmethylationGalterationsGtowardsGaGclassificationGofGplacentalGpathologiesUGHumano
MolecularoGeneticsSG2018SGYcSGXZaTX_b 5.6 39

501 mgreementGinGpzmGmethylationGlevelsGfromGtheGulluminaG_aWwGarrayGacrossGbatchesSGtissuesSGandG
timeUG2018SGXZSGXeTZY 28

500 pynorphinGandG˛”TOpioidG”eceptorGpysregulationGinGtheGpopaminergicG”ewardG–ystemGofGtumanG
mlcoholicsUG2018SGaaSGcW_eTcWbX 15

499 yethylationGprofilingGidentifiesGtwoGsubclassesGofGsquamousGcellGcarcinomaGrelatedGtoGdistinctGcellsG
ofGoriginUGNatureoCommunicationsSG2018SGeSGacc 17.4 42

498 qpigeneticGohangesGinGtheGo”tGseneGareG”elatedGtoG–everityGofG–uicideGmttemptGandGaGseneralG
’sychiatricG”iskG–coreGinGmdolescentsUG2018SGYcSGXYZTXZZ 26

497 qpigeneticGregulationGofGplacentalGgeneGexpressionGinGtranscriptionalGsubtypesGofGpreeclampsiaUG
ClinicaloEpigeneticsSG2018SGXWSGYd 7.7 41

496 mlteredGpzmGmethylationGisGassociatedGwithGaberrantGgeneGexpressionGinGparenchymalGbutGnotG
airwayGfibroblastsGisolatedGfromGindividualsGwithGoO’pUGClinicaloEpigeneticsSG2018SGXWSGZY 7.7 20

495
yethylationTtoTqxpressionGreatureGyodelsGofGnreastGoancerGmccuratelyG’redictGOverallG–urvivalSG
pistantT”ecurrenceGrreeG–urvivalSGandG’athologicGoompleteG”esponseGinGyultipleGoohortsUGScientifico
ReportsSG2018SGdSGaXeW

4.9 5

494 unfinium’urifyfGmnG”GpackageGforGestimatingGandGaccountingGforGtumorGpurityGinGcancerGmethylationG
researchUG2018SGaSG_ZT_a 23

493 mnGepigenomeTwideGstudyGofGcordGbloodGpzmGmethylationsGinGrelationGtoGprenatalGperfluoroalkylG
substanceGexposurefG heGtokkaidoGstudyUG2018SGXXaSGYXTYd 23

492 senomeTĸideGpzmGyethylationGinG’rediagnosticGnloodGandGnladderGoancerG”iskGinGtheGĸomenNsG
tealthGunitiativeUG2018SGYcSGbdeTbea 9

491 pzmGmethylationGsignaturesGofGeducationalGattainmentUG2018SGZSGc 14

490 –moothGquantileGnormalizationUG2018SGXeSGXdaTXed 37

489 qpigenomeTwideGstudyGforGtheGoffspringGexposedGtoGmaternalGtnéGinfectionGduringGpregnancySGaG
pilotGstudyUG2018SGbadSGcbTda 6

(2018-2018)
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488 ’rincipalGcomponentGofGexplainedGvariancefGmnGefficientGandGoptimalGdataGdimensionGreductionG
frameworkGforGassociationGstudiesUG2018SGYcSGXZZXTXZaW 7

487 mnxietyGmssociatedGuncreasedGopsGyethylationGinGtheG’romoterGofGmsbXfGmG ranslationalGmpproachG
qvidencedGbyGqpidemiologicalGandGolinicalG–tudiesGandGaGyurineGyodelUG2018SG_ZSGZ_YTZaZ 24

486 zeuronalGqxpressionGofGOpioidGseneGisGoontrolledGbyGpualGqpigeneticGandG ranscriptionalG
yechanismGinGtumanGnrainUG2018SGYdSGZXYeTZX_Y 4

485 qpigeneticGregulationGofGgeneGexpressionGinGcancerfGtechniquesSGresourcesGandGanalysisUG2018SGXcSG_eTbZ 60

484 pzmGmethylationGageGandGperceivedGageGinGelderlyGpanishGtwinsUG2018SGXbeSG_WT__ 9

483  heGmolecularGlandscapeGofGpediatricGacuteGmyeloidGleukemiaGrevealsGrecurrentGstructuralG
alterationsGandGageTspecificGmutationalGinteractionsUG2018SGY_SGXWZTXXY 272

482 tarmonizationGofGcorticalGthicknessGmeasurementsGacrossGscannersGandGsitesUG2018SGXbcSGXW_TXYW 286

481 éeryGlongGintergenicGnonTcodingG”zmGtranscriptsGandGexpressionGprofilesGareGassociatedGtoGspecificG
childhoodGacuteGlymphoblasticGleukemiaGsubtypesUG2018SGXZSGeWYWcYaW 7

480 untegrationGofGpataGandG’henotypicGpataGĸithinGaGUnifiedGqxtensibleGyultimodalGrrameworkUG2018SG
XYSGeX 4

479 “ualityGcontrolGforGulluminaG_aWwGmethylationGdataGinGtheGabsenceGofGipatGfilesGusingGcorrelationG
structureGinGpedigreesGandGrepeatedGmeasuresUG2018SGXeSGbb 3

478 mGdistinctGepigeneticGprofileGdistinguishesGstenoticGfromGnonTinflamedGfibroblastsGinGtheGilealG
mucosaGofGorohnNsGdiseaseGpatientsUG2018SGXZSGeWYWebab 7

477 ohildhoodGadversityGandGpzmGmethylationGinGtwoGpopulationTbasedGcohortsUGTranslationaloPsychiatry
SG2018SGdSGYbb 8.6 59

476 qpigeneticsSGheritabilityGandGlongitudinalGanalysisUG2018SGXeSGcc 5

475  ectalGgliomaGasGaGdistinctGdiagnosticGentityfGaGcomprehensiveGclinicalSGimagingSGhistologicGandG
molecularGanalysisUG2018SGbSGXWX 20

474 untegrativeGanalysisGrevealsGdistinctGsubtypesGwithGtherapeuticGimplicationsGinGw”m–TmutantGlungG
adenocarcinomaUG2018SGZbSGXebTYWd 13

473 pzmGyethylationGandGmllToauseGyortalityGinGyiddleTmgedGandGqlderlyGpanishG winsUG2018SGeSG 22

472 éariationGinGpzmGmethylationGofGhumanGbloodGoverGaGXTyearGperiodGusingGtheGulluminaG
yethylationq’uoGarrayUG2018SGXZSGXWabTXWcX 20

471 m ”αSGpmααGorGyqzXGmutantGpancreaticGneuroendocrineGtumorsGareGaGdistinctGalphaTcellGsignatureG
subgroupUGNatureoCommunicationsSG2018SGeSG_Xad 17.4 80
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470 pzmGyethylationG’redictsGtheG”esponseGofG ripleTzegativeGnreastGoancersGtoGmllT ransG”etinoicG
mcidUG2018SGXWSG 15

469 oadmiumTmssociatedGpifferentialGyethylationGthroughoutGtheG’lacentalGsenomefGqpigenomeTĸideG
mssociationG–tudyGofG woGUU–UGnirthGoohortsUG2018SGXYbSGWXcWXW 50

468 pzmGmethylationGprofilingGofGacuteGchorioamnionitisTassociatedGplacentasGandGfetalGmembranesfG
insightsGintoGepigeneticGvariationGinGspontaneousGpretermGbirthsUG2018SGXXSGbZ 21

467 mutosomalGgeneticGvariationGisGassociatedGwithGpzmGmethylationGinGregionsGvariablyGescapingG
αTchromosomeGinactivationUGNatureoCommunicationsSG2018SGeSGZcZd 17.4 12

466 pzmGmethylationGderivedGsystemicGinflammationGindicesGareGassociatedGwithGheadGandGneckGcancerG
developmentGandGsurvivalUG2018SGdaSGdcTe_ 9

465 pzmGmethylationGinGcordGbloodGasGmediatorGofGtheGassociationGbetweenGprenatalGarsenicGexposureG
andGgestationalGageUG2018SGXZSGeYZTe_W 14

464 mdverseGohildhoodGqxperiencesSGqpigeneticGyeasuresSGandGObesityGinGκouthUG2018SGYWYSGXaWTXabUeZ 26

463 untegratedGtimeGcourseGomicsGanalysisGdistinguishesGimmediateGtherapeuticGresponseGfromGacquiredG
resistanceUG2018SGXWSGZc 19

462 yeffilfGefficientGnormalizationGandGanalysisGofGveryGlargeGpzmGmethylationGdatasetsUGBioinformaticsSG
2018SGZ_SGZedZTZede 7.2 70

461  racingGhumanGstemGcellGlineageGduringGdevelopmentGusingGpzmGmethylationUG2018SGYdSGXYdaTXYea 15

460  heGearlyGcareGenvironmentGandGpzmGmethylomeGvariationGinGchildhoodUG2018SGZWSGdeXTeWZ 56

459 unvestigatingGtheGqpigeneticGpiscriminationGofGudenticalG winsGUsingGnuccalG–wabsSG–alivaSGandG
oigaretteGnuttsGinGtheGrorensicG–ettingUG2018SGeSG 11

458 oaseTcontrolGmetaTanalysisGofGbloodGpzmGmethylationGandGautismGspectrumGdisorderUG2018SGeSG_W 48

457 ĸidespreadGepigenomicSGtranscriptomicGandGproteomicGdifferencesGbetweenGhipGosteophyticGandG
articularGchondrocytesGinGosteoarthritisUG2018SGacSGX_dXTX_de 14

456
mGnewGapproachGtoGepigenomeTwideGdiscoveryGofGnonTinvasiveGmethylationGbiomarkersGforG
colorectalGcancerGscreeningGinGcirculatingGcellTfreeGpzmGusingGpooledGsamplesUGClinicaloEpigeneticsSG
2018SGXWSGaZ

7.7 27

455 qpigeneticGsupersimilarityGofGmonozygoticGtwinGpairsUGGenomeoBiologySG2018SGXeSGY 18.3 52

454 ’lacentalGpzmGyethylationGmdaptationGtoGyaternalGslycemicG”esponseGinG’regnancyUG2018SGbcSGXbcZTXbdZ 29

453 ’anTcancerGdeconvolutionGofGtumourGcompositionGusingGpzmGmethylationUGNatureoCommunicationsSG
2018SGeSGZYYW 17.4 99

(2018-2018)
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452 yethylomicGmnalysisGofGOvarianGoancersGudentifiesG umorT–pecificGmlterationsG”eadilyGpetectableGinG
qarlyG’recursorGxesionsUG2018SGY_SGbaZbTba_c 28

451 –e–myefGreducingGartifactualGdetectionGofGpzmGmethylationGbyGunfiniumGneadohipsGinGgenomicG
deletionsUG2018SG_bSGeXYZ 94

450
’anToancerGmnalysisG”evealsGpifferentialG–usceptibilityGofGnidirectionalGseneG’romotersGtoGpzmG
yethylationSG–omaticGyutationsSGandGoopyGzumberGmlterationsUGInternationaloJournaloofoMolecularo
SciencesSG2018SGXeSG

6.3 6

449 xossGofGahmoGidentifiesGaGnewGtypeGofGaberrantGpzmGhypermethylationGinGgliomaUGHumanoMolecularo
GeneticsSG2018SGYcSGZW_bTZWae 5.6 19

448 qvaluationGofGcrossTplatformGandGinterlaboratoryGconcordanceGviaGconsensusGmodellingGofGgenomicG
measurementsUGBioinformaticsSG2019SGZaSGabWTacW 7.2 7

447 mGcomparativeGanalysisGofGcellTtypeGadjustmentGmethodsGforGepigenomeTwideGassociationGstudiesG
basedGonGsimulatedGandGrealGdataGsetsUG2019SGYWSGYWaaTYWba 8

446 qpigenomeTĸideGpzmGyethylationGmssociationGmnalysisGudentifiedGzovelGxociGinG’eripheralGoellsGforG
mlcoholGoonsumptionGmmongGquropeanGmmericanGyaleGéeteransUG2019SG_ZSGYXXXTYXYX 16

445 –creeningGforGgenesGthatGaccelerateGtheGepigeneticGagingGclockGinGhumansGrevealsGaGroleGforGtheG
tZwZbGmethyltransferaseGz–pXUGGenomeoBiologySG2019SGYWSGX_b 18.3 36

444  heGnasalGmethylomeGasGaGbiomarkerGofGasthmaGandGairwayGinflammationGinGchildrenUGNatureo
CommunicationsSG2019SGXWSGZWea 17.4 72

443 olassicGbladderGexstrophyGandGadenocarcinomaGofGtheGbladderfGyethylomeGanalysisGprovideGnoG
evidenceGforGunderlyingGdiseaseTmechanismsGofGthisGassociationUG2019SGYZaTYZbSGXdTYW 7

442 untegrativeGsenomicGoharacterizationGudentifiesGyolecularG–ubtypesGofGxungGoarcinoidsUG2019SGceSG_ZZeT_Z_c 23

441 senomeTwideGpzmGmethylomicGdifferencesGbetweenGdorsolateralGprefrontalGandGtemporalGpoleG
corticesGofGbipolarGdisorderUG2019SGXXcSG_aTa_ 13

440 mGcombinedGepigenomeTGandGtranscriptomeTwideGassociationGstudyGofGtheGoralGmasticatoryGmucosaG
assignsGoκ’XnXGaGcentralGroleGforGepithelialGhealthGinGsmokersUGClinicaloEpigeneticsSG2019SGXXSGXWa 7.7 7

439 neforeGandGmfterfGoomparisonGofGxegacyGandGtarmonizedG osmGsenomicGpataGoommonsNGpataUG
2019SGeSGY_TZ_UeXW 64

438 qpigenomeTwideGexploratoryGstudyGofGmonozygoticGtwinsGsuggestsGdifferentiallyGmethylatedG
regionsGtoGassociateGwithGhandGgripGstrengthUG2019SGYWSGbYcTb_c 3

437 qpigeneticGmodifiersGpzy ZmGandGnoO”GareGrecurrentlyGmutatedGinGoκxpGcutaneousGsyndromeUG
NatureoCommunicationsSG2019SGXWSG_cXc 17.4 10

436 mirwayGepithelialGcellGisolationGtechniquesGaffectGpzmGmethylationGprofilesGwithGconsequencesGforG
analysisGofGasthmaGrelatedGperturbationsGtoGpzmGmethylationUGScientificoReportsSG2019SGeSGX__We 4.9 3

435 untegratedG’roteogenomicGoharacterizationGofGolearGoellG”enalGoellGoarcinomaUG2019SGXceSGeb_TedZUeZX 173
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434 –erumGdioxinGandGpzmGmethylationGinGtheGspermGofGoperationGranchGhandGveteransGexposedGtoG
mgentGOrangeUG2019SGXdSGeX 7

433 mnGepigenomeTwideGanalysisGofGcordGbloodGpzmGmethylationGrevealsGsexTspecificGeffectGofGexposureG
toGbisphenolGmUGScientificoReportsSG2019SGeSGXYZbe 4.9 12

432 qpigenomeTwideGassociationGstudyGofGdepressionGsymptomatologyGinGelderlyGmonozygoticGtwinsUG
TranslationaloPsychiatrySG2019SGeSGYX_ 8.6 25

431 yultiT–iteGtarmonizationGofGpiffusionGy”uGpataGviaGyethodGofGyomentsUG2019SGZdSGXaeeTXbWe 12

430 pzmGmethylationGprofilingGreliablyGdistinguishesGpulmonaryGentericGadenocarcinomaGfromG
metastaticGcolorectalGcancerUG2019SGZYSGdaaTdba 18

429 pzmGmethylationGchangesGthatGprecedeGonsetGofGdysplasiaGinGadvancedGsessileGserratedGadenomasUG
ClinicaloEpigeneticsSG2019SGXXSGeW 7.7 7

428 mssociationGofGdietaryGfolateGandGvitaminGnTXYGintakeGwithGgenomeTwideGpzmGmethylationGinGbloodfG
aGlargeTscaleGepigenomeTwideGassociationGanalysisGinGad_XGindividualsUG2019SGXXWSG_ZcT_aW 22

427 tumanGmonocyteTtoTmacrophageGdifferentiationGinvolvesGhighlyGlocalizedGgainGandGlossGofGpzmG
methylationGatGtranscriptionGfactorGbindingGsitesUG2019SGXYSGZ_ 17

426 –omaticGmutationsGandGpromotorGmethylationGofGtheGryanodineGreceptorGYGisGaGcommonGeventGinGtheG
pathogenesisGofGheadGandGneckGcancerUG2019SGX_aSGZYeeTZZXW 19

425 qpigenomeTwideGassociationGanalysisGofGdaytimeGsleepinessGinGtheGyultiTqthnicG–tudyGofG
mtherosclerosisGrevealsGmfricanTmmericanTspecificGassociationsUG2019SG_YSG 16

424 untegratedGanalysisGofGenvironmentalGandGgeneticGinfluencesGonGcordGbloodGpzmGmethylationGinG
newTbornsUGNatureoCommunicationsSG2019SGXWSGYa_d 17.4 54

423 pzmGmethylationGofGshelfSGshoreGandGopenGseaGopsGpositionsGdistinguishGhighGmicrosatelliteG
instabilityGfromGlowGorGstableGmicrosatelliteGstatusGcolonGcancerGstemGcellsUG2019SGXXSGadcTbW_ 12

422 pzmGmethylationGchangesGrelatedGtoGnutritionalGdeprivationfGaGgenomeTwideGanalysisGofGpopulationG
andGinGvitroGdataUGClinicaloEpigeneticsSG2019SGXXSGdW 7.7 9

421 qpigenomeTwideGpzmGmethylationGinGplacentasGfromGpretermGinfantsfGassociationGwithGmaternalG
socioeconomicGstatusUG2019SGX_SGcaXTcba 19

420 qpigenomicGprofilingGofGnewbornsGwithGisolatedGorofacialGcleftsGrevealsGwidespreadGpzmG
methylationGchangesGandGimplicatesGmetastableGepialleleGregionsGinGdiseaseGriskUG2019SGX_SGXedTYXZ 21

419 senomewideG–tudyGofGqpigeneticGniomarkersGofGOpioidGpependenceGinGquropeanTGmmericanG
ĸomenUGScientificoReportsSG2019SGeSG_bbW 4.9 14

418 pzmGmethylationGandGhydroxymethylationGpatternsGinGacuteGmyeloidGleukemiaGpatientsGwithG
mutationsGinGpzy ZmGandGuptXVYGandGtheirGcombinationsUG2019SGYaSG_ZTaX 4

417 mssociationGofGaGplacentalGunterleukinTbGgeneticGvariantGOrsXdWWcebPGwithGpzmGmethylationSGgeneG
expressionGandGriskGofGacuteGchorioamnionitisUG2019SGYWSGZb 10

(2019-2019)
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416 xongitudinalGchangesGinGtheGgeneticGandGenvironmentalGinfluencesGonGtheGepigeneticGclocksGacrossG
oldGagefGqvidenceGfromGtwoGtwinGcohortsUG2019SG_WSGcXWTcXb 17

415
qxploringGaGpotentialGmechanisticGroleGofGpzmGmethylationGinGtheGrelationshipGbetweenGinGuteroGandG
postTnatalGenvironmentalGexposuresGandGriskGofGchildhoodGacuteGlymphoblasticGleukaemiaUG2019SG
X_aSGYeZZTYe_Z

9

414 qpigenomeTwideGmssociationG–tudyGofGmttentionTpeficitVtyperactivityGpisorderG–ymptomsGinG
mdultsUG2019SGdbSGaeeTbWc 24

413 nioinformaticGandGniostatisticGyethodsGforGpzmGyethylomeGmnalysisGofGObesityUG2019SGXbaTXce

412 qvaluationGofGcommonlyGusedGanalysisGstrategiesGforGepigenomeTGandGtranscriptomeTwideG
associationGstudiesGthroughGreplicationGofGlargeTscaleGpopulationGstudiesUGGenomeoBiologySG2019SGYWSGYZa 18.3 12

411 éalidationGandGcharacterisationGofGaGpzmGmethylationGalcoholGbiomarkerGacrossGtheGlifeGcourseUG
ClinicaloEpigeneticsSG2019SGXXSGXbZ 7.7 6

410 mlteredGsenomeTĸideGpzmGyethylationGinG’eripheralGnloodGofG–outhGmfricanGĸomenGwithG
sestationalGpiabetesGyellitusUGInternationaloJournaloofoMolecularoSciencesSG2019SGYWSG 6.3 9

409 “uantitativeGassessmentGofGfieldGstrengthSGtotalGintracranialGvolumeSGsexSGandGageGeffectsGonGtheG
goodnessGofGharmonizationGforGvolumetricGanalysisGonGtheGmpzuGdatabaseUG2019SG_WSGXaWcTXaYc 17

408 yethodsGforGmnalysisGofGpzmGyethylationUG2019SGZ_cTZcc 2

407 uptZ˛–GregulatesGoneTcarbonGmetabolismGinGglioblastomaUG2019SGaSGeaatW_ab 30

406 oircadianGoscillationsGofGcytosineGmodificationGinGhumansGcontributeGtoGepigeneticGvariabilitySGagingSG
andGcomplexGdiseaseUGGenomeoBiologySG2019SGYWSGY 18.3 19

405 pistinctGgenomeTwideGmethylationGpatternsGinGsporadicGandGhereditaryGnonfunctioningGpancreaticG
neuroendocrineGtumorsUG2019SGXYaSGXY_cTXYac 23

404 yaternalGswimmingGpoolGexposureGduringGpregnancyGinGrelationGtoGbirthGoutcomesGandGcordGbloodG
pzmGmethylationGamongGprivateGwellGusersUG2019SGXYZSG_aeT_bb 5

403 pynamicGpzmGmethylationGchangesGinGtheGmaternalGoxytocinGgeneGlocusGOOα PGduringGpregnancyG
predictGpostpartumGmaternalGintrusivenessUG2019SGXWZSGXabTXbY 16

402 untraTolusterGpistanceGyinimizationGinGpzmGyethylationGmnalysisGUsingGanGmdvancedG abuTnasedG
uterativeGkTyedoidsGolusteringGmlgorithmGO ToxU– PUG2020SGXcSGXY_XTXYaY 4

401 pzmGmethylationGcorrelatesGofG’ –pfG”ecentGfindingsGandGtechnicalGchallengesUG2019SGeWSGYYZTYZ_ 15

400 mssessmentGofGpzmGyethylationG’atternsGinGtheGnoneGandGoartilageGofGaGzonhumanG’rimateGyodelG
ofGOsteoarthritisUG2019SGXWSGZZaTZ_a 14

399 yo’yéGxargeG GmntigenTunducedGmtonalGtomologGXGusGaGxineageTpependencyGOncogene´ inGyerkelG
oellGoarcinomaUG2020SGX_WSGabTbaUeZ 23
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398 unvestigationGofGyO”oXGpzmGmethylationGasGbiomarkerGofGearlyGlifeGstressGandGdepressiveG
symptomsUG2020SGXYWSGXa_TXbY 8

397 pataTyiningGmpproachGonG ranscriptomicsGandGyethylomicsG’lacentalGmnalysisGtighlightsGsenesGinG
retalGsrowthG”estrictionUG2019SGXWSGXYeY 8

396 mrtificialGescapeGfromGαouGbyGpzmGmethylationGeditingGofGtheGopwxaGgeneUG2020SG_dSGYZcYTYZdc 14

395 qpigenomeTwideGassociationGstudyGofGseizuresGinGchildhoodGandGadolescenceUGClinicaloEpigeneticsSG
2020SGXYSGd 7.7 5

394 pysfunctionalGepigeneticGagingGofGtheGnormalGcolonGandGcolorectalGcancerGriskUGClinicaloEpigeneticsSG
2020SGXYSGa 7.7 27

393 ’angenomicGolassificationGofG’ituitaryGzeuroendocrineG umorsUG2020SGZcSGXYZTXZ_Uea 73

392 pifferentialGgeneGexpressionGandGlimitedGepigeneticGdysregulationGatGtheGmaternoTfetalGinterfaceGinG
preeclampsiaUGHumanoMolecularoGeneticsSG2020SGYeSGZZaTZaW 5.6 2

391 senomeTwideGcharacterizationGofGcytosineTspecificGaThydroxymethylationGinGnormalGbreastGtissueUG
2020SGXaSGZedT_Xd 3

390 oorrelationGofGunfiniumGtumanyethylation_aWwGandGyethylationq’uoGneadohipGarraysGinGcartilageUG
2020SGXaSGae_TbWZ 3

389 oomprehensiveGpzmGyethylationG’rofilingGudentifiesGzovelGpiagnosticGniomarkersGforG hyroidG
oancerUG2020SGZWSGXeYTYWZ 12

388 yitochondrialGpzmGcopyGnumberGcanGinfluenceGmortalityGandGcardiovascularGdiseaseGviaGmethylationG
ofGnuclearGpzmGopssUG2020SGXYSGd_ 13

387 ’lacentalGqpigenomeTĸideGmssociationG–tudyGudentifiedGxociGmssociatedGwithGohildhoodGmdiposityG
atGZGκearsGofGmgeUGInternationaloJournaloofoMolecularoSciencesSG2020SGYXSG 6.3 4

386  ĸu– XGpzmGmethylationGisGaGcellGmarkerGofGairwayGandGparenchymalGlungGfibroblastsGthatGareG
differentiallyGmethylatedGinGasthmaUGClinicaloEpigeneticsSG2020SGXYSGX_a 7.7 2

385 mdolescentGsleepGtimingGandGdietaryGpatternsGinGrelationGtoGpzmGmethylationGofGcoreGcircadianG
genesfGaGpilotGstudyGofGyexicanGyouthUG2021SGXbSGde_TeWc 2

384 oandidateGmethylationGsitesGassociatedGwithGendocrineGtherapyGresistanceGinGq”RVtq”YTGbreastG
cancerUG2020SGYWSGbcb 3

383 tZwYcmeZGexpressionGandGmethylationGstatusGinGhistologicalGvariantsGofGmalignantGperipheralGnerveG
sheathGtumoursUG2020SGYaYSGXaXTXb_ 7

382 pzmGmethylationGinGinfantsGwithGlowGandGhighGbodyGfatnessUG2020SGYXSGcbe 1

381 ympmfGaGwebGserviceGforGanalysingGpzmGmethylationGarrayGdataUG2020SGYXSG_WZ 1

(2020-2020)
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380 mGxongitudinalGqpigeneticGmgingGandGxeukocyteGmnalysisGofG–imulatedG–paceG ravelfG heGyarsTaWWG
yissionUG2020SGZZSGXWd_Wb 6

379 qĸm–exfGanGefficientG”TpackageGtoGpredictGsexGinGepigenomeTwideGassociationGstudiesUG
BioinformaticsSG2020SG 7.2

378 pzmGmethylationGdifferencesGatGbirthGafterGconceptionGthroughGm” UG2021SGZbSGY_dTYae 1

377 senomeTwideGpzmGmethylationGanalysisGofGperipheralGbloodGcellsGderivedGfromGpatientsGwithG
firstTepisodeGschizophreniaGinGtheGohineseGtanGpopulationUG2021SGYbSG__caT__da 7

376 nloodTbasedGepigeneticGestimatorsGofGchronologicalGageGinGhumanGadultsGusingGpzmGmethylationG
dataGfromGtheGulluminaGyethylationq’uoGarrayUG2020SGYXSGc_c 4

375 ooncomitantGpzmGmethylationGandGtranscriptomeGsignaturesGdefineGepidermalGresponsesGtoGacuteG
solarGUéGradiationUGScientificoReportsSG2020SGXWSGXYeXd 4.9 2

374 mGdecadeGofGepigeneticGchangeGinGagingGtwinsfGseneticGandGenvironmentalGcontributionsGtoG
longitudinalGpzmGmethylationUGAgingoCellSG2020SGXeSGeXZXec 9.9 11

373 mGpanelGofGpzmGmethylationGsignatureGfromGperipheralGbloodGmayGpredictGcolorectalGcancerG
susceptibilityUG2020SGYWSGbeY 7

372 pzmGmethylationGinGhumanGspermfGaGsystematicGreviewUG2020SGYbSGd_XTdcZ 15

371 typermethylationGandGglobalGremodellingGofGpzmGmethylationGisGassociatedGwithGacquiredGcisplatinG
resistanceGinGtesticularGgermGcellGtumoursUG2021SGXbSGXWcXTXWd_ 10

370
 heGimmunohistochemicalSGpzmGmethylationSGandGchromosomalGcopyGnumberGprofileGofGcaudaG
equinaGparagangliomaGisGdistinctGfromGextraTspinalGparagangliomaUGActaoNeuropathologicaSG2020SG
X_WSGeWcTeXc

14.3 4

369 yultiplatformGgenomicGprofilingGandGmagneticGresonanceGimagingGidentifyGmechanismsGunderlyingG
intratumorGheterogeneityGinGmeningiomaUGNatureoCommunicationsSG2020SGXXSG_dWZ 17.4 18

368 senomeTwideGidentificationGofGgenesGregulatingGpzmGmethylationGusingGgeneticGanchorsGforGcausalG
inferenceUGGenomeoBiologySG2020SGYXSGYYW 18.3 10

367 oomprehensiveGanalysisGofGdiverseGlowTgradeGneuroepithelialGtumorsGwithGrsr”XGalterationsG
revealsGaGdistinctGmolecularGsignatureGofGrosetteTformingGglioneuronalGtumorUG2020SGdSGXaX 17

366 unGuteroGandGchildhoodGexposureGtoGtobaccoGsmokeGandGmultiTlayerGmolecularGsignaturesGinGchildrenUG
2020SGXdSGY_Z 6

365 ’”pydGrevealsGaberrantGpzmGmethylationGinGagingGsyndromesGandGisGrelevantGforGhematopoieticG
andGneuronalGdifferentiationUGClinicaloEpigeneticsSG2020SGXYSGXYa 7.7 7

364 qvidenceGforGtheGplacentaTbrainGaxisfGmultiTomicGkernelGaggregationGpredictsGintellectualGandGsocialG
impairmentGinGchildrenGbornGextremelyGpretermUG2020SGXXSGec 6

363 pzmGmethylationGofGinsulinTlikeGgrowthGfactorGYGandGtXeGclusterGinGcordGbloodGandGprenatalGairG
pollutionGexposureGtoGfineGparticulateGmatterUG2020SGXeSGXYe 7
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362 yaternalGlipodomeGacrossGpregnancyGisGassociatedGwithGtheGneonatalGpzmGmethylomeUG2020SGXYSGYWccTYWeY 2

361 qpigenomeTwideGpzmGmethylationGandGriskGofGbreastGcancerfGaGsystematicGreviewUG2020SGYWSGXW_d 6

360 untegratedGdigitalGpathologyGandGtranscriptomeGanalysisGidentifiesGmolecularGmediatorsGofG TcellG
exclusionGinGovarianGcancerUGNatureoCommunicationsSG2020SGXXSGaadZ 17.4 25

359 pocosahexaenoicGacidGandGoleicGacidGinduceGalteredGpzmGmethylationGofGindividualGopsGlociGinG
vurkatG GcellsUG2020SGXadSGXWYXYd 3

358 myxGdisplaysGincreasedGo orGoccupancyGassociatedGwithGaberrantGgeneGexpressionGandG
transcriptionGfactorGbindingUG2020SGXZbSGZZeTZaY 6

357 nayesianGreassessmentGofGtheGepigeneticGarchitectureGofGcomplexGtraitsUGNatureoCommunicationsSG
2020SGXXSGYdba 17.4 18

356 senomeTĸideGpzmGyethylationG’atternsGinGohildrenGqxposedGtoGzonpharmacologicallyG reatedG
’renatalGpepressiveG–ymptomsfG”esultsGrromGYGundependentGoohortsUG2020SGXZSGYaXbdbacYWeZYX_b 2

355  heGgenomicGandGepigenomicGevolutionaryGhistoryGofGpapillaryGrenalGcellGcarcinomasUGNatureo
CommunicationsSG2020SGXXSGZWeb 17.4 8

354 senomeTwideGanalysisGofGconstitutionalGpzmGmethylationGinGfamilialGmelanomaUGClinicaloEpigeneticsSG
2020SGXYSG_Z 7.7 2

353 qvaluationGofGpreTprocessingGonGtheGmetaTanalysisGofGpzmGmethylationGdataGfromGtheGulluminaG
tumanyethylation_aWGneadohipGplatformUG2020SGXaSGeWYYecbZ 3

352 –ignificantGoutTofTsampleGclassificationGfromGmethylationGprofileGscoringGforGamyotrophicGlateralG
sclerosisUG2020SGaSGXW 11

351 UsingGepigeneticGdataGtoGestimateGimmuneGcompositionGinGadmixedGsamplesUG2020SGbZbSGccTeY

350 udentifyingGepigeneticGbiomarkersGofGestablishedGprognosticGfactorsGandGsurvivalGinGaGclinicalGcohortG
ofGindividualsGwithGoropharyngealGcancerUGClinicaloEpigeneticsSG2020SGXYSGea 7.7 4

349 oalciumG–ignalingGmlterationsGoausedGbyGqpigeneticGyechanismsGinG’ancreaticGoancerfGrromGqarlyG
yarkersGtoG’rognosticGumpactUG2020SGXYSG 6

348 ’roteogenomicGoharacterizationG”evealsG herapeuticGéulnerabilitiesGinGxungGmdenocarcinomaUG
2020SGXdYSGYWWTYYaUeZa 139

347 yethylationGpataG’rocessingG’rotocolGandGoomparisonGofGnloodGandGoerebralG–pinalGrluidG
rollowingGmneurysmalG–ubarachnoidGtemorrhageUG2020SGXXSGbcX 3

346 unterplayGofG’lacentalGpzmGyethylationGandGyaternalGunsulinG–ensitivityGinG’regnancyUG2020SGbeSG_d_T_eY 14

345 untegrationGofGsingleGnucleotideGvariantsGandGwholeTgenomeGpzmGmethylationGprofilesGforG
classificationGofGrheumatoidGarthritisGcasesGfromGcontrolsUG2020SGXY_SGbadTbc_ 8

(2020-2020)
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344 –mallGextracellularGvesiclesGdeliverGmi”TYXGandGmi”TYXcGasGproTsenescenceGeffectorsGtoGendothelialG
cellsUG2020SGeSGXcYaYda 63

343 ’roteogenomicGoharacterizationGofGqndometrialGoarcinomaUG2020SGXdWSGcYeTc_dUeYb 122

342 yultiplatformGyolecularG’rofilingG”evealsGqpigenomicGuntratumorGteterogeneityGinGqpendymomaUG
2020SGZWSGXZWWTXZWeUea 6

341 ’rediagnosticGbreastGmilkGpzmGmethylationGalterationsGinGwomenGwhoGdevelopGbreastGcancerUG
HumanoMolecularoGeneticsSG2020SGYeSGbbYTbcZ 5.6 5

340  heGeffectsGofGbariatricGsurgeryGonGclinicalGprofileSGpzmGmethylationSGandGageingGinGseverelyGobeseG
patientsUGClinicaloEpigeneticsSG2020SGXYSGX_ 7.7 7

339  heG echnomeGTGmG’redictiveGunternalGoalibrationGmpproachGforG“uantitativeGumagingGniomarkerG
”esearchUGScientificoReportsSG2020SGXWSGXXWZ 4.9 6

338
yediationGmnalysisG–upportsGaGoausalG”elationshipGbetweenGyaternalGtyperglycemiaGandG’lacentalG
pzmGyethylationGéariationsGatGtheGxeptinGseneGxocusGandGoordGnloodGxeptinGxevelsUGInternationalo
JournaloofoMolecularoSciencesSG2020SGYXSG

6.3 7

337 xymphocyteGpzmGmethylationGmediatesGgeneticGriskGatGsharedGimmuneTmediatedGdiseaseGlociUG2020SG
X_aSGX_ZdTX_aX 10

336
’ediatricGbithalamicGgliomasGhaveGaGdistinctGepigeneticGsignatureGandGfrequentGqsr”GexonGYWG
insertionsGresultingGinGpotentialGsensitivityGtoGtargetedGkinaseGinhibitionUGActaoNeuropathologicaSG
2020SGXZeSGXWcXTXWdd

14.3 16

335  heGassociationGofGpzmGmethylationGwithGbodyGmassGindexfGdistinguishingGbetweenGpredictorsGandG
biomarkersUGClinicaloEpigeneticsSG2020SGXYSGaW 7.7 12

334 mGsenomeTĸideGuntegrativeGmssociationG–tudyGofGpzmGyethylationGandGseneGqxpressionGpataGandG
xaterGxifeGoognitiveGrunctioningGinGyonozygoticG winsUG2020SGX_SGYZZ 3

333 niologyGandGgradingGofGpleomorphicGxanthoastrocytomaTwhatGhaveGweGlearnedGaboutGitkUG2021SGZXSGYWTZY 8

332 mgeTrelatedGpzmGmethylationGinGpairedGnormalGandGtumourGbreastGtissueGinGohineseGbreastGcancerG
patientsUG2021SGXbSGbccTbeX 4

331 ’atchedGXGexpressionGinGyerkelGcellGcarcinomaUG2021SG_dSGb_Tc_ 5

330 mssociationsGofGmlcoholGoonsumptionGĸithGqpigenomeTĸideGpzmGyethylationGandGqpigeneticGmgeG
mccelerationfGundividualTxevelGandGooTtwinGoomparisonGmnalysesUG2021SG_aSGZXdTZYd 4

329  ranscriptionGandGpzmGyethylationG’atternsGofGnloodTperivedGopdG GoellsGmreGmssociatedGĸithGmgeG
andGunflammatoryGnowelGpiseaseGnutGpoGzotG’redictG’rognosisUG2021SGXbWSGYZYTY__Uec 17

328 –uccessfulGtreatmentGofGpostTtraumaticGstressGdisorderGreversesGpzmGmethylationGmarksUG2021SGYbSGXYb_TXYcX 27

327 mGyethodGtoGunvestigateGtheGtelicobacterGpyloriTmssociatedGpzmGyethylomeUG2021SGYYdZSGcaTdX

Citation Report

16



326 qvaluationGandGmeasurementGofGepigeneticGmodificationsGinGpopulationTbasedGstudiesUG2021SGXcTZe

325 senomeTĸideGudentificationGandGmnalysisGofGtheGyethylationGofGlnc”zmsGandG’rognosticG
umplicationsGinGtheGsliomaUG2020SGXWSGbWcW_c 2

324 mnGinGvitroGohronicGpamageGyodelGumpairsGunflammatoryGandG”egenerativeG”esponsesGinGtumanG
oolonoidGyonolayersUG

323 pzmGyethylationGinGandGsenesGusGmssociatedGwithGmttentionGpeficitGinGohildrenUG2021SGdSG 3

322 –urvivalG imeG’redictionGofGnreastGoancerG’atientsGUsingGreatureG–electionGmlgorithmGorystallUG2021
SGeSGY__ZZTY___a 0

321 mssociationGofGvariablyGmethylatedGtumourGpzmGregionsGwithGoverallGsurvivalGforGinvasiveGlobularG
breastGcancerUGClinicaloEpigeneticsSG2021SGXZSGXX 7.7 2

320 nioinformaticGqstimationGofGpzmGyethylationGandGtydroxymethylationG’roportionsUG2021SGYYcYSGX_XTXbY 1

319 UnsupervisedGsubtypingGandGmethylationGlandscapeGofGpancreaticGductalGadenocarcinomaUG2021SGcSGeWbWWW 5

318 mutosomalGsexTassociatedGcoTmethylatedGregionsGpredictGbiologicalGsexGfromGpzmGmethylationUG
2021SG_eSGeWecTeXXb 6

317 oharacterizingGtheGpropertiesGofGbisulfiteGsequencingGdatafGmaximizingGpowerGandGsensitivityGtoG
identifyGbetweenTgroupGdifferencesGinGpzmGmethylationUG

316 oombinedGeffectsGofGgenotypeGandGchildhoodGadversityGshapeGvariabilityGofGpzmGmethylationGacrossG
ageUGTranslationaloPsychiatrySG2021SGXXSGdd 8.6 9

315 zovelGpzmGmethylationGmarkerGdiscoveryGbyGassumptionTfreeGgenomeTwideGassociationGanalysisGofG
cognitiveGfunctionGinGtwinsUGAgingoCellSG2021SGYWSGeXZYeZ 9.9 2

314 pzmGyethylationGmnalysisGtoGUnravelGmlteredGseneticG’athwaysGUnderlyingGqarlyGOnsetGandGxateG
OnsetGzeonatalG–epsisUGmG’ilotG–tudyUGFrontiersoinoImmunologySG2021SGXYSGbYYaee 8.4 4

313 qpigenomeTwideGassociationGstudyGofGmaternalGhemoglobinGmXcGinGpregnancyGandGcordGbloodGpzmG
methylationUG2021SGXZSGYWZTYXd 3

312 py”scalerfGmG–caleTmwareGyethodGtoGudentifyG”egionsGofGpifferentialGpzmGyethylationG–panningG
nasepairGtoGyultiTyegabaseGreaturesUG

311 ĸholeGgenomeGmethylationGandGtranscriptomeGanalysesGtoGidentifyGriskGforGcerebralGpalsyGOo’PGinG
extremelyGlowGgestationalGageGneonatesGOqxsmzPUGScientificoReportsSG2021SGXXSGaZWa 4.9 2

310 pzmGmethylationGsignaturesGandGtheGcontributionGofGageTassociatedGmethylomicGdriftGtoG
carcinogenesisGinGearlyTonsetGcolorectalGcancerUG 1

309 nyuGisGpositivelyGassociatedGwithGacceleratedGepigeneticGagingGinGtwinGpairsGdiscordantGforGnyuUG 0
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308 ’roteogenomicGinsightsGintoGtheGbiologyGandGtreatmentGofGt’éTnegativeGheadGandGneckGsquamousG
cellGcarcinomaUG2021SGZeSGZbXTZceUeXb 50

307 oomparativeGepigenomeTwideGanalysisGhighlightsGplacentaTspecificGdifferentiallyGmethylatedG
regionsUG2021SGXZSGZacTZbd 1

306 yetaTanalysisGofGgenomeTwideGpzmGmethylationGidentifiesGsharedGassociationsGacrossG
neurodegenerativeGdisordersUGGenomeoBiologySG2021SGYYSGeW 18.3 6

305 mgeTrelatedGdifferencesGinGmonocyteGpzmGmethylationGandGimmuneGfunctionGinGhealthyGwenyanG
adultsGandGchildrenUG2021SGXdSGXX 0

304 pzmGmethylationGarchitectureGofGtheGmoqYGgeneGinGnasalGcellsGofGchildrenUGScientificoReportsSG2021SG
XXSGcXWc 4.9 12

303 ’lacentaGpzmGmethylationGatGZzrZWWGisGassociatedGwithGfetalGsexGandGplacentalGmorphologyUG 2

302 petectingGdifferentiallyGmethylatedGregionsGwithGmultipleGdistinctGassociationsUG2021SGXZSG_aXT_b_ 2

301 xargeTscaleGplacentaGpzmGmethylationGmegaTanalysisGrevealsGfetalGsexTspecificGdifferentiallyG
methylatedGopsGsitesGandGregionsUG 2

300 senomeTwideGstudyGofGpzmGmethylationGinGmmyotrophicGxateralG–clerosisGidentifiesGdifferentiallyG
methylatedGlociGandGimplicatesGmetabolicSGinflammatoryGandGcholesterolGpathwaysUG 1

299 srandmaternalGsmokingGduringGpregnancyGisGassociatedGwithGdifferentialGpzmGmethylationGinGtheirG
grandchildrenUG 1

298 qpigeneticGmgingGandGtematopoieticGoellG ransplantationGinG’atientsGĸithG–evereGmplasticGmnemiaUG
2021SGYcSGZXZUeXTZXZUed 0

297 slioblastomasGacquireGmyeloidTaffiliatedGtranscriptionalGprogramsGviaGepigeneticGimmunoeditingGtoG
elicitGimmuneGevasionUG2021SGXd_SGY_a_TY_cWUeYb 35

296 pzmGyethylationGinGOvarianG umorsTaGoomparisonGnetweenGrreshG issueGandGrr’qG–amplesUG2021SG
YdSGZYXYTZYXd 0

295 mnGq’uoGpredictorGofGgestationalGageGandGitsGapplicationGtoGnewbornsGconceivedGbyGassistedG
reproductiveGtechnologiesUGClinicaloEpigeneticsSG2021SGXZSGdY 7.7 3

294 seneticGcontrolGofGfetalGplacentalGgenomicsGcontributesGtoGdevelopmentGofGhealthGandGdiseaseUG 0

293 oharacterizationGofGmethylationGsignaturesGinGspontaneousGpretermGbirthUG

292 pzmGmethylationGinGtheGadiposeGtissueGandGwholeGbloodGofGmgentGOrangeTexposedGOperationG”anchG
tandGveteransfGaGpilotGstudyUG2021SGYWSG_Z 0

291 pzmGmethylationGinGcordGbloodGinGassociationGwithGprenatalGdepressiveGsymptomsUGClinicalo
EpigeneticsSG2021SGXZSGcd 7.7 3
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290 ”adiationTrelatedGgenomicGprofileGofGpapillaryGthyroidGcarcinomaGafterGtheGohernobylGaccidentUG2021
SGZcYSG 18

289 qpigeneticGreprogrammingGofGtumorGcellTintrinsicG– uzsGfunctionGsculptsGantigenicityGandG GcellG
recognitionGofGmelanomaUG2021SGXXdSG 12

288 nloodGpzmGmethylationGandGoOéupTXeGoutcomesUGClinicaloEpigeneticsSG2021SGXZSGXXd 7.7 15

287  heGOriginGofGnladderGoancerGfromGyucosalGrieldGqffectsUG

286 pzmGyethylationG–ignaturesGandGtheGoontributionGofGmgeTmssociatedGyethylomicGpriftGtoG
oarcinogenesisGinGqarlyTOnsetGoolorectalGoancerUG2021SGXZSG 3

285 OnGtheGoptimisticGperformanceGevaluationGofGnewlyGintroducedGbioinformaticGmethodsUGGenomeo
BiologySG2021SGYYSGXaY 18.3 7

284 qpigeneticGdysregulationGofGimmuneTrelatedGpathwaysGinGcancerfGbioinformaticsGtoolsGandG
visualizationUG2021SGaZSGcbXTccX 1

283 qpigeneticGniomarkersGofG’renatalG obaccoG–mokeGqxposureGmreGmssociatedGwithGseneGpeletionsGinG
ohildhoodGmcuteGxymphoblasticGxeukemiaUG2021SGZWSGXaXcTXaYa 1

282 –exTspecificGtranscriptionalGdifferencesGandGlossGofGgeneGimprintingGinGpancreaticGneuroendocrineG
tumorsUG 0

281
rifteenGκearsGofGtheGmustralianGumagingSGniomarkersGandGxifestyleGOmunxPG–tudyfG’rogressGandG
ObservationsGfromGYSZaeGOlderGmdultsG–panningGtheG–pectrumGfromGoognitiveGzormalityGtoG
mlzheimerNsGpiseaseUG2021SGaSG__ZT_bd

15

280 oharacterizingGtheGpropertiesGofGbisulfiteGsequencingGdatafGmaximizingGpowerGandGsensitivityGtoG
identifyGbetweenTgroupGdifferencesGinGpzmGmethylationUG2021SGYYSG__b 3

279 pzmGmethylationGfingerprintGforGtheGdiagnosisGandGmonitoringGofGhepatocellularGcarcinomaGfromG
tissueGandGliquidGbiopsiesUG 1

278  ollTlikeGreceptorG_GmethylationGgradeGisGlinkedGtoGdepressiveGsymptomGseverityUGTranslationalo
PsychiatrySG2021SGXXSGZcX 8.6 1

277 mlteredGpzmGmethylationGinGionGtransportGandGimmuneGsignallingGgenesGisGassociatedGwithGseverityG
inG’ancreaticGpuctalGmdenocarcinomaUG 1

276 pifferentGepigeneticGsignaturesGofGnewbornGtelomereGlengthGandGtelomereGattritionGrateGinGearlyG
lifeUG2021SGXZSGX_bZWTX_baW 3

275 yappingGmethylationGquantitativeGtraitGlociGinGcardiacGtissuesGnominatesGriskGlociGandGbiologicalG
pathwaysGinGcongenitalGheartGdiseaseUG2021SGYYSGYW 2

274 ’redictingGoomplexG raitsGandGqxposuresGrromG’olygenicG–coresGandGnloodGandGnuccalGpzmG
yethylationG’rofilesUG2021SGXYSGbdd_b_ 4

273 qxposureGtoGarsenicGatGdifferentGlifeTstagesGandGpzmGmethylationGmetaTanalysisGinGbuccalGcellsGandG
leukocytesUG2021SGYWSGce 5
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272 mbnormallyGincreasedGpzmGmethylationGinGchorionicGtissueGmightGplayGanGimportantGroleGinG
developmentGofGectopicGpregnancyUG2021SGXeSGXWX

271 mnGanalyticalGpipelineGforGpzmGyethylationGmrrayGniomarkerG–tudiesUG

270 oomparingGtheG’redictivityGofGtumanG’lacentalGseneSGmicro”zmSGandGopsGyethylationG–ignaturesG
inG”elationGtoG’erinatalGOutcomesUG2021SGXdZSGYbeTYd_ 1

269 mgeGpatternsGofGintraTpairGpzmGmethylationGdiscordanceGinGtwinsfG–exGdifferenceGinGepigenomicG
instabilityGandGimplicationGonGsurvivalUGAgingoCellSG2021SGYWSGeXZ_bW 9.9 1

268 ’lacentalGpzmGmethylationGsignaturesGofGmaternalGsmokingGduringGpregnancyGandGpotentialG
impactsGonGfetalGgrowthUGNatureoCommunicationsSG2021SGXYSGaWea 17.4 5

267 OptimizedGo”u–’”TmediatedGgeneGknockinGrevealsGrOα’ZTindependentGmaintenanceGofGhumanG
 regGidentityUG2021SGZbSGXWe_e_ 4

266 mGproteogenomicGportraitGofGlungGsquamousGcellGcarcinomaUG2021SGXd_SG_Z_dT_ZcXUe_W 15

265  q YGasGaGtumorGsuppressorGandGtherapeuticGtargetGinG TcellGacuteGlymphoblasticGleukemiaUG2021SG
XXdSG 1

264
qffectGofGprenatalGexposureGtoGphthalatesGonGepigenomeTwideGpzmGmethylationsGinGcordGbloodGandG
implicationsGforGfetalGgrowthfG heGtokkaidoG–tudyGonGqnvironmentGandGohildrenNsGtealthUG2021SG
cdZSGX_cWZa

5

263 pzmGmethylationGdifferencesGinGcorticalGgreyGandGwhiteGmatterGinGschizophreniaUG2021SGXZSGXXacTXXbe 1

262 umpactGofGtheGqpigeneticallyG”egulatedGtoxaTaGseneGinGzeuralGpifferentiationGfromGtumanG
mdiposeTperivedG–temGoellsUG2021SGXWSG 1

261 mflatoxinGqxposureGduringGqarlyGxifeGusGmssociatedGwithGpifferentialGpzmGyethylationGinG
 woTκearTOldGsambianGohildrenUGInternationaloJournaloofoMolecularoSciencesSG2021SGYYSG 6.3 1

260 sy“zfGmGreferenceTbasedGmethodGforGcorrectingGbatchGeffectsGasGwellGasGprobesGbiasGinG
tumanyethylationGneadohipUG 2

259 udenticalGtwinsGcarryGaGpersistentGepigeneticGsignatureGofGearlyGgenomeGprogrammingUGNatureo
CommunicationsSG2021SGXYSGabXd 17.4 6

258 mnGeffectiveGprocessingGpipelineGforGharmonizingGpzmGmethylationGdataGfromGulluminaNsG_aWwGandG
q’uoGplatformsGforGepidemiologicalGstudiesUG2021SGX_SGZaY 4

257 qnvironmentalGunfluencesGyeasuredGbyGqpigeneticGolockGandGéulnerabilityGoomponentsGatGnirthG
umpactGolinicalGm–pGteterogeneityUG2021SGXYSG 0

256 –xoYamY_GgeneGmethylationGandGgrayGmatterGvolumeGinGfemalesGwithGandGwithoutGconductGdisorderfG
anGexploratoryGepigeneticGneuroimagingGstudyUGTranslationaloPsychiatrySG2021SGXXSG_eY 8.6 1

255 yutationGandGmethylationGprofilesGofGectopicGandGeutopicGendometrialGtissuesUG2021SGYaaSGZdcTZed 0
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254 yolecularGpriversGofG umorG’rogressionGinGyicrosatelliteG–tableGm’oGyutationTzegativeGoolorectalG
oancersUG

253 nloodGleadGlevelsGinG’eruvianGadultsGareGassociatedGwithGproximityGtoGminingGandGpzmGmethylationUG
2021SGXaaSGXWbadc 3

252  heGearlyTlifeGexposomeGandGepigeneticGageGaccelerationGinGchildrenUG2021SGXaaSGXWbbdZ 5

251 mssociationsGbetweenGanGintegratedGcomponentGofGmaternalGglycemicGregulationGinGpregnancyGandG
cordGbloodGpzmGmethylationUG2021SGXZSGX_aeTX_cY 0

250 mGsystematicGevaluationGofG_XGpzmGmethylationGpredictorsGacrossGXWXGdataGpreprocessingGandG
normalizationGstrategiesGhighlightsGconsiderableGvariationGinGalgorithmGperformanceUG 0

249 mrsenicGexposureGandGhumanGbloodGpzmGmethylationGandGhydroxymethylationGprofilesGinGtwoG
diverseGpopulationsGfromGnangladeshGandG–painUG2021SGYW_SGXXYWYX 0

248 pifferentialGpzmGyethylationGinG’rostateG umorsGfromG’uertoG”icanGyenUGInternationaloJournaloofo
MolecularoSciencesSG2021SGYYSG 6.3 0

247 OptimizedGo”u–’”TmediatedGgeneGknockTinGrevealsGrOα’ZTindependentGcontrolGofGhumanG regG
identityUG 1

246 mssociationsGbetweenGtheGdevelopmentGofG’ –pGsymptomsGandGlongitudinalGchangesGinGtheGpzmG
methylomeGofGdeployedGmilitaryGservicemenfGmGcomparisonGwithGpolygenicGriskGscoresUG2020SG_SGXWWWXd 1

245 yaternalGenvironmentalGexposureGtoGbisphenolsGandGepigenomeTwideGpzmGmethylationGinGinfantG
cordGbloodUGEnvironmentaloEpigeneticsSG2020SGbSGdvaaWYX 2.4 7

244 ’reprocessingSGnormalizationGandGintegrationGofGtheGulluminaGtumanyethylationq’uoGarrayUG 8

243 –moothG“uantileGzormalizationUG 6

242 orossTtissueGintegrationGofGgeneticGandGepigeneticGdataGoffersGinsightGintoGautismGspectrumG
disorderUG 3

241 qpigeneticG”egulationGofGseneGqxpressionGinGoancerfG echniquesSG”esourcesSGandGmnalysisUG 1

240  heGmolecularGlandscapeGofGpediatricGacuteGmyeloidGleukemiaGrevealsGrecurrentGstructuralG
alterationsGandGageTspecificGmutationalGinteractionsUG 3

239 yeffilfGefficientGnormalisationGandGanalysisGofGveryGlargeGpzmGmethylationGsamplesUG 16

238 oadmiumTassociatedGdifferentialGmethylationGthroughoutGtheGplacentalGgenomefGepigenomeTwideG
associationGstudyGofGtwoGU–GbirthGcohortsUG 1

237 tarmonizationGofGcorticalGthicknessGmeasurementsGacrossGscannersGandGsitesUG 4
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236 m ”αSGpmααGorGyqzXGmutantGpancreaticGneuroendocrineGtumorsGareGaGdistinctGalphaTcellGsignatureG
subgroupUG 1

235 mGrobustGmeanGandGvarianceGtestGwithGapplicationGtoGhighTdimensionalGphenotypesUG 0

234 mGvalidationGofGulluminaGq’uoGarrayGsystemGwithGbisulfiteTbasedGampliconGsequencingUG 2

233 pzmGyethylationGmrchitectureGofGtheGmoqYGgeneGinGzasalGoellsUG2020SG 3

232 udentificationGofGbloodGautosomalGcisTexpressionGquantitativeGtraitGmethylationGOcisTe“ ysPGinG
childrenUG 2

231 ’lacentaGpzmGyethylationGmdaptationGtoGyaternalGslucoseG oleranceGinG’regnancyUG 1

230 éariablyGmethylatedGregionsGinGtheGnewbornGepigenomefGenvironmentalSGgeneticGandGcombinedG
influencesUG 1

229 nayesianGreassessmentGofGtheGepigeneticGarchitectureGofGcomplexGtraitsUG 2

228 qpigeneticGdysregulationGunderpinsGtumorigenesisGinGaGcutaneousGtumorGsyndromeUG 1

227 –ystematicGassessmentGofGregulatoryGeffectsGofGhumanGdiseaseGvariantsGinGpluripotentGcellsUG 9

226 mGlongitudinalGandGtransancestralGanalysisGofGpzmGmethylationGpatternsGandGdiseaseGactivityGinGlupusG
patientsUG2020SGaSG 10

225  heGroleGofGenvironmentalGstressGandGpzmGmethylationGinGtheGlongitudinalGcourseGofGbipolarG
disorderUG2020SGdSGe 7

224 shinyyethylfGinteractiveGqualityGcontrolGofGulluminaG_aWkGpzmGmethylationGarraysGinG”UG2014SGZSGXca 60

223 mGcrossTpackageGnioconductorGworkflowGforGanalysingGmethylationGarrayGdataUG2016SGaSGXYdX 58

222 mGcrossTpackageGnioconductorGworkflowGforGanalysingGmethylationGarrayGdataUGaSGXYdX 55

221 mGcrossTpackageGnioconductorGworkflowGforGanalysingGmethylationGarrayGdataUG2016SGaSGXYdX 68

220 nqclearfGnatchGqffectGpetectionGandGmdjustmentGinGpzmGyethylationGpataUG2016SGXXSGeWXaeeYX 16

219 xongitudinalGstudyGofGsurrogateGagingGmeasuresGduringGhumanGimmunodeficiencyGvirusG
seroconversionUG2017SGeSGbdcTcWa 22
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218 ’lacentalGepigeneticGclocksfGestimatingGgestationalGageGusingGplacentalGpzmGmethylationGlevelsUG
2019SGXXSG_YZdT_YaZ 29

217 qpigeneticGmutationGloadGisGweaklyGcorrelatedGwithGepigeneticGageGaccelerationUG2020SGXYSGXcdbZTXcde_ 5

216 qpigeneticGdysregulationGofGinGhumanGglioblastomaUG2018SGeSGYaeYYTYaeZ_ 17

215 yolecularGanalysesGrevealGcloseGsimilaritiesGbetweenGsmallGcellGcarcinomaGofGtheGovarySG
hypercalcemicGtypeGandGatypicalGteratoidVrhabdoidGtumorUG2016SGcSGXcZYT_W 36

214 sy’”fGmGrobustGnormalizationGmethodGforGzeroTinflatedGcountGdataGwithGapplicationGtoGmicrobiomeG
sequencingGdataUG2018SGbSGe_bWW 97

213 seneticGandGepigeneticGcharacterizationGofGposteriorGpituitaryGtumorsUGActaoNeuropathologicaSG2021SG
X_YSGXWYaTXW_Z 14.3 1

212 mGrobustGmeanGandGvarianceGtestGwithGapplicationGtoGhighTdimensionalGphenotypesUG2021SGX 2

211 interpolatedακfGaGtwoTstepGstrategyGtoGnormaliseGpzmGmethylationGmicroarrayGdataGavoidingGsexG
biasUG 0

210  q YGmutationsGareGassociatedGwithGhypermethylationGatGkeyGregulatoryGenhancersGinGnormalGandG
malignantGhematopoiesisUGNatureoCommunicationsSG2021SGXYSGbWbX 17.4 7

209  umorGpzmTmethylomeGderivedGepigeneticGfingerprintGidentifiesGt’éTnegativeGheadGandGneckG
patientsGatGriskGforGlocoregionalGrecurrenceGafterGpostoperativeGradiochemotherapyUG2021SGXaWSGbWZ

208 mGroleGforGκκXGinGsexTbiasedGtranscriptionGrevealedGthroughGαTlinkedGpromoterGactivityGandGallelicG
bindingGanalysesUG

207 â��sapGhuntingâ��GtoGcharacterizeGclusteredGprobeGsignalsGinGulluminaGmethylationGarrayGdataUG

206 peepĸm–fGyultivariateGgenotypeTphenotypeGassociationsGbyGdirectlyGintegratingGregulatoryG
informationGusingGdeepGlearningUG 0

205 sy’”fGmGnovelGnormalizationGmethodGforGmicrobiomeGsequencingGdataUG 1

204 tarmonizationGofGmultiTsiteGdiffusionGtensorGimagingGdataUG

203 pistinctGbloodGpzmGmethylationGprofilesGinGsubtypesGofGorofacialGcleftUG

202 mnGepigenomeTwideGassociationGstudyGofGeducationalGattainmentGOnGiGXWScbcPUG

201 untegratedGtimeGcourseGomicsGanalysisGdistinguishesGimmediateGtherapeuticGresponseGfromGacquiredG
resistanceUG 1
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200 ’ositionalGeffectsGrevealedGinGulluminaGyethylationGmrrayGandGtheGimpactGonGanalysisUG

199 yethylationT oTqxpressionGreatureGyodelsGofGnreastGoancerGmccuratelyG’redictGOverallG–urvivalSG
pistantT”ecurrenceGrreeG–urvivalSGmndG’athologicGoompleteG”esponseGinGyultipleGoohortsUG

198 zonTcanonicalGaberrantGpzmGhypermethylationGinGgliomaUG

197 mssessmentGofGpzmGmethylationGpatternsGinGtheGboneGandGcartilageGofGaGnonhumanGprimateGmodelG
ofGosteoarthritisUG 1

196 senomeTwideGidentificationGofGdirectedGgeneGnetworksGusingGlargeTscaleGpopulationGgenomicsGdataUG 1

195 ”emovingGunwantedGvariationGbetweenGsamplesGinGtiToGexperimentsUG 4

194 ’anTcancerGdeconvolutionGofGcellularGcompositionGidentifiesGmolecularGcorrelatesGofGantitumourG
immunityGandGcheckpointGblockadeGresponseUG

193 ’eripheralGbloodGpzmGmethylationGandGautismGspectrumGdisorderUG 1

192 senomeTwideGabundanceGofGaThydroxymethylcytosineGinGbreastGtissueGrevealsGuniqueGfunctionGinG
dynamicGgeneGregulationGandGcarcinogenesisUG 0

191 qpigenomeTwideGassociationGanalysisGofGdaytimeGsleepinessGinGtheGyultiTqthnicG–tudyGofG
mtherosclerosisGrevealsGmfricanTmmericanGspecificGassociationsUG

190  heGgenomicGandGepigenomicGevolutionaryGhistoryGofGpapillaryGrenalGcellGcarcinomasUG

189 qpigeneticGderepressionGofGrwn’aGbyGagingGandGstressGcontributesGtoGzrT˜‚nTdrivenGinflammationG
andGcardiovascularGriskUG

188 runctionalGanalysisGofGevolutionaryGhumanGmethylatedGregionsGinGschizophreniaGpatientsUG

187 –creeningGforGgenesGthatGaccelerateGtheGepigeneticGageingGclockGinGhumansGrevealsGaGroleGforGtheG
tZwZbGmethyltransferaseGz–pXUG

186 éalidationGandGcharacterizationGofGaGpzmGmethylationGalcoholGbiomarkerGacrossGtheGlifeGcourseUG 0

185 udentifyingGepigeneticGbiomarkersGofGestablishedGprognosticGfactorsGandGsurvivalGinGaGclinicalGcohortG
ofGindividualsGwithGoropharyngealGcancerUG 1

184 yitochondrialGpzmGoopyGzumberGOmtpzmTozPGoanGunfluenceGyortalityGandGoardiovascularGpiseaseG
viaGyethylationGofGzuclearGpzmGopssUG 2

183 ’rediagnosticGbreastGmilkGpzmGmethylationGalterationsGinGwomenGwhoGdevelopGbreastGcancerUG
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182 pzmGyethylationUG2019SGeZZTe_d

181 qpigenomeTwideGassociationGstudyGofGseizuresGinGchildhoodGandGadolescenceUG

180 oorrelationGofGunfiniumGtumanyethylation_aWwGandGyethylationq’uoGneadohipGarraysGinGcartilageUG

179 mGdecadeGofGepigeneticGchangeGinGagingGtwinsfGgeneticGandGenvironmentalGcontributionsGtoG
longitudinalGpzmGmethylationUG

178 oandidateGmethylationGsitesGassociatedGwithGendocrineGtherapyGresistanceGinGtheG osmGq”RVtq”YTG
breastGcancerGcohortUG

177  heGassociationGofGpzmGmethylationGwithGbodyGmassGindexfGdistinguishingGbetweenGpredictorsGandG
biomarkersUG

176 opdRG TcellGtranscriptionGandGpzmGmethylationGshowGageGspecificGdifferencesGandGlackGcorrelationG
withGclinicalGoutcomeGinGpediatricGunflammatoryGnowelGpiseaseUG

175 ’roTmetastaticGgeneGexpressionSGimmuneGevasionGandGanGalteredGt’éGspectrumGcharacterizeGanG
aggressiveGsubtypeGofGcervicalGcancerUG

174 pistinctGpzmGyethylationG’atternsGofG–ubependymalGsiantGoellGmstrocytomasGinG uberousG–clerosisG
oomplexUG2021SGX

173 nrainGareasGinvolvedGwithGobsessiveTcompulsiveGdisorderGpresentGdifferentGpzmGmethylationG
modulationUG2021SGYYSG_a 0

172 oharacterizationGofGtheGimmuneGresponseGinGpatientsGwithGcancerGofGtheGoralGcavityGafterG
neoadjuvantGimmunotherapyGwithGtheGu”αTYGregimenUG2021SGXYZSGXWaadc 0

171 oandidateGmethylationGsitesGassociatedGwithGendocrineGtherapyGresistanceGinGq”RVtq”YTGbreastG
cancerUG

170 yethylationGpataG’rocessingG’rotocolGMGoomparisonGofGnloodGandGoerebralG–pinalGrluidGrollowingG
mneurysmalG–ubarachnoidGtemorrhageUG 0

169 –tructuralGconnectomicsfGĸhereGweGareGandGwhereGweGshouldGbekUG2021SG_XTbZ

168 qffectsGofGfecalGmicrobiotaGtransplantGonGpzmGmethylationGinGsubjectsGwithGmetabolicGsyndromeUG
2021SGXZSGXeeZaXZ 4

167 zewbornGpifferentialGpzmGyethylationGandG–ubcorticalGnrainGéolumesGasGqarlyG–ignsGofG–evereG
zeurodevelopmentalGpelayGinGaG–outhGmfricanGnirthGoohortG–tudyUG

166 qpigeneticGadaptationsGofGtheGmasticatoryGmucosaGtoGperiodontalGinflammationUGClinicaloEpigeneticsSG
2021SGXZSGYWZ 7.7 0

165 yethylomeTwideGanalysisGrevealsGepigeneticGmarksGassociatedGwithGresistanceGtoGtuberculosisGinG
tuéTinfectedGindividualsGfromGqastGmfricaUG
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164 qvidenceGforGtheG’lacentaTnrainGmxisfGyultiTOmicGwernelGmggregationG’redictsGuntellectualGandG
–ocialGumpairmentGinGohildrenGnornGqxtremelyG’retermUG

163 senomeTwideGpzmGmethylationGpatternsGrevealGclinicallyGrelevantGpredictiveGandGprognosticG
subtypesGinGosteosarcomaUG

162 qpigenomeTwideGassociationGscanGidentifiesGmethylationGsitesGassociatedGwithGtuéGinfectionUG2020SG
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