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urbanGwastewatersVGBioresourcenTechnologyTG2014TGYabTG_eaUe 11 84
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glaucophyteGspeciesVGMolecularnPhylogeneticsnandnEvolutionTG2014TGcbTGYdYUd 4.1 18
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350 TransposaseGinteractionGwithGtheG˛†GslidingGclampfGeffectsGonGinsertionGsequenceGproliferationGandG
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’hylogeneticGTreesGandGmggregationGrunctionsVG2015TG4d_UaX4 1
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331 ähyGweGneedGmoreGalgalGgenomesVGJournalnofnPhycologyTG2015TGaYTGYUa 3 10
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2016TGcXTGY_ZZU__ 6

300 umpactGofG ulfurG tarvationGinGmutotrophicGandGteterotrophicGoulturesGofGtheGqxtremophilicG
yicroalgaGsaldieriaGphlegreaGPoyanidiophyceaeQVG2016TGacTGYdeXUd 19

299 mGnaturalGbarrierGtoGlateralGgeneGtransferGfromGprokaryotesGtoGeukaryotesGrevealedGfromGgenomesfG
theGcX´ MGruleVG2016TGY4TGde 66

298  electiveGpressureGagainstGhorizontallyGacquiredGprokaryoticGgenesGasGaGdrivingGforceGofGplastidG
evolutionVG2016TGbTGYeX_b 9

297 yTsupickGallowsGrobustGidentificationGofGgenomicGislandsGfromGaGsingleGgenomeVG2018TGYeTG_bYU_c_ 14

296 —eferencesGoitedVG2016TGZccU_4b

295 TheGunexpectedGextremophilefGToleranceGtoGfluctuatingGsalinityGinGtheGgreenGalgaG’icochlorumVG2016
TGYbTG4baU4cZ 52
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7.9 21
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291 —hodophytaVG2016TGYU4a 6

290
seneGtransfersGfromGdiverseGbacteriaGcompensateGforGreductiveGgenomeGevolutionGinGtheG
chromatophoreGofG’aulinellaGchromatophoraVGProceedingsnofnthenNationalnAcademynofnSciencesnofn
thenUnitednStatesnofnAmericaTG2016TGYY_TGYZZY4UYZZYe

11.5 96

289 TransferGofGpzmGfromGnacteriaGtoGqukaryotesVG2016TGcTG 84

288 yicrobiomeGoompositionGandGpiversityGofGtheGuceUpwellingG eaGmnemoneTGqdwardsiellaGandrillaeVG
2016TGabTGa4ZUaa 11

287 —econstructingGtheGcomplexGevolutionaryGhistoryGofGmobileGplasmidsGinGredGalgalGgenomesVG2016TGbTGZ_c44 36

286 rloridosideGproductionGbyGtheGredGmicroalgaGsaldieriaGsulphurariaGunderGdifferentGconditionsGofG
growthGandGosmoticGstressVG2016TGbTGcY 19

285 towGqmbryogenesisGneganGinGqvolutionVG2016TGYUc4

284 TranscriptionGfactorsGinGmicroalgaefGgenomeUwideGpredictionGandGcomparativeGanalysisVG2016TGYcTGZdZ 30

283 qvolviewGvZfGanGonlineGvisualizationGandGmanagementGtoolGforGcustomizedGandGannotatedG
phylogeneticGtreesVG2016TG44TGäZ_bU4Y 331

282 ’rofilingGofGlipidGandGglycogenGaccumulationsGunderGdifferentGgrowthGconditionsGinGtheG
sulfothermophilicGredGalgaGsaldieriaGsulphurariaVGBioresourcenTechnologyTG2016TGZXXTGdbYUb 11 37

281 mlgaeUbacteriaGinteractionsfGqvolutionTGecologyGandGemergingGapplicationsVGBiotechnologynAdvancesTG
2016TG_4TGY4UZe 17.8 574

280 oopingGwithGtighGandGàariableG alinityfGyolecularGmspectsGofGoompatibleG oluteGmccumulationVG
2016TG_aeU_cZ 7

279 oloningGandGtranscriptionGanalysisGofGsixGmembersGofGtheGcalmodulinGfamilyGinGsracilariaG
lemaneiformisGunderGheatGshockVG2016TGZdTGb4_UbaY 6

278 tandGoverGthatGgunfGlateralGgeneGtransferGprovidesGanGamoebaGwithGaGbacterialGweaponVG2017TGYeTGd4cUd4d

277 TheGohloroplastGTubulinGtomologsGrtsβmGandGrtsβnGfromGtheG—edGmlgaGooUassembleGintoGpynamicG
rilamentsVG2017TGZeZTGaZXcUaZYa 11

276 srowthGandGphycocyaninGsynthesisGinGtheGheterotrophicGmicroalgaGsaldieriaGsulphurariaGonG
substratesGmadeGofGfoodGwasteGfromGrestaurantsGandGbakeriesVGBioresourcenTechnologyTG2017TGZ_dTGZebU_Xa11 43

275 qxpansionGofGtheGredoxUsensitiveGproteomeGcoincidesGwithGtheGplastidGendosymbiosisVG2017TG_TGYcXbb 20

274 oomparativeGgenomicGanalysesGofGtransportGproteinsGencodedGwithinGtheGredGalgaeGohondrusG
crispusTGsaldieriaGsulphurariaTGandGoyanidioschyzonGmerolaeVGJournalnofnPhycologyTG2017TGa_TGaX_UaZY 3 6
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273 xipidGmetabolismGandGpotentialsGofGbiofuelGandGhighGaddedUvalueGoilGproductionGinGredGalgaeVG2017TG
__TGc4 23

272 ’rotistGqvolutionfG tealingGsenesGtoGsutGutG‘utVG2017TGZcTG—ZZ_U—ZZa 9

271 —eviewGofGtheGcultivationGprogramGwithinGtheGzationalGmllianceGforGmdvancedGniofuelsGandG
nioproductsVG2017TGZZTGYbbUYdb 58

270 TooGyuchGqukaryoteGxsTVG2017TG_eTGYcXXYYa 74

269 äitnessingGsenomeGqvolutionfGqxperimentalG—econstructionGofGqndosymbioticGandGtorizontalGseneG
TransferVG2017TGaYTGYUZZ 48

268 mcidophilicGgreenGalgalGgenomeGprovidesGinsightsGintoGadaptationGtoGanGacidicGenvironmentVG
ProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaTG2017TGYY4TGqd_X4Uqd_Y_11.5 56

267 —ecurrentGhorizontalGtransferGofGarseniteGmethyltransferaseGgenesGfacilitatedGadaptationGofGlifeGtoG
arsenicVG2017TGcTGcc4Y 40

266
unsightsGintoGtheGredGalgaeGandGeukaryoticGevolutionGfromGtheGgenomeGofGPnangiophyceaeTG
—hodophytaQVGProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaTG2017TG
YY4TGqb_bYUqb_cX

11.5 131

265 _UtydroxyisobutyrylUoomGhydrolaseGinvolvedGinGisoleucineGcatabolismGregulatesGtriacylglycerolG
accumulationGinVG2017TG_cZTG 13

264 —hodophytaVG2017TGdeUY__ 7

263 slaucophytaVG2017TGZ_Udc 5

262 TheGoonvolutedGqvolutionGofGqukaryotesGäithGoomplexG’lastidsVG2017TGd4TGYU_X 14

261 mGnewGapproachGtoGquantifyGsystemGefficiencyGwithGdissolvedGoxygenGisotopesGduringGengineeredG
growthGofGsaldieriaGsulphurariaVG2017TGZbTGZe4U_XY 3

260 yicrobesGfromGminedGsitesfGtarnessingGtheirGpotentialGforGreclamationGofGderelictGmineGsitesVG2017TG
Z_XTG4eaUaXa 56

259 UsingGcomplementaryGapproachesGtoGidentifyGtransUdomainGnuclearGgeneGtransfersGinGtheG
extremophileGsaldieriaGsulphurariaGP—hodophytaQVGJournalnofnPhycologyTG2017TGa_TGcUYY 3 3

258 —emovalGofGdissolvedGorganicGcarbonGandGnutrientsGfromGurbanGwastewatersGbyGsaldieriaG
sulphurariafGxaboratoryGtoGfieldGscaleGdemonstrationVG2017TGZ4TG4aXU4ab 77

257 usolationGandGfunctionalGcharacterizationGofGanGammoniumGtransporterGgeneTG’ymyTYTGrelatedGtoG
nitrogenGassimilationGinGtheGmarineGmacroalgaG’yropiaGyezoensisGP—hodophytaQVG2017TGYZdTGcbUdc 10

256 torizontalGseneGTransferGofG’hytochelatinG ynthasesGfromGnacteriaGtoGqxtremophilicGsreenGmlgaeVG
2017TGc_TGaXUbX 21
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255 oyanidioschyzonGmerolaeVG2017TG 10

254 oyanidialesfGqvolutionGandGtabitatsVG2017TG_UYa 1

253 oarbonGyetabolismVG2017TGZecU_ZY

252 mpplicationGofGtheGToleranceGtoGqxtremeGqnvironmentGtoGxandG’lantsVG2017TG_ZaU_4Y

251 mcidophileVG2017TGceUYXb 1

250 qxtremophileGyikroorganismenVG2017TG 1

249 qtGtuTGnrutekGzotGqvenGuntracellularGyutualisticG ymbiontsGqscapeGtorizontalGseneGTransferVG2017TG
dTG 15

248 mdaptationsGtoGtighG altGinGaGtalophilicG’rotistfGpifferentialGqxpressionGandGseneGmcquisitionsG
throughGpuplicationsGandGseneGTransfersVGFrontiersninnMicrobiologyTG2017TGdTGe44 5.7 36

247 m _yTUmediatedGtoleranceGtoGarsenicGevolvedGbyGmultipleGindependentGhorizontalGgeneGtransfersG
fromGbacteriaGtoGeukaryotesVG2017TGYZTGeXYca4ZZ 22

246 mlgaU’rm GPmlgalG’roteinGmnnotationG uiteQfGmGpatabaseGofGoomprehensiveGmnnotationGinGmlgalG
’roteomesVG2017TGadTGeb 8

245 NltgiNgtgtydrothermalGxiquefactionGofGsaldieriaGsulphurariaGsrownGonGyunicipalG
äastewaterNltgWiNgtgVG2017TG

244 mdvancedGgeneticGtoolsGenableGsyntheticGbiologyGinGtheGoleaginousGmicroalgaeGzannochloropsisGspVG
2018TG_cTGY_d_UY_ee 52

243 senomicsUunformedGunsightsGintoGqndosymbioticG‘rganelleGqvolutionGinG’hotosyntheticGqukaryotesVG
2018TGbeTGaYUd4 38
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237 yicroalgaeUbacteriaGbiofilmsfGaGsustainableGsynergisticGapproachGinGremediationGofGacidGmineG
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221 qusufGaGnovelGresourceGforGstudyingGgenomicGislandsGtoGfacilitateGhorizontalGgeneGtransferGdetectionG
inGeukaryotesVG2018TGYeTG_Z_ 5

220 seneticGstructureGofGsaldieriaGpopulationsGfromGucelandVG2018TG4YTGYbdYUYbeY 11

(2018-2018)

11
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212 TheGlichenGsymbiosisGreUviewedGthroughGtheGgenomesGofGoladoniaGgrayiGandGitsGalgalGpartnerG
msterochlorisGglomerataVG2019TGZXTGbXa 54
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forGlargeUscaleGproductionVG2019TGdcTG_cU44 13

208 —egulationGofGmminoGmcidGTransportGinG accharomycesGcerevisiaeVG2019TGd_TG 24
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