
Citation Report
Listjofjarticlesjciting

Epigenome-widemassociationmdatamimplicatemDNAm
methylationmasmanmintermediarymofmgeneticmriskminm
rheumatoidmarthritis

DOI:m10.1038/nbt.2487
mNaturemBiotechnology,m2013,m31,m142-7.

Source:jhttps://exaly.com/paperypdf/55470890/citationyreport.pdf

Version:j2024y04y28j

Thisjreportjhasjbeenjgeneratedjbasedjonjthejcitationsjrecordedjbyjexaly.comjforjthejabovejarticle.jForj

thejlatestjversionjofjthisjpublicationjlistxjvisitjthejlinkjgivenjabove.

ThejthirdjcolumnjisjthejimpactjfactorjsIFtjofjthejjournalxjandjthejfourthjcolumnjisjthejnumberjofj

citationsjofjthejarticle.



m Paper IF Citations

822 sromHpromisesHtoHpracticalHstrategiesHinHepigeneticHepidemiologyVH2013THYaTHbebUfa 270

821 vdentificationHofHnovelHqNnUmethylatedHgenesHthatHcorrelateHwithHhumanHprostateHcancerHandH
highUgradeHprostaticHintraepithelialHneoplasiaVH2013THYcTHZfZU_XX 34

820 rpigenomicHassociationHanalysisHidentifiesHsmokingUrelatedHqNnHmethylationHsitesHinHnfricanH
nmericansVH2013THY_ZTHYXZdU_d 119

819 ´ariabilityHinHtheHimmuneHsystemgHofHvaccineHresponsesHandHimmuneHstatesVH2013THZbTHbaZUd 31

818 plinicalHimplicationsHofHsharedHgeneticsHandHpathogenesisHinHautoimmuneHdiseasesVH2013THfTHcacUbf 86

817 nlcoholHandHtheHmethylomegHdesignHandHanalysisHconsiderationsHforHresearchHusingHhumanHsamplesVH
2013THY__TH_XbUYc 19

816 oatchHeffectsHandHpathwayHanalysisgHtwoHpotentialHperilsHinHcancerHstudiesHinvolvingHqNnH
methylationHarrayHanalysisVH2013THZZTHYXbZUcX 66

815 zicroUHandHnanoscaleHdevicesHforHtheHinvestigationHofHepigeneticsHandHchromatinHdynamicsVH2013THeTHdXfUYe 47

814 pomputationalHdeconvolutiongHextractingHcellHtypeUspecificHinformationHfromHheterogeneousH
samplesVH2013THZbTHbdYUe 182

813 TowardsHincorporatingHepigeneticHmechanismsHintoHcarcinogenHidentificationHandHevaluationVH2013TH
_aTHYfbbUcd 70

812 rpigeneticsHinHrheumatoidHarthritisgHaHprimerHforHrheumatologistsVH2013THYbTH_dZ 50

811  ystemsHapproachesHtoHhumanHautoimmuneHdiseasesVH2013THZbTHbfeUcXb 9

810 oeyondHgeneHdiscoveryHinHinflammatoryHbowelHdiseasegHtheHemergingHroleHofHepigeneticsVH2013THYabTHZf_U_Xe 206

809 nnalysisHofHtheHtranscriptomeHinHmolecularHepidemiologyHstudiesVH2013THbaTHbXXUYd 26

808 rpigeneticsHandHpomplexHTraitsVH2013TH 1

807 –eviewHofHprocessingHandHanalysisHmethodsHforHqNnHmethylationHarrayHdataVH2013THYXfTHY_faUaXZ 120

806 qNnHmethylationHageHofHhumanHtissuesHandHcellHtypesVH2013THYaTH–YYb 2892

Citation Report

2



805 zeetingHreportgHsrontiersHinHgeneticsgHgenomicsHandHepigenomicsVH2013TH_bTHbbfUbcZ

804 qistinctHqNnHmethylationHpatternsHofHcognitiveHimpairmentHandHtrisomyHZYHinHqownHsyndromeVH
2013THcTHbe 64

803 –ecommendationsHforHtheHdesignHandHanalysisHofHepigenomeUwideHassociationHstudiesVH2013THYXTHfafUbb 276

802 qNnHmethylationTHgenotypeHandHgeneHexpressiongHwhoHisHdrivingHandHwhoHisHalongHforHtheHridelVH
2013THYaTHYZc 44

801 çhyHisHepigeneticsHimportantHinHunderstandingHtheHpathogenesisHofHinflammatoryHmusculoskeletalH
diseaseslVH2013THYbTHZXf 18

800 tlobalHanalysisHofHqNnHmethylationHvariationHinHadiposeHtissueHfromHtwinsHrevealsHlinksHtoH
diseaseUassociatedHvariantsHinHdistalHregulatoryHelementsVH2013THf_THedcUfX 269

799 –heumatoidHarthritisgHpellHsortingHtoHsortHcauseHfromHeffectHinH–nHepigeneticsVH2013THfTHY_a 1

798 nHgenomeUwideHmethylationHstudyHonHobesitygHdifferentialHvariabilityHandHdifferentialHmethylationVH
2013THeTHbZZU__ 134

797 ngeUassociatedHepigeneticHdriftgHimplicationsTHandHaHcaseHofHepigeneticHthriftlVH2013THZZTH–dU–Yb 215

796 rpigenomeUwideHprofilingHidentifiesHsignificantHdifferencesHinHqNnHmethylationHbetweenH
matchedUpairsHofHTUHandHoUlymphocytesHfromHhealthyHindividualsVH2013THeTHYYeeUfd 34

795 vntegratedHanalysisHofHgenomeUwideHgeneticHandHepigeneticHassociationHdataHforHidentificationHofH
diseaseHmechanismsVH2013THeTHYZ_cUaa 14

794 “reventionHofHrheumatoidHarthritisgHtheHveryHfirstHstepsVH2013THaXTHdbZUa 1

793 p’upn“gHanHintegrativeHgenomicHpipelineHforHsingleUnucleotideHresolutionHqNnHmethylationH
analysisVH2013THaYTHeYYd 71

792 –eplyHtoHtpHourdgeVH2013THfeTHYbfbUc

791 zeasuringHcellUtypeHspecificHdifferentialHmethylationHinHhumanHbrainHtissueVH2013THYaTH–fa 78

790 “harmUeconogenomicsgHaHnewHappraisalVH2013THbfTHbfZUa 2

789 ponsideringHtheHeffectHofHsleepHdisordersHonHtheHrelationHbetweenHobesityHandHcardiometabolicHriskVH
2013THfeTHYbfZ 0

788 setalHvitaminHoUYZgHaHmodulatorHofHfolateUdependentHhomocysteineHremethylationlVH2013THfeTHYbfcUe

(2013-2013)

3



787 zicrosomalHepoxideHhydrolaseHPr“uöYQHpolymorphismsHareHassociatedHwithHaberrantHpromoterH
methylationHofHr–pp_HandHhematotoxicityHinHbenzeneUexposedHworkersVH2013THbaTH_fdUaXb 27

786 teneUcultureHcoUevolutiongHteachingTHlearningTHandHcorrelationsHbetweenHrelativesVH2013THbfTHdZUfY 8

785  N“sHlocatedHatHpptHsitesHmodulateHgenomeUepigenomeHinteractionVH2013THeTHeXZUc 106

784 oloodUbasedHprofilesHofHqNnHmethylationHpredictHtheHunderlyingHdistributionHofHcellHtypesgHaH
validationHanalysisVH2013THeTHeYcUZc 174

783 TheHpromiseHandHchallengesHofHbloodHspotHmethylomicsVH2013THeTHddbUd 7

782 rpigeneticsHinHTwinH tudiesVH2013THYTHdeUed 8

781 oioinformaticHscreeningHofHautoimmuneHdiseaseHgenesHandHproteinHstructureHpredictionHwithHsnz H
forHdrugHdiscoveryVH2014THZYTHeZeU_f 29

780 TheHgeneticHarchitectureHofHrheumatoidHarthritisgHfromHsusceptibilityHtoHclinicalHsubphenotypeH
associationsVH2013THY_THdZXU_Y 6

779 –apidHcollectionHofHbiospecimensHbyHautomatedHidentificationHofHpatientsHeligibleHforH
pharmacoepigeneticHstudiesVH2013TH_THZc_Uda 3

778 nlleleUspecificHmethylationHoccursHatHgeneticHvariantsHassociatedHwithHcomplexHdiseaseVH2014THfTHefeaca 29

777 pharacterizationHofHgenomeUmethylomeHinteractionsHinHZZHnuclearHpedigreesVH2014THfTHeff_Y_ 9

776 rpidemiologyTHrpigeneticsTHandH“sychopathologyVH2014THZTHcXUdX 1

775 vdentificationHofHaHqNnHmethylationHsignatureHinHbloodHcellsHfromHpersonsHwithHqownH yndromeVH
2015THdTHeZUfc 68

774 yeukocyteUadjustedHepigenomeUwideHassociationHstudiesHofHbloodHfromHsolidHtumorHpatientsVH2014TH
fTHeeaUfb 29

773 rffectHofHprenatalHarsenicHexposureHonHqNnHmethylationHandHleukocyteHsubpopulationsHinHcordH
bloodVH2014THfTHddaUeZ 109
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stemHcellHtransplantationVH2015THdTHYZe 4
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ofHleukocyteHheterogeneitygHnnHillustrationVH2015THYXcTH_aXUd 4
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664 nutoimmuneHdiseaseHinHtheHepigeneticHeragHhowHhasHepigeneticsHchangedHourHunderstandingHofH
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661 zethodsHofHintegratingHdataHtoHuncoverHgenotypeUphenotypeHinteractionsVH2015THYcTHebUfd 581
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655 TheH’steologicalH“aradoxHZXHβearsHyatergH“astH“erspectivesTHsutureHqirectionsVH2015THZ_TH_fdUabX 142

654 pomorbidityHnetworksgHbeyondHdiseaseHcorrelationsVH2015TH_TH_YfU__Z 13
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336 rpigeneticH–egulationHinHtheH“athogenesisHofH jˆ¶grenH yndromeHandH–heumatoidHnrthritisVH2019TH
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335 TestingHzediationHrffectsHinHuighUqimensionalHrpigeneticH tudiesVH2019THYXTHYYfb 9
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THdeTH_cUaZ 43
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327 oigmelongHtoolsHforHanalysingHlargeHqNnHmethylationHdatasetsVH2019TH_bTHfeYUfec 20

326 “lacentalHqNnHmethylationHchangesHinHdetectionHofHtetralogyHofHsallotVH2020THbbTHdceUddb 7

325 nrtificialHvntelligenceHandHtheHdetectionHofHpediatricHconcussionHusingHepigenomicHanalysisVH2020TH
YdZcTHYacbYX 6

324 oiologicalHembeddingHofHexperiencegHnHprimerHonHepigeneticsVH2020THYYdTHZ_ZcYUZ_Zcf 52

323 qifferentialHqNnHmethylationHcorrelatesHwithHresponseHtoHmethotrexateHinHrheumatoidHarthritisVH
2020THbfTHY_caUY_dY 24

322 zethylationUoasedHngeH“redictionH®singH“yrosequencingH“latformHfromH eminalH tainsHinHuanH
phineseHzalesVH2020THcbTHcYXUcYf 4

321 rpigeneticHprogrammingUTheHimportantHfirstHYXXX´ daysVH2020THYXfTHaa_UabZ 23

320 qifferentialHqNnHmethylationHinHexperiencedHmeditatorsHafterHanHintensiveHdayHofH
mindfulnessUbasedHpracticegHvmplicationsHforHimmuneUrelatedHpathwaysVH2020THeaTH_cUaa 22
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319 rpigeneticsHofHnutoimmuneHqiseasesVH2020THaZfUacc 1

318 qifferentialHqNnHzethylationHofHNetworkedH ignalingTHTranscriptionalTHvnnateHandHndaptiveH
vmmunityTHandH’steoclastogenesisHtenesHandH“athwaysHinHtoutVH2020THdZTHeXZUeYa 13

317 tenomicHdataHanalysisVH2020THYb_UYed

316 nHcomprehensiveHcomparisonHofHresidueUlevelHmethylationHlevelsHwithHtheHregressionUbasedH
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315 rvaluationHofHmarkerHselectionHmethodsHandHstatisticalHmodelsHforHchronologicalHageHpredictionH
basedHonHqNnHmethylationVH2020THadTHYXYdaa 3

314 nHnovelHcomputationalHstrategyHforHqNnHmethylationHimputationHusingHmixtureHregressionHmodelH
Pz–zQVH2020THZYTHbbZ 1

313 ndvancesHinHwholeHgenomeHmethylomicHsequencingVH2020THZY_UZ__ 1

312 rpigeneticHalterationsHinHskinHhomingHpqapynHTHcellsHofHatopicHdermatitisHpatientsVH2020THYXTHYeXZX 9

311 rpigeneticsTHpregnancyHandHautoimmuneHrheumaticHdiseasesVH2020THYfTHYXZceb 7

310 r“v p’–rgHcellHtypeHdeconvolutionHofHbulkHtissueHqNnHmethylomesHfromHsingleUcellH–NnU eqHdataVH
2020THZYTHZZY 21

309 nHcellUtypeHdeconvolutionHmetaUanalysisHofHwholeHbloodHrçn HrevealsHlineageUspecificH
smokingUassociatedHqNnHmethylationHchangesVH2020THYYTHaddf 14

308 rpigenomicsHandHtranscriptomicsHofHsystemicHsclerosisHpqaSHTHcellsHrevealHlongUrangeHdysregulationH
ofHkeyHinflammatoryHpathwaysHmediatedHbyHdiseaseUassociatedHsusceptibilityHlociVH2020THYZTHeY 9

307 pellHTypesHinHrnvironmentalHrpigeneticH tudiesgHoiologicalHandHrpidemiologicalHsrameworksVH2020TH
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vnterpretationVH2020THYXTHdXdd
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293 zethylNetgHanHautomatedHandHmodularHdeepHlearningHapproachHforHqNnHmethylationHanalysisVH2020TH
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279 nHnovelHstatisticalHmethodHforHmodelingHcovariateHeffectsHinHbisulfiteHsequencingHderivedHmeasuresH
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278 TheHmultifacetedHfunctionalHroleHofHqNnHmethylationHinHimmuneUmediatedHrheumaticHdiseasesVH
2021THaXTHabfUadc 9

277 pompleteHdeconvolutionHofHqNnHmethylationHsignalsHfromHcomplexHtissuesgHaHgeometricHapproachVH
2021TH_dTHYXbZUYXbf 0

276 TestingHcellUtypeUspecificHmediationHeffectsHinHgenomeUwideHepigeneticHstudiesVH2021THZZTH 5
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274 “ersistentHinflammatoryHandHnonUinflammatoryHmechanismsHinHrefractoryHrheumatoidHarthritisVH
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273 “ragmaticHyanguageHinHphildrenHandHndolescentsHçithHnutismH pectrumHqisordergHqoHTheoryHofH
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270 rxpressionHlevelsHofHuynUq–oHandHuynUq”HareHassociatedHwithHzupHplassHvvHhaplotypesHinHhealthyH
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269  tatisticalHmethodsHforHmediationHanalysisHinHtheHeraHofHhighUthroughputHgenomicsgHpurrentH
successesHandHfutureHchallengesVH2021THYfTH_ZXfU_ZZa 7

268 pallingHdifferentialHqNnHmethylationHatHcellUtypeHresolutiongHaddressingHmisconceptionsHandHbestH
practicesVH 0
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promotingHbestHpracticesVH 1

257 qNnHmethylomeUbasedHvalidationHofHinducedHsputumHasHanHeffectiveHprotocolHtoHstudyHlungH
immunitygHconstructionHofHaHclassifierHofHpulmonaryHcellHtypesVH 2

256 “renatalHmedicationHexposureHandHepigeneticHoutcomesgHaHsystematicHliteratureHreviewHandH
recommendationsHforHprenatalHpharmacoepigeneticHstudiesVH2021THYUZa 1

255 teneticHimpactsHonHqNnHmethylationgHresearchHfindingsHandHfutureHperspectivesVH2021THZZTHYZd 16

254 ztzTUzethylationHinHNonUNeoplasticHqiseasesHofHtheHpentralHNervousH ystemVH2021THZZTH 2

253 rpigenomeUwideHassociationHstudyHofHp’´vqUYfHseverityHwithHrespiratoryHfailureVH2021THccTHYX___f 33

252 sindingHassociationsHinHaHheterogeneousHsettinggHstatisticalHtestHforHaberrationHenrichmentVH2021TH
Y_THce 0

251 pellUspecificHepigeneticHdriversHofHpathogenesisHinHrheumatoidHarthritisVH2021THY_THbafUbcX 3

250 uypomethylationHmediatesHgeneticHassociationHwithHtheHmajorHhistocompatibilityHcomplexHgenesHinH
 jˆ¶grenOsHsyndromeVH2021THYcTHeXZaeaZf 1

249 “redictionHofHbiologicalHageHandHevaluationHofHgenomeUwideHdynamicHmethylomicHchangesH
throughoutHhumanHagingVH2021TH 1

248 “renatalHleadHexposureHandHcordHbloodHqNnHmethylationHinHtheHxoreanHrxposomeH tudyVH2021THYfbTHYYXdcd 6
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247 “lacentalHqNnHmethylationHprofilesHinHopioidUexposedHpregnanciesHandHassociationsHwithHtheH
neonatalHopioidHwithdrawalHsyndromeVH2021THYY_THYYZdUYY_b 2

246 yargeU caleHuypothesisHTestingHforHpausalHzediationHrffectsHwithHnpplicationsHinHtenomeUwideH
rpigeneticH tudiesVHYUYb 6

245 rpigeneticsHandHsarcoidosisVH2021TH_XTH 0

244 “redictionHofHtheH“rogressionHofH®ndifferentiatedHnrthritisHtoH–heumatoidHnrthritisH®singHqNnH
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243 ’ncolyticH´irusesHinHpombinationHTherapeuticHnpproachesHwithHrpigeneticHzodulatorsgH“astTH
“resentTHandHsutureH“erspectivesVH2021THY_TH 3

242 tenomeUwideHqNnHmethylationHanalysisHonHpUreactiveHproteinHamongHthanaiansHsuggestsH
molecularHlinksHtoHtheHemergingHriskHofHcardiovascularHdiseasesVH2021THcTHac 0

241 ngeH“redictionHofHuumanHoasedHonHqNnHzethylationHbyHoloodHTissuesVH2021THYZTH 0

240 qetectingHcordHbloodHcellHtypeUspecificHepigeneticHassociationsHwithHgestationalHdiabetesHmellitusH
andHearlyHchildhoodHgrowthVH2021THY_THY_Y 1

239 sactorsHqrivingHqNnHzethylationH´ariationHinHuumanHoloodVH 2

238 “revalenceHTrendHandHqisparitiesHinH–heumatoidHnrthritisHamongH® HndultsTHZXXbUZXYeVH2021THYXTH 7

237 nHmachineHlearningHapproachHtoHbrainHepigeneticHanalysisHrevealsHkinasesHassociatedHwithH
nlzheimerOsHdiseaseVH2021THYZTHaadZ 9

236 tenderHnffirmingHuormoneHTherapyHinducesHspecificHqNnHmethylationHchangesHinHbloodVH 1

235 nnHanalyticalHpipelineHforHqNnHzethylationHnrrayHoiomarkerH tudiesVH

234 qNnHmethylationHasHaHmediatorHofHassociationsHbetweenHtheHenvironmentHandHchronicHdiseasesgHnH
scopingHreviewHonHapplicationHofHmediationHanalysisVH2021THYUZd 3

233 ThousandsHofHpptsH howHqNnHzethylationHqifferencesHinHnp“nU“ositiveHvndividualsVH2021THYZTH 1

232 uaplotypeU pecificHrxpressionHnnalysisHofHzupHplassHvvHtenesHinHuealthyHvndividualsHandH
–heumatoidHnrthritisH“atientsVH2021THYZTHdXdZYd 1

231 TenHβearsHofHrçn VH2021THeTHeZYXXdZd 3

230
yowHvariabilityHinHtheHunderlyingHcellularHlandscapeHadverselyHaffectsHtheHperformanceHofH
interactionUbasedHapproachesHforHconductingHcellUspecificHanalysesHofHqNnHmethylationHinHbulkH
samplesVH2021THZXTHd_Uea

1
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229 qNnHmethylomeUbasedHvalidationHofHinducedHsputumHasHanHeffectiveHprotocolHtoHstudyHlungH
immunitygHconstructionHofHaHclassifierHofHpulmonaryHcellHtypesVH2021THYUYZ 2

228 tz”NgHnHreferenceUbasedHmethodHforHcorrectingHbatchHeffectsHasHwellHasHprobesHbiasHinH
uumanzethylationHoeadphipVH 2

227 tenomeUwideHsequencingUbasedHidentificationHofHmethylationHquantitativeHtraitHlociHandHtheirHroleH
inHschizophreniaHriskVH2021THYZTHbZbY 3
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225 nHreviewHofHliquidHbiopsyHasHaHtoolHtoHassessHepigeneticTHcfqNnHandHmi–NnHvariabilityHasH
methotrexateHresponseHpredictorsHinHpatientsHwithHrheumatoidHarthritisVH2021THYd_THYXbeed 4

224 TheHexposomeHinHpracticegHanHexploratoryHpanelHstudyHofHbiomarkersHofHairHpollutantHexposureHinH
phineseHpeopleHagedHcXUcfHyearsHPphinaHon“rH tudyQVH2021THYbdTHYXcecc 7

223 rstimatingHcellUtypeUspecificHqNnHmethylationHeffectsHinHheterogeneousHcellularHpopulationsVH2021TH
Y_THedUfd 2

222 rpigeneticsHinHsystemicHlupusHerythematosusHandHtheHintegrationHofHmolecularHpathwaysVH2021TH_bUcY

221  erumHbiomarkerHpanelHforHtheHdiagnosisHofHrheumatoidHarthritisVH2021THZ_TH_Y 9

220 ’therHomicsHapproachesHtoHtheHstudyHofHrareHdiseasesVH2021THZZfUZcZ

219 rpigeneticsHinHboneHandHjointHdisordersVH2021THZbYUZde

218 rpigeneticHapproachesHinHglioblastomaHmultiformeHandHtheirHimplicationHinHscreeningHandHdiagnosisVH
2015THYZ_eTHbYYUZY 5

217 sromH ystemsH®nderstandingHtoH“ersonalizedHzedicinegHyessonsHandH–ecommendationsHoasedHonHaH
zultidisciplinaryHandHTranslationalHnnalysisHofHp’“qVH2016THY_ecTHZe_U_X_ 8

216 vlluminaHuumanzethylationHoeadphipHforHtenomeUçideHqNnHzethylationH“rofilinggHndvantagesH
andHyimitationsVH2017THYUYb 1

215
npplicationHofHzultiplexHoisulfiteH“p–UyigaseHqetectionH–eactionU–ealUTimeH”uantitativeH“p–HnssayH
inHvnterrogatingHoioinformaticallyHvdentifiedTHoloodUoasedHzethylationHzarkersHforHpolorectalH
pancerVH2020THZZTHeebUfXX

3

214 pun“Tr–HagTargetingHqNnHzethylationVH2015THceUfb 1

213 rpigenomeUwideHassociationHstudyHofHrheumatoidHarthritisHidentifiesHdifferentiallyHmethylatedHlociH
inHoHcellsVH2017THZcTHZeX_UZeYY 37

212 sunctionalHnormalizationHofHabXkHmethylationHarrayHdataHimprovesHreplicationHinHlargeHcancerH
studiesVH 5
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211 qifferentialHmethylationHbetweenHethnicHsubUgroupsHreflectsHtheHeffectHofHgeneticHancestryHandH
environmentalHexposuresVH 3

210 nHoayesianHsrameworkHforHrstimatingHpellHTypeHpompositionHfromHqNnHzethylationHçithoutHtheH
NeedHforHzethylationH–eferenceVH 1

209 ’rientingHtheHcausalHrelationshipHbetweenHimpreciselyHmeasuredHtraitsHusingHgeneticHinstrumentsVH 13

208 NeuronalHbrainHregionUspecificHqNnHmethylationHandHchromatinHaccessibilityHareHassociatedHwithH
neuropsychiatricHdiseaseHheritabilityVH 2

207 ndjustingHforHprincipalHcomponentsHofHmolecularHphenotypesHinducesHreplicatingHfalseHpositivesVH 4

206 sindingHassociationsHinHaHheterogeneousHsettinggH tatisticalHtestHforHaberrationHenrichmentVH 1

205 tenomeUwideHmethylationHpredictionHofHbiologicalHageHusingHreproducingHkernelHuilbertHspacesHandH
oayesianHridgeHregressionsVH 3

204 çidespreadHmethylationHquantitativeHtraitHlociHandHtheirHroleHinHschizophreniaHriskVH 1

203 yszzHZVXgHyatentHfactorHmodelsHforHconfounderHadjustmentHinHgenomeHandHepigenomeUwideH
associationHstudiesVH 9

202 vmprovedHpredictionHofHchronologicalHageHfromHqNnHmethylationHlimitsHitHasHaHbiomarkerHofHageingVH 6

201 rxploringHtheHteneticHoasisHofHuumanH“opulationHqifferencesHinHqNnHzethylationHandHtheirHpausalH
vmpactHonHvmmuneHteneH–egulationVH 1

200 qissectingHdifferentialHsignalsHinHhighUthroughputHdataHfromHcomplexHtissuesVH 2

199 vdentificationHofHdifferentiallyHmethylatedHcellUtypesHinHrpigenomeUçideHnssociationH tudiesVH 2

198 pellUtypeUspecificHresolutionHepigeneticsHwithoutHtheHneedHforHcellHsortingHorHsingleUcellHbiologyVH 1

197 ’ pngHaHtoolHforHomicUdataUbasedHcomplexHtraitHanalysisVH 7

196 nHversatileHmethodHforHcirculatingHcellUfreeHqNnHmethylomeHprofilingHbyHreducedHrepresentationH
bisulfiteHsequencingVH 10

195 nlleleUspecificHqNnHmethylationHisHincreasedHinHcancersHandHitsHdenseHmappingHinHnormalHplusH
neoplasticHcellsHincreasesHtheHyieldHofHdiseaseUassociatedHregulatoryH N“sVH 1

194 pallingHdifferentialHqNnHmethylationHatHcellUtypeHresolutiongHanHobjectiveHstatusUquoVH 3
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193 “““Z–ZoHhypermethylationHcausesHacquiredHapoptosisHdeficiencyHinHsystemicHautoimmuneHdiseasesVH
2019THbTH 6
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182 nHtenomeUçideHm”TyHnnalysisHinHuumanHndiposeHTissueHvdentifiesHteneticH´ariantsHnssociatedH
withHqNnHzethylationTHteneHrxpressionHandHzetabolicHTraitsVH2016THYYTHeXYbdddc 61

181 –oleHofHqNnHmethylationHinHexpressionHcontrolHofHtheHvxZs_Ut qznHregionHinHhumanHepithelialH
cellsVH2017THYZTHeXYdZdXd 17
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