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42 CancerSbioinformaticswSaSnewSapproachStoSsystemsSclinicalSmedicinekSBMCmBioinformaticsiS2012iSnpiStn 3.6 42

41 BiomarkerSgeneSsignatureSdiscoverySintegratingSnetworkSknowledgekSBiologyiS2012iSniSrjnt 4.9 22

40 NetworkSandSdataSintegrationSforSbiomarkerSsignatureSdiscoverySviaSnetworkSsmoothedSTjstatisticskS
PLoSmONEiS2013iSuiSetpmtq 3.7 45

39 CurrentScompositejfeatureSclassificationSmethodsSdoSnotSoutperformSsimpleSsinglejgenesS
classifiersSinSbreastScancerSprognosiskSFrontiersminmGeneticsiS2013iSqiSouv 4.5 30

38 RRHGEwSaSnovelSapproachStoSclassifyStheSestrogenSreceptorSbasedSbreastScancerSsubtypeskSScientificm
WorldmJournal,mTheiS2014iSomnqiSpsonqn 2.2 3

37 ComputationalSprognosticSindicatorsSforSbreastScancerkSCancermManagementmandmResearchiS2014iSsiSpmnjno3.6 7

36 RobustSclinicalSoutcomeSpredictionSbasedSonSBayesianSanalysisSofStranscriptionalSprofilesSandSpriorS
causalSnetworkskSBioinformaticsiS2014iSpmiSisvjtt 7.2 14

35 TamoxifenSintegromicsSandSpersonalizedSmedicinewSdynamicSmodularStransformationsSunderpinningS
responseStoStamoxifenSinSbreastScancerStreatmentkSOMICSmAmJournalmofmIntegrativemBiologyiS2014iSnuiSnrjpp3.8 18

34 netClasswSanSRjpackageSforSnetworkSbasediSintegrativeSbiomarkerSsignatureSdiscoverykS
BioinformaticsiS2014iSpmiSnporjs 7.2 18

33 IncludingSnetworkSknowledgeSintoSCoxSregressionSmodelsSforSbiomarkerSsignatureSdiscoverykS
BiometricalmJournaliS2014iSrsiSoutjpms 1.5 9

32 ReverseSphaseSproteinSarraySbasedStumorSprofilingSidentifiesSaSbiomarkerSsignatureSforSriskS
classificationSofShormoneSreceptorjpositiveSbreastScancerkSTranslationalmProteomicsiS2014iSoiSrojrv 16

31 NetworkjconstrainedSgroupSlassoSforShighjdimensionalSmultinomialSclassificationSwithSapplicationS
toScancerSsubtypeSpredictionkSCancermInformaticsiS2014iSnpiSorjpp 2.4 9

30 NetworkjbasedSbiomarkersSenhanceSclassicalSapproachesStoSprognosticSgeneSexpressionSsignatureskS
BMCmSystemsmBiologyiS2014iSuSSupplSqiSSr 3.5 17

29 DataSRequirementsSforSModeljBasedSCancerSPrognosisSPredictionkSCancermInformaticsiS2015iSnqiSnopjpu 2.4 1

28 FERALwSnetworkjbasedSclassifierSwithSapplicationStoSbreastScancerSoutcomeSpredictionkS
BioinformaticsiS2015iSpniSipnnjv 7.2 30

27 GeneSexpressionSprofilingSforStargetedScancerStreatmentkSExpertmOpinionmonmDrugmDiscoveryiS2015iS
nmiSvnjv 6.2 16

26
ASStromalSImmuneSModuleSCorrelatedSwithStheSResponseStoSNeoadjuvantSChemotherapyiSPrognosisS
andSLymphocyteSInfiltrationSinSHERojPositiveSBreastSCarcinomaSIsSInverselySCorrelatedSwithS
HormonalSPathwayskSPLoSmONEiS2016iSnniSemnstpvt
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25 DifferentialSdistributionSimprovesSgeneSselectionSstabilitySandShasScompetitiveSclassificationS
performanceSforSpatientSsurvivalkSNucleicmAcidsmResearchiS2016iSqqiSennv 20.1 10

24 BiologicalSnetworkjdrivenSgeneSselectionSidentifiesSaSstromalSimmuneSmoduleSasSaSkeySdeterminantS
ofStriplejnegativeSbreastScarcinomaSprognosiskSOncoImmunologyiS2016iSriSenmsnnts 7.2 19

23 DeSnovoSpathwayjbasedSbiomarkerSidentificationkSNucleicmAcidsmResearchiS2017iSqriSenrn 20.1 36

22 NewSinsightSforSpharmacogenomicsSstudiesSfromStheStranscriptionalSanalysisSofStwoSlargejscaleS
cancerScellSlineSpanelskSScientificmReportsiS2017iStiSnrnos 4.9 5

21 RobustSphenotypeSpredictionSfromSgeneSexpressionSdataSusingSdifferentialSshrinkageSofS
cojregulatedSgeneskSScientificmReportsiS2018iSuiSnopt 4.9 16

20 FromShypeStoSrealitywSdataSscienceSenablingSpersonalizedSmedicinekSBMCmMedicineiS2018iSnsiSnrm 11.4 139

19 CirculatingSmicroRNAjpmnSasSaSpromisingSdiagnosticSbiomarkerSofShepatitisSCSvirusjrelatedS
hepatocellularScarcinomakSMolecularmBiologymReportsiS2019iSqsiSrtrvjrtsr 2.8 5

18 LargejScaleSAutomaticSFeatureSSelectionSforSBiomarkerSDiscoverySinSHighjDimensionalSOMICsSDatakS
FrontiersminmGeneticsiS2019iSnmiSqro 4.5 27

17 IncorporatingSPathwaySInformationSintoSFeatureSSelectionStowardsSBetterSPerformedSGeneS
SignatureskSBioMedmResearchmInternationaliS2019iSomnviSoqvtrmv 3 5

16 PIMKLwSPathwayjInducedSMultipleSKernelSLearningkSNpjmSystemsmBiologymandmApplicationsiS2019iSriSu 5 11

15 EMTSnetworkjbasedSfeatureSselectionSimprovesSprognosisSpredictionSinSlungSadenocarcinomakSPLoSm
ONEiS2019iSnqiSemomqnus 3.7 4

14 SignificantSrandomSsignaturesSrevealsSnewSbiomarkerSforSbreastScancerkSBMCmMedicalmGenomicsiS
2019iSnoiSnsm 3.7 1

13 ASPipelineSforSIntegratedSTheorySandSDatajDrivenSModelingSofSBiomedicalSDatakSIEEE/ACMm
TransactionsmonmComputationalmBiologymandmBioinformaticsiS2021iSnuiSunnjuoo 3 1

12 RolesSofStetraspaninsSduringStrophoblastSdevelopmentwSbioinformaticsSandSnewSperspectiveskSCellm
andmTissuemResearchiS2021iSpusiSnrtjntn 4.2

11 InformedSAttentiveSPredictorswSASGeneralisableSArchitectureSforSPriorSKnowledgejBasedSAssistedS
DiagnosisSofSCancerskSSensorsiS2021iSoniS 3.8

10 DatajDrivenSMetabolicSPathwaySCompositionsSEnhanceSCancerSSurvivalSPredictionkSPLoSm
ComputationalmBiologyiS2016iSnoiSenmmrnor 5 6

9 ParetoSOptimizationSIdentifiesSDiverseSSetSofSPhosphorylationSSignaturesSPredictingSResponseStoS
TreatmentSwithSDasatinibkSPLoSmONEiS2015iSnmiSemnourqo 3.7 3

8 EMTSnetworkjbasedSfeatureSselectionSimprovesSprognosisSpredictionSinSlungSadenocarcinomakS
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7 BigSDataiSRealjWorldSDataiSandSMachineSLearningkS2019iSnstjnvr

6 GeneSsetSanalysisSwithSgraphSembeddedSkernelSassociationStestkkSBioinformaticsiS2021iS 7.2

5 Data_Sheet_nkdocxkS2019iS

4 Data_Sheet_okxlsxkS2019iS

3 PriPathwSidentifyingSdysregulatedSpathwaysSfromSdifferentialSgeneSexpressionSviaSgroupingiSscoringiS
andSmodelingSwithSanSembeddedSfeatureSselectionSapproachkS2023iSoqiS 1

2 CircularSRNASExpressionSSignaturesSProvideSPromisingSDiagnosticSandSTherapeuticSBiomarkersSforS
ChronicSLymphocyticSLeukemiakS2023iSnriSnrrq 0

1 IdentificationSofSaSgeneSexpressionSsignatureSassociatedSwithSbreastScancerSsurvivalSandSriskSthatS
improvesSclinicalSgenomicSplatformskS2023iSpiS 0
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