
Citation Report
Listhofharticleshciting

Andistinctninfluenzaninfectionnsignatureninnthenbloodn
transcriptomenofnpatientsnwithnseveren
community-acquirednpneumonia

DOI:n10.1186/cc11477
nCriticalnCare,n2012,n16,nR157.

Source:hhttps:yyexalyxcomypapervpdfy53183176ycitationvreportxpdf

Version:h2024v04v28h

ThishreporthhashbeenhgeneratedhbasedhonhthehcitationshrecordedhbyhexalyxcomhforhthehaboveharticlexhForh

thehlatesthversionhofhthishpublicationhlistuhvisiththehlinkhgivenhabovex

ThehthirdhcolumnhishthehimpacthfactorhpIFrhofhthehjournaluhandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlex



k Paper IF Citations

95 TheMhostMresponseMtoMinfectionoMadvancingMaMnovelMdiagnosticMparadigmbMCriticaliCare_M2012_Mek_Mekm 10.8 6

94 TranscriptomicMprofilingMinMchildhoodM₂eNecdnMinfluenzaMrevealsMreducedMexpressionMofMproteinM
synthesisMgenesbMJournaliofiInfectiousiDiseases_M2013_Mfdm_Mekkham 7 51

93 γdentifyingMkeyMregulatoryMgenesMinMtheMwholeMbloodMofMsepticMpatientsMtoMmonitorMunderlyingM
immuneMdysfunctionsbMShock_M2013_Mhd_Mekkalh 3.4 59

92 γdentificationMofMhostMcellMfactorsMinvolvedMinMinfluenzaMvMvirusMinfectionbMFutureiVirology_M2013_Mm_Meniafdm2.4 3

91 yigitalMcellMquantificationMidentifiesMglobalMimmuneMcellMdynamicsMduringMinfluenzaMinfectionbM
MoleculariSystemsiBiology_M2014_Med_Mlfd 12.2 63

90 yetectingMspecificMinfectionsMinMchildrenMthroughMhostMresponsesoMaMparadigmMshiftbMCurrentiOpinioni
iniInfectiousiDiseases_M2014_Mfl_Mffmagi 5.4 21

89 SystemsMbiologyMandMsystemsMgeneticsMaMnovelMinnovativeMapproachesMtoMstudyMhostapathogenM
interactionsMduringMinfluenzaMinfectionbMCurrentiOpinioniiniVirology_M2014_Mk_Mhlaih 7.5 18

88 xomprehensiveMValidationMofMtheM—vγMgoPLvxmMRatioMinMTimeamatchedMPublicMGeneMzxpressionM
yatabMAmericaniJournaliofiRespiratoryiandiCriticaliCareiMedicine_M2015_Menf_Mefkdae 10.2 20

87 ReplyoMxomprehensiveMValidationMofMtheM—vγMgoPLvxmMRatioMinMTimeamatchedMPublicMGeneM
zxpressionMyatabMAmericaniJournaliofiRespiratoryiandiCriticaliCareiMedicine_M2015_Menf_Mefkeaf 10.2 1

86 γntegrated_MMultiacohortMvnalysisMγdentifiesMxonservedMTranscriptionalMSignaturesMacrossMMultipleM
RespiratoryMVirusesbMImmunity_M2015_Mhg_Meennafee 32.3 118

85 WhatMwasMoldMisMnewMagainoMusingMtheMhostMresponseMtoMdiagnoseMinfectiousMdiseasebMExpertiReviewiofi
MoleculariDiagnostics_M2015_Mei_Meehgaim 3.8 20

84 TranscriptomicMprofilingMfacilitatesMclassificationMofMresponseMtoMinfluenzaMchallengebMJournaliofi
MoleculariMedicine_M2015_Mng_Mediaeh 5.5 26

83 vMcomprehensiveMtimeacourseabasedMmulticohortManalysisMofMsepsisMandMsterileMinflammationMrevealsM
aMrobustMdiagnosticMgeneMsetbMScienceiTranslationaliMedicine_M2015_Ml_Mfmlrale 17.5 197

82 γnfluenzaMVirusbM2016_Meddnaedim 0

81 LateMregulationMofMimmuneMgenesMandMmicroRNvsMinMcirculatingMleukocytesMinMaMpigMmodelMofM
influenzaMvMU₂eNfVMinfectionbMScientificiReports_M2016_Mk_Mfemef 4.9 17

80 xurrentMandMfutureMmolecularMdiagnosticsMforMocularMinfectiousMdiseasesbMCurrentiOpinioniini
Ophthalmology_M2016_Mfl_Mikeaikl 5.1 19

79 RobustMclassificationMofMbacterialMandMviralMinfectionsMviaMintegratedMhostMgeneMexpressionM
diagnosticsbMScienceiTranslationaliMedicine_M2016_Mm_Mghkrane 17.5 180

Citation Report

2



78 ₂ostMgeneMexpressionMclassifiersMdiagnoseMacuteMrespiratoryMillnessMetiologybMScienceiTranslationali
Medicine_M2016_Mm_Mgffraee 17.5 150

77 ProstaglandinMzâ��MconstrainsMsystemicMinflammationMthroughManMinnateMlymphoidMcellaγLaffMaxisbM
Science_M2016_Mgie_Megggam 33.3 111

76 znhancedMunderstandingMofMtheMhostapathogenMinteractionMinMsepsisoMnewMopportunitiesMforMomicM
approachesbMLancetiRespiratoryiMedicinewthe_M2017_Mi_Mfefaffg 35.1 24

75 wenchmarkingMSepsisMGeneMzxpressionMyiagnosticsMUsingMPublicMyatabMCriticaliCareiMedicine_M2017_M
hi_Meaed 1.4 70

74 vMnovelMimmuneMbiomarkerMdiscriminatesMbetweenMinfluenzaMandMbacteriaMinMpatientsMwithM
suspectedMrespiratoryMinfectionbMEuropeaniRespiratoryiJournal_M2017_Mhn_M 13.6 55

73 vM—ourawiomarkerMwloodMSignatureMyiscriminatesMSystemicMγnflammationMyueMtoMViralMγnfectionM
VersusMOtherMztiologiesbMScientificiReports_M2017_Ml_Mfneh 4.9 37

72 TranscriptomicMwiomarkersMtoMyiscriminateMwacterialMfromMNonbacterialMγnfectionMinMvdultsM
₂ospitalizedMwithMRespiratoryMγllnessbMScientificiReports_M2017_Ml_Mkihm 4.9 37

71 γncreasedMincidenceMofMcoainfectionMinMcriticallyMillMpatientsMwithMinfluenzabMIntensiveiCareiMedicine_M
2017_Mhg_Mhmaim 14.5 109

70 GenomicMxircuitryMUnderlyingMγmmunologicalMResponseMtoMPediatricMvcuteMRespiratoryMγnfectionbM
CelliReports_M2018_Mff_Mheeahfk 10.6 9

69 UnsupervisedMvnalysisMofMTranscriptomicsMinMwacterialMSepsisMvcrossMMultipleMyatasetsMRevealsM
ThreeMRobustMxlustersbMCriticaliCareiMedicine_M2018_Mhk_Mneianfi 1.4 115

68 wiomarkersMinMSepsisbMCriticaliCareiClinics_M2018_Mgh_Megnaeif 4.5 76

67 γmmuneMSignaturesMandMMicrobialMLoadMatMtheMNasopharyngealMγnterfaceMinMxhildrenMWithMvcuteM
RespiratoryMγnfectionbMFrontiersiiniMicrobiology_M2018_Mn_Mfhli 5.7 5

66 zvaluatingMtheMValueMofMyefensinsMforMyiagnosingMSecondaryMwacterialMγnfectionsMinM
γnfluenzaaγnfectedMPatientsbMFrontiersiiniMicrobiology_M2018_Mn_Mflkf 5.7 5

65 PersonalizingMtheMManagementMofMPneumoniabMClinicsiiniChestiMedicine_M2018_Mgn_Mmleandd 5.3 5

64 OfMmiceMandMmenoMtheMhostMresponseMtoMinfluenzaMvirusMinfectionbMMammalianiGenome_M2018_Mfn_Mhhkahld 3.2 12

63 TranscriptomeMvnalysisMofMγnfectedMandMwystanderMTypeMfMvlveolarMzpithelialMxellsMduringMγnfluenzaM
vMVirusMγnfectionMRevealsMWntMPathwayMyownregulationbMJournaliofiVirology_M2018_Mnf_M 6.6 31

62 xharacterizationMofMcellularMtranscriptomicMsignaturesMinducedMbyMdifferentMrespiratoryMvirusesMinM
humanMreconstitutedMairwayMepitheliabMScientificiReports_M2019_Mn_Meehng 4.9 18

61 NeutrophilsarelatedMhostMfactorsMassociatedMwithMsevereMdiseaseMandMfatalityMinMpatientsMwithM
influenzaMinfectionbMNatureiCommunications_M2019_Med_Mghff 17.4 66

(2019-2016)

3



60 ValidationMofMaMhostMresponseMtestMtoMdistinguishMbacterialMandMviralMrespiratoryMinfectionbM
EBioMedicine_M2019_Mhm_Mhigahke 8.8 22

59 Rapid_MSampleatoavnswerM₂ostMGeneMzxpressionMTestMtoMyiagnoseMViralMγnfectionbMOpeniForumi
InfectiousiDiseases_M2019_Mk_Mofzhkk 1 5

58
yecreasedMplasmaMphospholipidMconcentrationsMandMincreasedMacidMsphingomyelinaseMactivityMareM
accurateMbiomarkersMforMcommunityaacquiredMpneumoniabMJournaliofiTranslationaliMedicine_M2019_M
el_Mgki

8.5 23

57 WhatMcanMweMlearnMaboutMinfluenzaMinfectionMandMvaccinationMfromMtranscriptomicstbMHumaniVaccinesi
andiImmunotherapeutics_M2019_Mei_Mfkeiafkfg 4.4 4

56 RespiratoryMviralMinfectionsbM2019_Meelaegn 1

55 ₂ostMGeneMzxpressionMinMNoseMandMwloodMforMtheMyiagnosisMofMViralMRespiratoryMγnfectionbMJournaliofi
InfectiousiDiseases_M2019_Mfen_Meeieaeeke 7 22

54 SepsisoMfutureMroleMofMomicsMinMdiagnosisMandMtherapybM2020_Mfmeafmn 0

53 vMgeneralizableMfnamRNvMneuralanetworkMclassifierMforMacuteMbacterialMandMviralMinfectionsbMNaturei
Communications_M2020_Mee_Meell 17.4 46

52 PreviouslyMyerivedM₂ostMGeneMzxpressionMxlassifiersMγdentifyMwacterialMandMViralMztiologiesMofMvcuteM
—ebrileMRespiratoryMγllnessMinMaMSouthMvsianMPopulationbMOpeniForumiInfectiousiDiseases_M2020_Ml_Mofaaenh 1 1

51 γmmuneMandMMetabolicMSignaturesMofMxOVγyaenMRevealedMbyMTranscriptomicsMyataMReusebMFrontiersi
iniImmunology_M2020_Mee_Mekgk 8.4 62

50 TranscriptionalMxorrelatesMofMToleranceMandMLethalityMinMMiceMPredictMzbolaMVirusMyiseaseMPatientM
OutcomesbMCelliReports_M2020_Mgd_Meldfaelegbek 10.6 9

49 PathwayMmappingMofMleukocyteMtranscriptomeMinMinfluenzaMpatientsMrevealsMdistinctMpathogenicM
mechanismsMassociatedMwithMprogressionMtoMsevereMinfectionbMBMCiMedicaliGenomics_M2020_Meg_Mfm 3.7 6

48 ₂owMdoMγMidentifyMpathologicMorganismsMinMtheMfestMcenturytbM2020_Mfnnagdkbee

47
₂umanMRespiratoryMSyncytialMVirusaγnducedMγmmuneMSignatureMofMγnfectionMRevealedMbyM
TranscriptomeMvnalysisMofMxlinicalMPediatricMNasopharyngealMSwabMSamplesbMJournaliofiInfectiousi
Diseases_M2021_Mffg_Medifaedke

7 1

46
γdentificationMofMkeyMcandidateMbiomarkersMforMsevereMinfluenzaMinfectionMbyMintegratedM
bioinformaticalManalysisMandMinitialMclinicalMvalidationbMJournaliofiCellulariandiMoleculariMedicine_M
2021_Mfi_Melfiaelgm

5.6 3

45 ValidationMofMaM₂ostMGeneMzxpressionMTestMforMwacterialcViralMyiscriminationMinM
γmmunocompromisedM₂ostsbMClinicaliInfectiousiDiseases_M2021_Mlg_Mkdiakeg 11.6 5

44
γdentificationMofMaMMinimalMgaTranscriptMSignatureMtoMyifferentiateMViralMfromMwacterialMγnfectionM
fromMwestMGenomeaWideM₂ostMRNvMwiomarkersoMvMMultiaxohortMvnalysisbMInternationaliJournaliofi
MoleculariSciences_M2021_Mff_M

6.3 2

43 yiscriminatingMwacterialMandMViralMγnfectionMUsingMaMRapidM₂ostMGeneMzxpressionMTestbMCriticaliCarei
Medicine_M2021_Mhn_Mekieaekkg 1.4 11

Citation Report

4



42 LocalizedMskinMinflammationMduringMcutaneousMleishmaniasisMdrivesMaMchronic_MsystemicMγ—Na˛‡M
signaturebMPLoSiNeglectediTropicaliDiseases_M2021_Mei_Medddngfe 4.8 8

41 MultiacohortManalysisMofMhostMimmuneMresponseMidentifiesMconservedMprotectiveMandMdetrimentalM
modulesMassociatedMwithMseverityMacrossMvirusesbMImmunity_M2021_Mih_Mligalkmbei 32.3 17

40 Vw_MaMnewMbloodMbiomarkerMforMdifferentialMdiagnosisMandMrecoveryMmonitoringMofMacuteMviralMandM
bacterialMinfectionsbMEBioMedicine_M2021_Mkl_Medggif 8.8 2

39 vMsingleMtranscriptMforMtheMprognosisMofMdiseaseMseverityMinMxOVγyaenMpatientsbMScientificiReports_M
2021_Mee_Mefelh 4.9 0

38 wloodMtranscriptomicsMrevealMtheMevolutionMandMresolutionMofMtheMimmuneMresponseMinMtuberculosisbM
JournaliofiExperimentaliMedicine_M2021_Mfem_M 16.6 5

37 vMkamRNvMhostMresponseMwholeabloodMclassifierMtrainedMonMpreapandemicMdataMaccuratelyMpredictsM
severityMinMxOVγyaenMandMotherMacuteMviralMinfectionsbM 2

36 vMcuratedMtranscriptomeMdatasetMcollectionMtoMinvestigateMtheMbloodMtranscriptionalMresponseMtoM
viralMrespiratoryMtractMinfectionMandMvaccinationbMF1000Research_M2019_Mm_Mfmh 3.6 4

35 vbundanceMofMvyvMnMtranscriptsMincreasesMinMtheMbloodMinMresponseMtoMtissueMdamagebM
F1000Research_M2015_Mh_Mmn 3.6 14

34 γncreasedMabundanceMofMvyvMnMtranscriptsMinMtheMbloodMisMassociatedMwithMtissueMdamagebM
F1000Research_M2015_Mh_Mmn 3.6 14

33 microRNvsMinMcirculationMareMalteredMinMresponseMtoMinfluenzaMvMvirusMinfectionMinMhumansbMPLoSiONE_M
2013_Mm_Melkmee 3.7 75

32 vnomalyMyetectionMinM₂ostMSignalingMPathwaysMforMtheMzarlyMPrognosisMofMvcuteMγnfectionbMPLoSiONE
_M2016_Mee_Medekdnen 3.7 7

31 ₂ostMTranscriptionalMResponseMtoMγnfluenzaMandMOtherMvcuteMRespiratoryMViralMγnfectionsaavM
ProspectiveMxohortMStudybMPLoSiPathogens_M2015_Mee_Meeddhmkn 7.6 78

30 SepsisMyiagnosticsMinMtheMzraMofMOOmicsOMTechnologiesbMPragueiMedicaliReport_M2018_Meen_Mnafn 0.7 7

29 TheM₂ostMResponseMtoMViralMγnfectionsMRevealsMxommonMandMVirusaSpecificMSignaturesMinMtheM
PeripheralMwloodbMFrontiersiiniImmunology_M2021_Mef_Mlhemgl 8.4 3

28 WholeMbloodMtranscriptomicManalysisMtoMidentifyMclinicalMbiomarkersMofMdrugMresponsebMMethodsiini
MoleculariBiology_M2014_Meeli_Mgiahg 1.4 0

27 ₂umanMSusceptibilityMandMResponseMtoMViralMyiseasesbMiklailm

26 ₂umanMRespiratoryMSyncytialMVirusainducedMimmuneMsignatureMofMinfectionMrevealedMbyM
transcriptomeManalysisMofMclinicalMpediatricMnasopharyngealMswabMsamplesbM

25 vMmultiatissueMstudyMofMimmuneMgeneMexpressionMprofilingMhighlightsMtheMkeyMroleMofMtheMnasalM
epitheliumMinMxOVγyaenMseveritybM 0

(-2021)

5



24
vMStudyMwasedMonMMetabolomics_MNetworkMPharmacology_MandMzxperimentalMVerificationMtoMzxploreM
theMMechanismMofMQinbaiqingfeiMxoncentratedMPillsMinMtheMtreatmentMofMMycoplasmaMPneumoniabM
FrontiersiiniPharmacology_M2021_Mef_Mlkemmg

5.6 0

23 vMRobustM₂ostaResponseawasedMSignatureMyistinguishesMwacterialMandMViralMγnfectionsMvcrossM
yiverseMGlobalMPopulationsbMSSRNiElectroniciJournal_M 1 0

22 vMkamRNvMhostMresponseMclassifierMinMwholeMbloodMpredictsMoutcomesMinMxOVγyaenMandMotherMacuteM
viralMinfectionsbbMScientificiReports_M2022_Mef_Mmmn 4.9 2

21 GeneMzxpressionMScoringMofMγmmuneMvctivityMLevelsMforMPrecisionMUseMofM₂ydrocortisoneMγnM
VasodilatoryMShockbbMShock_M2022_Mil_M 3.4 1

20 SystematicMcomparisonMofMpublishedMhostMgeneMexpressionMsignaturesMforMbacterialcviralM
discriminationbbMGenomeiMedicine_M2022_Meh_Mem 14.4 3

19 vMmultiatissueMstudyMofMimmuneMgeneMexpressionMprofilingMhighlightsMtheMkeyMroleMofMtheMnasalM
epitheliumMinMxOVγyaenMseveritybbMEnvironmentaliResearch_M2022_Mfed_Meefmnd 7.9 2

18 vMcomparisonMofMhostMresponseMstrategiesMtoMdistinguishMbacterialMandMviralMinfectionbbMPLoSiONE_M
2021_Mek_Medfkegmi 3.7 1

17 yata_Sheet_ebXLSXbM2018_M

16 yata_Sheet_fbXLSXbM2018_M

15 yata_Sheet_gbXLSXbM2018_M

14 yata_Sheet_hbXLSXbM2018_M

13 yata_Sheet_ibXLSXbM2018_M

12 Presentation_ebPy—bM2018_M

11 vMproteinMsignatureMassociatedMwithMactiveMtuberculosisMidentifiedMbyMplasmaMprofilingMandM
networkabasedManalysisbM

10 MortalityMPredictionMinMSepsisMWithManMγmmuneaRelatedMTranscriptomicsMSignatureoMvMMultiaxohortM
vnalysisbMFrontiersiiniMedicine_Mn_M 4.9 0

9 zvaluationMandMvalidationMofMtheMincreasedMannexinMvgMUvNXvgVMasMaMnovelMbiomarkerMtoMpredictM
sepsisMinMcriticallyMillMpatientsbM

8 xonstructionMofMgeneMnetworkMdatabase_MandMidentificationMofMkeyMgenesMforMdiagnosis_Mprognosis_M
andMtreatmentMinMsepsisbM 0

7 xoaexpressionMnetworkManalysisMidentifiesMpotentialMcandidateMhubMgenesMinMsevereMinfluenzaM
patientsMneedingMinvasiveMmechanicalMventilationbM2022_Mfg_M 1

Citation Report

6



6 xytokineMStormâ��yefinition_Mxauses_MandMγmplicationsbM2022_Mfg_Meelhd 5

5 RoleMofMgeneMsequencingMforMtheMdiagnosis_MtrackingMandMpreventionMofMocularMinfectionsbM2022_Mfh_Mgk 0

4 vnMautomatedMyNvMcomputingMplatformMforMrapidMetiologicalMdiagnosticsbM2022_Mm_M 0

3 vMproteinMsignatureMassociatedMwithMactiveMtuberculosisMidentifiedMbyMplasmaMprofilingMandM
networkabasedManalysisbM2022_Mfi_Medikif 0

2 wenchmarkingMtranscriptionalMhostMresponseMsignaturesMforMinfectionMdiagnosisbM2022_Meg_Mnlhanmmbel 0

1 vMrobustMhostaresponseabasedMsignatureMdistinguishesMbacterialMandMviralMinfectionsMacrossMdiverseM
globalMpopulationsbM2022_Mg_Meddmhf 0

Citation Report

7


