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bioinformaticJtoolsJSpineJandJpvtntXJ2014VJ_dVJfbf 105
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approachesXJFrontierslinlMicrobiologyVJ2015VJeVJ_ZdZ 5.7 178
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5.7 27
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5.7 7
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113 venotypesJandJγhenotypesJofJtnterococciJxsolatedJuromJqroilerJrhickensXJ2018VJaVJ 16

112 pntibioticsVJResistomeJandJResistanceJMechanismsiJpJqacterialJγerspectiveXJFrontierslinl
MicrobiologyVJ2018VJhVJaZee 5.7 108

111 γullJinJandJγushJ”utiJMechanismsJofJworizontalJveneJTransferJinJqacteriaXJFrontierslinlMicrobiologyVJ
2018VJhVJa_dc 5.7 43

110 RoleJofJplasmidJplasticityJandJmobileJgeneticJelementsJinJtheJentomopathogenJqacillusJ
thuringiensisJserovarJisraelensisXJ2018VJcaVJgahWgde 16

109 rharacterizationJofJaJ“ovelJSXTYRbh_JxntegrativeJandJronjugativeJtlementJrarryingJVJVJVJandJinJ
γroteusJmirabilisXJ2018VJeaVJ 18

108 MobileJveneticJtlementsJpssociatedJwithJpntimicrobialJResistanceXJ2018VJb_VJ 642

107 sistributionJandJveneticJrharacteristicsJofJSXTYRbh_JxntegrativeJronjugativeJtlementsJinJsppXJ
uromJrhinaXJFrontierslinlMicrobiologyVJ2018VJhVJhaZ 5.7 12

106 xntegrativeJandJronjugativeJtlementsJRxrtsSJinJγasteurellaceaeJSpeciesJandJTheirJsetectionJbyJ
MultiplexJγrRXJFrontierslinlMicrobiologyVJ2018VJhVJ_bah 5.7 17

105 romparativeJgenomicJanalysisJofJaJnaturallyJcompetentJtlizabethkingiaJanophelisJisolatedJfromJanJ
eyeJinfectionXJScientificlReportsVJ2018VJgVJgccf 4.9 6

104 MicrobialJgenomicJislandJdiscoveryVJvisualizationJandJanalysisXJ2019VJaZVJ_egdW_ehg 36
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103 TcppVJaJnovelJYersiniaJruckeriJTxRWcontainingJvirulentJproteinJmediatesJimmuneJevasionJbyJ
targetingJMysggJadaptorsXJFishlandlShellfishlImmunologyVJ2019VJhcVJdgWed 4.3 9

102 pJTxRJsomainWrontainingJγroteinJRSTxRWaSJMediatesJxmmuneJtvasionJbyJTargetingJtheJMysggJ
pdaptorXJInternationallJournalloflMolecularlSciencesVJ2019VJaZVJ 6.3 3

101 xrtzpaiJdescriptionJofJanJintegrativeJandJconjugativeJelementJinJzlebsiellaJpneumoniaeVJ
coWoccurringJandJinteractingJwithJxrtzp_XJScientificlReportsVJ2019VJhVJ_bgha 4.9 7

100 xrtbergJaXZiJanJupdatedJdatabaseJofJbacterialJintegrativeJandJconjugativeJelementsXJNucleiclAcidsl
ResearchVJ2019VJcfVJseeZWseed 20.1 141

99 uirstJReportJofJxntegrativeJronjugativeJtlementsJinJxsolatesJuromJsucksJinJrhinaXJ2019VJeVJ_ag 4

98 selineationJofJtheJintegraseWattachmentJandJoriginWofWtransferJregionsJofJtheJsymbiosisJislandJ
xrtMlSymXJ2019VJ_ZcVJ_Zac_e 1

97 “onWcontiguousJfinishedJgenomeJsequencingJandJdescriptionJofJspXJnovXJisolatedJfromJhumanJ
sputumXJNewlMicrobeslandlNewlInfectionsVJ2019VJahVJ_ZZdba 4.1 1

96 MobileJantibioticJresistomeJinJwastewaterJtreatmentJplantsJrevealedJbyJ“anoporeJmetagenomicJ
sequencingXJ2019VJfVJcc 123

95 “asalJResistomeJsevelopmentJinJxnfantsJWithJrysticJuibrosisJinJtheJuirstJYearJofJLifeXJFrontierslinl
MicrobiologyVJ2019VJ_ZVJa_a 5.7 6

94 TheJantibioticJresistanceJandJpathogenicityJofJaJmultidrugWresistantJtlizabethkingiaJanophelisJ
isolateXJ2019VJgVJegZc 14

93 LowerJRespiratoryJTractJMicrobiomeJandJResistomeJofJqovineJRespiratoryJsiseaseJMortalitiesXJ
2019VJfgVJcceWcde 23

92 “anoporeJultraWlongJreadJsequencingJtechnologyJforJantimicrobialJresistanceJdetectionJinJ
MannheimiaJhaemolyticaXJJournalloflMicrobiologicallMethodsVJ2019VJ_dhVJ_bgW_cf 2.8 13

91
rumulativeJacquisitionJofJpathogenicityJislandsJhasJshapedJvirulenceJpotentialJandJcontributedJtoJ
theJemergenceJofJLttWnegativeJShigaJtoxinWproducingJtscherichiaJcoliJstrainsXJEmerginglMicrobesl
andlInfectionsVJ2019VJgVJcgeWdZa

18.9 19

90 MaintenanceJofJSympatricJandJpllopatricJγopulationsJinJureeWLivingJTerrestrialJqacteriaXJMBioVJ2019
VJ_ZVJ 7.8 10

89 venotypicJdiversityJofJStreptococcusJsuisJandJtheJSXJsuisWlikeJbacteriumJStreptococcusJruminantiumJ
inJruminantsXJVeterinarylResearchVJ2019VJdZVJhc 3.8 4

88 pJ“ovelJprsenateWResistantJseterminantJpssociatedJwithJxrtpMtRγwVJaJMemberJofJtheJSXTYRbh_J
vroupJofJMobileJveneticJtlementsXJGenesVJ2019VJ_ZVJ 4.2 5

87 romprehensiveJanalysisJofJchromosomalJmobileJgeneticJelementsJinJtheJgutJmicrobiomeJrevealsJ
phylumWlevelJnicheWadaptiveJgeneJpoolsXJPLoSlONEVJ2019VJ_cVJeZaabegZ 3.7 26

86 rharacterizationJofJantibioticJresistanceJgenesJinJtheJspeciesJofJtheJrumenJmicrobiotaXJNaturel
CommunicationsVJ2019VJ_ZVJdada 17.4 24
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85 pJnovelJintegrativeJconjugativeJelementJmediatesJtransferJofJmultiWdrugJresistanceJbetweenJ
StreptococcusJsuisJstrainsJofJdifferentJserotypesXJVeterinarylMicrobiologyVJ2019VJaahVJ__ZW__e 3.3 13

84
sraftJgenomeJsequenceJofJaJuropathogenicJisolateJRSTbgJ”_iw_dSJfromJγakistanVJanJemergingJ
multidrugWresistantJsequenceJtypeJwithJaJhighJvirulenceJprofileXJNewlMicrobeslandlNewlInfectionsVJ
2019VJafVJ_Wa

4.1 4

83 pntibioticJresistanceJinJVibrioJcholeraeJtlJTorJstrainsJisolatedJduringJcholeraJcomplicationsJinJ
SiberiaJandJtheJuarJtastJofJRussiaXJInfectionxlGeneticslandlEvolutionVJ2020VJfgVJ_ZcZhe 4.5 9

82 γasteurellaJandJMannheimiaXJ2020VJaebWafb

81 γathogenicityJuactorsJofJvenomicJxslandsJinJxntestinalJandJtxtraintestinalXJFrontierslinlMicrobiologyVJ
2020VJ__VJaZed 5.7 22

80 venomicJrharacteristicsJofJxnvasiveJSerotypeJ_JinJ“ewJraledoniaJγriorJtoJtheJxntroductionJofJ
γrV_bXJBioinformaticslandlBiologylInsightsVJ2020VJ_cVJ__ffhbaaaZhea_Ze 5.3 2

79 γotentialJevolutionaryJimpactJofJintegrativeJandJconjugativeJelementsJRxrtsSJandJgenomicJislandsJinJ
theJRalstoniaJsolanacearumJspeciesJcomplexXJScientificlReportsVJ2020VJ_ZVJ_achg 4.9 2

78 worizontalJtransmissionJandJrecombinationJmaintainJforeverJyoungJbacterialJsymbiontJgenomesXJ
PLoSlGeneticsVJ2020VJ_eVJe_ZZghbd 6 6

77 γrevalenceJofJpathogensJharbouringJmobileJantimicrobialJresistanceJgenesJandJvirulenceJfactorsJinJ
retailJbeefJandJmuttonXJFEMSlMicrobiologylLettersVJ2020VJbefVJ 2.9 6

76 TollYxLW_JreceptorWcontainingJproteinsJSTxRW_VJSTxRWaJandJSTxRWbJsynergisticallyJassistJYersiniaJ
ruckeriJSrZhJimmuneJescapeXJFishlandlShellfishlImmunologyVJ2020VJ_ZbVJbdfWbed 4.3 1

75 xntegrationJofJtheJbla“sMW_JcarbapenemaseJgeneJintoJaJnovelJSXTYRbh_JintegrativeJandJ
conjugativeJelementJinJγroteusJvulgarisXJJournalloflAntimicrobiallChemotherapyVJ2020VJfdVJ_cbhW_cca 5.1 11

74 pntimicrobialJResistanceJinJVeterinaryJMedicineiJpnJ”verviewXJInternationallJournalloflMolecularl
SciencesVJ2020VJa_VJ 6.3 52

73 MobilizationJofJpntibioticJResistanceiJpreJrurrentJppproachesJforJrolocalizingJResistomesJandJ
MobilomesJUsefulnXJFrontierslinlMicrobiologyVJ2020VJ__VJ_bfe 5.7 14

72 romparativeJgenomicsJofJmultidrugWresistantJtnterococcusJsppXJisolatedJfromJwastewaterJ
treatmentJplantsXJBMClMicrobiologyVJ2020VJaZVJaZ 4.5 16

71 txploringJtheJresistomeVJvirulomeJandJmicrobiomeJofJdrinkingJwaterJinJenvironmentalJandJclinicalJ
settingsXJWaterlResearchVJ2020VJ_fcVJ__debZ 12.5 23

70 YersiniaJruckeriJstrainJSrZhJdisruptsJproinflammatoryJactivationJviaJTollYxLW_JreceptorWcontainingJ
proteinJSTxRWbXJFishlandlShellfishlImmunologyVJ2020VJhhVJcacWcbc 4.3 2

69
ToleranceJtoJarsenicJcontaminantJamongJmultidrugWresistantJandJcopperWtolerantJSalmonellaJ
successfulJclonesJisJassociatedJwithJdiverseJarsJoperonsJandJgeneticJcontextsXJEnvironmentall
MicrobiologyVJ2020VJaaVJagahWagca

5.2 8

68
tmergingJcoexistenceJofJthreeJγMQRJgenesJonJaJmultipleJresistanceJplasmidJwithJaJnewJ
surroundingJgeneticJstructureJofJqnrSaJinJtXJcoliJinJrhinaXJAntimicrobiallResistancelandlInfectionl
ControlVJ2020VJhVJda

6.2 5
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67 WholeJvenomeJSequencingJsifferentiatesJγresumptiveJtxtendedJSpectrumJqetaWLactamaseJ
γroducingJalongJSegmentsJofJtheJ”neJwealthJrontinuumXJMicroorganismsVJ2020VJgVJ 4.9 11

66
γredominanceJofJxxxYST_hJandJxbYST_ZJLineagesJWithJwighJMultidrugJResistanceJinJ
uluoroquinoloneWResistantJvroupJqJxsolatesJinJWhichJaJ“ewJxntegrativeJandJronjugativeJtlementJ
WasJxdentifiedXJFrontierslinlMicrobiologyVJ2020VJ__VJeZhdae

5.7 2

65 pJVirulenceJpssociatedJSiderophoreJxmporterJReducesJpntimicrobialJSusceptibilityJofXJFrontierslinl
MicrobiologyVJ2021VJ_aVJeZfd_a 5.7 4

64 MassiveJexpansionJofJhumanJgutJbacteriophageJdiversityXJCellVJ2021VJ_gcVJ_ZhgW__ZhXeh 56.2 93

63 pJmobileJgeneticJelementJincreasesJbacterialJhostJfitnessJbyJmanipulatingJdevelopmentXJELifeVJ
2021VJ_ZVJ 8.9 4

62 pnalysisJofJSecretedJγroteinsJandJγotentialJVirulenceJtheJxrtsWMediatedJγathwayJofJtheJuoodborneJ
γathogenXJFrontierslinlMicrobiologyVJ2021VJ_aVJe_a_ee 5.7 2

61 qacteroidalesJspeciesJareJaJreservoirJofJphaseWvariableJantibioticJresistanceJgenesJinJtheJhumanJgutJ
microbiomeXJ

60 SequenceJanalysisJofJtyrosineJrecombinasesJallowsJannotationJofJmobileJgeneticJelementsJinJ
prokaryoticJgenomesXJMolecularlSystemslBiologyVJ2021VJ_fVJehggZ 12.2 4

59
secipheringJmobileJgeneticJelementsJdisseminatingJmacrolideJresistanceJinJStreptococcusJ
pyogenesJoverJaJa_JyearJperiodJinJqarcelonaVJSpainXJJournalloflAntimicrobiallChemotherapyVJ2021VJ
feVJ_hh_WaZZb

5.1 0

58 TnrentraliJpJγrokaryoticJTransposableJtlementJsatabaseJandJWebJγortalJforJTransposonJpnalysisXJ 0

57 xdenticalJsequencesJfoundJinJdistantJgenomesJrevealJfrequentJhorizontalJtransferJacrossJtheJ
bacterialJdomainXJELifeVJ2021VJ_ZVJ 8.9 2

56 pJ“ovelJSXTYRbh_JxntegrativeJandJronjugativeJtlementJrarriesJTwoJropiesJofJtheJveneJinJγroteusJ
mirabilisXJMSphereVJ2021VJeVJeZZdgga_ 5 7

55 venomeJSequencesJofJTwoJγseudomonasJaeruginosaJxsolatesJwithJsefectsJinJTypeJxxxJSecretionJ
SystemJveneJtxpressionJfromJaJrhronicJpnkleJWoundJxnfectionXJMicrobiologylSpectrumVJ2021VJhVJeZZbcZa_8.9 1

54 TnrentraliJaJγrokaryoticJTransposableJtlementJsatabaseJandJWebJγortalJforJTransposonJpnalysisXJ
MBioVJ2021VJ_aVJeZaZeZa_ 7.8 6

53 xnterrogationJofJtheJintegratedJmobileJgeneticJelementsJinJgutWassociatedJqacteroidaceaeJwithJaJ
consensusJpredictionJapproachXJ 0

52 TheJvenusJqacteroidesXJ2014VJcdhWcgc 3

51 “ovelJlargeWscaleJchromosomalJtransferJinJqacteroidesJfragilisJcontributesJtoJitsJpanWgenomeJandJ
rapidJenvironmentalJadaptationXJMicrobiallGenomicsVJ2017VJbVJ 4.4 11

50 wostJadaptationJandJmicrobialJcompetitionJdriveJphylotypeJxJevolutionJinJtheJRepublicJofJzoreaXJ
MicrobiallGenomicsVJ2020VJeVJ 4.4 4

(2020-2020)
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49 MassiveJexpansionJofJhumanJgutJbacteriophageJdiversityXJ 0

48 pJmobileJgeneticJelementJincreasesJbacterialJhostJfitnessJbyJmanipulatingJdevelopmentXJ 1

47 romprehensiveJanalysisJofJmobileJgeneticJelementsJinJtheJgutJmicrobiomeJrevealsJphylumWlevelJ
nicheWadaptiveJgeneJpoolsXJ 11

46 SequenceJanalysisJallowsJfunctionalJannotationJofJtyrosineJrecombinasesJinJprokaryoticJgenomesXJ 3

45 xnJsilicoJanalysisJofJproteinJtoxinJandJbacteriocinsJfromJLactobacillusJparacaseiJSs_JgenomeJandJ
availableJonlineJdatabasesXJPLoSlONEVJ2017VJ_aVJeZ_gbdcg 3.7 20

44 xdentificationJofJworizontallyWtransferredJvenomicJxslandsJandJvenomeJSegmentationJγointsJbyJ
UsingJtheJvrJγrofileJMethodXJCurrentlGenomicsVJ2014VJ_dVJ__bWa_ 2.6 20

43 UrbanizationJandJWaterborneJγathogenJtmergenceJinJLowWxncomeJrountriesiJWhereJandJwowJtoJ
ronductJSurveysnXJInternationallJournalloflEnvironmentallResearchlandlPubliclHealthVJ2020VJ_fVJ 4.6 7

42 venomeJsequencingJandJanalysisJofJtheJfirstJcompleteJgenomeJofJLactobacillusJkunkeeiJstrainJMγaVJ
anJppisJmelliferaJgutJisolateXJPeerJVJ2016VJcVJe_hdZ 3.1 12

41 ppplicationJofJvenomicsJtoJUnderstandJtheJγathogenicJMicrobialJsiversityXJ2019VJchWga

40 txtrinsicJpntibioticWResistantJMechanismJinJqacteriaXJ2019VJgfW_Zb

39 worizontalJtransmissionJandJrecombinationJmaintainJforeverJyoungJbacterialJsymbiontJgenomesXJ 1

38 venomicJdiversityJofJhospitalWacquiredJinfectionsJrevealedJthroughJprospectiveJwholeJgenomeJ
sequencingWbasedJsurveillanceXJ

37
ShotgunJmetagenomeJsequencingJofJaJSudaneseJtoombakJsnuffJtobaccoiJveneticJattributesJofJaJ
highJtobaccoWspecificJnitrosamineJRTS“pSJcontainingJsmokelessJtobaccoJproductXJLetterslinlAppliedl
MicrobiologyVJ2021VJ

2.9 0

36 qacteroidalesJspeciesJinJtheJhumanJgutJareJaJreservoirJofJantibioticJresistanceJgenesJregulatedJbyJ
invertibleJpromotersXXJNpjlBiofilmslandlMicrobiomesVJ2022VJgVJ_ 8.2 1

35 γopulationJgenomicsJofJtheJfoodWborneJpathogenJrevealsJlineageJassociatedJpathogenicityWrelatedJ
geneticJelementsXXJMicrobiallGenomicsVJ2022VJgVJ 4.4

34 LandscapeJofJmobileJgeneticJelementsJandJtheirJantibioticJresistanceJcargoJinJprokaryoticJ
genomesXXJNucleiclAcidslResearchVJ2022VJ 20.1 0

33 sata_Sheet__XpdfXJ2018VJ

32 Table__XdocXJ2018VJ
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31 Table__XdocxXJ2019VJ

30 Table_aXxlsxXJ2019VJ

29 sata_Sheet__XzipXJ2020VJ

28 xmage__XTxuXJ2018VJ

27 xmage_aXTxuXJ2018VJ

26 Table__XXLSXXJ2018VJ

25 Table_aXXLSXXJ2018VJ

24 γresentation__XpdfXJ2019VJ

23 Table__XpdfXJ2019VJ

22 Table_aXpdfXJ2019VJ

21 Table_bXxlsXJ2019VJ

20 Table_cXxlsXJ2019VJ

19 Table_dXpdfXJ2019VJ

18 Table_eXpdfXJ2019VJ

17 venomicJsiversityJofJwospitalWpcquiredJxnfectionsJRevealedJthroughJγrospectiveJWholeWvenomeJ
SequencingWqasedJSurveillanceXJMSystemsVJ 7.6 1

16 sxVtiJaJreferenceWfreeJstatisticalJapproachJtoJdiversityWgeneratingJPampjJmobileJgeneticJelementJ
discoveryXJ 0

15 pnthropogenicJimpactsJonJantibioticJresistanceJgenesJandJtheirJhostsJfromJpristineJtoJurbanJriverJ
usingJmetagenomicJandJbinningJapproachesXJAquaticlToxicologyVJ2022VJachVJ_Zeaa_ 5.1 2

14
MetagenomicJassemblyJandJbinningJanalysesJtheJprevalenceJandJspreadJofJantibioticJresistomeJinJ
waterJandJfishJgutJmicrobiomesJalongJanJenvironmentalJgradientXJJournalloflEnvironmentall
ManagementVJ2022VJb_gVJ__dda_

7.9 0

(2022-2019)
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13 pJstatisticalVJreferenceWfreeJalgorithmJsubsumesJmyriadJproblemsJinJgenomeJscienceJandJenablesJ
novelJdiscoveryXJ 0

12 pJgraphJrepresentationJofJgappedJpatternsJinJphageJsequencesJforJgraphJconvolutionalJnetworkXJ

11 TnSmu_JisJaJfunctionalJintegrativeJandJconjugativeJelementJinJStreptococcusJmutansJthatJwhenJ
expressedJcausesJgrowthJarrestJofJhostJbacteriaXJ 1

10
pnJxntegrativeJandJronjugativeJtlementJRxrtSJuoundJinJPltjiPgtjShewanellaJhalifaxensisPltjYiPgtjJ
xsolatedJfromJMarineJuishJxntestineJMayJronnectJveneticJMaterialsJbetweenJwumanJandJMarineJ
tnvironmentsXJ2022VJbfVJnYa

0

9 γopulationJgenomicsJofJemergingJtlizabethkingiaJanophelisJpathogensJrevealsJpotentialJoutbreakJ
andJrapidJglobalJdisseminationXJ_Wfd 0

8 JTnJSmu_JisJaJfunctionalJintegrativeJandJconjugativeJelementJinJStreptococcusJmutansJthatJwhenJ
expressedJcausesJgrowthJarrestJofJhostJbacteriaXJ 0

7 xrtscreeniJaJtoolJtoJdetectJuirmicuteJxrtsJandJxMtsVJisolatedJorJenclosedJinJcompositeJstructuresXJ
2022VJcVJ 2

6 provenomesbiJapproachingJoneJmillionJaccuratelyJandJconsistentlyJannotatedJhighWqualityJ
prokaryoticJgenomesXJ 0

5 RecombinationJsrivesJtvolutionJofJrarbapenemWResistantJzlebsiellaJpneumoniaeJSequenceJTypeJ
__JzLcfJtoJzLecJinJrhinaXJ 1

4 xntegrativeJronjugativeJtlementsJRxrtsSJofJtheJSXTYRbh_JfamilyJdriveJadaptationJandJevolutionJinJ
˛‡WγroteobacteriaXJ_Waa 0

3 prtificialJxntelligenceJandJMachineJLearningJforJγredictionJandJpnalysisJofJvenomicJxslandsXJ2023VJbcbWbde 0

2 venomicJxslandsJinJwelicobacterJSpeciesXJ2023VJ_hfWaZe 0

1 qrevundimonasJbrasiliensisJspXJnovXiJaJ“ewJMultidrugWResistantJSpeciesJxsolatedJfromJaJγatientJinJ
qrazilXJ 0
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