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l Paper IF Citations

271 βroteomeKqnalysisKofKtrosophilaKMutantsKydentifiesKaKRegulatoryKRoleKforKadccKinKMetabolicK
βathwaysYK

270 tiseaseXassociatedKmutationsKdisruptKfunctionallyKimportantKregionsKofKintrinsicKproteinKdisorderYK
PLoSsComputationalsBiologyWK2012WKhWKea__bg_i 5 95

269 βepSitejKpredictionKofKpeptideXbindingKsitesKfromKproteinKsurfacesYKNucleicsAcidssResearchWK2012WKd_WKWdbcXg20.1 133

268 TheKidentificationKofKshortKlinearKmotifXmediatedKinterfacesKwithinKtheKhumanKinteractomeYK2012WK
bhWKigfXhb 50

267 iu–MXXaKwebKserverKtoKexploreKshortKlinearKmotifXmediatedKinteractionsYKNucleicsAcidssResearchWK
2012WKd_WKWcfdXi 20.1 26

266 StructureKandKactivityKofKtheKonlyKhumanKRíaseKTbYKNucleicsAcidssResearchWK2012WKd_WKhgccXdb 20.1 25

265 SequenceKdeterminantsKofKaKmicrotubuleKtipKlocalizationKsignalKSMt–STYKJournalsofsBiologicals
ChemistryWK2012WKbhgWKbhbbgXdb 5.4 36

264 velineKimmunodeficiencyKvirusKwagKisKaKnuclearKshuttlingKproteinYK2012WKhfWKhd_bXaa 18

263 βeptideXbindingKdomainsjKareKlimpKhandshakesKsafestoYK2012WKeWKped_ 9

262 wainKofKfunctionKinKst’íasYK2012WKddWKgcgXh 10

261 –inearKmotifsKconferKfunctionalKdiversityKontoKspliceKvariantsYKNucleicsAcidssResearchWK2012WKd_WKgabcXca 20.1 54

260 somputationalKmodellingKofKlinearKmotifXmediatedKproteinKinteractionsYK2012WKabWKaeecXfa 8

259 somputationalKanalysisKofKinteractomesjKcurrentKandKfutureKperspectivesKforKbioinformaticsK
approachesKtoKmodelKtheKhostXpathogenKinteractionKspaceYK2012WKegWKe_hXah 35

258 S–iMβrintsjKconservationXbasedKdiscoveryKofKfunctionalKmotifKfingerprintsKinKintrinsicallyKdisorderedK
proteinKregionsYKNucleicsAcidssResearchWK2012WKd_WKa_fbhXda 20.1 57

257 UncoveringKnewKaspectsKofKproteinKinteractionsKthroughKanalysisKofKspecificityKlandscapesKinK
peptideKrecognitionKdomainsYK2012WKehfWKbgfdXgb 11

256 TheKemergingKcontributionKofKsequenceKcontextKtoKtheKspecificityKofKproteinKinteractionsKmediatedK
byKβtZKdomainsYK2012WKehfWKbfdhXfa 82

255 reyondKRfurballsRKandKRdumplingKsoupsRKXKtowardsKaKmolecularKarchitectureKofKsignalingKcomplexesK
andKnetworksYK2012WKehfWKbgd_Xe_ 18
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254 βrofileXbasedKshortKlinearKproteinKmotifKdiscoveryYK2012WKacWKa_d 13

253 SpecificationWKannotationWKvisualizationKandKsimulationKofKaKlargeKruleXbasedKmodelKforKuRrrK
receptorKsignalingYK2012WKfWKa_g 29

252 tefiningKtheKrolesKandKinteractionsKofKβTrYK2012WKd_WKhaeXb_ 58

251 qnalysisKofKtheKrelationshipsKbetweenKevolvabilityWKthermodynamicsWKandKtheKfunctionsKofK
intrinsicallyKdisorderedKproteinsZregionsYK2012WKdaWKeaXg 13

250 –inearKmotifsjKlostKinKSpreTtranslationYK2012WKcgWKcccXda 48

249 qKcomparativeKstudyKofKshortKlinearKmotifKcompositionsKofKtheKinfluenzaKqKvirusKribonucleoproteinsYK
PLoSsONEWK2012WKgWKechfcg 3.7 7

248 uvaluatingKcaveolinKinteractionsjKdoKproteinsKinteractKwithKtheKcaveolinKscaffoldingKdomainKthroughK
aKwidespreadKaromaticKresidueXrichKmotifoYKPLoSsONEWK2012WKgWKeddhgi 3.7 73

247 StructuralKandKfunctionalKcharacterizationKofKtheKproteinKkinaseKMpsaKinKqrabidopsisKthalianaYKPLoSs
ONEWK2012WKgWKedeg_g 3.7 13

246 tisorderedKbindingKregionsKandKlinearKmotifsXXbridgingKtheKgapKbetweenKtwoKmodelsKofKmolecularK
recognitionYKPLoSsONEWK2012WKgWKedfhbi 3.7 49

245 StructureKofKmetabotropicKglutamateKreceptorKsXterminalKdomainsKinKcontactKwithKinteractingK
proteinsYK2012WKeWKeb 31

244 TheKíRvbXrelatedKinteractomeKandKregulomeKcontainKmultifunctionalKproteinsKandKfineXtunedK
autoregulatoryKloopsYK2012WKehfWKagieXh_b 81

243 TheKuseKofKevolutionaryKpatternsKinKproteinKannotationYK2012WKbbWKcafXbe 24

242 ywSviKfamilyKproteinsYK2013WKchWKabcfXea 15

241 βroteolyticKcleavageKofK–utqXaZβyqíβKbyKfurinXlikeKproproteinKconvertasesKprecedesKitsKplasmaK
membraneKlocalizationYK2013WKdcdWKbbXg 5

240 Signa–inkKbKXKaKsignalingKpathwayKresourceKwithKmultiXlayeredKregulatoryKnetworksYK2013WKgWKg 133

239 qKconservedKíXterminalKmotifKisKrequiredKforKcomplexKformationKbetweenKvUSWKuWSRaWKTqvaeKandK
theirKoncogenicKfusionKproteinsYK2013WKbgWKdifeXgd 22

238 βrobingKtheKproteinKspaceKforKextendingKtheKdetectionKofKweakKhomologyKfoldsYK2013WKcb_WKaebXh 6

237 βromiscuityKasKaKfunctionalKtraitjKintrinsicallyKdisorderedKregionsKasKcentralKplayersKofKinteractomesYK
BiochemicalsJournalWK2013WKdedWKcfaXi 3.8 123
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236 TeachingKtheKbioinformaticsKofKsignalingKnetworksjKanKintegratedKapproachKtoKfacilitateK
multiXdisciplinaryKlearningYKBriefingssinsBioinformaticsWK2013WKadWKfahXcb 13.4 12

235 SelectiveKsXbKalkylationKofKtryptophanKbyKaKβdSyyTZnorborneneXpromotedKsXxKactivationKreactionYK
2013WKghWKabbfcXg 52

234 vromKproteinKsequenceKtoKdynamicsKandKdisorderKwithKtynaMineYKNaturesCommunicationsWK2013WKdWKbgda17.4 103

233 βeptideKdockingKandKstructureXbasedKcharacterizationKofKpeptideKbindingjKfromKknowledgeKtoK
knowXhowYK2013WKbcWKhidXi_b 72

232 sonformationalKbiasesKofKlinearKmotifsYK2013WKaagWKaeidcXeg 13

231 StructuresKcomposingKproteinKdomainsYK2013WKieWKaeaaXbd 6

230 βeprindjKaKcomprehensiveKdatabaseKandKcomputationalKtoolKforKanalysisKofKproteinXpeptideK
interactionsYK2013WKaaWKbdaXf 43

229 S–iMScapejKaKproteinKshortKlinearKmotifKanalysisKpluginKforKsytoscapeYK2013WKadWKbbd 5

228 βredictionKofKproteinKinteractionKtypesKbasedKonKsequenceKandKnetworkKfeaturesYK2013WKgKSupplKfWKSe 4

227 StatusKquoKofKannotationKofKhumanKdiseaseKvariantsYK2013WKadWKceb 3

226 uffectsKofKoptionalKstructuralKelementsWKincludingKtwoKalternativeKaminoKterminiKandKaKnewKsplicingK
cassetteKyVWKonKtheKfunctionKofKtheKsodiumXbicarbonateKcotransporterKírsnaKSS–sdqgTYK2013WKeiaWKdihcXe__d 12

225 SystematicKanalysisKofKsomaticKmutationsKinKphosphorylationKsignalingKpredictsKnovelKcancerKdriversYK
2013WKiWKfcg 192

224 sonstructionKofKhumanKactivityXbasedKphosphorylationKnetworksYK2013WKiWKfee 134

223 TheKβTuíK–ongKíXtailKisKintrinsicallyKdisorderedjKincreasedKviabilityKforKβTuíKtherapyYK2013WKiWKbhggXhh 38

222 RecurrentKSuTrβaKmutationsKinKatypicalKchronicKmyeloidKleukemiaYK2013WKdeWKahXbd 272

221 ’idinsbb_KaccumulatesKwithKtauKinKhumanKqlzheimerRsKdiseaseKandKrelatedKmodelsjKmodulationKofK
itsKcalpainXprocessingKbyKwS’c˛†ZββaKimbalanceYK2013WKbbWKdffXhb 22

220 umergingKtopicsKinKtheKcellKbiologyKofKmitogenXactivatedKproteinKkinasesYK2013WKahWKad_Xh 49

219 townregulationKofKWipaKphosphataseKmodulatesKtheKcellularKthresholdKofKtíqKdamageKsignalingKinK
mitosisYK2013WKabWKbeaXfb 40
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218 sharacterizationKofKsstsbhrKrevealsKitsKroleKinKciliogenesisKandKprovidesKinsightKtoKunderstandKitsK
modifierKeffectKonKrardetXriedlKsyndromeYK2013WKacbWKiaXa_e 29

217 uxploringKtheKbindingKdiversityKofKintrinsicallyKdisorderedKproteinsKinvolvedKinKoneXtoXmanyKbindingYK
2013WKbbWKbehXgc 132

216
SmallKubiquitinXrelatedKmodifierKSSUMOTKpathwayXmediatedKenhancementKofKhumanK
cytomegalovirusKreplicationKcorrelatesKwithKaKrecruitmentKofKSUMOXaZcKproteinsKtoKviralKreplicationK
compartmentsYKJournalsofsGeneralsVirologyWK2013WKidWKacgcXachd

4.9 18

215 wenomicKcloningKandKpromoterKfunctionalKanalysisKofKmyostatinXbKinKshiKdrumWKUmbrinaKcirrosajK
conservationKofKmuscleXspecificKpromoterKactivityYK2013WKafdWKiiXaa_ 6

214 SearchingKforKproteinKsignaturesKusingKaKmultilevelKalphabetYK2013WKhaWKa_ehXfh 1

213 MappingKandKanalysisKofKphosphorylationKsitesjKaKquickKguideKforKcellKbiologistsYK2013WKbdWKeceXdb 171

212 TheKβsbOKhomologKfromKSymbiodiniumKkawagutiiKStinophyceaeTKcharacterizedKusingKbiochemicalK
andKmolecularKmethodsYK2013WKaaeWKafgXgh 6

211 qlternativeKsplicingKofKintrinsicallyKdisorderedKregionsKandKrewiringKofKproteinKinteractionsYK2013WK
bcWKddcXe_ 134

210 qnalysisKofKMolecularKRecognitionKveaturesKSMoRvsTKinKmembraneKproteinsYK2013WKahcdWKgihXh_g 22

209 StructuralKqnnotationsKofKwenomesKwithKSuperfamilyKandKwctYK2013WKfiXig

208 SupervillinXmediatedKsuppressionKofKpecKproteinKenhancesKcellKsurvivalYKJournalsofsBiologicals
ChemistryWK2013WKbhhWKgiahXgibi 5.4 26

207 MetabolicKinteractionKbetweenKanthocyaninKandKligninKbiosynthesisKisKassociatedKwithKperoxidaseK
vaβRXbgKinKstrawberryKfruitYK2013WKafcWKdcXf_ 70

206 βhosphorylationKofKxopεaWKaKtypeKyyyKeffectorKfromKβseudomonasKsyringaeWKcreatesKaKbindingKsiteK
forKhostKadXcXcKproteinsYK2013WKafaWKb_diXfa 45

205 –ossKofKtheKucKubiquitinKligaseK–RSqMaKsensitizesKperipheralKaxonsKtoKdegenerationKinKaKmouseK
modelKofKsharcotXMarieXToothKdiseaseYK2013WKfWKgh_Xib 37

204 uxpressionWKpurificationWKandKstructuralKanalysisKofKintracellularKsXterminiKfromKmetabotropicK
glutamateKreceptorsYK2013WKeb_WKbegXgi 4

203 MYRvKisKaKmembraneXassociatedKtranscriptionKfactorKthatKautoproteolyticallyKcleavesKtoKdirectlyK
activateKmyelinKgenesYK2013WKaaWKea__afbe 143

202 somprehensiveKrepertoireKofKfoldableKregionsKwithinKwholeKgenomesYKPLoSsComputationalsBiologyWK
2013WKiWKea__cbh_ 5 28

201 SystemXwideKanalysisKrevealsKintrinsicallyKdisorderedKproteinsKareKproneKtoKubiquitylationKafterK
misfoldingKstressYK2013WKabWKbdefXfg 19

(2013-2013)

5



200 uxploringKβroteinXβeptideKrindingKSpecificityKthroughKsomputationalKβeptideKScreeningYKPLoSs
ComputationalsBiologyWK2013WKiWKea__cbgg 5 28

199 RecruitmentKofKuraWKaKmasterKregulatorKofKmicrotubuleKdynamicsWKtoKtheKsurfaceKofKtheKTheileriaK
annulataKschizontYK2013WKiWKea__ccdf 29

198 SignaturesKofKpleiotropyWKeconomyKandKconvergentKevolutionKinKaKdomainXresolvedKmapKofK
humanXvirusKproteinXproteinKinteractionKnetworksYK2013WKiWKea__cggh 37

197 TheKcyclinXdependentKkinaseKorthologKpU–igKofKhumanKcytomegalovirusKinteractsKwithKcyclinsYK
VirusesWK2013WKeWKcbacXc_ 6.2 17

196 yntrinsicKdisorderKinKβTuíKandKitsKinteractomeKconfersKstructuralKplasticityKandKfunctionalKversatilityYK
ScientificsReportsWK2013WKcWKb_ce 4.9 59

195 syclinKqKdegradationKbyKprimateKcytomegalovirusKproteinKpU–baaKcountersKitsKinnateKrestrictionKofK
virusKreplicationYK2013WKiWKea__chbe 22

194 SUMOylationKofKpancreaticKglucokinaseKregulatesKitsKcellularKstabilityKandKactivityYKJournalsofs
BiologicalsChemistryWK2013WKbhhWKeieaXfb 5.4 25

193 TumorKproteinKtebKrepresentsKaKnegativeKregulatorKofKqTMKproteinKlevelsYK2013WKabWKc_hcXig 19

192 ydentificationKofKaKhydrophobicKdomainKinKvaricellaXzosterKvirusKORvfaKnecessaryKforKORvfaK
selfXinteractionWKviralKreplicationWKandKskinKpathogenesisYK2013WKhgWKd_geXi 1

191 OverexpressedKTβXbKcausesKectopicKformationKofKmicrotubularKarraysKinKtheKnucleiKofKacentrosomalK
plantKcellsYK2013WKfdWKdegeXhg 23

190 stie–KcellKsurfaceKcleavageKtriggersKaKprometastaticKsignalingKpathwayKinKtripleXnegativeKbreastK
cancerYK2013WKgcWKfgaaXba 66

189 SchnurriXcKregulatesKuR’KdownstreamKofKWíTKsignalingKinKosteoblastsYK2013WKabcWKd_a_Xbb 39

188 trosophilaKTRβKandKTRβ–KareKassembledKasKhomomultimericKchannelsKinKvivoYK2013WKabfWKcabaXcc 8

187 tevelopmentKofKproteomeXwideKbindingKreagentsKforKresearchKandKdiagnosticsYK2013WKgWKgefXff 15

186 ydentificationKofKsRMaXdependentKíuclearKuxportKsargosKUsingKεuantitativeKMassKSpectrometryYK
2013WKabWKffdXgh 69

185 soxiellaKburnetiiKeffectorKproteinKsubvertsKclathrinXmediatedKvesicularKtraffickingKforKpathogenK
vacuoleKbiogenesisYK2013WKaa_WKudgg_Xi 66

184 qKdisorderXtoXorderKstructuralKtransitionKinKtheKsOOxXtailKofKvzdKdeterminesKmisfoldingKofKtheK
–e_afsXeccXvzdKmutantYKScientificsReportsWK2013WKcWKbfei 4.9 16

183 TheKswitchesYu–MKresourcejKaKcompendiumKofKconditionalKregulatoryKinteractionKinterfacesYK2013WKfWKrsg 83
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182 UbiquitinationKsiteKpreferencesKinKanaphaseKpromotingKcomplexZcyclosomeKSqβsZsTKsubstratesYK
2013WKcWKac__ig 33

181 qKnovelKeffectKofKMqRs’SKphosphorylationKbyKactivatedKβ’sjKtheKdephosphorylationKofKitsKserineK
beKinKchickKneuroblastsYKPLoSsONEWK2013WKhWKefbhfc 3.7 9

180 vunctionalKdiversityKandKstructuralKdisorderKinKtheKhumanKubiquitinationKpathwayYKPLoSsONEWK2013WK
hWKefeddc 3.7 22

179 qKviralXhumanKinteractomeKbasedKonKstructuralKmotifXdomainKinteractionsKcapturesKtheKhumanK
infectomeYKPLoSsONEWK2013WKhWKegaebf 3.7 19

178 OriginsKofKMycKproteinsXXusingKintrinsicKproteinKdisorderKtoKtraceKdistantKrelativesYKPLoSsONEWK2013WK
hWKege_eg 3.7 17

177 βrofilingKantibodyKresponsesKtoKinfectionsKbyKshlamydiaKabortusKenablesKidentificationKofKpotentialK
virulenceKfactorsKandKcandidatesKforKserodiagnosisYKPLoSsONEWK2013WKhWKeh_ca_ 3.7 16

176 tRtdKrareKvariantsKinKqttentionXteficitZxyperactivityKtisorderKSqtxtTjKfurtherKevidenceKfromKaK
birthKcohortKstudyYKPLoSsONEWK2013WKhWKeheafd 3.7 19

175 íRvbXomejKanKintegratedKwebKresourceKtoKdiscoverKproteinKinteractionKandKregulatoryKnetworksKofK
íRvbYK2013WKb_acWKgcgeia 33

174 yntrinsicKdisorderKinKtheKr’KchannelKandKitsKinteractomeYKPLoSsONEWK2014WKiWKeidcca 3.7 14

173 ynvestigatingKtheKmolecularKbasisKofKSiahaKandKSiahbKucKubiquitinKligaseKsubstrateKspecificityYKPLoSs
ONEWK2014WKiWKea_fedg 3.7 13

172 StructuralKSystemsKriologyjKModelingKynteractionsKandKíetworksKforKSystemsKStudiesYK2014WKiXai

171 ResearchKresourcejKuβS–iMjKensembleKpredictorKforKshortKlinearKmotifsKinKnuclearKhormoneK
receptorsYK2014WKbhWKgfhXgg 4

170 TheKherpesKsimplexKvirusKaKU–eaKgeneKproductKhasKcellKtypeXspecificKfunctionsKinKcellXtoXcellKspreadYK
2014WKhhWKd_ehXfh 32

169 –argeXscaleKinteractionKprofilingKofKβtZKdomainsKthroughKproteomicKpeptideXphageKdisplayKusingK
humanKandKviralKphageKpeptidomesYK2014WKaaaWKbedbXg 82

168 TheKβXt–SKlinearKmotifKregulatesKcircadianKrhythmicityKthroughKproteinXproteinKinteractionsYK
NucleicsAcidssResearchWK2014WKdbWKaahgiXi_ 20.1 7

167 qKcancerXassociatedKmutationKinactivatesKaKregionKofKtheKhighXmobilityKgroupKproteinKxMwb_bK
essentialKforKcytokinesisYK2014WKacWKbeedXfc 6

166 sooperativeKstructureKofKtheKheterotrimericKpreXmRíqKretentionKandKsplicingKcomplexYK2014WKbaWKiaaXh 22

165 yntrinsicallyKdisorderedKregionsKinKautophagyKproteinsYK2014WKhbWKefeXgh 53
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164 cdidjKaKcatalogKofKdomainXbasedKinteractionsKofKknownKthreeXdimensionalKstructureYKNucleicsAcidss
ResearchWK2014WKdbWKtcgdXi 20.1 165

163 TheKeukaryoticKlinearKmotifKresourceKu–MjKa_KyearsKandKcountingYKNucleicsAcidssResearchWK2014WKdbWKtbeiXff20.1 234

162 ytuq–KinKb_adKillustratesKinteractionKnetworksKcomposedKofKintrinsicallyKdisorderedKproteinsKandK
theirKbindingKpartnersYKNucleicsAcidssResearchWK2014WKdbWKtcb_Xe 20.1 70

161 TheKTβ–qTuKadaptorKcomplexKdrivesKclathrinXmediatedKendocytosisKinKplantsYK2014WKaefWKfiaXg_d 167

160 rioinformaticalKqpproachesKtoKUnstructuredZtisorderedKβroteinsKandKTheirKynteractionsYK2014WKebeXeef 1

159 unzymaticKcharacterizationKofKaKglycosideKhydrolaseKfamilyKeKsubfamilyKgKSwxe_gTKmannanaseKfromK
qrabidopsisKthalianaYK2014WKbciWKfecXfe 16

158 uMSKmutagenesisKinKmatureKseedXderivedKriceKcalliKasKaKnewKmethodKforKrapidlyKobtainingKTy––yíwK
mutantKpopulationsYK2014WKa_WKe 43

157 qnalysisKofKTTwaKfunctionKinKqrabisKalpinaYK2014WKadWKaf 15

156 qKputativeKroleKofKtheKSupcepKsXterminalKdomainKinKtheKcytoskeletonKorganizationKduringKyeastK
mitosisYK2014WKa_WKibeXd_ 4

155 StructuralKdisorderKinKviralKproteinsYK2014WKaadWKfhh_Xiaa 133

154
OverlappingKandKdistinctKrolesKofKqspergillusKfumigatusKUtβXglucoseKdXepimerasesKinKgalactoseK
metabolismKandKtheKsynthesisKofKgalactoseXcontainingKcellKwallKpolysaccharidesYKJournalsofs
BiologicalsChemistryWK2014WKbhiWKabdcXef

5.4 74

153 wenectjKMultiXdomainKannotationsKforKproteinKsequenceKandKcomparativeKgenomeKanalysisYKNucleics
AcidssResearchWK2014WKdbWKtbd_Xe 20.1 42

152 srystalKstructureKofKtheKWOβRXtíqKcomplexKandKimplicationsKforKWoraKfunctionKinKwhiteXopaqueK
switchingKofKsandidaKalbicansYK2014WKbdWKaa_hXb_ 10

151 uvolutionarilyKconservedKandKconformationallyKconstrainedKshortKpeptidesKmightKserveKasKtíqK
recognitionKelementsKinKintrinsicallyKdisorderedKregionsYK2014WKa_WKadfiXh_ 3

150 vunctionalKcharacterizationKofKwXproteinXcoupledKreceptorsjKaKbioinformaticsKapproachYK2014WKbggWKgfdXgi 24

149 uvidenceKsupportingKtheKexistenceKofKaKíUβRaXlikeKfamilyKofKhelixXloopXhelixKchromatinKproteinsK
relatedKtoWKyetKdistinctKfromWKqTKhookXcontainingKxMwKproteinsYK2014WKb_WKbceg 12

148 TsTuXatdKinteractomeKinKhumanKtestisjKunravelingKtheKfunctionKofKdyneinKlightKchainKinK
spermatozoaYK2014WKahWKbdbXec 7

147 βredictionKofKproteinKpostXtranslationalKmodificationsjKmainKtrendsKandKmethodsYK2014WKhcWKadcXaed 6
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146 TheKcalcineurinKsignalingKnetworkKevolvesKviaKconservedKkinaseXphosphataseKmodulesKthatK
transcendKsubstrateKidentityYK2014WKeeWKdbbXdce 70

145 UseKofKhostXlikeKpeptideKmotifsKinKviralKproteinsKisKaKprevalentKstrategyKinKhostXvirusKinteractionsYK
2014WKgWKagbiXagci 67

144 βotentialKofKknownKandKshortKprokaryoticKproteinKmotifsKasKaKbasisKforKnovelKpeptideXbasedK
antibacterialKtherapeuticsjKaKcomputationalKsurveyYK2014WKeWKd 11

143 xighXthroughputKmethodsKforKidentificationKofKproteinXproteinKinteractionsKinvolvingKshortKlinearK
motifsYK2015WKacWKch 32

142 vunctionalKsharacterizationKofKíupra–WKqKíovelKpecXRegulatedKysoformKofKtheKxighXMobilityKwroupK
SxMwTXRelatedKβrotumoralKβroteinKíupraYK2015WKbc_WKbicfXe_ 7

141 –ocSigtrjKaKdatabaseKofKproteinKlocalizationKsignalsYK2015WKb_aeWK 32

140 MappingKofKtheKSequencesKtirectingK–ocalizationKofKtheKtrosophilaKwermKsellXuxpressedKβroteinK
SwsuTYKPLoSsONEWK2015WKa_WKe_accc_g 3.7 10

139 qnKufficientKuxactKqlgorithmKforKtheKMotifKStemKSearchKβroblemKoverK–argeKqlphabetsYK2015WKabWKchdXig 12

138 xumanKvqMaedqKSSqXOaTKisKaKmicrotubuleXstabilizingKproteinKspecificKtoKciliaKandKrelatedK
structuresYK2015WKabhWKabidXc_g 27

137 qKrecentlyKevolvedKisoformKofKtheKtranscriptionKfactorKruSaKpromotesKbrassinosteroidKsignalingKandK
developmentKinKqrabidopsisKthalianaYK2015WKbgWKcfaXgd 63

136 –ithiumKanKemergingKcontaminantjKbioavailabilityWKeffectsKonKproteinKexpressionWKandKhomeostasisK
disruptionKinKshortXtermKexposureKofKrainbowKtroutYK2015WKafaWKheXic 14

135 vunctionalKcharacterizationKofKnuclearKtraffickingKsignalsKinKpseudorabiesKvirusKpU–caYK2015WKhiWKb__bXab 23

134 tifferentialKpleiotropyKandKxOXKfunctionalKorganizationYK2015WKcihWKaXa_ 11

133 ydentificationKandKsharacterizationKofKaKíovelKvamilyKofKsysteineXRichKβeptidesKSMgsRβXyTKfromK
MytilusKgalloprovincialisYKGenomesBiologysandsEvolutionWK2015WKgWKbb_cXai 3.9 14

132 εS–iMvinderjKimprovedKshortKlinearKmotifKpredictionKusingKspecificKqueryKproteinKdataYK2015WKcaWKbbhdXic 12

131 βrovuTjKveatureKengineeringKcapturesKhighXlevelKproteinKfunctionsYK2015WKcaWKcdbiXcf 46

130 xumanKorthologKofKtrosophilaKMeltedKimpedesKSMqtbKreleaseKfromKTwvX˛†KreceptorKyKtoKinhibitK
TwvX˛†KsignalingYK2015WKaabWKuc___Xi 15

129 SystematicKidentificationKofKcancerKdrivingKsignalingKpathwaysKbasedKonKmutualKexclusivityKofK
genomicKalterationsYK2015WKafWKde 101
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128 ydentificationKofKintrinsicallyKdisorderedKregionsKinKβTuíKandKdelineationKofKitsKfunctionKviaKaK
networkKapproachYK2015WKggXghWKfiXgd 10

127 qKsingleKβXXβKmotifKinKtheKsXterminalKregionKofKsrwqβcKmediatesKbindingKtoKmultipleKSxcKdomainsYK
2015WKehiWKaaefXfc 10

126 ydentificationKandKfineKmappingKofKnuclearKandKnucleolarKlocalizationKsignalsKwithinKtheKhumanK
ribosomalKproteinKSagYKPLoSsONEWK2015WKa_WKe_abdcif 3.7 14

125 seorfc_KisKaKnegativeKregulatorKofKtissueKdamageKinKrheumatoidKarthritisYK2015WKaabWKaafahXbc 20

124 rioinformaticsKqpproachesKforKβredictingKtisorderedKβroteinKMotifsYK2015WKhg_WKbiaXcah 15

123 TranscriptionalKregulatorsKformKdiverseKgroupsKwithKcontextXdependentKregulatoryKfunctionsYK2015WK
ebhWKadgXea 109

122 RedefiningKtheKrxcKteathKtomainKasKaKRShortK–inearKMotifRYK2015WKd_WKgcfXgdh 40

121 MolecularKprinciplesKofKhumanKvirusKproteinXproteinKinteractionsYK2015WKcaWKa_beXcc 28

120 SpeciesKdifferencesKinKcannabinoidKreceptorKbKandKreceptorKresponsesKtoKcocaineK
selfXadministrationKinKmiceKandKratsYK2015WKd_WKa_cgXea 87

119 qKWtRKweneKysKaKsonservedKMemberKofKaKshitinKSynthaseKweneKslusterKandKynfluencesKtheKsellKWallK
inKqspergillusKnidulansYKInternationalsJournalsofsMolecularsSciencesWK2016WKagWK 6.3 4
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