Citation Report



11

13

15

17

ARTICLE IF CITATIONS

Successful establishment of Wolbachia in Aedes populations to suppress dengue transmission. 13.7 1261
Nature, 2011, 476, 454-457. : >

<i>Wolbachia</i> Enhance <i>Drosophila</i> Stem Cell Proliferation and Target the Germline Stem

Cell Niche. Science, 2011, 334, 990-992.

Genetic and cytogenetic analysis of the American cherry fruit fly, Rhagoletis cingulata (Diptera:) Tj ETQq0 0 0 rgBT é)Og/erlocla JO TF 50 6¢

Mosquitoes attacked from within. Nature, 2011, 476, 407-408.

Controlling Dengue with Vaccines in Thailand. PLoS Neglected Tropical Diseases, 2012, 6, e1876. 1.3 74

The Relative Importance of Innate Immune Priming in Wolbachia-Mediated Dengue Interference. PLoS
Pathogens, 2012, 8, e1002548.

Wolbachia Induces Density-Dependent Inhibition to Dengue Virus in Mosquito Cells. PLoS Neglected 13 299
Tropical Diseases, 2012, 6, e1754. )

Impact of Wolbachia on Infection with Chikungunya and Yellow Fever Viruses in the Mosquito Vector
Aedes aegypti. PLoS Neglected Tropical Diseases, 2012, 6, e1892.

The Native Wolbachia Symbionts Limit Transmission of Dengue Virus in Aedes albopictus. PLoS 13 174
Neglected Tropical Diseases, 2012, 6, e1989. ’

Comparative Genomics Suggests an Independent Origin of Cytoplasmic Incompatibility in Cardinium
hertigii. PLoS Genetics, 2012, 8, e1003012.

Considerations in the Design of Clinical Trials to Test Novel Entomological Approaches to Dengue 13 35
Control. PLoS Neglected Tropical Diseases, 2012, 6, e1937. :

International Entomology. American Entomologist, 2012, 58, 234-246.

Reactive Oxygen Species Production and Brugia pahangi Survivorship in Aedes polynesiensis with 01 44
Artificial Wolbachia Infection Types. PLoS Pathogens, 2012, 8, e1003075. :

Cultivation-Independent Methods Reveal Differences among Bacterial Gut Microbiota in Triatomine
Vectors of Chagas Disease. PLoS Neglected Tropical Diseases, 2012, 6, e1631.

Phenomenological Models in the Age of Systems Biology. BioScience, 2012, 62, 203-204. 2.2 0

Modelling the spread of <i>Wolbachia</i> in spatially heterogeneous environments. Journal of the
Royal Society Interface, 2012, 9, 3045-3054.

Dengue and chikungunya in travelers. Current Opinion in Infectious Diseases, 2012, 25, 523-529. 1.3 24

Antiviral Protection and the Importance of Wolbachia Density and Tissue Tropism in Drosophila

simulans. Applied and Environmental Microbiology, 2012, 78, 6922-6929.




19

21

23

25

27

30

32

34

36

CITATION REPORT

ARTICLE IF CITATIONS

Diversity and phylogenetic relationships of Wolbachia in Drosophila and other native Hawaiian 0.9 16
insects. Fly, 2012, 6, 273-283. :

<i>Wolbachia</[i> strain <i>w<[i> Mel induces cytoplasmic incompatibility and blocks dengue

transmission in <i>Aedes albopictus</i>. Proceedings of the National Academy of Sciences of the
United States of America, 2012, 109, 255-260.

Drosophila melanogaster as a Model Organism for Bluetongue Virus Replication and Tropism. Journal 15 35
of Virology, 2012, 86, 9015-9024. )

Potential use of reproductive manipulators to control invasive alien ants. Terrestrial Arthropod
Reviews, 2012, 5, 269-288.

MODELLING THE INTRODUCTION OF <i>WOLBACHIA<[i> INTO <i>AEDESAAEGYPTI</i> MOSQUITOES TO . -
REDUCE DENGUEATRANSMISSION. ANZIAM Journal, 2012, 53, 213-227. :

High-Throughput PCR Assays To Monitor Wolbachia Infection in the Dengue Mosquito (Aedes aegypti)
and Drosophila simulans. Applied and Environmental Microbiology, 2012, 78, 4740-4743.

Pathogens and Global Health. Pathogens and Global Health, 2012, 106, 1-1. 1.0 3

Symbiotic control of mosquito borne disease. Pathogens and Global Health, 2012, 106, 380-385.

Identification and Biological Role of the Endosymbionts<i>Wolbachia</i>in Rice Water Weevil

(Coleoptera: Curculionidae). Environmental Entomology, 2012, 41, 469-477. 0-7 87

Population genetics of beneficial heritable symbionts. Trends in Ecology and Evolution, 2012, 27,
226-232.

Prevalence of the symbiont <i>Cardinium</i> in <i>Culicoides</i> (Diptera: Ceratopogonidae) vector

species is associated with land surface temperature. FASEB Journal, 2012, 26, 4025-4034. 0.2 47

Wolbachia strain w Pip yields a pattern of cytoplasmic incompatibility enhancing a Wolbachia- based
suppression strategy against the disease vector Aedes albopictus. Parasites and Vectors, 2012, 5, 254.

Culex genome is not just another genome for comparative genomics. Parasites and Vectors, 2012, 5, 63. 1.0 15

Insect Sex Determination Manipulated by Their Endosymbionts: Incidences, Mechanisms and
Implications. Insects, 2012, 3, 161-199.

Lessons from malaria control to help meet the rising challenge of dengue. Lancet Infectious Diseases, a6 29
The, 2012, 12, 977-984. ’

Physalin B inhibits Trypanosoma cruzi infection in the gut of Rhodnius prolixus by affecting the
immune system and microbiota. Journal of Insect Physiology, 2012, 58, 1620-1625.

Making (good) use of Wolbachia: what the models say. Current Opinion in Microbiology, 2012, 15, 9.3 a1
263-268. :

Living with the enemy: viral persistent infections from a friendly viewpoint. Current Opinion in

Microbiology, 2012, 15, 531-537.




38

40

42

44

46

48

50

52

54

CITATION REPORT

ARTICLE IF CITATIONS

Using bacteria to treat diseases. Expert Opinion on Biological Therapy, 2012, 12, 701-712. 14 11

A Review of the Invasive Mosquitoes in Europe: Ecology, Public Health Risks, and Control Options.

Vector-Borne and Zoonotic Diseases, 2012, 12, 435-447.

Influence of the Virus LbFV and of Wolbachia in a Host-Parasitoid Interaction. PLoS ONE, 2012, 7,

e35081. 11 26

Evidence of Multiple Inseminations in the Field in Aedes albopictus. PLoS ONE, 2012, 7, e42040.

Rickettsia Species in African Anopheles Mosquitoes. PLoS ONE, 2012, 7, e48254. 11 59

Modified mosquitoes set to quash dengue fever. Nature, 2012, , .

Broad Antiviral Activity of Carbohydrate-Binding Agents Against Dengue Virus Infection. , O, , . 0

Facing Malaria Parasite with Mosquito Symbionts. , O, , .

Dengue. New England Journal of Medicine, 2012, 366, 1423-1432. 13.9 1,425

What ails Wolbachia transinfection to control disease vectors?. Trends in Parasitology, 2012, 28, 1-2.

Confinement of gene drive systems to local populations: A comparative analysis. Journal of

Theoretical Biology, 2012, 294, 153-171. 08 87

Chikungunya virus impacts the diversity of symbiotic bacteria in mosquito vector. Molecular Ecology,
2012, 21, 2297-2309.

<i><scp>W</scp>olbachia</i> in a major African crop pest increases susceptibility to viral disease

rather than protects. Ecology Letters, 2012, 15, 993-1000. 3.0 115

Development of inexpensive and globally available larval diet for rearing Anopheles stephensi
(Diptera: Culicidae) mosquitoes. Parasites and Vectors, 2013, 6, 90.

Transinfected Wolbachia have minimal effects on male reproductive success in Aedes aegypti. Parasites

and Vectors, 2013, 6, 36. 1.0 28

Male mating performance and cytoplasmic incompatibility in a <i>w<[i>Pip <i>Wolbachia</[i>
transa€infected line of <i>Aedes albopictus<[i> (<i>Stegomyia albopicta</i>). Medical and Veterinary
Entomology, 2013, 27, 377-386.

Wolbachia: Can we save lives with a great pandemic?. Trends in Parasitology, 2013, 29, 385-393. 1.5 79

Draft genome sequence of the male-Rilling Wolbachia strain wBol1 reveals recent horizontal gene

transfers from diverse sources. BMC Genomics, 2013, 14, 20.




56

58

60

62

64

66

68

70

72

CITATION REPORT

ARTICLE IF CITATIONS

Fight against dengue in India: progresses and challenges. Parasitology Research, 2013, 112, 1367-1378. 0.6 35

Modelling a Wolbachia Invasion Using a Slowa€“Fast Dispersal Reactiona€“Diffusion Approach. Bulletin

of Mathematical Biology, 2013, 75, 1501-1523.

Reduced competitiveness of Wolbachia infected Aedes aegypti larvae in intra- and inter-specific

immature interactions. Journal of Invertebrate Pathology, 2013, 114, 173-177. 15 15

The bacterial flora of tsetse fly midgut and its effect on trypanosome transmission. Journal of
Invertebrate Pathology, 2013, 112, S89-S93.

Dope or die. Microbes and Infection, 2013, 15, 755-758. 1.0 0

<i>Wolbachia<[i> uses a host microRNA to regulate transcripts of a methyltransferase, contributing
to dengue virus inhibition in <i>Aedes aegypti</i>. Proceedings of the National Academy of Sciences of
the United States of America, 2013, 110, 10276-10281.

Diversity of Bacterial Endosymbionts Associated with Macrosteles Leafthoppers Vectoring

Phytopathogenic Phytoplasmas. Applied and Environmental Microbiology, 2013, 79, 5013-5022. 14 64

Field Evaluation of Selected Traps and Lures for Monitoring the Filarial and Arbovirus Vector,
&lt;1&gt;Aedes polynesiensis&lt;/I&gt; (Diptera: Culicidae), in French Polynesia. Journal of Medical
Entomology, 2013, 50, 731-739.

INFECTIOUS ADAPTATION: POTENTIAL HOST RANGE OF A DEFENSIVE ENDOSYMBIONT INDROSOPHILA.

Evolution; International Journal of Organic Evolution, 2013, 67, 934-945. 11 30

Beyond RNAi: Antiviral defense strategies in Drosophila and mosquito. Journal of Insect Physiology,
2013, 59, 159-170.

Tsetse-Wolbachia symbiosis: Comes of age and has great potential for pest and disease control.

Journal of Invertebrate Pathology, 2013, 112, $94-5103. L5 49

Insect MicroRNAs: Biogenesis, expression profiling and biological functions. Insect Biochemistry and
Molecular Biology, 2013, 43, 24-38.

Challenges and prospects for dengue and malaria control in Thailand, Southeast Asia. Trends in 15 43
Parasitology, 2013, 29, 623-633. :

Intercommunity effects on microbiome and GpSGHV density regulation in tsetse flies. Journal of
Invertebrate Pathology, 2013, 112, S32-S39.

Enhancing tsetse fly refractoriness to trypanosome infection 4€“ A new IAEA coordinated research

project. Journal of Invertebrate Pathology, 2013, 112, S142-S147. L5 20

Beyond insecticides: new thinking on an ancient problem. Nature Reviews Microbiology, 2013, 11, 181-193.

Effect of Wolbachia on Replication of West Nile Virus in a Mosquito Cell Line and Adult Mosquitoes. 15 110
Journal of Virology, 2013, 87, 851-858. :

Effect of <i>Wolbachia</i> on insecticide susceptibility in lines of <i>Aedes aegypti</i>. Bulletin of

Entomological Research, 2013, 103, 269-277.




74

76

78

80

82

84

86

88

90

CITATION REPORT

ARTICLE IF CITATIONS

Considerations for male fitness in successful genetic vector control programs. , 2013, , 221-244. 13

Modelling the control of mosquito-borne diseases. , 2013, , 181-196.

Wolbachia in Aedes mosquitoes: towards biological control of vector-borne diseases. , 2013, , 155-165. 0

Genetic Modification of Pest and Beneficial Insects for Pest-Management Programs. , 2013, , 661-736.

Modelling the Use of Wolbachia to Control Dengue Fever Transmission. Bulletin of Mathematical 0.9 85
Biology, 2013, 75, 796-818. )

Transfer of a parthenogenesis-inducing Wolbachia endosymbiont derived from Trichogramma
dendrolimi into Trichogramma evanescens. Journal of Invertebrate Pathology, 2013, 112, 83-87.

RNA viruses and microRNAs: challenging discoveries for the 21st century. Physiological Genomics, 10 39
2013, 45, 1035-1048. ’

The Toll and Imd Pathways Are Not Required for Wolbachia-Mediated Dengue Virus Interference.
Journal of Virology, 2013, 87, 11945-11949.

Genetic control of <i>Aedes</i>mosquitoes. Pathogens and Global Health, 2013, 107, 170-179. 1.0 123

<I>Wolbachia</l> Re-Replacement Without Incompatibility: Potential for Intended and Unintended
Consequences. Journal of Medical Entomology, 2013, 50, 1152-1158.

<i>Wolbachia</i> and arbovirus inhibition in mosquitoes. Future Microbiology, 2013, 8, 1249-1256. 1.0 44

Novel Estimates of<i>Aedes aegypti</[i>(Diptera: Culicidae) Population Size and Adult Survival Based
on<i>Wolbachia</i>Releases. Journal of Medical Entomology, 2013, 50, 624-631.

Spatiotemporal Dynamics of Dengue Epidemics, Southern Vietnam. Emerging Infectious Diseases, 2013, 2.0 83
19, 945-953. :

Understanding the Dengue Viruses and Progress towards Their Control. BioMed Research
International, 2013, 2013, 1-20.

Population Genetic Structure of Aedes (Stegomyia) aegypti (L.) at a Micro-Spatial Scale in Thailand:

Implications for a Dengue Suppression Strategy. PLoS Neglected Tropical Diseases, 2013, 7, e1913. L3 45

Rapid Sequential Spread of Two Wolbachia Variants in Drosophila simulans. PLoS Pathogens, 2013, 9,
€1003607.

A Wolbachia wMel Transinfection in Aedes albopictus Is Not Detrimental to Host Fitness and Inhibits

Chikungunya Virus. PLoS Neglected Tropical Diseases, 2013, 7, e2152. 1.3 105

Endosymbiotic bacteria in insects: guardians of the immune system?. Frontiers in Physiology, 2013, 4,

46.




92

94

96

98

100

103

105

107

109

CITATION REPORT

ARTICLE IF CITATIONS

Replacing a Native Wolbachia with a Novel Strain Results in an Increase in Endosymbiont Load and
Resistance to Dengue Virus in a Mosquito Vector. PLoS Neglected Tropical Diseases, 2013, 7, e2250.

1.3 79

Dietary Cholesterol Modulates Pathogen Blocking by Wolbachia. PLoS Pathogens, 2013, 9, e1003459.

Wolbachia Variants Induce Differential Protection to Viruses in Drosophila melanogaster: A

Phenotypic and Phylogenomic Analysis. PLoS Genetics, 2013, 9, e1003896. L5 277

Wolbachia-Associated Bacterial Protection in the Mosquito Aedes aegypti. PLoS Neglected Tropical
Diseases, 2013, 7, e2362.

Transcriptional Regulation of Culex pipiens Mosquitoes by Wolbachia Influences Cytoplasmic 01 37
Incompatibility. PLoS Pathogens, 2013, 9, e1003647. :

Microbial symbiosis and the control of vector-borne pathogens in tsetse flies, human lice, and
triatomine bugs. Pathogens and Global Health, 2013, 107, 285-292.

Facilitating<i>Wolbachia</i>introductions into mosquito populations through insecticide-resistance

selection. Proceedings of the Royal Society B: Biological Sciences, 2013, 280, 20130371. 1.2 29

New opportunities for control of dengue virus. Current Opinion in Infectious Diseases, 2013, 26,
567-574.

Genomic Evolution of the Pathogenic Wolbachia Strain, wMelPop. Genome Biology and Evolution, 11 %
2013, 5, 2189-2204. )

Regulation of Aedes aegypti Population Dynamics in Field Systems: Quantifying Direct and Delayed
Density Dependence. American Journal of Tropical Medicine and Hygiene, 2013, 89, 68-77.

Body Size and Wing Shape Measurements as Quality Indicators of Aedes aegypti Mosquitoes Destined

for Field Release. American Journal of Tropical Medicine and Hygiene, 2013, 89, 78-92. 0.6 72

Tracing horizontal <i><scp>W«/[scp>olbachia</i> movements among bees (<scp>A</scp>nthophila): a
combined approach using multilocus sequence typing data and host phylogeny. Molecular Ecology,
2013, 22,6149-6162.

Evidence for a recent horizontal transmission and spatial spread of <i><scp>W«/scp>olbachia</i>
from endemic <i><scp>R<[scp>hagoletis cerasi<[i> (<scp>D</scp>iptera: <scp>T«< Ecp>ephritidae) to
invasive <i><scp>R</scp>hagoletis cingulata</i> in <scp>E</scp>urope. Molecular Ecology, 2013, 22,

2.0 70

Wolbachia versus dengue. Evolution, Medicine and Public Health, 2013, 2013, 197-207.

Evolutionarily conserved <i>Wolbachia</i> -encoded factors control pattern of stem-cell niche
tropism in <i>Drosophila</i> ovaries and favor infection. Proceedings of the National Academy of 3.3 82
Sciences of the United States of America, 2013, 110, 10788-10793.

Challenges in reducing dengue burden; diagnostics, control measures and vaccines. Expert Review of
Vaccines, 2013, 12, 995-1010.

Infection, growth and maintenance of<i>Wolbachia pipientis</i>in clonal and non-clonal<i>Aedes

albopictus</i>cell cultures. Bulletin of Entomological Research, 2013, 103, 251-260. 0.5 7

The Anopheles Mosquito Microbiota and Their Impact on Pathogen Transmission. , 0, , .




111

113

115

117

119

121

123

125

127

CITATION REPORT

ARTICLE IF CITATIONS

Detection of Arboviruses and Other Micro-Organisms in Experimentally Infected Mosquitoes Using 11 2
Massively Parallel Sequencing. PLoS ONE, 2013, 8, e58026. )

wFlu: Characterization and Evaluation of a Native Wolbachia from the Mosquito Aedes fluviatilis as a

Potential Vector Control Agent. PLoS ONE, 2013, 8, e59619.

Discovery of Trypanosomatid Parasites in Globally Distributed Drosophila Species. PLoS ONE, 2013, 8, 11 17
€61937. )

A Reduce and Replace Strategy for Suppressing Vector-Borne Diseases: Insights from a Stochastic,
Spatial Model. PLoS ONE, 2013, 8, e81860.

Metagenomics, paratrans%enesis and the Anopheles microbiome: a portrait of the geographical
distribution of the anopheline microbiota based on a meta-analysis of reported taxa. Memorias Do 0.8 48
Instituto Oswaldo Cruz, 2014, 109, 672-684.

The Modulation of the Symbiont/Host Interaction between Wolbachia pipientis and Aedes fluviatilis
Embryos by Glycogen Metabolism. PLoS ONE, 2014, 9, e98966.

<i>Wolbachia</i>Infection Density in Populations of the Asian Citrus Psyllid (Hemiptera: Liviidae). o7 35
Environmental Entomology, 2014, 43, 1215-1222. :

<i>Wolbachia</i> infection does not alter attraction of the mosquito <i>Aedes (Stegomyia) aegypti</i>
to human odours. Medical and Veterinary Entomology, 2014, 28, 457-460.

Wolbachia Can Enhance Plasmodium Infection in Mosquitoes: Implications for Malaria Control?. PLoS 01 54
Pathogens, 2014, 10, e1004182. :

The Effect of Virus-Blocking Wolbachia on Male Competitiveness of the Dengue Vector Mosquito,
Aedes aegypti. PLoS Neglected Tropical Diseases, 2014, 8, e3294.

Human to Mosquito Transmission of Dengue Viruses. Frontiers in Inmunology, 2014, 5, 290. 2.2 119

The Insect Microbiome Modulates Vector Competence for Arboviruses. Viruses, 2014, 6, 4294-4313.

Chikungunya Virus&€“Vector Interactions. Viruses, 2014, 6, 4628-4663. 1.5 130

Feasible Introgression of an Anti-pathogen Transgene into an Urban Mosquito Population without
Using Gene-Drive. PLoS Neglected Tropical Diseases, 2014, 8, e2827.

Stability of the wMel Wolbachia Infection following Invasion into Aedes aegypti Populations. PLoS 13 261
Neglected Tropical Diseases, 2014, 8, e3115. ’

Limited Dengue Virus Replication in Field-Collected Aedes aegypti Mosquitoes Infected with
Wolbachia. PLoS Neglected Tropical Diseases, 2014, 8, e2688.

Flavivirus-Mosquito Interactions. Viruses, 2014, 6, 4703-4730. 1.5 136

Palaeosymbiosis Revealed by Genomic Fossils of Wolbachia in a Strongyloidean Nematode. PLoS

Genetics, 2014, 10, e1004397.




129

131

133

135

137

139

141

143

145

CITATION REPORT

ARTICLE IF CITATIONS

Assembly of the Genome of the Disease Vector Aedes aegypti onto a Genetic Linkage Map Allows

Mapping of Genes Affecting Disease Transmission. PLoS Neglected Tropical Diseases, 2014, 8, e2652. 1.3 44

Adult Survivorship of the Dengue Mosquito Aedes aegypti Varies Seasonally in Central Vietnam. PLoS

Neglected Tropical Diseases, 2014, 8, e2669.

Presence of Extensive Wolbachia Symbiont Insertions Discovered in the Genome of Its Host Glossina

morsitans morsitans. PLoS Neglected Tropical Diseases, 2014, 8, e2728. 1.3 64

Symbionts Commonly Provide Broad Spectrum Resistance to Viruses in Insects: A Comparative Analysis
of Wolbachia Strains. PLoS Pathogens, 2014, 10, e1004369.

Interspecific Transfer of a <I>Wolbachia</l> Infection Into <I>Aedes albopictus</l> (Diptera: Culicidae)
Yields a Novel Phenotype Capable of Rescuing a Superinfection. Journal of Medical Entomology, 2014, 0.9 0
51,1192-1198.

Understanding the Wolbachia-mediated inhibition of arboviruses in mosquitoes: progress and
challenges. Journal of General Virology, 2014, 95, 517-530.

Heritable strategies for controlling insect vectors of disease. Philosophical Transactions of the L8 184
Royal Society B: Biological Sciences, 2014, 369, 20130432. )

The mosquito microbiota influences vector competence for human pathogens. Current Opinion in
Insect Science, 2014, 3, 6-13.

Microsatellite and <i><scp>W«/[scp>olbachia</i> analysis in <i><scp>R<[scp>hagoletis cerasi</[i>
natural populations: population structuring and multiple infections. Ecology and Evolution, 2014, 4, 0.8 19
1943-1962.

Invasion of <i><scp>W</[scp>olbachia</[i> at the residential block level is associated with local
abundance of <i><scp>S</[scp>tegomyia aegypti</i>, yellow fever mosquito, populations and property
attributes. Medical and Veterinary Entomology, 2014, 28, 90-97.

Role of the Vector in Arbovirus Transmission. Annual Review of Virology, 2014, 1, 71-88. 3.0 107

Facilitating<i>Wolbachia</i>invasions. Austral Entomology, 2014, 53, 125-132.

The relative importance of DNA methylation and<i>Dnmt2</i>-mediated epigenetic regulation

on<i>Wolbachia</i>densities and cytoplasmic incompatibility. Peer), 2014, 2, e678. 0.9 80

Comparative genome analysis of Wolbachia strain wAu. BMC Genomics, 2014, 15, 928.

Within-host viral dynamics of dengue serotype 1 infection. Journal of the Royal Society Interface, 2014, 15 o7
11,20140094. )

Flaviviruses: Dengue. , 2014, , 351-381.

Clinical Insights: Dengue: Transmission, Diagnosis &amp; Surveillance. , 2014, , . 0

Dengue Fever in China. Parasitology Research Monographs, 2014, , 239-253.




147

149

151

153

155

157

159

161

163

10

CITATION REPORT

ARTICLE IF CITATIONS

Novel Genetic and Molecular Tools for the Investigation and Control of Dengue Virus Transmission

by Mosquitoes. Current Tropical Medicine Reports, 2014, 1, 21-31. 1.6 21

Distribution and dissemination of the Val1016lle and Phe1534Cys Kdr mutations in Aedes aegypti

Brazilian natural populations. Parasites and Vectors, 2014, 7, 25.

Competition for Amino Acids Between Wolbachia and the Mosquito Host, Aedes aegypti. Microbial

Ecology, 2014, 67, 205-218. 14 133

Genetic control of invasive fish: technological options and its role in integrated pest management.
Biological Invasions, 2014, 16, 1201-1216.

Male Rilling Spiroplasma protects Drosophila melanogaster against two parasitoid wasps. Heredity,

2014, 112, 399-408. 12 128

Transcriptional responses in a <i><scp>D</scp>rosophila</i> defensive symbiosis. Molecular Ecology,
2014, 23,1558-1570.

The Role of Environmenttal, Virological and Vector Interactions in Dictating Biological Transmission

of Arthropod-Borne Viruses by Mosquitoes. Advances in Virus Research, 2014, 89, 39-83. 0.9 38

Characterization of the spatial and temporal dynamics of the dengue vector population established in
urban areas of Fernando de Noronha, a Brazilian oceanic island. Acta Tropica, 2014, 137, 80-87.

Harnessing mosquitod€“Wolbachia symbiosis for vector and disease control. Acta Tropica, 2014, 132,

$150-S163. 0.9 284

Tissue tropism and vertical transmission of <scp><i>C«</[i><[scp> <i>oxiella<[i> in
<scp><i>R<¢[i> <[scp> <i>hipicephalus sanguineus</i> and <scp> <i>R«<[i> <[scp><i>hipicephalus
turanicus<[i> ticks. Environmental Microbiology, 2014, 16, 3657-3668.

Treatment of Human Parasitosis in Traditional Chinese Medicine. Parasitology Research Monographs, 0.4 ;
2014,,. )

Genetic Control of Mosquitoes. Annual Review of Entomology, 2014, 59, 205-224.

Experimental evolution reveals habitata€specific fitness dynamics among <i> <scp>W</scp>olbachia</i>

clades in <i><scp>D</[scp>rosophila melanogaster</i>. Molecular Ecology, 2014, 23, 802-814. 2.0 43

Transinfection: a method to investigate <i><scp>W</[scp>olbachia</i>a€“host interactions and control
arthropoda€borne disease. Insect Molecular Biology, 2014, 23, 141-151.

Symbiont infection affects whitefly dynamics in the field. Basic and Applied Ecology, 2014, 15, 507-515. 1.2 10

Larval Competition Extends Developmental Time and Decreases Adult Size of wMelPop
Wolbachia-Infected Aedes aegypti. American Journal of Tropical Medicine and Hygiene, 2014, 91, 198-205.

Development of the Gravid &lt;|&gt;Aedes&lt;[I&gt; Trap for the Capture of Adult Female
Container-Exploiting Mosquitoes (Diptera: Culicidae). Journal of Medical Entomology, 2014, 51, 0.9 87
200-209.

Wolbachia endosymbionts and human disease control. Molecular and Biochemical Parasitology, 2014,

195, 88-95.




165

167

169

171

173

175

177

179

181

11

CITATION REPORT

ARTICLE IF CITATIONS

Rear and release: a new paradigm for dengue control. Austral Entomology, 2014, 53, 363-367. 0.8 21

Dengue and dengue vectors in the WHO European region: past, present, and scenarios for the future.

Lancet Infectious Diseases, The, 2014, 14, 1271-1280.

<i>Wolbachia</i> do not live by reproductive manipulation alone: infection polymorphism in

<i>Drosophila suzukii</i> and <i>D. subpulchrella</i>. Molecular Ecology, 2014, 23, 4871-4885. 2.0 109

Wolbachia strain w AlbB confers both fitness costs and benefit on Anopheles stephensi. Parasites and
Vectors, 2014, 7, 336.

Regulation of arginine methyltransferase 3 by a Wolbachia-induced microRNA in Aedes aegypti and its
effect on Wolbachia and dengue virus replication. Insect Biochemistry and Molecular Biology, 2014, 1.2 41
53, 81-88.

Aedes japonicus japonicus (Diptera: Culicidae) from Germany have vector competence for Japan
encephalitis virus but are refractory to infection with West Nile virus. Parasitology Research, 2014,
113,3195-3199.

How season and serotype determine dengue transmissibility. Proceedings of the National Academy of 3.3
Sciences of the United States of America, 2014, 111, 9370-9371. :

Dengue: Challenges for Policy Makers and Vaccine Developers. Current Infectious Disease Reports,
2014, 16, 404.

Modeling<i>Wolbachia</i>Spread in Mosquitoes Through Delay Differential Equations. SIAM Journal

on Applied Mathematics, 2014, 74, 743-770. 08 101

Using <i>Wolbachia</i>a€based release for suppression of <i>Aedes</i> mosquitoes: insights from
genetic data and population simulations. Ecological Applications, 2014, 24, 1226-1234.

Viruses and antiviral immunity in Drosophila. Developmental and Comparative Immunology, 2014, 42,
67-84. 1.0 117

<i>Wolbachia<[i> strains for disease control: ecological and evolutionary considerations.
Evolutionary Applications, 2015, 8, 751-768.

Contrasting genetic structure between mitochondrial and nuclear markers in the dengue fever
mosquito from Rio de Janeiro: implications for vector control. Evolutionary Applications, 2015, 8, 1.5 36
901-915.

Invertebrate Gut Associations. , 2015, , 4.4.1-1-4.4.1-7.

Aviral over-expression system for the major malaria mosquito Anopheles gambiae. Scientific Reports,

2014, 4, 5127. 1.6 22

Aedes aegypti has spatially structured and seasonally stable populations in YogyaRarta, Indonesia.
Parasites and Vectors, 2015, 8, 610.

Inhibition of the endosymbiont &€ceCandidatus Midichloria mitochondriia€-during 16S rRNA gene profiling
reveals potential pathogens in Ixodes ticks from Australia. Parasites and Vectors, 2015, 8, 345.

A computer simulation model of Wolbachia invasion for disease vector population modification. BMC

Bioinformatics, 2015, 16, 317.




183

185

187

189

191

193

195

197

199

12

CITATION REPORT

ARTICLE IF CITATIONS

Effect of repeat human blood feeding on Wolbachia density and dengue virus infection in Aedes

aegypti. Parasites and Vectors, 2015, 8, 246. 1.0 15

Wolbachia Do Not Induce Reactive Oxygen Species-Dependent Immune Pathway Activation in Aedes

albopictus. Viruses, 2015, 7, 4624-4639.

Transgenic Mosquitoes to Control Vector Borne Diseases. Biochemistry and Analytical Biochemistry: 0.4 o
Current Research, 2015, 04, . :

Exposure to West Nile Virus Increases Bacterial Diversity and Immune Gene Expression in Culex pipiens.
Viruses, 2015, 7, 5619-5631.

The Impact of Wolbachia on Virus Infection in Mosquitoes. Viruses, 2015, 7, 5705-5717. 1.5 117

Association between Three Mutations, F1565C, V1023G and S996P, in the Voltage-Sensitive Sodium
Channel Gene and Knockdown Resistance in Aedes aegypti from Yogyakarta, Indonesia. Insects, 2015, 6,
658-685.

Modeling the indirect effect of Wolbachia on the infection dynamics of horizontally transmitted

viruses. Frontiers in Microbiology, 2015, 6, 378. L5 5

Wolbachia-Based Population Control Strategy Targeting Culex quinquefasciatus Mosquitoes Proves
Efficient under Semi-Field Conditions. PLoS ONE, 2015, 10, e0119288.

Application of wMelPop Wolbachia Strain to Crash Local Populations of Aedes aegypti. PLoS Neglected 13 89
Tropical Diseases, 2015, 9, e0003930. ’

Combining the Sterile Insect Technique with Wolbachia-Based Approaches: II- A Safer Approach to
Aedes albopictus Population Suppression Programmes, Designed to Minimize the Consequences of
Inadvertent Female Release. PLoS ONE, 2015, 10, e0135194.

Endosymbiont bacterium Wolbachia: Emerged as a weapon in the war against mosquito born diseases.

International Journal of Medicine and Medical Sciences, 2015, 7, 36-45. 0.3 0

Disruption of dengue virus transmission by mosquitoes. Current Opinion in Insect Science, 2015, 8,
88-96.

The dengue vaccine pipeline: Implications for the future of dengue control. Vaccine, 2015, 33, 3293-3298. 1.7 109

Assessing the epidemiological effect of wolbachia for dengue control. Lancet Infectious Diseases, The,
2015, 15, 862-866.

Modeling the impact on virus transmission of <i>Wolbachia</i> -mediated blocking of dengue virus

infection of <i>Aedes aegypti</i>. Science Translational Medicine, 2015, 7, 279ra37. 58 204

Reproductive Parasitism: Maternally Inherited Symbionts in a Biparental World. Cold Spring Harbor
Perspectives in Biology, 2015, 7, a017699.

Fighting Arbovirus Transmission: Natural and Engineered Control of Vector Competence in Aedes 1.0 65
Mosquitoes. Insects, 2015, 6, 236-278. :

Field evaluation of the establishment potential of wmelpop Wolbachia in Australia and Vietnam for

dengue control. Parasites and Vectors, 2015, 8, 563.




201

203

205

207

209

211

213

2156

217

13

CITATION REPORT

ARTICLE IF CITATIONS

Wolbachia pipientis : A potential candidate for combating and eradicating dengue epidemics in

Pakistan. Asian Pacific Journal of Tropical Medicine, 2015, 8, 989-998. 04 10

Dengue fever in China: an emerging problem demands attention. Emerging Microbes and Infections,

2015, 4, 1-3.

Global stabilizing feedback law for a problem of biological control of mosquito-borne diseases. ,
2015,,.

A draft genome sequence of an invasive mosquito: an Italian<i>Aedes albopictus</i>. Pathogens and
Global Health, 2015, 109, 207-220.

Experimental replacement of an obligate insect symbiont. Proceedings of the National Academy of

Sciences of the United States of America, 2015, 112, 2093-2096. 33 130

Understanding the DNA damage response in order to achieve desired gene editing outcomes in
mosquitoes. Chromosome Research, 2015, 23, 31-42.

Bacteria and antiviral immunity in insects. Current Opinion in Insect Science, 2015, 8, 97-103. 2.2 27

Modelling the transmission dynamics of dengue in the presence of Wolbachia. Mathematical
Biosciences, 2015, 262, 157-166.

Multiorganismal Insects: Diversity and Function of Resident Microorganisms. Annual Review of

Entomology, 2015, 60, 17-34. 5.7 920

Macronutrients mediate the functional relationship between <i>Drosophila</i> and <i>Wolbachia</[i>.
Proceedings of the Royal Society B: Biological Sciences, 2015, 282, 20142029.

Fruit Flies in Biomedical Research. Genetics, 2015, 199, 639-653. 1.2 149

Interactions between a fungal entomopathogen and malaria parasites within a mosquito vector.
Malaria Journal, 2015, 14, 22.

Heterogeneity in symbiotic effects facilitates Wolbachia establishment in insect populations.

Theoretical Ecology, 2015, 8, 53-65. 04 8

Bad guys turned nice? A critical assessment of <i>Wolbachia</i> mutualisms in arthropod hosts.
Biological Reviews, 2015, 90, 89-111.

Modelling the immunological response to a tetravalent dengue vaccine from multiple phase-2 trials in

Latin America and South East Asia. Vaccine, 2015, 33, 3746-3751. 17 34

Harnessing Evolution to Elucidate the Consequences of Symbiosis. PLoS Biology, 2015, 13, e1002066.

Connecting genotypes to medically relevant phenotypes in major vector mosquitoes. Current Opinion

in Insect Science, 2015, 10, 59-64. 22 0

The Anopheles arabiensis genetic sexing strain ANO IPCL1 and its application potential for the sterile

insect technique in integrated vector management programmes. Acta Tropica, 2015, 142, 138-144.




219

221

223

225

227

229

231

233

235

14

CITATION REPORT

ARTICLE IF CITATIONS

Reticulate Evolution. Interdisciplinary Evolution Research, 2015, , . 0.2 19

Mutualism Breakdown by Amplification of Wolbachia Genes. PLoS Biology, 2015, 13, e1002065.

Predicting Unprecedented Dengue Outbreak Using Imported Cases and Climatic Factors in Guangzhou, 13 %
2014. PLoS Neglected Tropical Diseases, 2015, 9, e0003808. :

Burkholderia gut symbionts enhance the innate immunity of host Riptortus pedestris. Developmental
and Comparative Immunology, 2015, 53, 265-269.

Hosta€“Symbiontad€“Pathogena€“Host Interactions: Wolbachia, Vector-Transmitted Human Pathogens, and
the Importance of Quantitative Models of Multipartite Coevolution. Interdisciplinary Evolution 0.2 0
Research, 2015, , 207-230.

Reviewing Dengue: Still a Neglected Tropical Disease?. PLoS Neglected Tropical Diseases, 2015, 9,
e0003632.

The Impact of Host Diet on Wolbachia Titer in Drosophila. PLoS Pathogens, 2015, 11, e1004777. 2.1 77

Households as Foci for Dengue Transmission in Highly Urban Vietnam. PLoS Neglected Tropical
Diseases, 2015, 9, e0003528.

From Lab to Field: The Influence of Urban Landscapes on the Invasive Potential of Wolbachia in

Brazilian Aedes aegypti Mosquitoes. PLoS Neglected Tropical Diseases, 2015, 9, e€0003689. 13 81

RNA shotgun metagenomic sequencing of northern California (USA) mosquitoes uncovers viruses,
bacteria, and fungi. Frontiers in Microbiology, 2015, 06, 185.

What Makes Community Engagement Effective?: Lessons from the Eliminate Dengue Program in 13 89
Queensland Australia. PLoS Neglected Tropical Diseases, 2015, 9, e0003713. :

Wolbachia infection dynamics by reaction-diffusion equations. Science China Mathematics, 2015, 58,
77-96.

Distribution and dynamics of Wolbachia infection in Malaysian Aedes albopictus. Acta Tropica, 2015,
148, 38-45. 09 23

Wolbachia Influences the Production of Octopamine and Affects Drosophila Male Aggression. Applied
and Environmental Microbiology, 2015, 81, 4573-4580.

Wolbachia-Mediated Antiviral Protection in Drosophila Larvae and Adults following Oral Infection. 14 23
Applied and Environmental Microbiology, 2015, 81, 8215-8223. :

Models to assess how best to replace dengue virus vectors with Wolbachia -infected mosquito
populations. Mathematical Biosciences, 2015, 269, 164-177.

Historical inability to control Aedes aegypti as a main contributor of fast dispersal of chikungunya 1.9 57
outbreaks in Latin America. Antiviral Research, 2015, 124, 30-42. :

Advances in genetically modifiedAedes aegyptito control transmission of dengue viruses. Future

Virology, 2015, 10, 609-624.




237

239

241

243

245

247

249

251

253

15

CITATION REPORT

ARTICLE IF CITATIONS

Identifying genomic changes associated with insecticide resistance in the dengue mosquito <i>Aedes

aegypti<[i> by deep targeted sequencing. Genome Research, 2015, 25, 1347-1359. 2.4 151

Paratransgenesis: a promising new strategy for mosquito vector control. Parasites and Vectors, 2015,

8, 342.

Wolbachia spread dynamics in stochastic environments. Theoretical Population Biology, 2015, 106, 0.5 68
32-44. ’

Dengue Vaccine Development: Strategies and Challenges. Viral Inmunology, 2015, 28, 76-84.

Stable coexistence of incompatible <i>Wolbachia</i> along a narrow contact zone in mosquito field

populations. Molecular Ecology, 2015, 24, 508-521. 2.0 25

A model for the development of Aedes (Stegomyia) aegypti as a function of the available food. Journal
of Theoretical Biology, 2015, 365, 311-324.

Advances in the understanding, management, and prevention of dengue. Journal of Clinical Virology, 16 39
2015, 64, 153-159. ’

Genitaliad€associated microbes in insects. Insect Science, 2015, 22, 325-339.

Dengue. Lancet, The, 2015, 385, 453-465. 6.3 982

Birth-pulse models of Wolbachia-induced cytoplasmic incompatibility in mosquitoes for dengue virus
control. Nonlinear Analysis: Real World Applications, 2015, 22, 236-258.

How do hosts react to endosymbionts? A new insight into the molecular mechanisms underlying the

<i><scp>W</scp>olbachia</i>a€“host association. Insect Molecular Biology, 2015, 24, 1-12. 10 27

Exploring the Sex-Determination Pathway for Control of Mosquito-Borne Infectious Diseases. , 2016, ,
201-225.

DengueME: A Tool for the Modeling and Simulation of Dengue Spatiotemporal Dynamics. International 12 24
Journal of Environmental Research and Public Health, 2016, 13, 920. )

PRESENCIA DE Wolbachia y Leishmania EN UNA POBLACION DE Lutzomyia evansi PRESENTE EN LA COSTA
CARIBE DE COLOMBIA. Revista De La Facultad De Ciencias, 2016, 5, 38-54.

Genetic Control of Malaria and Dengue Using Wolbachia. , 2016, , 305-333. 11

Economic Analysis of Genetically Modified Mosquito Strategies. , 2016, , 375-408.

New Paradigms for Virus Detection, Surveillance and Control of Zika Virus Vectors in the Settings of

Southeast Asia. Frontiers in Microbiology, 2016, 7, 1452. L5 1

Bacteriophage WO Can Mediate Horizontal Gene Transfer in Endosymbiotic Wolbachia Genomes.

Frontiers in Microbiology, 2016, 7, 1867.




255

257

259

261

263

265

267

269

271

16

CITATION REPORT

ARTICLE IF CITATIONS

Biological Control of Mosquito Vectors: Past, Present, and Future. Insects, 2016, 7, 52. 1.0 255

Genome Investigations of Vector Competence in Aedes aegypti to Inform Novel Arbovirus Disease

Control Approaches. Insects, 2016, 7, 58.

Costs of Three Wolbachia Infections on the Survival of Aedes aegypti Larvae under Starvation 13 7
Conditions. PLoS Neglected Tropical Diseases, 2016, 10, e€0004320. :

Rapid and Non-destructive Detection and Identification of Two Strains of Wolbachia in Aedes aegypti
by Near-Infrared Spectroscopy. PLoS Neglected Tropical Diseases, 2016, 10, e0004759.

The queenslandensis and the type Form of the Dengue Fever Mosquito (Aedes aegypti L.) Are

Genomically Indistinguishable. PLoS Neglected Tropical Diseases, 2016, 10, €0005096. 1.3 19

Diet-Induced Nutritional Stress and Pathogen Interference in Wolbachia-Infected Aedes aegypti. PLoS
Neglected Tropical Diseases, 2016, 10, e0005158.

Comparison of Irradiation and Wolbachia Based Approaches for Sterile-Male Strategies Targeting 11 34
Aedes albopictus. PLoS ONE, 2016, 11, e0146834. )

Harnessing the Power of Defensive Microbes: Evolutionary Implications in Nature and Disease
Control. PLoS Pathogens, 2016, 12, e1005465.

Wolbachia Blocks Viral Genome Replication Early in Infection without a Transcriptional Response by 01 79
the Endosymbiont or Host Small RNA Pathways. PLoS Pathogens, 2016, 12, e1005536. :

Artificial Diets for Mosquitoes. International Journal of Environmental Research and Public Health,
2016, 13, 1267.

Risk Associated with the Release of Wolbachia-Infected Aedes aegypti Mosquitoes into the

Environment in an Effort to Control Dengue. Frontiers in Public Health, 2016, 4, 43. 1.3 38

Densitya€dependent population dynamics in <i>Aedes aegrptm i> slow the spread of
<scp><|>w<)3>l\/l</scp>e| <i>Wolbachia</i>. Journal of Applied Ecology, 2016, 53, 785-793.

<i>Wolbachia</[i> from <i>Drosophila incompta</i>: just a hitchhiker shared b<i>y Drosophila</i> in 10 10
the New and Old World?. Insect Molecular Biology, 2016, 25, 487-499. )

Highly divergent dengue virus type 1 genotype sets a new distance record. Scientific Reports, 2016, 6,
22356.

Genomic evidence for plant-parasitic nematodes as the earliest Wolbachia hosts. Scientific Reports, 16 54
2016, 6, 34955. )

Wolbachia. , 2016, , 465-512.

Chemical parameters and bacterial communities associated with larval habitats of Anopheles, Culex
and Aedes mosquitoes (Diptera: Culicidae) in western Kenya. International Journal of Tropical Insect 0.4 27
Science, 2016, 36, 146-160.

Establishment of the cytoplasmic incompatibility-inducing Wolbachia strain wMel in an important

agricultural pest insect. Scientific Reports, 2016, 6, 39200.




273

275

277

279

281

283

285

287

289

17

CITATION REPORT

ARTICLE IF CITATIONS

The influence of larval competition on Brazilian Wolbachia-infected Aedes aegypti mosquitoes. 1.0 20
Parasites and Vectors, 2016, 9, 282. :

The Mechanistic Benefits of Microbial Symbionts. Advances in Environmental Microbiology, 2016, , .

The effect of Wolbachia on dengue outbreaks when dengue is repeatedly introduced. Theoretical

Population Biology, 2016, 111, 9-15. 0.5 31

Drivers, impacts, mechanisms and adaptation in insect invasions. Biological Invasions, 2016, 18, 883-891.

Fitness of wAIbB Wolbachia Infection in Aedes aegypti: Parameter Estimates in an Outcrossed
Background and Potential for Population Invasion. American Journal of Tropical Medicine and 0.6 108
Hygiene, 2016, 94, 507-516.

The economic burden of dengue: no longer invisible or unavoidable. Lancet Infectious Diseases, The,
2016, 16, 873-874.

Potential applications of insect symbionts in biotechnology. Applied Microbiology and Biotechnology, 17 132
2016, 100, 1567-1577. ’

Wolbachia Blocks Currently Circulating Zika Virus Isolates in Brazilian Aedes aegypti Mosquitoes.
Cell Host and Microbe, 2016, 19, 771-774.

Effects of Larval Nutrition on<i>Wolbachia</i>-Based Dengue Virus Interference in<i>Aedes

aegypti<[i>(Diptera: Culicidae). Journal of Medical Entomology, 2016, 53, 894-901. 0.9 12

The effect of<i>Wolbachia</i>on dengue dynamics in the presence of two serotypes of dengue:
symmetric and asymmetric epidemiological characteristics. Epidemiology and Infection, 2016, 144,
2874-2882.

Symbiotic Relationships. , 2016, , 49-96. 1

Modeling the Effects of Augmentation Strategies on the Control of Dengue Fever With an Impulsive
Differential Equation. Bulletin of Mathematical Biology, 2016, 78, 1968-2010.

<i>Wolbachia</i>increases the susceptibility of a parasitoid wasp to hyperparasitism. Journal of 0.8 19
Experimental Biology, 2016, 219, 2984-2990. )

Role of Small RNAs in Wolbachia-Mosquito Interactions. , 2016, , 103-115.

Influences of the Mosquito Microbiota on Vector Competence. Advances in Insect Physiology, 2016, 51,

243291, 11 36

Non-coding RNAs and Inter-kingdom Communication. , 2016, , .

Manipulation of Insect Reproductive Systems as a Tool in Pest Control. , 2016, , 93-119. 5

A bibliometric analysis of dengue-related publications in the Science Citation Index Expanded. Future

Virology, 2016, 11, 631-648.




291

293

295

297

299

301

303

305

307

18

CITATION REPORT

ARTICLE IF CITATIONS
Evaluation of Alternative Killing Agents for<i>Aedes aegypti</i>(Diptera: Culicidae) in the 0.9 17
Gravid<i>Aedes<[i>Trap (GAT). Journal of Medical Entomology, 2016, 53, 873-879. )

Microbe-mediated host defence drives the evolution of reduced pathogen virulence. Nature

Communications, 2016, 7, 13430.

Downregulation of Aedes aegypti chromodomain helicase DNA binding protein 7/Kismet by Wolbachia

and its effect on dengue virus replication. Scientific Reports, 2016, 6, 36850. 16 °

Zika control through the bacterium <i>Wolbachia pipientis</i>. Future Microbiology, 2016, 11,
1499-1502.

Predicting Wolbachia invasion dynamics in Aedes aegypti populations using models of

density-dependent demographic traits. BMC Biology, 2016, 14, 96. L7 50

w Pip Wolbachia contribution to Aedes albopictus SIT performance: Advantages under intensive
rearing. Acta Tropica, 2016, 164, 473-481.

Reduction to a Single Closed Equation for 2-by-2 Reaction-Diffusion Systems of Lotka--Volterra Type. 0.8 12
SIAM Journal on Applied Mathematics, 2016, 76, 2060-2080. :

Wolbachia infections in natural Anopheles populations affect egg laying and negatively correlate
with Plasmodium development. Nature Communications, 2016, 7, 11772.

The wMel strain of Wolbachia Reduces Transmission of Zika virus by Aedes aegypti. Scientific Reports, 16 265
2016, 6, 28792. '

Excretion of dengue virus RNA by Aedes aegypti allows non-destructive monitoring of viral
dissemination in individual mosquitoes. Scientific Reports, 2016, 6, 24885.

Comparative Genomics of a Parthenogenesis-Inducing <i>Wolbachia</[i> Symbiont. G3: Genes, Genomes, 0.8 56
Genetics, 2016, 6,2113-2123. )

Polyandry Depends on Postmating Time Interval in the Dengue Vector Aedes aegypti. American Journal
of Tropical Medicine and Hygiene, 2016, 94, 780-785.

Qualitative analysis for a Wolbachia infection model with diffusion. Science China Mathematics, 2016, 0.8 46
59, 1249-1266. ’

Interaction ofWolbachiaand Bloodmeal Type in Artificially InfectedAedes albopictus(Diptera:) Tj ETQq1 1 0.784314 rgBT /Oveﬁoch 10

Zika virus: an emerging arboviral disease. Future Virology, 2016, 11, 395-399. 0.9 5

Symbiotic Streptomyces Provide Antifungal Defense in Solitary Wasps. Advances in Environmental
Microbiology, 2016, , 207-238.

Inter-Population Variability of Endosymbiont Densities in the Asian Citrus Psyllid (Diaphorina citri) Tj ETQq0 0 O rgB] L‘Overlocgétlo Tf 50

Persistence of a<i>Wolbachia</i>infection frequency cline in<i>Drosophila melanogaster</i>and the

possible role of reproductive dormancy. Evolution; International Journal of Organic Evolution, 2016,
70,979-997.




309

311

313

315

317

319

321

323

325

19

CITATION REPORT

ARTICLE IF CITATIONS

More than one rabbit out of the hat: Radiation, transgenic and symbiont-based approaches for
sustainable management of mosquito and tsetse fly populations. Acta Tropica, 2016, 157, 115-130.

0.9 141

Zika fever. Enfermedades Infecciosas Y MicrobiologAa ClAnica, 2016, 34, 247-252.

Current perspectives on dengue episode in Malaysia. Asian Pacific Journal of Tropical Medicine, 2016, 9,
395-401. o4 29

Wolbachia Modulates Lipid Metabolism in Aedes albopictus Mosquito Cells. Applied and
Environmental Microbiology, 2016, 82, 3109-3120.

Risks of <i>Wolbachia</i> mosquito control. Science, 2016, 351, 1273-1273. 6.0 13

Culex pipiens and Culex restuans mosquitoes harbor distinct microbiota dominated by few bacterial
taxa. Parasites and Vectors, 2016, 9, 18.

The Effect of Temperature on Wolbachia-Mediated Dengue Virus Blocking in Aedes aegypti. American 0.6 53
Journal of Tropical Medicine and Hygiene, 2016, 94, 812-819. )

Cheating evolution: engineering gene drives to manipulate the fate of wild populations. Nature
Reviews Genetics, 2016, 17, 146-159.

Zika Virus on the Move. Cell, 2016, 164, 585-587. 13.5 5

Zika virus outbreak in the Americas: the need for novel mosquito control methods. The Lancet Global
Health, 2016, 4, e148-e149.

Wolbachia Biocontrol Strategies for Arboviral Diseases and the Potential Influence of Resident

Wolbachia Strains in Mosquitoes. Current Tropical Medicine Reports, 2016, 3, 20-25. L6 41

Genomic approaches for understanding dengue: insights from the virus, vector, and host. Genome
Biology, 2016, 17, 38.

Fluorescent in situ hybridization for the localization of viruses, bacteria and other microorganisms

in insect and plant tissues. Methods, 2016, 98, 74-81. 1.9 19

High prevalence of Wolbachia infection in Korean populations of Aedes albopictus (Diptera:) Tj ETQql 1 0.784314 EBT /Oveﬁlgch 10

A NativeWolbachiakEndosymbiont Does Not Limit Dengue Virus Infection in the MosquitoAedes

notoscriptus(Diptera: Culicidae). Journal of Medical Entomology, 2016, 53, 401-408. 0.9 15

Mitochondrial DNA variants help monitor the dynamics of Wolbachia invasion into host populations.
Heredity, 2016, 116, 265-276.

Exploiting Intimate Relationships: Controlling Mosquito-Transmitted Disease with Wolbachia. Trends 15 115
in Parasitology, 2016, 32, 207-218. :

Wolbachia: The selfish Trojan Horse in dengue control. Medical Journal Armed Forces India, 2016, 72,

373-376.




327

329

331

333

335

337

339

341

343

20

CITATION REPORT

ARTICLE IF CITATIONS
Effects of Blood Coagulate Removal Method on<i>Aedes albopictus«</i> (Diptera: Culicidae) Life Table

Characteristics and Vector Competence for Dengue Virus. Journal of Medical Entomology, 2016, 53, 0.9 3

39-47.

Modelling Wolbachia infection in a sex-structured mosquito population carrying West Nile virus.

Journal of Mathematical Biology, 2017, 75, 621-647.

The transcriptome of the mosquito Aedes fluviatilis (Diptera: Culicidae), and transcriptional changes

associated with its native Wolbachia infection. BMC Genomics, 2017, 18, 6. 12 45

Wolbachia induces costs to life-history and reproductive traits in the moth, Ephestia kuehniella.
Journal of Stored Products Research, 2017, 71, 93-98.

Towards development of a universal dengue vaccine 4€“ How close are we?. Asian Pacific Journal of 0.4 29
Tropical Medicine, 2017, 10, 220-228. :

Prophage WO genes recapitulate and enhance Wolbachia-induced cytoplasmic incompatibility. Nature,
2017, 543, 243-247.

Molecular detection and identification of Wolbachia in three species of the genus Lutzomyia on the

Colombian Caribbean coast. Parasites and Vectors, 2017, 10, 110. Lo 23

Insect Symbiosis and Immunity. Advances in Insect Physiology, 2017, , 179-197.

Chikungunya Virus and Zika Virus Expansion: An Imitation of Dengue Virus., 2017, ,101-130. 2

Two-sex mosquito model for the persistence of<i>Wolbachia</i>. Journal of Biological Dynamics,
2017,11, 216-237.

Why is Aedes aegypti Linnaeus so Successful as a Species?. Neotropical Entomology, 2017, 46, 243-255. 0.5 64

Chikungunya virus infections: time to act, time to treat. Current Opinion in Virology, 2017, 24, 25-30.

Deploying dengue-suppressing Wolbachia : Robust models predict slow but effective spatial spread in

Aedes aegypti. Theoretical Population Biology, 2017, 115, 45-60. 0.5 &

Interaction of Flavivirus with their mosquito vectors and their impact on the human health in the
Americas. Biochemical and Biophysical Research Communications, 2017, 492, 541-547.

Symbiont strain is the main determinant of variation in <i>Wolbachia</i>&€mediated protection against

viruses across <i>Drosophila</i> species. Molecular Ecology, 2017, 26, 4072-4084. 2.0 69

Proteomic analysis of a mosquito host cell response to persistent Wolbachia infection. Research in
Microbiology, 2017, 168, 609-625.

Variable Inhibition of Zika Virus Replication by Different Wolbachia Strains in Mosquito Cell

Cultures. Journal of Virology, 2017, 91, . L5 4

Advances in Vector Control Science: Rear-and-Release Strategies Show Promise&€ | but Dona€™t Forget the

Basics. Journal of Infectious Diseases, 2017, 215, S103-S108.




345

347

349

351

3563

355

357

359

361

21

CITATION REPORT

ARTICLE IF CITATIONS

Life-shortening Wolbachia infection reduces population growth of Aedes aegypti. Acta Tropica, 2017,
172,232-239. 0.9 1

Establishing Traveling Wave in Bistable Reaction-Diffusion System by Feedback. , 2017, 1, 62-67.

Wolbachia -mediated virus blocking in the mosquito vector Aedes aegypti. Current Opinion in Insect

Science, 2017, 22, 37-44. 2.2 62

Infections of Wolbachia may destabilize mosquito population dynamics. Journal of Theoretical
Biology, 2017, 428, 98-105.

Screening of <i>Wolbachia</i> Endosymbiont Infection in <i>Aedes aegypti</i> Mosquitoes Using

Attenuated Total Reflection Mid-Infrared Spectroscopy. Analytical Chemistry, 2017, 89, 5285-5293. 3.2 25

An impulsive model for Wolbachia infection control of mosquito-borne diseases with general birth
and death rate functions. Nonlinear Analysis: Real World Applications, 2017, 37, 412-432.

The RNAi pathway plays a small part in Wolbachia-mediated blocking of dengue virus in mosquito cells.

Scientific Reports, 2017, 7, 43847. 1.6 66

Detection of <i>Wolbachia</i> in <i>Aedes albopictus<[i> and Their Effects on Chikungunya Virus.
American Journal of Tropical Medicine and Hygiene, 2017, 96, 148-156.

Comparative genomics provides a timeframe for Wolbachia evolution and exposes a recent biotin

synthesis operon transfer. Nature Microbiology, 2017, 2, 16241. 5.9 13

Wolbachia in the <i>Drosophila yakuba</i> Complex: Pervasive Frequency Variation and Weak
Cytoplasmic Incompatibility, but No Apparent Effect on Reproductive Isolation. Genetics, 2017, 205,
333-351.

Hype or opportunity? Using microbial symbionts in novel strategies for insect pest control. Journal of

Insect Physiology, 2017, 163, 10-17. 0.9 64

Can Triatoma virus inhibit infection of Trypanosoma cruzi (Chagas, 1909) in Triatoma infestans (Klug)?
A cross infection and co-infection study. Journal of Invertebrate Pathology, 2017, 150, 101-105.

Maintaining &lt;em&gt;Aedes aegypti&lt;/lem&gt; Mosquitoes Infected with

&lt;em&gt;Wolbachia&lt;lem&gt;. Journal of Visualized Experiments, 2017, , . 0.2 30

Human movement, cooperation and the effectiveness of coordinated vector control strategies.
Journal of the Royal Society Interface, 2017, 14, 20170336.

Perturbed cholesterol and vesicular trafficking associated with dengue blocking in

Wolbachia-infected Aedes aegypti cells. Nature Communications, 2017, 8, 526. 58 139

The Gut Commensal Microbiome of Drosophila melanogaster Is Modified by the Endosymbiont
<i>Wolbachia<[i>. MSphere, 2017, 2, .

Modeling the transmission and control of Zika in Brazil. Scientific Reports, 2017, 7, 7721. 1.6 32

Rift <scp>V<[scp>alley fever virus and <scp>E</scp>uropean mosquitoes: vector competence of

<i>Culex pipiens<[i> and <i>Stegomyia albopicta</i> (=4€%o<i>Aedes albopictus</i>). Medical and Veterinary
Entomology, 2017, 31, 365-372.




364

366

368

370

373

375

377

379

381

22

CITATION REPORT

ARTICLE IF CITATIONS

Development and physiological effects of an artificial diet for Wolbachia-infected Aedes aegypti. 16 14
Scientific Reports, 2017, 7, 15687. :

Lipids and Pathogen Blocking by Wolbachia. Trends in Parasitology, 2017, 33, 916-917.

Effect of naturally occurring <i>Wolbachia</[i> in <i>Anopheles gambiae s.l.<[i> mosquitoes from Mali
on <i>Plasmodium falciparumc</i> malaria transmission. Proceedings of the National Academy of 3.3 85
Sciences of the United States of America, 2017, 114, 12566-12571.

Wolbachia infection in Aedes aegypti mosquitoes alters blood meal excretion and delays oviposition
without affecting trypsin activity. Insect Biochemistry and Molecular Biology, 2017, 87, 65-74.

Vector competence of Malaysian <i>Aedes albopictus</i> with and without <i>Wolbachia</i> to four

dengue virus serotypes. Tropical Medicine and International Health, 2017, 22, 1154-1165. 1.0 15

The impact of Wolbachia infection on the rate of vertical transmission of dengue virus in Brazilian
Aedes aegypti. Parasites and Vectors, 2017, 10, 296.

The mechanistic role of antibodies to dengue virus in protection and disease pathogenesis. Expert 2.0 o4
Review of Anti-Infective Therapy, 2017, 15, 111-119. :

Wolbachia: Influence on Pathogeny, Treatment, and Control of Arthropod-Borne Diseases. , 2017, ,
605-621.

Genetic characterization of Wolbachia from Great Salt Lake brine flies. Symbiosis, 2017, 72, 95-102. 1.2 2

Extensive Genetic Differentiation between Homomorphic Sex Chromosomes in the Mosquito Vector,
Aedes aegypti. Genome Biology and Evolution, 2017, 9, 2322-2335.

Zika Virus Mosquito Vectors: Competence, Biology, and Vector Control. Journal of Infectious 1.9 69
Diseases, 2017, 216, S976-5990. :

Driving towards ecotechnologies. Pathogens and Global Health, 2017, 111, 448-458.

Microbial control of arthropod-borne disease. Memorias Do Instituto Oswaldo Cruz, 2017, 112, 81-93. 0.8 92

Using an Endosymbiont to Control Mosquito-Transmitted Disease. , 2017, , 123-142.

Biological Control Strategies for Mosquito Vectors of Arboviruses. Insects, 2017, 8, 21. 1.0 99

Gene Drive for Mosquito Control: Where Did It Come from and Where Are We Headed?. International
Journal of Environmental Research and Public Health, 2017, 14, 1006.

Microbial Pre-exposure and Vectorial Competence of Anopheles Mosquitoes. Frontiers in Cellular and 18 .
Infection Microbiology, 2017, 7, 508. :

Technological Microbiology: Development and Applications. Frontiers in Microbiology, 2017, 8, 827.




383

385

387

389

391

393

395

397

399

23

CITATION REPORT

ARTICLE IF CITATIONS

Aedes aegypti Molecular Responses to Zika Virus: Modulation of Infection by the Toll and Jak/Stat

Immune Pathways and Virus Host Factors. Frontiers in Microbiology, 2017, 8, 2050. L5 113

Independent Effects of a Herbivorea€™s Bacterial Symbionts on Its Performance and Induced Plant

Defences. International Journal of Molecular Sciences, 2017, 18, 182.

Comparative analysis of gut microbiota of mosquito communities in central lllinois. PLoS Neglected

Tropical Diseases, 2017, 11, €0005377. L3 146

Genome-wide SNPs reveal the drivers of gene flow in an urban population of the Asian Tiger
Mosquito, Aedes albopictus. PLoS Neglected Tropical Diseases, 2017, 11, e0006009.

Wolbachia effects on Rift Valley fever virus infection in Culex tarsalis mosquitoes. PLoS Neglected

Tropical Diseases, 2017, 11, €0006050. 1.3 18

A highly stable blood meal alternative for rearing Aedes and Anopheles mosquitoes. PLoS Neglected
Tropical Diseases, 2017, 11, e0006142.

First detection of Wolbachia-infected Culicoides (Diptera: Ceratopogonidae) in Europe: Wolbachia
and Cardinium infection across Culicoides communities revealed in Spain. Parasites and Vectors, 2017, 1.0 23
10, 582.

The impact of temperature and Wolbachia infection on vector competence of potential dengue
vectors Aedes aegypti and Aedes albopictus in the transmission of dengue virus serotype 1 in southern
Taiwan. Parasites and Vectors, 2017, 10, 551.

Family level variation in Wolbachia-mediated dengue virus blocking in Aedes aegypti. Parasites and

Vectors, 2017, 10, 622. 1.0 25

Wolbachia -Mediated Immunity Induction in Mosquito Vectors. , 2017, , 35-58.

A mathematical model to assess the effect of the constant release policy on population suppression.

Nonlinear Analysis and Differential Equations, 0, 5, 197-207. 0.1 2

The potential role of Wolbachia in controlling the transmission of emerging human arboviral
infections. Current Opinion in Infectious Diseases, 2017, 30, 108-116.

Polar cell fate stimulates Wolbachia intracellular growth. Development (Cambridge), 2018, 145, . 1.2 12

Probiotics as a tool for disease mitigation in wildlife: insights from food production and medicine.
Annals of the New York Academy of Sciences, 2018, 1429, 18-30.

Models to assess the effects of non-identical sex ratio augmentations of Wolbachia -carrying

mosquitoes on the control of dengue disease. Mathematical Biosciences, 2018, 299, 58-72. 0.9 13

One prophage WO gene rescues cytoplasmic incompatibility in <i>Drosophila melanogaster</i>.
Proceedings of the National Academy of Sciences of the United States of America, 2018, 115, 4987-4991.

A sex-structured model with birth pulse and release strategy for the spread of Wolbachia in

mosquito population. Journal of Theoretical Biology, 2018, 448, 53-65. 08 20

Age and Body Size Influence Sperm Quantity in Male Aedes albopictus (Diptera: Culicidae) Mosquitoes.

Journal of Medical Entomology, 2018, 55, 1051-1054.




401

403

405

407

409

411

413

415

417

24

CITATION REPORT

ARTICLE IF CITATIONS

Localization and dynamics of <i>Wolbachia</i> infection in Asian citrus psyllid <i>Diaphorina
citri</i>, the insect vector of the causal pathogens of Huanglongbing. MicrobiologyOpen, 2018, 7, 1.2 30
e00561.

Mission Accomplished? We Need a Guide to the 4€ Post Released€™ World of Wolbachia for Aedes-borne

Disease Control. Trends in Parasitology, 2018, 34, 217-226.

Optimal control approach for establishing wMelPop Wolbachia infection among wild Aedes aegypti

populations. Journal of Mathematical Biology, 2018, 76, 1907-1950. 0-8 38

Current concerns and perspectives on Zika virus co-infection with arboviruses and HIV. Journal of
Autoimmunity, 2018, 89, 11-20.

Fine-scale landscape genomics helps explain the slow spatial spread of Wolbachia through the Aedes

aegypti population in Cairns, Australia. Heredity, 2018, 120, 386-395. 1.2 86

Evolutionary Genetics of Cytoplasmic Incompatibility Genes cifA and cifB in Prophage WO of
Wolbachia. Genome Biology and Evolution, 2018, 10, 434-451.

Field- and clinically derived estimates of <i>Wolbachia</i> -mediated bIochinE of dengue virus
transmission potential in <i>Aedes aegypti</i> mosquitoes. Proceedings of the National Academy of 3.3 101
Sciences of the United States of America, 2018, 115, 361-366.

The bacterium <i>Wolbachia</i> exploits host innate immunity to establish a symbiotic relationship
with the dengue vector mosquito <i>Aedes aegypti</i>. ISME Journal, 2018, 12, 277-288.

Group B <i>Wolbachia</i> Strain-Dependent Inhibition of Arboviruses. DNA and Cell Biology, 2018, 37,

2. 0.9 7

In tune with nature: Wolbachia does not prevent pre-copula acoustic communication in Aedes aegypti.
Parasites and Vectors, 2018, 11, 109.

Molecular evidence for new sympatric cryptic species of Aedes albopictus (Diptera: Culicidae) in China:

A new threat from Aedes albopictus subgroup?. Parasites and Vectors, 2018, 11, 228. Lo 39

Wolbachia significantly impacts the vector competence of Aedes aegypti for Mayaro virus. Scientific
Reports, 2018, 8, 6889.

Modeling the Transmission of <i>Wolbachia</i> in Mosquitoes for Controlling Mosquito-Borne

Diseases. SIAM Journal on Applied Mathematics, 2018, 78, 826-852. 0.8 25

A new method of deploying entomopathogenic fungi to control adult <i>Aedes aegypti</[i>
mosquitoes. Journal of Applied Entomology, 2018, 142, 59-66.

Hindrances to bistable front propagation: application to Wolbachia invasion. Journal of Mathematical

Biology, 2018, 76, 1489-1533. 08 16

Ensuring successful introduction of Wolbachia in natural populations of Aedes aegypti by means of
feedback control. Journal of Mathematical Biology, 2018, 76, 1269-1300.

The nature of the immune response in novel Wolbachia-host associations. Symbiosis, 2018, 74, 225-236. 1.2 13

<i>Culex torrentiumc</i> mosquitoes from <scp>G</[scp>ermany are negative for <i>Wolbachia</i>.

Medical and Veterinary Entomology, 2018, 32, 115-120.




419

421

423

425

427

429

431

433

435

25

CITATION REPORT

ARTICLE IF CITATIONS

Using Wolbachia for Dengue Control: Insights from Modelling. Trends in Parasitology, 2018, 34, 15 %0
102-113. ’

Assessing the efficiency of Wolbachia driven Aedes mosquito suppression by delay differential

equations. Journal of Theoretical Biology, 2018, 440, 1-11.

Zika virus: The transboundary pathogen from mosquito and updates. Microbial Pathogenesis, 2018, 114,

476-482. 1.3 7

Upregulation of Aedes aegypti Vagol by Wolbachia and its effect on dengue virus replication. Insect
Biochemistry and Molecular Biology, 2018, 92, 45-52.

<i>Wolbachia<[i> infection alters the relative abundance of resident bacteria in adult <i>Aedes

aegypti<[i> mosquitoes, but not larvae. Molecular Ecology, 2018, 27, 297-309. 2.0 85

Can Wolbachia modulate the fecundity costs of Plasmodium in mosquitoes?. Parasitology, 2018, 145,
775-782.

Epidemiological, Serological, and Virological Features of Dengue in Nha Trang City, Vietnam. American

Journal of Tropical Medicine and Hygiene, 2018, 98, 402-409. 0.6 25

Cytoplasmic incompatibility management to support Incompatible Insect Technique against Aedes
albopictus. Parasites and Vectors, 2018, 11, 649.

Scaled deployment of Wolbachia to protect the community from dengue and otherAAedes transmitted

arboviruses. Gates Open Research, 2018, 2, 36. 2.0 133

Verily project releases millions of factory-reared mosquitoes. Nature Biotechnology, 2018, 36, 781-782.

Mosquito-Borne Diseases: Prevention Is the Cure for Dengue, Chikungunya and Zika Viruses.

Parasitology Research Monographs, 2018, , 235-279. 04 8

Mosquitoes as Arbovirus Vectors: From Species Identification to Vector Competence. Parasitology
Research Monographs, 2018, , 163-212.

Infection of anopheline mosquitoes with Wolbachia: Implications for malaria control. PLoS 01 15
Pathogens, 2018, 14, e1007333. :

Whole genome screen reveals a novel relationship between Wolbachia levels and Drosophila host
translation. PLoS Pathogens, 2018, 14, e1007445.

Mosquito-borne Diseases. Parasitology Research Monographs, 2018, , . 0.4 14

Effects of Alternative Blood Sources on Wolbachia Infected Aedes aegypti Females within and across
Generations. Insects, 2018, 9, 140.

Prevalence of trypanosomes, salivary gland hypertrophy virus and Wolbachia in wild populations of

tsetse flies from West Africa. BMC Microbiology, 2018, 18, 153. 1.3 10

Modeling Mosquito Population Suppression Based on Delay Differential Equations. SIAM Journal on

Applied Mathematics, 2018, 78, 3168-3187.




437

439

441

443

445

447

449

451

453

26

CITATION REPORT

ARTICLE IF CITATIONS

Diverse novel resident Wolbachia strains in Culicine mosquitoes from Madagascar. Scientific Reports, 16 19
2018, 8, 17456. )

Wolbachia and the near cessation of dengue outbreaks in Northern Australia despite continued

dengue importations via travellers. Journal of Travel Medicine, 2018, 25, .

Recent advances in threshold-dependent gene drives for mosquitoes. Biochemical Society 16 36
Transactions, 2018, 46, 1203-1212. :

A scoping review of Chikungunya virus infection: epidemiology, clinical characteristics, viral
co-circulation complications, and control. Acta Tropica, 2018, 188, 213-224.

microRNAs as Regulators of Insect Hosta€“Pathogen Interactions and Immunity. Advances in Insect 11 14
Physiology, 2018, 55, 19-45. :

Influence of the symbiont Wolbachia on life history traits of the cabbage root fly (Delia radicum).
Journal of Invertebrate Pathology, 2018, 158, 24-31.

Newer Approaches for Malaria Vector Control and Challenges of Outdoor Transmission. , 2018, , . 9

Persistent viruses in mosquito cultured cell line suppress multiplication of flaviviruses. Heliyon,
2018, 4, e00736.

Direct nucleic acid analysis of mosquitoes for high fidelity species identification and detection of

Wolbachia using a cellphone. PLoS Neglected Tropical Diseases, 2018, 12, e0006671. L3 24

Mosquito-borne viral diseases and potential transmission blocking vaccine candidates. Infection,
Genetics and Evolution, 2018, 63, 195-203.

Controlling vector-borne diseases by releasing modified mosquitoes. Nature Reviews Microbiology, 13.6 237
2018, 16, 508-518. )

Rapid spread of a<i>Wolbachia</i>infection that does not affect host reproduction in<i>Drosophila
simulans</i>cage populations. Evolution; International Journal of Organic Evolution, 2018, 72,
1475-1487.

<i>Wolbachia w«<[i> Stri Blocks Zika Virus Growth at Two Independent Stages of Viral Replication. L8 45
MBio, 2018, 9, . )

<i>Wolbachia</i> enhances insecta€specific flavivirus infection in <i>Aedes aegypti</i> mosquitoes.
Ecology and Evolution, 2018, 8, 5441-5454.

The Use of Wolbachia by the World Mosquito Program to Interrupt Transmission of Aedes aegypti

Transmitted Viruses. Advances in Experimental Medicine and Biology, 2018, 1062, 355-360. 0.8 101

Suppression of the pelo protein by Wolbachia and its effect on dengue virus in Aedes aegypti. PLoS
Neglected Tropical Diseases, 2018, 12, e0006405.

Evaluation of Aedes aegypti (Diptera: Culicidae) Life Table Attributes Upon Chikungunya Virus
Replication Reveals Impact on Egg-Laying Pathways. Journal of Medical Entomology, 2018, 55, 1580-1587.

A Wolbachia triple-strain infection generates self-incompatibility in Aedes albopictus and

transmission instability in Aedes aegypti. Parasites and Vectors, 2018, 11, 295.




455

457

459

461

463

465

467

469

471

27

CITATION REPORT

ARTICLE IF CITATIONS

Characterization of <i>Wolbachia</i>enhancing domain in mosquitoes with imperfect maternal

transmission. Journal of Biological Dynamics, 2018, 12, 596-610. 0.8 1

Combining Wolbachia-induced sterility and virus protection to fight Aedes albopictus-borne viruses.

PLoS Neglected Tropical Diseases, 2018, 12, e0006626.

Challenges and opportunities in controlling mosquito-borne infections. Nature, 2018, 559, 490-497. 13.7 111

No detectable effect of <i>Wolbachia w</[i> Mel on the prevalence and abundance of the RNA virome
of <i>Drosophila melanogaster</i>. Proceedings of the Royal Society B: Biological Sciences, 2018, 285,
20181165.

The Immune Responses of the Animal Hosts of West Nile Virus: A Comparison of Insects, Birds, and

Mammals. Frontiers in Cellular and Infection Microbiology, 2018, 8, 96. 18 32

Prevention and Control Strategies to Counter Zika Virus, a Special Focus on Intervention Approaches
against Vector Mosquitoes&€” Current Updates. Frontiers in Microbiology, 2018, 9, 87.

From Incriminating Stegomyia fasciata to Releasing Wolbachia pipientis: Australian Research on the
Dengue Virus Vector, Aedes aegypti, and Development of Novel Strategies for Its Surveillance and 0.9 5
Control. Tropical Medicine and Infectious Disease, 2018, 3, 71.

Conflict in the Intracellular Lives of Endosymbionts and Viruses: A Mechanistic Look at
Wolbachia-Mediated Pathogen-blocking. Viruses, 2018, 10, 141.

Continued Susceptibility of the wMel Wolbachia Infection in Aedes aegypti to Heat Stress Following

Field Deployment and Selection. Insects, 2018, 9, 78. 1o 25

The AWED trial (Applying Wolbachia to Eliminate Dengue) to assess the efficacy of Wolbachia-infected
mosquito deployments to reduce dengue incidence in Yogyakarta, Indonesia: study protocol for a
cluster randomised controlled trial. Trials, 2018, 19, 302.

Investigation of Wolbachia spp. and Spiroplasma spp. in Phlebotomus species by molecular methods. 16 6
Scientific Reports, 2018, 8, 10616. ’

Improving the delivery and efficiency of fungus-impregnated cloths for control of adult Aedes aegypti
using a synthetic attractive lure. Parasites and Vectors, 2018, 11, 285.

Cluster-Randomized Test-Negative Design Trials: A Novel and Efficient Method to Assess the Efficacy of

Community-Level Dengue Interventions. American Journal of Epidemiology, 2018, 187, 2021-2028. 16 19

Mosquito microbiota cluster by host sampling location. Parasites and Vectors, 2018, 11, 468.

The non-canonical Notch signaling is essential for the control of fertility in Aedes aegypti. PLoS 13 15
Neglected Tropical Diseases, 2018, 12, e€0006307. )

Progress in the use of genetic methods to study insect behavior outside Drosophila. Current Opinion
in Insect Science, 2019, 36, 45-56.

Optimal Releases for Population Replacement Strategies: Application to <i>Wolbachia</i>. SIAM 0.9 21
Journal on Mathematical Analysis, 2019, 51, 3170-3194. :

Pluripotency of Wolbachia against Arbovirus: the case of yellow fever. Gates Open Research, 0, 3, 161.




473

475

477

479

481

483

485

487

489

28

CITATION REPORT

ARTICLE IF CITATIONS

Predicting the spatial dynamics of <i>Wolbachia</i> infections in <i>Aedes aegypti</i> arbovirus

vector populations in heterogeneous landscapes. Journal of Applied Ecology, 2019, 56, 1674-1686. 1.9 16

Using mathematical modelling to investigate the effect of the sexual behaviour of asymptomatic

individuals and vector control measures on Zika. Letters in Biomathematics, 2019, 6, 1-19.

Microbial Experimental Evolution 4€“ a proving ground for evolutionary theory and a tool

forAdiscovery. EMBO Reports, 2019, 20, e46993. 2.0 87

Autocidal gravid ovitraps protect humans from chikungunya virus infection by reducing Aedes aegypti
mosquito populations. PLoS Neglected Tropical Diseases, 2019, 13, e0007538.

Reflections from an old Queenslander: can rear and release strategies be the next great era of vector

control?. Proceedings of the Royal Society B: Biological Sciences, 2019, 286, 20190973. 1.2 16

Dengue epidemiology. Global Health Journal (Amsterdam, Netherlands), 2019, 3, 37-45.

Modeling<i>Wolbachia</i>infection in mosquito population via discrete dynamical models. Journal of

Difference Equations and Applications, 2019, 25, 1549-1567. 0-7 [

Feedback Control Principles for Biological Control of Dengue Vectors*. , 2019, , .

Mathematical analysis of a Wolbachia invasive model with imperfect maternal transmission and loss

of Wolbachia infection. Infectious Disease Modelling, 2019, 4, 265-285. 1.2 14

Dynamics of interactive wild and sterile mosquitoes with time delay. Journal of Biological Dynamics,
2019, 13, 606-620.

Aedes aegypti (Aag2)-derived clonal mosquito cell lines reveal the effects of pre-existing persistent
infection with the insect-specific bunyavirus Phasi Charoen-like virus on arbovirus replication. PLoS 1.3 38
Neglected Tropical Diseases, 2019, 13, e0007346.

Transfection of Culicoides sonorensis biting midge cell lines with Wolbachia pipientis. Parasites and
Vectors, 2019, 12, 483.

Aedes spp. and Their Microbiota: A Review. Frontiers in Microbiology, 2019, 10, 2036. 1.5 90

Selection on Aedes aegypti alters Wolbachia-mediated dengue virus blocking and fitness. Nature
Microbiology, 2019, 4, 1832-1839.

Population Dynamics of Wolbachia in Laodelphax striatellus (FallA©n) Under Successive Stress of

Antibiotics. Current Microbiology, 2019, 76, 1306-1312. 1.0 4

Quantitative methods for assessing local and bodywide contributions to Wolbachia titer in maternal
germline cells of Drosophila. BMC Microbiology, 2019, 19, 206.

Transgenic Mosquitoes Fight against Malaria: A Review. Journal of Universal College of Medical

Sciences, 2019, 7, 59-65. 0.1 1

Estimating the burden of dengue and the impact of release of wMel Wolbachia-infected mosquitoes in

Indonesia: a modelling study. BMC Medicine, 2019, 17, 172.




491

493

495

497

499

501

503

505

507

29

CITATION REPORT

ARTICLE IF CITATIONS

D{)namics and diversity of bacteria associated with the disease vectors Aedes aegypti and Aedes
al

opictus. Scientific Reports, 2019, 9, 12160. L6 39

Evolutionary Ecology of <i>Wolbachia</i> Releases for Disease Control. Annual Review of Genetics,

2019, 53, 93-116.

Habitat disturbance and the organization of bacterial communities in Neotropical hematophagous

arthropods. PLoS ONE, 2019, 14, €0222145. 11 7

Complete Genome Sequence of the <i>Wolbachia w</[i>AlbB Endosymbiont of <i>Aedes albopictus</i>.
Genome Biology and Evolution, 2019, 11, 706-720.

Natural <i>Wolbachia</i> infections are common in the major malaria vectors in Central Africa.

Evolutionary Applications, 2019, 12, 1583-1594. L5 36

The Mosquito Immune System and the Life of Dengue Virus: What We Know and Do Not Know.
Pathogens, 2019, 8, 77.

Optimal control of a multi-patch Dengue model under the influence of Wolbachia bacterium.

Mathematical Biosciences, 2019, 315, 108219. 0.9 21

Live calcium imaging of Aedes aegypti neuronal tissues reveals differential importance of
chemosensory systems for life-history-specific foraging strategies. BMC Neuroscience, 2019, 20, 27.

Surface sterilization methods impact measures of internal microbial diversity in ticks. Parasites and

Vectors, 2019, 12, 268. 1.0 81

The Threshold Infection Level for $${{Wolbachia }}$$ Invasion in a Two-Sex Mosquito Population
Model. Bulletin of Mathematical Biology, 2019, 81, 2596-2624.

Curious entanglements: interactions between mosquitoes, their microbiota, and arboviruses. Current 06 58
Opinion in Virology, 2019, 37, 26-36. :

Sustained Wolbachia-mediated blocking of dengue virus isolates following serial passage in Aedes
aegypti cell culture. Virus Evolution, 2019, 5, vez012.

Is Anopheles gambiae a Natural Host of<i>Wolbachia</i>?. MBio, 2019, 10, . 1.8 44

Pathogen blocking in Wolbachia-infected Aedes aegypti is not affected by Zika and dengue virus
co-infection. PLoS Neglected Tropical Diseases, 2019, 13, e0007443.

Embryonic development and egg viability of wMel-infected Aedes aegypti. Parasites and Vectors, 2019,

12,211. 1o 24

Promising Role of Wolbachia as Anti-parasitic Drug Target and Eco-Friendly Biocontrol Agent. Recent
Patents on Anti-infective Drug Discovery, 2019, 14, 69-79.

Life History Effects Linked to an Advantage for wAu Wolbachia in Drosophila. Insects, 2019, 10, 126. 1.0 14

Importance of endosymbionts Wolbachia and Rickettsia in insect resistance development. Current

Opinion in Insect Science, 2019, 33, 84-90.




509

511

513

515

517

519

521

523

525

30

CITATION REPORT

ARTICLE IF CITATIONS

Infection of Aedes albopictus Mosquito C6/36 Cells with the <i>w«<[i> Melpop Strain of
<i>Wolbachia</i> Modulates Dengue Virus-Induced Host Cellular Transcripts and Induces Critical 1.5 11
Sequence Alterations in the Dengue Viral Genome. Journal of Virology, 2019, 93, .

Dengue viruses circulating in Indonesia: A systematic review and phylogenetic analysis of data from

five decades. Reviews in Medical Virology, 2019, 29, e2037.

Use of mechanical and behavioural methods to eliminate female Aedes aegypti and Aedes albopictus for
sterile insect technique and incompatible insect technique applications. Parasites and Vectors, 2019, 1.0 14
12, 148.

<i>Wolbachia pipientis</i> occurs in <i>Aedes aegypti</i> populations in New Mexico and Florida, USA.
Ecology and Evolution, 2019, 9, 6148-6156.

Environmental Concentrations of Antibiotics May Diminish Wolbachia infections in Aedes aegypti 0.9 18
(Diptera: Culicidae). Journal of Medical Entomology, 2019, 56, 1078-1086. :

Wolbachia prevalence, diversity, and ability to induce cytoplasmic incompatibility in mosquitoes.
Current Opinion in Insect Science, 2019, 34, 12-20.

Evidence for the natural occurrence of <i>Wolbachia</[i> in <i>Aedes aegypti</i> mosquitoes. FEMS o7 30
Microbiology Letters, 2019, 366, . :

Different bacterial and viral pathogens trigger distinct immune responses in a globally invasive ant.
Scientific Reports, 2019, 9, 5780.

Expanding the canon: Non-classical mosquito genes at the interface of arboviral infection. Insect

Biochemistry and Molecular Biology, 2019, 109, 72-80. 12 21

Co-cultures of Oophila amblystomatis between Ambystoma maculatum and Ambystoma gracile hosts
show host-symbiont fidelity. Symbiosis, 2019, 78, 73-85.

Arbovirus-Mosquito Vector-Host Interactions and the Impact on Transmission and Disease

Pathogenesis of Arboviruses. Frontiers in Microbiology, 2019, 10, 22. L5 74

Controlling <i>Aedes aegypti</i> populations by limited <i>Wolbachia</i>a€based strategies in a
seasonal environment. Mathematical Methods in the Applied Sciences, 2019, 42, 5736-5745.

Mathematical Model as a Tool for the Control of Vector-Borne Diseases: Wolbachia Example., 0, , . 2

A LAMP assay for the rapid and robust assessment of Wolbachia infection in Aedes aegypti under field
and laboratory conditions. PLoS ONE, 2019, 14, e0225321.

A dengue fever predicting model based on Baidu search index data and climate data in South China. 11 25
PLoS ONE, 2019, 14, e0226841. )

Establishment of Wolbachia Strain wAIbB in Malaysian Populations of Aedes aegypti for Dengue
Control. Current Biology, 2019, 29, 4241-4248.e5.

Generating a Hierarchy of Reduced Models for a Srstem of Differential Equations Modeling the Spread 0.8 5
of Wolbachia in Mosquitoes. SIAM Journal on Applied Mathematics, 2019, 79, 1675-1699. )

Multi-locus sequence typing of Ixodes ricinus and its symbiont Candidatus Midichloria mitochondrii

across Europe reveals evidence of local co-cladogenesis in Scotland. Ticks and Tick-borne Diseases,
2019, 10, 52-62.




527

529

531

533

535

537

539

541

543

31

CITATION REPORT

ARTICLE IF CITATIONS

Density-dependent enhanced replication of a densovirus in Wolbachia-infected Aedes cells is

associated with production of piRNAs and higher virus-derived siRNAs. Virology, 2019, 528, 89-100. 1.1 81

A comprehensive assessment of inbreeding and laboratory adaptation in <i>Aedes aegypti</i>

mosquitoes. Evolutionary Applications, 2019, 12, 572-586.

Proteins, Transcripts, and Genetic Architecture of Seminal Fluid and Sperm in the Mosquito Aedes

aegypti. Molecular and Cellular Proteomics, 2019, 18, S6-S22. 2:5 46

Alternative strategies for mosquito-borne arbovirus control. PLoS Neglected Tropical Diseases, 2019,
13, e0006822.

Wolbachia spread dynamics in multi-regimes of environmental conditions. Journal of Theoretical

Biology, 2019, 462, 247-258. 08 19

Cross-Generational Effects of Heat Stress on Fitness and Wolbachia Density in Aedes aegypti
Mosquitoes. Tropical Medicine and Infectious Disease, 2019, 4, 13.

Genetic Modification of Pest and Beneficial Insects for Pest Management Programs. , 2019, , 563-620. 3

A Role for the Insulin Receptor in the Suppression of Dengue Virus and Zika Virus in
Wolbachia-Infected Mosquito Cells. Cell Reports, 2019, 26, 529-535.e3.

Matching the genetics of released and local Aedes aegypti populations is critical to assure Wolbachia

invasion. PLoS Neglected Tropical Diseases, 2019, 13, €0007023. L3 125

Differential suppression of persistent insect specific viruses in trans-infected wMel and wMelPop-CLA
Aedes-derived mosquito lines. Virology, 2019, 527, 141-145.

Mi Casa es Su Casa: how an intracellular symbiont manipulates host biology. Environmental

Microbiology, 2019, 21, 3188-3196. 1.8 16

Aedes aegypti and Wolbachia interaction: population persistence in an environment changing.
Theoretical Ecology, 2020, 13, 137-148.

<i>Wolbachia</[i> strain <i>w<[i>AlbA blocks Zika virus transmission in <i>Aedes aegypti</i>. Medical

and Veterinary Entomology, 2020, 34, 116-119. 0.7 44

The effect of the endosymbiont <i>Wolbachia</i> on the behavior of insect hosts. Insect Science, 2020,
27, 846-858.

What Goes Up Might Come Down: the Spectacular Spread of an Endosymbiont Is Followed by Its

Decline a Decade Later. Microbial Ecology, 2020, 79, 482-494. 14 18

Al- modelling of molecular identification and feminization of wolbachia infected Aedes aegypti.
Progress in Biophysics and Molecular Biology, 2020, 150, 104-111.

<i>Wolbachia</i> transinfections in <i>Culex quinquefasciatus</i> generate cytoplasmic

incompatibility. Insect Molecular Biology, 2020, 29, 1-8. 1.0 21

A memetic algorithm for solving optimal control problems of Zika virus epidemic with equilibriums

and backward bifurcation analysis. Communications in Nonlinear Science and Numerical Simulation,
2020, 84, 105176.




545

547

549

551

5563

5565

557

5569

561

32

CITATION REPORT

ARTICLE IF CITATIONS

Technology innovation: advancing capacities for the early detection of and rapid response to invasive
species. Biological Invasions, 2020, 22, 75-100.

1.2 71

Infectious Diseases: Antiviral Wolbachia Limits Dengue in Malaysia. Current Biology, 2020, 30, R30-R32.

Stable Establishment of Cardinium spp. in the Brown Planthopper Nilaparvata lugens despite

Decreased Host Fitness. Applied and Environmental Microbiology, 2020, 86, . 14 1

General Microbiota of the Soft Tick Ornithodoros turicata Parasitizing the Bolson Tortoise
(Gopherus flavomarginatus) in the Mapimi Biosphere Reserve, Mexico. Biology, 2020, 9, 275.

Existence and stability of a unique and exact two periodic orbits for an interactive wild and sterile 11 54
mosquito model. Journal of Differential Equations, 2020, 269, 10395-10415. :

Modeling the potential of wAu-Wolbachia strain invasion in mosquitoes to control Aedes-borne
arboviral infections. Scientific Reports, 2020, 10, 16812.

Resistance to natural and synthetic gene drive systems. Journal of Evolutionary Biology, 2020, 33,
1345-1360. o8 4

Wolbachia and Sirtuin-4 interaction is associated with alterations in host glucose metabolism and
bacterial titer. PLoS Pathogens, 2020, 16, e1008996.

Wolbachia (Rickettsiales: Alphaproteobacteria) Infection in the Leafhopper Vector of Sugarcane White

Leaf Disease. Journal of Insect Science, 2020, 20, . 0.6 10

Wolbachia in mosquitoes from the Central Valley of California, USA. Parasites and Vectors, 2020, 13,
558.

Adequacy and sufficiency evaluation of existing EFSA guidelines for the molecular characterisation,
environmental risk assessment and posta€market environmental monitoring of genetically modified 0.9 23
insects containing engineered gene drives. EFSA Journal, 2020, 18, e06297.

Reply to: &€ceEnhancement of Aedes aegypti susceptibility to dengue by Wolbachia is not supporteda€e
Nature Communications, 2020, 11, 6113.

Wolbachia Genome Stability and mtDNA Variants in Aedes aegypti Field Populations Eight Years after 19 23
Release. IScience, 2020, 23, 101572. )

Similar Gut Bacterial Microbiota in Two Fruit-Feeding Moth Pests Collected from Different Host
Species and Locations. Insects, 2020, 11, 840.

Molecular identification of native Wolbachia pipientis in Anopheles minimus in a low-malaria
transmission area of Umphang Valley along the Thailand-Myanmar border. Parasites and Vectors, 2020, 1.0 3
13,579.

Bacterial Symbionts of Tsetse Flies: Relationships and Functional Interactions Between Tsetse Flies
and Their Symbionts. Results and Problems in Cell Differentiation, 2020, 69, 497-536.

Superinfection Exclusion in Mosquitoes and Its Potential as an Arbovirus Control Strategy. Viruses, 15 13
2020, 12, 1259. :

Functions and mechanisms of symbionts of insect disease vectors. Advances in Insect Physiology, 2020,

58, 233-275.




563

565

567

569

571

573

575

577

579

33

CITATION REPORT

ARTICLE IF CITATIONS

Dengue: A Minireview. Viruses, 2020, 12, 829. 1.5 149

Wolbachia Inter-Strain Competition and Inhibition of Expression of Cytoplasmic Incompatibility in

Mosquito. Frontiers in Microbiology, 2020, 11, 1638.

Novel phenotype of Wolbachia strain wPip in Aedes aegypti challenges assumptions on mechanisms of

Wolbachia-mediated dengue virus inhibition. PLoS Pathogens, 2020, 16, e1008410. 21 36

Artificial Selection Finds New Hypotheses for the Mechanism of Wolbachia-Mediated Dengue Blocking
in Mosquitoes. Frontiers in Microbiology, 2020, 11, 1456.

Wolbachia Inhibits Binding of Dengue and Zika Viruses to Mosquito Cells. Frontiers in Microbiology,

2020, 11, 1750. 15 20

Dynamics of a two-sex model for the population ecology of dengue mosquitoes in the presence of
Wolbachia. Mathematical Biosciences, 2020, 328, 108426.

Effect of Wolbachia infection states on the life history and reproductive traits of the leafhopper

Yamatotettix flavovittatus Matsumura. Journal of Invertebrate Pathology, 2020, 177, 107490. L5 8

Malaria vector control strategies. What is appropriate towards sustainable global eradication?.
Sustainable Chemistry and Pharmacy, 2020, 18, 100339.

Field-deployable molecular diagnostic platform for arbovirus detection in Aedes aegypti. Parasites and

Vectors, 2020, 13, 489. 1.0 4

Dengue virus dominates lipid metabolism modulations in Wolbachia-coinfected Aedes aegypti.
Communications Biology, 2020, 3, 518.

Optimal release of mosquitoes to control dengue transmission. ESAIM Proceedings and Surveys, 2020,

67,16-29. 0.5 7

Characterization of Sodium Channel Mutations in the Dengue Vector Mosquitoes Aedes aegypti and
Aedes albopictus within the Context of Ongoing Wolbachia Releases in Kuala Lumpur, Malaysia.
Insects, 2020, 11, 529.

Modeling the suppression dynamics of <i>Aedes</[i> mosquitoes with mating inhomogeneity. Journal

of Biological Dynamics, 2020, 14, 656-678. 08 4

<i>Wolbachia</i> modulates prevalence and viral load of Culex pipiens densoviruses in natural
populations. Molecular Ecology, 2020, 29, 4000-4013.

<i>Wolbachia</i> infection enhancing and decaying domains in mosquito population based on discrete

models. Journal of Biological Dynamics, 2020, 14, 679-695. 0.8 18

Frequency of kdr mutations in the voltage-sensitive sodium channel (VSSC) gene in Aedes aegypti from
Yogyakarta and implications for Wolbachia-infected mosquito trials. Parasites and Vectors, 2020, 13,
429.

Natural Wolbachia infection in field-collected Anopheles and other mosquito species from Malaysia.

Parasites and Vectors, 2020, 13, 414. Lo 22

The RNAi Pathway Is Important to Control Mayaro Virus Infection in Aedes aegypti but not for

Wolbachia-Mediated Protection. Viruses, 2020, 12, 871.




581

583

585

587

589

591

593

595

597

34

CITATION REPORT

ARTICLE IF CITATIONS

Enhancement of Aedes aegypti susceptibility to dengue by Wolbachia is not supported. Nature 5.8
Communications, 2020, 11, 6111. :

Wolbachia infection in wild mosquitoes (Diptera: Culicidae): implications for transmission modes and

host-endosymbiont associations in Singapore. Parasites and Vectors, 2020, 13, 612.

New Insights into Cockroach Control: Using Functional Diversity of Blattella germanica Symbionts.

Insects, 2020, 11, 696. 1.0 12

Wolbachiad€™s Deleterious Impact on Aedes aegypti Egg Development: The Potential Role of Nutritional
Parasitism. Insects, 2020, 11, 735.

Wolbachia in Native Populations of Aedes albopictus (Diptera: Culicidae) From Yucatan Peninsula,

Mexico. Journal of Insect Science, 2020, 20, . 0.6 8

A microsporidian impairs Plasmodium falciparum transmission in Anopheles arabiensis mosquitoes.
Nature Communications, 2020, 11, 2187.

Modelling the Use of Vaccine and Wolbachia on Dengue Transmission Dynamics. Tropical Medicine and

Infectious Disease, 2020, 5, 78. 0.9 1

Modeling confinement and reversibility of threshold-dependent gene drive systems in spatially-explicit
Aedes aegypti populations. BMC Biology, 2020, 18, 50.

Roles of Symbiotic Microorganisms in Arboviral Infection of Arthropod Vectors. Trends in

Parasitology, 2020, 36, 607-615. L5 22

An Intranuclear Sodalis-Like Symbiont and Spiroplasma Coinfect the Carrot Psyllid, Bactericera
trigonica (Hemiptera, Psylloidea). Microorganisms, 2020, 8, 692.

Modeling and dynamics of Wolbachia-infected male releases and mating competition on mosquito

control. Journal of Mathematical Biology, 2020, 81, 243-276. 0.8 22

A Review: Wolbachia-Based Population Replacement for Mosquito Control Shares Common Points
with Genetically Modified Control Approaches. Pathogens, 2020, 9, 404.

Detecting the population dynamics of an autosomal sex ratio distorter transgene in malaria vector

mosquitoes. Journal of Applied Ecology, 2020, 57, 2086-2096. 1.9 14

Novel partiti-like viruses are conditional mutualistic symbionts in their normal lepidopteran host,
African armyworm, but parasitic in a novel host, Fall armyworm. PLoS Pathogens, 2020, 16, e1008467.

Impact of venereal transmission on the dynamics of vertically transmitted viral diseases among

mosquitoes. Mathematical Biosciences, 2020, 325, 108366. 09 2

Finding Strategies to Regulate Propagation and Containment of Dengue via Invariant Manifold
Analysis. SIAM Journal on Applied Dynamical Systems, 2020, 19, 1392-1437.

The Intruding Wolbachia Strain from the Moth Fails to Establish Itself in the Fruit Fly Due to Immune

and Exclusion Reactions. Current Microbiology, 2020, 77, 2441-2448. Lo 0

Global asymptotic stability in an interactive wild and sterile mosquito model. Journal of Differential

Equations, 2020, 269, 6193-6215.




599

601

603

605

607

609

611

613

615

35

CITATION REPORT

ARTICLE IF CITATIONS

Transinfection of buffalo flies (Haematobia irritans exigua) with Wolbachia and effect on host 10 8
biology. Parasites and Vectors, 2020, 13, 296. )

STRATEGIE INNOVATIVE PER IL CONTROLLO DI ZANZARE, VETTORI DI ORGANISMI PATOGENI. Istituto

Lombardo - Accademia Di Scienze E Lettere - Rendiconti Di Scienze, 2020, , .

Wolbachia strain wAu efficiently blocks arbovirus transmission in Aedes albopictus. PLoS Neglected 13 25
Tropical Diseases, 2020, 14, e0007926. ’

Parallel Sequencing of Wolbachia wCer2 from Donor and Novel Hosts Reveals Multiple
Incompatibility Factors and Genome Stability after Host Transfers. Genome Biology and Evolution,
2020, 12, 720-735.

Chimeric symbionts expressing a Wolbachia protein stimulate mosquito immunity and inhibit filarial

parasite development. Communications Biology, 2020, 3, 105. 2.0 24

Variation in the microbiota across different developmental stages of Aedes albopictus is affected by
ampicillin exposure. MicrobiologyOpen, 2020, 9, 1162-1174.

The value of existing regulatory frameworks for the environmental risk assessment of agricultural

pest control using gene drives. Environmental Science and Policy, 2020, 108, 19-36. 2.4 24

Populationa€specific effect of <i>Wolbachia</i> on the cost of fungal infection in spider mites. Ecology
and Evolution, 2020, 10, 3868-3880.

Projecting the future of dengue under climate change scenarios: Progress, uncertainties and

research needs. PLoS Neglected Tropical Diseases, 2020, 14, e0008118. 1.3 33

Backgrounda€edependent <i>Wolbachia</i>a€mediated insecticide resistance in <scp><i>Laodelphax
striatellus</i> </scp>. Environmental Microbiology, 2020, 22, 2653-2663.

Historical Perspective and Biotechnological Trends to Block Arboviruses Transmission by

Controlling Aedes aegypti Mosquitos Using Different Approaches. Frontiers in Medicine, 2020, 7, 275. 1.2 6

Cost-Effectiveness of Dengue Vaccination in Indonesia: Considering Integrated Programs with
Wolbachia-Infected Mosquitos and Health Education. International Journal of Environmental
Research and Public Health, 2020, 17, 4217.

The cost-effectiveness of controlling dengue in Indonesia using wMel Wolbachia released at scale: a 9.3 24
modelling study. BMC Medicine, 2020, 18, 186. ’

The role of increased gonotrophic cycles in the establishment of Wolbachia in Anopheles
populations. Theoretical Ecology, 2020, 13, 349-369.

Integrated pest management: Novel tools, remaining challenges, and intriguing non-target effects.

Current Opinion in Insect Science, 2020, 39, iii-v. 2.2 5

Host-associated microbiomes are predicted by immune system complexity and climate. Genome Biology,
2020, 21, 23.

Combining Citizen Science and Genomics to Investigate Tick, Pathogen, and Commensal Microbiome at

Single-Tick Resolution. Frontiers in Genetics, 2020, 10, 1322. 11 26

An elusive endosymbiont: Does <i>Wolbachia</[i> occur naturally in <i>Aedes aegypti</i>?. Ecology and

Evolution, 2020, 10, 1581-1591.




617

619

621

623

625

627

629

631

633

36

CITATION REPORT

ARTICLE IF CITATIONS

Wolbachia strain wAlbB blocks replication of flaviviruses and alphaviruses in mosquito cell culture. 10 18
Parasites and Vectors, 2020, 13, 54. :

Broad dengue neutralization in mosquitoes expressing an engineered antibody. PLoS Pathogens, 2020,

16,1008103.

Identification and molecular characterization of Wolbachia strains in natural populations of Aedes

albopictus in China. Parasites and Vectors, 2020, 13, 28. 1o 30

Modeling and control of mosquito-borne diseases with Wolbachia and insecticides. Theoretical
Population Biology, 2020, 132, 82-91.

Heatwaves cause fluctuations in wMel Wolbachia densities and frequencies in Aedes aegypti. PLoS 13 70
Neglected Tropical Diseases, 2020, 14, e€0007958. :

Antiviral Effectors and Gene Drive Strategies for Mosquito Population Suppression or Replacement to
Mitigate Arbovirus Transmission by Aedes aegypti. Insects, 2020, 11, 52.

Ovitraps Provide a Reliable Estimate of Wolbachia Frequency during wMelBr Strain Deployment in a

Geographically Isolated Aedes aegypti Population. Insects, 2020, 11, 92. 1.0 4

Wolbachia-based biocontrol for dengue reduction using dynamic optimization approach. Applied
Mathematical Modelling, 2020, 82, 125-149.

Efficient production of male Wolbachia-infected Aedes aegypti mosquitoes enables large-scale

suppression of wild populations. Nature Biotechnology, 2020, 38, 482-492. 94 225

Metagenomic analysis of Aedes aegypti and Culex quinquefasciatus mosquitoes from Grenada, West
Indies. PLoS ONE, 2020, 15, e0231047.

Multiple Wolbachia strains provide comparative levels of protection against dengue virus infection 01 57
in Aedes aegypti. PLoS Pathogens, 2020, 16, e1008433. )

<i>Wolbachia<[i> affect behavior and possibly reproductive compatibility but not thermoresistance,
fecundity, and morphology in a novel transinfected host, <i>Drosophila nigrosparsa</i>. Ecology and
Evolution, 2020, 10, 4457-4470.

Impulsive releases of sterile mosquitoes and interactive dynamics with time delay. Journal of 0.8 28
Biological Dynamics, 2020, 14, 289-307. :

Impacts of Low Temperatures on Wolbachia (Rickettsiales: Rickettsiaceae)-Infected Aedes aegypti
(Diptera: Culicidae). Journal of Medical Entomology, 2020, 57, 1567-1574.

Stable establishment of wMel Wolbachia in Aedes aegypti populations in Yogyakarta, Indonesia. PLoS

Neglected Tropical Diseases, 2020, 14, e€0008157. 13 7

Persistent deleterious effects of a deleterious Wolbachia infection. PLoS Neglected Tropical Diseases,
2020, 14, e0008204.

A feedback control perspective on biological control of dengue vectors by Wolbachia infection.

European Journal of Control, 2021, 59, 188-206. L6 4

Embracing Dynamic Models for Gene Drive Management. Trends in Biotechnology, 2021, 39, 211-214.




635

637

639

641

643

645

649

651

653

37

CITATION REPORT

ARTICLE IF CITATIONS

The effects of antibiotics on the reproductive physiology targeting ovaries in the Asian tiger

mosquito, <scp> <i>Aedes albopictus</i> </scp>. Entomological Research, 2021, 51, 65-73. 0-6 6

Immune ;)riming depends on age, sex and <i>Wolbachia<[i> in the interaction between <i>Armadillidium

vulgare</[i> and <i>Salmonella</i>. Journal of Evolutionary Biology, 2021, 34, 256-2609.

Neoteric strategies for vector control and identification of zoonotic reservoirs. , 2021, , 27-43. 0

Genome engineering in insects for the control of vector borne diseases. Progress in Molecular
Biology and Translational Science, 2021, 179, 197-223.

High throughput estimates of Wolbachia, Zika and chikungunya infection in Aedes aegypti by

near-infrared spectroscopy to improve arbovirus surveillance. Communications Biology, 2021, 4, 67. 2.0 15

A Review: Aedes-Borne Arboviral Infections, Controls and Wolbachia-Based Strategies. Vaccines, 2021,
9, 32.

Optimal release programs for dengue prevention using &lt;i&gt;Aedes aegypti&lt;/i&gt; mosquitoes
transinfected with &lt;i&gt;wMel&lt;/i&gt; or &lt;i&gt;wMelPop Wolbachia&lt;/i&gt; strains. 1.0 3
Mathematical Biosciences and Engineering, 2021, 18, 2952-2990.

Stage-structured models for interactive wild and periodically and impulsively released sterile
mosquitoes. Discrete and Continuous Dynamical Systems - Series B, 2022, 27, 3039.

The Antiviral Effects of the Symbiont Bacteria Wolbachia in Insects. Frontiers in Immunology, 2020, 11, 99
626329. . 42

Intracellular Density of <i>Wolbachia</i> Is Mediated by Host Autophagy and the Bacterial
Cytoplasmic Incompatibility Gene <i>cifB</i> in a Cell Type-Dependent Manner in Drosophila
melanogaster. MBio, 2021, 12, .

Exploring Changes in the Microbiota of Aedes albopictus: Comparison Among Breeding Site Water,

Larvae, and Adults. Frontiers in Microbiology, 2021, 12, 624170. L5 24

The influence of different sources of blood meals on the physiology of Aedes aegypti harboring
Wolbachia wMel: mouse blood as an alternative for mosquito rearing. Parasites and Vectors, 2021, 14,
21.

<i>Wolbachia</i> and Virus Alter the Host Transcriptome at the Interface of Nucleotide Metabolism L8 23
Pathways. MBio, 2021, 12,. )

Application of Caputod€“Fabrizio operator to suppress the Aedes Aegypti mosquitoes via Wolbachia: An
LMI approach. Mathematics and Computers in Simulation, 2022, 201, 462-485.

Infertility and fecundity loss of Wolbachia-infected Aedes aegypti hatched from quiescent eggs is

expected to alter invasion dynamics. PLoS Neglected Tropical Diseases, 2021, 15, e0009179. L3 1

12. Outbreaks of arboviruses, biotechnological innovations and vector control: facing the
unexpected. Ecology and Control of Vector-Borne Diseases, 2021, ,219-231.

Interaction of Arsenophonus with Wolbachia in Nilaparvata lugens. Bmc Ecology and Evolution, 2021, o7 3
21,31 )

Controlling Wolbachia Transmission and Invasion Dynamics among Aedes Aegypti Population via

Impulsive Control Strategy. Symmetry, 2021, 13, 434.




656

658

661

663

665

670

674

677

679

38

CITATION REPORT

ARTICLE IF CITATIONS

Tick Immune System: What Is Known, the Interconnections, the Gaps, and the Challenges. Frontiers in 9.9 51
Immunology, 2021, 12, 628054. ’

Towards a Sustainable Vector-Control Strategy in the Post Kala-Azar Elimination Era. Frontiers in

Cellular and Infection Microbiology, 2021, 11, 641632.

An LMI Approach-Based Mathematical Model to Control Aedes aegypti Mosquitoes Population via

Biological Control. Mathematical Problems in Engineering, 2021, 2021, 1-18. 0.6 6

Evidence for natural hybridization and novel <i>Wolbachia</[i> strain superinfections in the
<i>Anopheles gambiae<[i> complex from Guinea. Royal Society Open Science, 2021, 8, 202032.

Mosquito Trilogy: Microbiota, Immunity and Pathogens, and Their Implications for the Control of

Disease Transmission. Frontiers in Microbiology, 2021, 12, 630438. L5 49

Mosquito Control Based on Pesticides and Endosymbiotic Bacterium Wolbachia. Bulletin of
Mathematical Biology, 2021, 83, 58.

Reduced competence to arboviruses following the sustainable invasion of Wolbachia into native

Aedes aegypti from Southeastern Brazil. Scientific Reports, 2021, 11, 10039. 1.6 81

Transmission of the wMel Wolbachia strain is modulated by its titre and by immune genes in
Drosophila melanogaster (Wolbachia density and transmission). Journal of Invertebrate Pathology,
2021, 181, 107591.

On the suitability of Aedes vexans to Wolbachia &€based control strategies. Entomologia Experimentalis o7
Et Applicata, 2021, 169, 772-778. ’

Transcriptional Response of <i>Wolbachia</i> to Dengue Virus Infection in Cells of the Mosquito
Aedes aegypti. MSphere, 2021, 6, e€0043321.

Efficacy of Wolbachia-Infected Mosquito Deployments for the Control of Dengue. New England 13.9 289
Journal of Medicine, 2021, 384, 2177-2186. :

Living in the endosymbiotic world of Wolbachia: A centennial review. Cell Host and Microbe, 2021, 29,
879-893.

Shennongjiad€“Wushan Mountainsa€”One cryptic glacial refugium introduced by the phylogeographical
study of the Geometridae moth Ourapteryx szechuana Wehrli. Ecology and Evolution, 2021, 11, 0.8 3
10066-10076.

Using <i>Wolbachia</i> to Eliminate Dengue: Will the Virus Fight Back?. Journal of Virology, 2021, 95,
e0220320.

Stable high-density and maternally inherited Wolbachia infections in Anopheles moucheti and

Anopheles demeilloni mosquitoes. Current Biology, 2021, 31, 2310-2320.e5. 1.8 49

The effects of DENV serotype competition and co-infection on viral Rinetics in Wolbachia-infected and
uninfected Aedes aegypti mosquitoes. Parasites and Vectors, 2021, 14, 314.

Spatial and temporal population dynamics of male and female Aedes albopictus at a local scale in

MedellAn, Colombia. Parasites and Vectors, 2021, 14, 312. Lo 6

Detection and Identification of Wolbachia pipientis Strains in Mosquito Eggs Using Attenuated Total

Reflection Fourier Transform Infrared (ATR FT-IR) Spectroscopy. Applied Spectroscopy, 2021, 75,
1003-1011.




681

683

685

687

689

692

694

696

698

39

CITATION REPORT

ARTICLE IF CITATIONS

Microbes increase thermal sensitivity in the mosquito Aedes aegypti, with the potential to change

disease distributions. PLoS Neglected Tropical Diseases, 2021, 15, e€0009548. 1.3 16

Effectiveness of Wolbachia-infected mosquito deployments in reducing the incidence of dengue and

other Aedes-borne diseases in NiterA3i, Brazil: A quasi-experimental study. PLoS Neglected Tropical
Diseases, 2021, 15, e0009556.

Large-Scale Deployment and Establishment of Wolbachia Into the Aedes aegypti Population in Rio de

Janeiro, Brazil. Frontiers in Microbiology, 2021, 12, 711107. 1.5 30

Existence and uniqueness of periodic orbits in a discrete model on <i>Wolbachia<[i> infection
frequency. Advances in Nonlinear Analysis, 2021, 11, 212-224.

Horizontal Transmission of the Symbiont Microsporidia MB in Anopheles arabiensis. Frontiers in 15 15
Microbiology, 2021, 12, 647183. :

Florida Container Mosquitoes. Edis, 2021, 2021, 12.

Effect of Neonicotinoids on Bacterial Symbionts and Insecticide-Resistant Gene in Whitefly, Bemisia 10 10
tabaci. Insects, 2021, 12, 742. )

A role for bacterial experimental evolution in coral bleaching mitigation?. Trends in Microbiology,
2022, 30,217-228.

Estimating the reproduction number and designing the integrated strategies against dengue. Results 20 16
in Physics, 2021, 27, 104473. ’

Growth and Maintenance of Wolbachia in Insect Cell Lines. Insects, 2021, 12, 706.

Symbiotic Interactions Between Mosquitoes and Mosquito Viruses. Frontiers in Cellular and 18 23
Infection Microbiology, 2021, 11, 694020. :

Wolbachia prevalence in the vector species Culex pipiens and Culex torrentium in a Sindbis
virus-endemic region of Sweden. Parasites and Vectors, 2021, 14, 428.

Borrelia afzelii Infection in the Rodent Host Has Dramatic Effects on the Bacterial Microbiome of

Ixodes ricinus Ticks. Applied and Environmental Microbiology, 2021, 87, e0064121. 14 13

wMel Wolbachia genome remains stable after 7 years in Australian Aedes aegypti field populations.
Microbial Genomics, 2021, 7, .

Assessment of fitness and vector competence of a New Caledonia wMel Aedes aegypti strain before

field-release. PLoS Neglected Tropical Diseases, 2021, 15, e€0009752. 1.3 10

Two Newly Introduced <i>Wolbachia</i> Endosymbionts Induce Cell Host Differences in
Competitiveness and Metabolic Responses. Applied and Environmental Microbiology, 2021, 87, e0147921.

A <i>w<[i> AlbB <i>Wolbachia</i> Transinfection Displays Stable Phenotypic Effects across Divergent

Aedes aegypti Mosquito Backgrounds. Applied and Environmental Microbiology, 2021, 87, e0126421. 14 20

Environmental factors influence the local establishment of Wolbachia in Aedes aegypti mosquitoes in

two small communities in central Vietnam. Gates Open Research, 0, 5, 147.




CITATION REPORT

# ARTICLE IF CITATIONS

Existence and Uniqueness of Nontrivial Periodic Solutions to a Discrete Switching Model.

700 Mathematics, 2021, 9, 2377. 11 1

A diagnostic primer pair to distinguish between wMel and wAIbB Wolbachia infections. PLoS ONE,

2021, 16,e0257781.

103  Designing effective Wolbachia release programs for mosquito and arbovirus control. Acta Tropica, 0.9 15
2021, 222, 106045. )

The impact of Wolbachia on dengue transmission dynamics in an SEI&€“SIS model. Nonlinear Analysis:
Real World Applications, 2021, 62, 103363.

Host-shift as the cause of emerging infectious diseases: Experimental approaches using

705 Drosophila-virus interactions. Genetics and Molecular Biology, 2021, 44, e20200197.

0.6 5

Optimization of spatial control strategies for population replacement, application to Wolbachia.
ESAIM - Control, Optimisation and Calculus of Variations, 2021, 27, 74.

Modeling and Analysis of the Implementation of the Wolbachia Incompatible and Sterile Insect
707  Technique for Mosquito Population Suppression. SIAM Journal on Applied Mathematics, 2021, 81, 0.8 58
718-740.

The Importance of Rickettsiales Infections. , 2016, , 3-21.

Wolbachia spreading dynamics in mosquitoes with imperfect maternal transmission. Journal of

710 Mathematical Biology, 2018, 76, 235-263. 08 53

One discrete dynamical model on the Wolbachia infection frequency in mosquito populations.
Science China Mathematics, 2022, 65, 1749-1764.

The saboteur's tools: Common mechanistic themes across manipulative symbioses. Advances in Insect

712 physiology, 2020, , 317-353. 11 14

On the maximization problem for solutions of reaction&€“diffusion equations with respect to their
initial data. Mathematical Modelling of Natural Phenomena, 2020, 15, 71.

The Eye of the Tiger, the Thrill of the Fight: Effective Larval and Adult Control Measures Against the
715 Asian Ti%er Mosquito, <i>Aedes albopictus«</i> (Diptera: Culicidae), in North America. Journal of Medical 0.9 72
Entomology, 2016, 53, 1029-1047.

Endosymbiotic <i>Rickettsiella</i> causes cytoplasmic incompatibility in a spider host. Proceedings of
the Royal Society B: Biological Sciences, 2020, 287, 20201107.

Wolbachia restricts insect-specific flavivirus infection in Aedes aegypti cells. Journal of General

17 Virology, 2016, 97, 3024-3029. 13 48

Wolbachia-mediated protection of Drosophila melanogaster against systemic infection with its
natural viral pathogen Drosophila C virus does not involve changes in levels of highly abundant
miRNAs. Journal of General Virology, 2018, 99, 827-831.

719 Complete genome of Aedes aegypti anphevirus in the Aag2 mosquito cell line. Journal of General 13 13
Virology, 2018, 99, 832-836. :

Wolbachia-mediated antiviral protection is cell-autonomous. Journal of General Virology, 2019, 100,

1587-1592.

40



743

745

747

749

751

753

755

757

759

41

CITATION REPORT

ARTICLE IF CITATIONS

A simplified monotone model of Wolbachia invasion encompassing Aedes aegypti mosquitoes. Studies 11 4
in Applied Mathematics, 2021, 146, 565-585. )

&lt;p class="Body"&gt;Transfection and colonization of Tetranychus truncatus WolbachiaAstrain

wTtru in cell lines of the mosquito Aedes albopictus. Systematic and Applied Acarology, 2018, 23, 2420.

COMPARING THE EFFICIENCY OF WOLBACHIA DRIVEN AEDES MOSQUITO SUPPRESSION STRATEGIES. Journal
of Applied Analysis and Computation, 2019, 9, 211-230.

Ecology of African Carrion. , 2015, , 476-509.

Scaled deployment of Wolbachia to protect the community from Aedes transmitted arboviruses. Gates

Open Research, 0, 2, 36. 2.0 29

Scaled deployment of Wolbachia to protect the community from dengue and otherAAedes transmitted
arboviruses. Gates Open Research, 2018, 2, 36.

Pluripotency of Wolbachia against Arboviruses: the case of yellow fever. Gates Open Research, 2019, 3, 20 19
161. :

Establishment of wMel Wolbachia in Aedes aegypti mosquitoes and reduction of local dengue
transmission in Cairns and surrounding locations in northern Queensland, Australia. Gates Open
Research, 2019, 3, 1547.

Establishment of wMel Wolbachia in Aedes aegypti mosquitoes and reduction of local dengue
transmission in Cairns and surrounding locations in northern Queensland, Australia. Gates Open 2.0 157
Research, 2019, 3, 1547.

Reduced dengue incidence following deployments of Wolbachia-infected Aedes aegypti in Yogyakarta,
Indonesia: a quasi-experimental trial using controlled interrupted time series analysis. Gates Open
Research, 2020, 4, 50.

Identification of Spiroplasma insolitum symbionts in Anopheles gambiae. Wellcome Open Research,

2017, 2, 90. 0.9 8

Establishment of a method for Lutzomyia longipalpis sand fly embryo microinjection: The first step
towards potential novel control strategies for leishmaniasis. Wellcome Open Research, 0, 3, 55.

Novel Wolbachia strains in Anopheles malaria vectors from Sub-Saharan Africa. Wellcome Open 0.9 34
Research, 2018, 3, 113. :

Novel Wolbachia strains in Anopheles malaria vectors from Sub-Saharan Africa. Wellcome Open
Research, 2018, 3, 113.

Dengue Vector Control: A Review for Wolbachia-Based Strategies. Biosciences, Biotechnology

Research Asia, 2020, 17, 507-515. 0.2 4

Aedes aegypti Control Through Modernized, Integrated Vector Management. PLOS Currents, 2017, 9, .

Local introduction and heterogeneous spatial spread of dengue-suppressing Wolbachia through an

urban population of Aedes aegypti. PLoS Biology, 2017, 15, e2001894. 2.6 202

Integrating Transgenic Vector Manipulation with Clinical Interventions to Manage Vector-Borne

Diseases. PLoS Computational Biology, 2016, 12, e1004695.




761

763

765

767

769

771

773

775

777

42

CITATION REPORT

ARTICLE IF CITATIONS

Naturally Occurring Incompatibilities between Different Culex pipiens pallens Populations as the Basis

of Potential Mosquito Control Measures. PLoS Neglected Tropical Diseases, 2013, 7, e2030. 1.3 22

The Potential Use of Wolbachia-Based Mosquito Biocontrol Strategies for Japanese Encephalitis. PLoS

Neglected Tropical Diseases, 2015, 9, e€0003576.

Wolbachia Reduces the Transmission Potential of Dengue-Infected Aedes aegypti. PLoS Neglected 13 128
Tropical Diseases, 2015, 9, e0003894. ’

The wMel Strain of Wolbachia Reduces Transmission of Chikungunya Virus in Aedes aegypti. PLoS
Neglected Tropical Diseases, 2016, 10, e0004677.

Heat Sensitivity of wMel Wolbachia during Aedes aegypti Development. PLoS Neglected Tropical 13 g4
Diseases, 2016, 10, e0004873. :

Wolbachia-Based Dengue Virus Inhibition Is Not Tissue-Specific in Aedes aegypti. PLoS Neglected
Tropical Diseases, 2016, 10, €0005145.

Comparison of Stable and Transient Wolbachia Infection Models in Aedes aegypti to Block Dengue and 13 48
West Nile Viruses. PLoS Neglected Tropical Diseases, 2017, 11, e0005275. )

The microbiome composition of Aedes aegypti is not critical for Wolbachia-mediated inhibition of
dengue virus. PLoS Neglected Tropical Diseases, 2017, 11, e0005426.

wMel limits zika and chikungunya virus infection in a Singapore Wolbachia-introgressed Ae. aegypti

strain, wMel-Sg. PLoS Neglected Tropical Diseases, 2017, 11, e€0005496. L3 47

In the hunt for genomic markers of metabolic resistance to pyrethroids in the mosquito Aedes aegypti:
An integrated next-generation sequencing approach. PLoS Neglected Tropical Diseases, 2017, 11,
e0005526.

Use of rhodamine B to mark the body and seminal fluid of male Aedes aegypti for
mark-release-recapture experiments and estimating efficacy of sterile male releases. PLoS Neglected 1.3 28
Tropical Diseases, 2017, 11, e0005902.

How does competition among wild type mosquitoes influence the performance of Aedes aegypti and
dissemination of Wolbachia pipientis?. PLoS Neglected Tropical Diseases, 2017, 11, e€0005947.

Identification of Wolbachia Strains in Mosquito Disease Vectors. PLoS ONE, 2012, 7, e49922. 1.1 33

Differential Expression of Apoptosis Related Genes in Selected Strains of Aedes aegypti with Different
Susceptibilities to Dengue Virus. PLoS ONE, 2013, 8, e61187.

The 1+-Proteobacteria Wolbachia pipientis Protein Disulfide Machinery Has a Regulatory Mechanism

Absent in 13-Proteobacteria. PLoS ONE, 2013, 8, e81440. 11 12

Uncovering Wolbachia Diversity upon Artificial Host Transfer. PLoS ONE, 2013, 8, e82402.

Wolbachia in European Populations of the Invasive Pest Drosophila suzukii: Regional Variation in 11 37
Infection Frequencies. PLoS ONE, 2016, 11, e0147766. :

Invertebrate Iridescent Virus 6, a DNA Virus, Stimulates a Mammalian Innate Immune Response through

RIC-I-Like Receptors. PLoS ONE, 2016, 11, e0166088.




779

781

783

785

787

789

791

793

795

43

CITATION REPORT

ARTICLE IF CITATIONS

Combining 'omics and microscopy to visualize interactions between the Asian citrus psyllid vector
and the Huanglongbing pathogen Candidatus Liberibacter asiaticus in the insect gut. PLoS ONE, 2017, 11 105
12,e0179531.

Wolbachia and dengue virus infection in the mosquito Aedes fluviatilis (Diptera: Culicidae). PLoS ONE,

2017,12,e0181678.

Establishment of a Wolbachia Superinfection in Aedes aegypti Mosquitoes as a Potential Approach for

Future Resistance Management. PLoS Pathogens, 2016, 12, e1005434. 21 182

Wolbachia Infections in Aedes aegypti Differ Markedly in Their Response to Cyclical Heat Stress. PLoS
Pathogens, 2017, 13, e1006006.

Novel Wolbachia-transinfected Aedes aegypti mosquitoes possess diverse fitness and vector

competence phenotypes. PLoS Pathogens, 2017, 13, e1006751. 2.1 103

The Wolbachia strain wAu provides highly efficient virus transmission blocking in Aedes aegypti. PLoS
Pathogens, 2018, 14, e1006815.

A stage structured model of delay differential equations for &lt;i&gt;Aedes&lt;/i&gt; mosquito

population suppression. Discrete and Continuous Dynamical Systems, 2020, 40, 3467-3484. 0.5 81

Complex wolbachia infection dynamics in mosquitoes with imperfect maternal transmission.
Mathematical Biosciences and Engineering, 2017, 15, 523-541.

Quantifying the survival uncertainty of &lt;i&gt;Wolbachia&lt;/i&gt;-infected mosquitoes in a spatial

model. Mathematical Biosciences and Engineering, 2018, 15, 961-991. 1o 8

The impact of mating competitiveness and incomplete cytoplasmic incompatibility on
<em>Wolbachia</em>-driven mosquito population suppressio. Mathematical Biosciences and
Engineering, 2019, 16, 4741-4757.

Mosquito population control strategies for fighting against arboviruses. Mathematical Biosciences

and Engineering, 2019, 16, 6274-6297. 1.0 23

Predicting Wolbachia potential to knock down dengue virus transmission. Annals of Translational
Medicine, 2015, 3, 288.

Detection of Wolbachia from field collected Aedes albopictus Skuse in Malaysia. Indian Journal of

Medical Research, 2015, 142, 205. 04 14

Dengue Vaccines: Challenge and Confrontation. World Journal of Vaccines, 2011, 01, 109-130.

Dengue in SingaFore from 2004 to 2016: Cyclical Epidemic Patterns Dominated by Serotypes 1 and 2. 0.6 69

American Journal of Tropical Medicine and Hygiene, 2018, 99, 204-210.

The Effect of Nonrandom Mating on Wolbachia Dynamics: Implications for Population Replacement
and Sterile Releases in Aedes Mosquitoes. American Journal of Tropical Medicine and Hygiene, 2018, 99,
608-617.

Measuring the Host-Seeking Ability of Aedes aegypti Destined for Field Release. American Journal of

Tropical Medicine and Hygiene, 2020, 102, 223-231. 0.6 1

The Wolbachia cytoplasmic incompatibility enzyme CidB targets nuclear import and protamine-histone

exchange factors. ELife, 2019, 8, .




CITATION REPORT

# ARTICLE IF CITATIONS

Development of a confinable gene drive system in the human disease vector Aedes aegypti. ELife, 2020, 9,

798

2.8 156

Symbiont-mediated cytoplasmic incompatibility: What have we learned in 50 years?. ELife, 2020, 9, .

Penetrance of symbiont-mediated parthenogenesis is driven by reproductive rate in a parasitoid wasp.

800 poer), 2017, 5, €3505.

0.9 18

Proteomics of<i>Nasonia vitripennis</i>and the effects of native<i>Wolbachia</i>infection on<i>N.
vitripennis<[i>. Peer], 2018, 6, e4905.

Blood serum and BSA, but neither red blood cells nor hemoglobin can support vitellogenesis and egg

802 production in the dengue vector<i>Aedes aegypti</[i>. Peer], 2015, 3, €938.

0.9 31

Population Dynamics of <i>Wolbachia</[i> in the Leafhopper Vector <i>Yamatotettix flavovittatus</i>
(Hemiptera: Cicadellidae). Journal of Insect Science, 2021, 21, .

Intracellular Bacterial Symbionts in Corals: Challenges and Future Directions. Microorganisms, 2021,
804 g 5509 1.6 20

Economic impact of dengue in Singapore from 2010 to 2020 and the cost-effectiveness of Wolbachia
interventions. PLOS Global Public Health, 2021, 1, e0000024.

Novel Symbiotic Genome-Scale Model Reveals <i>Wolbachia</i> 's Arboviral Pathogen Blocking

806 Mechanism in Aedes aegypti. MBio, 2021, 12, e0156321.

1.8 4

Bacterium offers way to control dengue fever. Nature, O, , .

Trace of Symbiotic Bacterial Infection in Japanese Pine Sawyer Monochamus alternatus. Journal of the

809 japanese Forest Society, 2012, 94, 292-298.

0.1 (0]

InfecciA3n natural de Lutzomyia cruciata (Diptera: Psychodidae, Phlebotominae) con Wolbachia en
cafetales de Chiapas, MA©xico. Acta ZoolA3gica Mexicana, 2012, 28, .

g12  Monotone Dynamical Systems and Some Models of Wolbachia in Aedes aegypti Populations. Arima, O, 0.0 3
Volume 20 - 2015 - Special..., . )

Wolbachia-mediated Reproductive Alterations in Arthropod Hosts and its use for Biocontrol
Program. Korean Journal of Applied Entomology, 2016, , 177-188.

Mathematical model of proportional release on population suppression. Applied Mathematical

819 Sciences, 2018, 12, 407-415.

0.0 (0]

Establishment of a method for Lutzomyia longipalpis sand fly egg microinjection: The first step
towards potential novel control strategies for leishmaniasis. Wellcome Open Research, 2018, 3, 55.

833  Modulation of arbovirus infection by mosquito saliva. Access Microbiology, 2019, 1, . 0.2 0

Mosquitoes (Culicidae). , 2020, , .

44



847

850

856

858

862

864

866

870

875

45

CITATION REPORT

ARTICLE IF CITATIONS

Genetic Control of Mosquitoes. Fascinating Life Sciences, 2020, , 519-530. 0.5 0

Biological Control. Fascinating Life Sciences, 2020, , 409-444.

Modeling the dynamics of<i>Wolbachia</i>-infected and uninfected<i>A</i>edes aegypti populations by

delay differential equations. Mathematical Modelling of Natural Phenomena, 2020, 15, 76. 0.9 7

High Temperature Cycles Result in Maternal Transmission and Dengue Infection Differences Between
<i>Wolbachia<[i> Strains in Aedes aegypti. MBio, 2021, 12, e€0025021.

Wolbachia detection in Aedes aegypti using MALDI-TOF MS coupled to artificial intelligence. Scientific 16 5
Reports, 2021, 11, 21355. :

Influence of Wolbachia infection on antimicrobial peptide %ene expressions in a cell line of the
silkworm, Bombyx mori (Lepidoptera: Bombycidae). Journal of Asia-Pacific Entomology, 2021, 24,
1164-1169.

Malaria modeling and optimal control using sterile insect technique and insecticide-treated net.
: . 0.6 2
Applicable Analysis, O, , 1-20.

Molecular Rationale of Insect-Microbes Symbiosisa€”From Insect Behaviour to Mechanism.
Microorganisms, 2021, 9, 2422.

Wolbachia cifB induces cytoplasmic incompatibility in the malaria mosquito vector. Nature 5.9 43
Microbiology, 2021, 6, 1575-1582. ’

Bacterial composition of midgut and entire body of laboratory colonies of Aedes aegypti and Aedes
albopictus from Southern China. Parasites and Vectors, 2021, 14, 586.

Impact of native Wolbachia on reproductive fitness and bacterial pathogens in Aedes aegypti

mosquitoes. International Journal of Tropical Insect Science, O, , 1. 04 0

Past and future epidemic potential of chikungunya virus in Australia. PLoS Neglected Tropical
Diseases, 2021, 15, e0009963.

The Influence of Temperature and Host Gender on Bacterial Communities in the Asian Citrus Psyllid. 10 4
Insects, 2021, 12, 1054. :

Field Trials of Gene Drive Mosquitoes: Lessons from Releases of Genetically Sterile Males and
Wolbachia-infected Mosquitoes. , 2021, , 21-41.

Modelling and control of Mendelian and maternal inheritance for biological control of dengue
vectors., 2021, ,.

Characterization of the first Wolbachia from the genus Scaptodrosophila, a maled€killer from the
rainforest species S. claytoni. Insect Science, 2022, , .

Lab-scale characterization and semi-field trials of Wolbachia Strain wAlbB in a Taiwan Wolbachia

introgressed Ae. aegypti strain. PLoS Neglected Tropical Diseases, 2022, 16, e0010084. 1.3 o

A delay suppression model with sterile mosquitoes release period equal to wild larvae maturation

period. Journal of Mathematical Biology, 2022, 84, 14.




877

880

882

885

887

891

894

897

900

46

CITATION REPORT

ARTICLE IF CITATIONS

Wolbachia Imfacts Anaplasma Infection in Ixodes scapularis Tick Cells. International Journal of 12 1
Environmental Research and Public Health, 2022, 19, 1051. )

Why did theA<i>Wolbachia</i>Atransinfection cross the road? drift, deterministic dynamics, and disease

control. Evolution Letters, 2022, 6, 92-105.

Recently introduced<i>Wolbachia</i>reduces bacterial species richness and reshapes bacterial

community structure in<i>Nilaparvata lugens</i>. Pest Management Science, 2022, 78, 1881-1894. L7 3

Vector microbiota manipulation by host antibodies: the forgotten strategy to develop
transmission-blocking vaccines. Parasites and Vectors, 2022, 15, 4.

Transcriptional response of Wolbachia-transinfected Aedes aegypti mosquito cells to dengue virus at

early stages of infection. Journal of General Virology, 2022, 103, . 1.3 1

At Most Two Periodic Solutions for a Switching Mosquito Population Suppression Model. Journal of
Dynamics and Differential Equations, 2023, 35, 2997-3009.

Existence and stability of periodic solutions in a mosquito population suppression model with time 11 31
delay. Journal of Differential Equations, 2022, 315, 159-178. )

Temperature effects on cellular host-microbe interactions explain continent-wide endosymbiont
prevalence. Current Biology, 2022, 32, 878-888.e8.

Genome Variation of Endosymbiotic Wolbachia in Introduced Populations of Asian Tiger Mosquito

Aedes albopictus from Krasnodar Krai. Russian Journal of Genetics, 2022, 58, 152-157. 0.2 o

Evolution: Environmental conditions determine how Wolbachia interacts with its host. Current
Biology, 2022, 32, R178-R180.

Trash to Treasure: How Insect Protein and Waste Containers Can Improve the Environmental

Footprint of Mosquito Egg Releases. Pathogens, 2022, 11, 373. 1.2 1

Ac<i>w<[i>Mel<i>Wolbachia</i>variant in<i>Aedes aegypti<[i>from fielda€eollected<i>Drosophila
melanogaster</i>with increased phenotypic stability under heat stress. Environmental Microbiology,
2022, 24,2119-2135.

Japanese Encephalitis Virus Interaction with Mosquitoes: A Review of Vector Competence, Vector

Capacity and Mosquito Immunity. Pathogens, 2022, 11, 317. 1.2 26

4 Minimal cost-time strategies for mosquito population replacement. , 2022, , 73-90.

Environmental factors influence the local establishment of Wolbachia in Aedes aegypti mosquitoes in

two small communities in central Vietnam. Gates Open Research, 0, 5, 147. 2.0 o

Mathematical modelling to assess the feasibility of Wolbachia in malaria vector biocontrol. Journal
of Theoretical Biology, 2022, 542, 111110.

High resolution proteomics of Aedes aegypti salivar{J glands infected with either dengue, Zika or
chikungunya viruses identify new virus specific and broad antiviral factors. Scientific Reports, 2021, 1.6 20
11, 23696.

Determinants of stakeholders&€™ attitudes and intentions toward supporting the use of

Wolbachia-infected Aedes mosquitoes for dengue control. BMC Public Health, 2021, 21, 2314.




902

904

906

908

920

922

924

927

931

47

CITATION REPORT

ARTICLE IF CITATIONS

Genetic stability of Aedes aegypti populations following invasion by wMel Wolbachia. BMC Genomics, 12 1
2021, 22, 894. ’

Male Age and<i>Wolbachia</i>Dynamics: Investigating How Fast and Why Bacterial Densities and

Cytoplasmic Incompatibility Strengths Vary. MBio, 2021, 12, e0299821.

Wolbachia Detection in Field-Collected Mosquitoes from Cameroon. Insects, 2021, 12, 1133. 1.0 6

Trans-Generational Symbiont Transmission Reduced at High Temperatures in a West Nile Virus Vector
Mosquito Culex quinquefasciatus. Frontiers in Tropical Diseases, 2022, 3, .

A metapopulation approach to identify targets for <i>Wolbachia</i>-based dengue control. Chaos, 1.0 5
2022, 32,041105. :

Aedes aegypti abundance and insecticide resistance profiles in the Applying Wolbachia to Eliminate
Dengue trial. PLoS Neglected Tropical Diseases, 2022, 16, e€0010284.

Cross-tissue and generation predictability of relative Wolbachia densities in the mosquito Aedes

aegypti. Parasites and Vectors, 2022, 15, 128. 1.0 4

Wolbachia endosymbionts in two Anopheles species indicates independent acquisitions and lack of
prophage elements. Microbial Genomics, 2022, 8, .

Symbiosis and host responses to heating. Trends in Ecology and Evolution, 2022, 37, 611-624. 4.2 16

Interacting host modifier systems control<i>Wolbachia</i>-induced cytoplasmic incompatibility in a
haplodiploid mite. Evolution Letters, 2022, 6, 255-265.

Collection Time, Location, and Mosquito Species Have Distinct Impacts on the Mosquito Microbiota.

Frontiers in Tropical Diseases, 2022, 3, . 05 6

Metagenome Sequencing Reveals the Microbiome of Aedes albopictus and Its Possible Relationship
With Dengue Virus Susceptibility. Frontiers in Microbiology, 2022, 13, .

Highly transmissible cytoplasmic incompatibility by the extracellular insect symbiont Spiroplasma. 19 20
IScience, 2022, 25, 104335. :

Wolbachia genetic similarity in different insect host species: Drosophila melanogaster and
Yogyakartad€™s (Indonesia) Aedes aegypti as a novel host. Biodiversitas, 2022, 23, .

The Cif proteins from Wolbachia prophage WO modify sperm genome integrity to establish

cytoplasmic incompatibility. PLoS Biology, 2022, 20, €3001584. 2.6 25

Minimizing Severity of Dengue Serotype 1 Infection By Transmissible Interfering Particles. SSRN
Electronic Journal, O, , .

Sensitivity of wMel and wAlbB Wolbachia infections in Aedes aegypti Puducherry (Indian) strains to

heat stress during larval development. Parasites and Vectors, 2022, 15, . Lo 7

Estimating the Time Reproduction Number in Kupang City Indonesia, 2016a€“2020, and Assessing the

Effects of Vaccination and Different Wolbachia Strains on Dengue Transmission Dynamics.
Mathematics, 2022, 10, 2075.




CITATION REPORT

# ARTICLE IF CITATIONS

Infection Dynamics of Cotransmitted Reproductive Symbionts Are Mediated by Sex, Tissue, and

933 Development. Applied and Environmental Microbiology, 2022, 88, .

14 3

Disruption of spatiotemporal clustering in dengue cases by wMel Wolbachia in Yogyakarta, Indonesia.

Scientific Reports, 2022, 12, .

935  Dynamic Behavior of an Interactive Mosquito Model under Stochastic Interference. Mathematics, 11 3
2022, 10, 2284. )

<i>cifB-<[i>transcript levels largely explain cytoplasmic incompatibility variation across divergent
<i>Wolbachia<[i>., 0, , .

The Strategy of Paratransgenesis for the Control of Malaria Transmission. Frontiers in Tropical

937 Diseases, O, 3, .

0.5 2

Bacteria related to tick-borne pathogen assemblages in Ornithodoros cf. hasei (Acari: Argasidae) and
blood of the wild mammal hosts in the Orinoquia region, Colombia. Experimental and Applied
Acarology, 2022, 87, 253-271.

941 Optimal control of dengue vector based on a reaction&€“diffusion model. Mathematics and Computers 0.4 3
in Simulation, 2023, 203, 250-270. ’

Toward an accurate mechanistic understanding of <i>Wolbachiad€« [i>induced cytoplasmic
incompatibility. Environmental Microbiology, 2022, 24, 4519-4532.

Lack of robust evidence for a <i>Wolbachia</i> infection in <i>Anopheles gambiae</i> from Burkina

944 Faso. Medical and Veterinary Entomology, 2022, 36, 301-308. 0.7 6

Attempts to use breeding approaches in Aedes aegypti to create lines with distinct and stable relative
Wolbachia densities. Heredity, O, , .

Local-scale virome depiction in MedellAn, Colombia, supports significant differences between Aedes

946 aegypti and Aedes albopictus. PLoS ONE, 2022, 17, e0263143. 11 o

Modified Mosquitoes for the Prevention and Control of Vector-Borne Diseases. Biology Bulletin
Reviews, 2022, 12, 377-391.

Studies on the fitness characteristics of wMel- and wAlbB-introgressed Aedes aegypti (Pud) lines in
949  comparison with wMel- and wAlbB-transinfected Aedes aegypti (Aus) and wild-type Aedes aegypti (Pud) 1.5 2
lines. Frontiers in Microbiology, 0, 13, .

Close Kin Dyads Indicate Intergenerational Dispersal and Barriers. American Naturalist, 2023, 201, 65-77.

From Mosquito Ovaries to Ecdysone; from Ecdysone to Wolbachia: One Womana€™s Career in Insect

951 Biology. Insects, 2022, 13, 756. 1.0

Total RNA sequencing of <i>Phlebotomus chinensis</i> sandflies in China revealed viral, bacterial, and
eukaryotic microbes potentially pathogenic to humans. Emerging Microbes and Infections, 2022, 11,
2080-2092.

An optimal control problem for dengue transmission model with Wolbachia and vaccination.

953 Communications in Nonlinear Science and Numerical Simulation, 2023, 116, 106856.

1.7 6

Increasing Coral Thermal Bleaching Tolerance via the Manipulation of Associated Microbes. Coral

Reefs of the World, 2022, , 117-133.

48



CITATION REPORT

# ARTICLE IF CITATIONS

Wolbachia Dynamics in Mosquitoes with Incomplete Cl and Imperfect Maternal Transmission by a DDE

955 System. Bulletin of Mathematical Biology, 2022, 84, .

0.9 5

Genome sequencing and comparative analysis of Wolbachia strain wAIbA reveals

Wolbachia-associated plasmids are common. PLoS Genetics, 2022, 18, e1010406.

Analysis of Aedes aegypti microRNAs in response to Wolbachia wAIbB infection and their potential

97 rolein mosquito longevity. Scientific Reports, 2022, 12, .

1.6 1

Bidirectional Interactions between Arboviruses and the Bacterial and Viral Microbiota in Aedes
aegypti and Culex quinquefasciatus. MBio, 2022, 13, .

<i>Wolbachia w<[i>AlbB remains stable in <i>Aedes aegypti</i> over 15 years but exhibits genetic

959 background-dependent variation in virus blocking. , 2022, 1, .

Estimating the effect of the wMel release programme on the incidence of dengue and chikungunya in
Rio de Janeiro, Brazil: a spatiotemporal modelling study. Lancet Infectious Diseases, The, 2022, 22,
1587-1595.

961  Application of Infrared Techniques for Characterisation of Vector-Borne Disease Vectors. , 0, , . 0

<i>Wolbachia</i>-Virus interactions and arbovirus control through population replacement in
mosquitoes. Pathogens and Global Health, 2023, 117, 245-258.

Bird species define the relationship between West Nile viremia and infectiousness to Culex pipiens

963 mosquitoes. PLoS Neglected Tropical Diseases, 2022, 16, e€0010835.

1.3 3

Monotonicity properties arising in a simple model of &It;i&gt;Wolbachia&lt;/i&gt; invasion for wild
mosquito populations. Mathematical Biosciences and Engineering, 2022, 20, 1148-1175.

Dynamics of an impulsive reaction-diffusion mosquitoes model with multiple control measures.

965 \Mathematical Biosciences and Engineering, 2022, 20, 775-806.

1.0 2

Risk Assessment on the Release of Wolbachia-Infected Aedes aegypti in Yogyakarta, Indonesia. Insects,
2022, 13,924.

967  Overview of<i>Aedes aegypti</i>and Use in Laboratory Studies. Cold Spring Harbor Protocols, O, , . 0.2 1

Global Asymptotic Stability in a Delay Differential Equation Model for Mosquito Population
Suppression. Acta Mathematicae Applicatae Sinica, 2022, 38, 882-901.

Single-Pair and Small-Group Crosses of<i>Aedes aegypti</i>. Cold Spring Harbor Protocols, 2023, 2023,

970 bdb.prot108018.

0.2 1

Wolbachia wAIbB inhibit dengue and Zika infection in the mosquito Aedes aegypti with an Australian
background. PLoS Neglected Tropical Diseases, 2022, 16, e0010786.

972 Regulation of Transgenic Insects. , 2022, , 493-517. 1

Genomic and Phenotypic Comparisons Reveal Distinct Variants of <i>Wolbachia</i> Strain <i>w<[i>

AlbB. Applied and Environmental Microbiology, 2022, 88, .

49



974

976

978

980

982

985

987

990

992

50

CITATION REPORT

ARTICLE IF CITATIONS

Resistance to genetic control., 2023, , 299-327. 0

Optimal Control Strategies for Bistable ODE Equations: Application to Mosquito Population

Replacement. Applied Mathematics and Optimization, 2023, 87, .

Modeling Spatial Waves of Wolbachia Invasion for Controlling Mosquito-Borne Diseases. SIAM 0.8 5
Journal on Applied Mathematics, 2022, 82, 1903-1929. :

Mosquitoes and Mosquito-Borne Diseases in Vietnam. Insects, 2022, 13, 1076.

Wolbachia infection in field-collected Aedes aegypti in Yunnan Province, southwestern China.

Frontiers in Cellular and Infection Microbiology, 0, 12, . 18 4

The Potential for Wolbachia-Based Mosquito Biocontrol Strategies in Africa. , O, , .

Wolbachia RNase HI contributes to virus blocking in the mosquito Aedes aegypti. IScience, 2023, 26,
105836. 19 ?

Modelling the ecological dynamics of mosquito populations with multiple co-circulating Wolbachia
strains. Scientific Reports, 2022, 12, .

Insects in Scientific Research Advancement., 2023, , 243-279. 0]

Genomic characterization of viruses associated with the parasitoid Anagyrus vladimiri (Hymenoptera:) Tj ETQq1 1 0784314 1gBT [Ovg

Increasing Dengue Burden and Severe Dengue Risk in Bangladesh: An Overview. Tropical Medicine and 0.9 15
Infectious Disease, 2023, 8, 32. ’

A Systematic Review of Mathematical Models of Dengue Transmission and Vector Control: 20105€“2020.
Viruses, 2023, 15, 254.

Invasive mosquito vectors in Europe: From bioecology to surveillance and management. Acta Tropica, 0.9 10
2023, 239, 106832. ’

Dengue Reduction through Vector Control. Infectious Diseases, O, , .

Developing Wolbachia-based disease interventions for an extreme environment. PLoS Pathogens, 2023, 01 4
19,e1011117. ’

Impact of randomised <i>w<[i> mel <i>Wolbachia</i> deployments on notified dengue cases and
insecticide fogging for dengue control in Yogyakarta City. Global Health Action, 2023, 16, .

A male-killing Wolbachia endosymbiont is concealed by another endosymbiont and a nuclear 06 3
suppressor. PLoS Biology, 2023, 21, e3001879. ’

Perspectives of vector management in the control and elimination of vector-borne zoonoses.

Frontiers in Microbiology, 0, 14, .




CITATION REPORT

# ARTICLE IF CITATIONS

Environmental Factors Affect the Bacterial Community in <i>Diaphorina citri</i> , an Important

994 Vector of 4€ce <i>Candidatus</i> Liberibacter asiaticusa€s Microbiology Spectrum, 2023, 11, .

1.2 2

Biological comparative study between Wolbachia-infected Aedes aegypti mosquito and

Wolbachia-uninfected strain, Jeddah city, Saudi Arabia. Saudi Journal of Biological Sciences, 2023, 30,
103581.

996  Targeting Aedes aegypti Metabolism with Next-Generation Insecticides. Viruses, 2023, 15, 469. 1.5 3

Sex-structured model of Wolbachia invasion and design of sex-biased release strategies in Aedes spp
mosquitoes populations. Applied Mathematical Modelling, 2023, 119, 391-412.

1000 Modeling the effect of Wolbachia to control malaria transmission. Expert Systems With Applications, a4 5
2023, 221, 119769. ’

<i>Wolbachia</[i> -carrying <i>Aedes<[i> mosquitoes for preventing dengue infection. The Cochrane
Library, 2023, 2023, .

Genome evolution of dengue virus serotype 1 under selection by <i>Wolbachia pipientis</i> in <i>Aedes

1002 aegypti<[i> mosquitoes. Virus Evolution, 2023, 9, .

2.2 6

Toward a global virus genomic surveillance network. Cell Host and Microbe, 2023, 31, 861-873.

The phylogeny and distribution of Wolbachia in two pathogen vector insects, Asian citrus psyllid and

1004 Longan psyllid. Frontiers in Cellular and Infection Microbiology, 0, 13, .

1.8 1

Modeling Wolbachia infection frequency in mosquito populations via a continuous periodic
switching model. Advances in Nonlinear Analysis, 2023, 12, .

Modeling Sustained Transmission of Wolbachia among Anopheles Mosquitoes: Implications for

1006 Malaria Control in Haiti. Tropical Medicine and Infectious Disease, 2023, 8, 162.

0.9 (0]

Importance of Wolbachia-mediated biocontrol to reduce dengue in Bangladesh and other
dengue-endemic developing countries. Biosafety and Health, 2023, 5, 69-77.

Native Wolbachia infection and larval competition stress shape fitness and West Nile virus infection

1008 in Culex quinquefasciatus mosquitoes. Frontiers in Microbiology, O, 14, .

15 5

Enhancing the scalability of Wolbachia-based vector-borne disease management: time and temperature
limits for storage and transport of Wolbachia-infected Aedes aegypti eggs for field releases. Parasites
and Vectors, 2023, 16, .

Differences in gene expression in field populations of Wolbachia-infected Aedes aegypti mosquitoes
1011  with varying release histories in northern Australia. PLoS Neglected Tropical Diseases, 2023, 17, 1.3 3
e0011222.

A Fractional-Order Density-Dependent Mathematical Model to Find the Better Strain of Wolbachia.
Symmetry, 2023, 15, 845.

Global Dynamics for Competition between Two Wolbachia Strains with Bidirectional Cytoplasmic

1013 Incompatibility. Mathematics, 2023, 11, 1691.

11 (0]

Dengue Exposure and Wolbachia wMel Strain Affects the Fertility of Quiescent Eggs of Aedes aegypti.

Viruses, 2023, 15, 952.

51



CITATION REPORT

# ARTICLE IF CITATIONS

Characterizing the Wolbachia infection in field-collected Culicidae mosquitoes from Hainan
Province, China. Parasites and Vectors, 2023, 16, .

1015 1.0 3

Progress in Dengue Epidemiology. , 2022, , 121-137.

1029 Wolbachia. Risk, Systems and Decisions, 2023, , 379-411. 0.5 0

Mosquito-Virus-Environment Interactions. , 2023, , 93-118.

1050 Flaviviruses: Dengue. , 2023, , 1-65. 0

Populations and Communities. , 2023, , 415-589.

Measuring Host Fitness Effects and Transmission of Wolbachia Strains in Aedes aegypti Mosquitoes.

1074 Methods in Molecular Biology, 2024, , 189-203. 04 1

Detection of Natural Wolbachia Strains in Anopheles Mosquitoes. Methods in Molecular Biology,

2024, ,205-218.

52



