Citation Report



10

12

14

16

18

ARTICLE IF CITATIONS

KAREBrowser: SNP database of Korea Association REsource project. , 2010, , . 0

Genetic variants in novel pathways influence blood pressure and cardiovascular disease risk. Nature,

2011, 478, 103-109.

Large-scale genome-wide association studies in east Asians identify new genetic loci influencing

metabolic traits. Nature Genetics, 2011, 43, 990-995. 94 270

Top Three Pharmacogenomics and Personalized Medicine Applications at the Nexus of Renal
Pathophysiology and Cardiovascular Medicine. Current Pharmacogenomics and Personalized
Medicine, 2011, 9, 299-322.

Under pressure: the search for the essential mechanisms of hypertension. Nature Medicine, 2011, 17, 15.9 247
1402-14009. )

Blood Pressure Loci Identified with a Gene-Centric Array. American Journal of Human Genetics, 2011,
89, 688-700.

Beyond Genome-Wide Association Studies: New Strategies for Identifying Genetic Determinants of

Hypertension. Current Hypertension Reports, 2011, 13, 442-451. L5 35

Human genetics, natriuretic peptides and hypertension. BMC Pharmacology, 2011, 11, .

A Rare Variant at the<i>KYNU</i>Gene Is Associated With Kynureninase Activity and Essential

Hypertension in the Han Chinese Population. Circulation: Cardiovascular Genetics, 2011, 4, 687-694. 51 14

ALDH2 Activator Inhibits Increased Myocardial Infarction Injury by Nitroglycerin Tolerance. Science
Translational Medicine, 2011, 3, 107ralll.

Genome-wide association study identifies six new loci influencing pulse pressure and mean arterial o4 403
pressure. Nature Genetics, 2011, 43, 1005-1011. .

A Common Genetic Variant of <i>FCN3/CD164L2<[i>Is Associated With Essential Hypertension in a
Chinese Population. Clinical and Experimental Hypertension, 2012, 34, 377-382.

Novel findings and future directions on the genetics of hypertension. Current Opinion in Nephrology 10 49
and Hypertension, 2012, 21, 500-507. )

Task3 Potassium Channel Gene Invalidation Causes Low Renin and Salt-Sensitive Arterial Hypertension.
Endocrinology, 2012, 153, 4740-4748.

Efficiency of trans-ethnic genome-wide meta-analysis and fine-mapping. European Journal of Human 14 20
Genetics, 2012, 20, 1300-1307. )

Common genetic factors for hematological traits in Humans. Journal of Human Genetics, 2012, 57,
161-169.

Association of Natriuretic Peptide Receptor-C Gene with Ischemic Stroke and Hypertension in Chinese

Han Population. Clinical and Experimental Hypertension, 2012, 34, 504-509. 0.5 4

Ethnic differences in genetic predisposition to hypertension. Hypertension Research, 2012, 35, 574-581.




20

22

24

27

29

31

33

35

37

CITATION REPORT

ARTICLE IF CITATIONS

Effect of mitochondrial aldehyde dehydrogenase-2 genotype on cardioprotection in patients with

congenital heart disease. European Heart Journal, 2012, 33, 1606-1614. Lo 35

Recapitulation of genome-wide association studies on pulse pressure and mean arterial pressure in

the Korean population. Journal of Human Genetics, 2012, 57, 391-393.

Genomic epidemiology of blood pressure salt sensitivity. Journal of Hypertension, 2012, 30, 861-873. 0.3 53

Novel genes as primary triggers for polygenic hypertension. Journal of Hypertension, 2012, 30, 81-86.

Essential hypertension. Journal of Hypertension, 2012, 30, 42-45. 0.3 18

Genetic basis of blood pressure and hypertension. Trends in Genetics, 2012, 28, 397-408.

Genome-wide analysis of copy number variations reveals that aging processes influence body fat

distribution in Korea Associated Resource (KARE) cohorts. Human Genetics, 2012, 131, 1795-1804. 1.8 6

Characterization of the ATP2B gene family in blood pressure. Genes and Genomics, 2012, 34, 539-547.

Genome-wide association analysis identifies three new breast cancer susceptibility loci. Nature

Genetics, 2012, 44, 312-318. 9.4 256

Advancing management of hypertension through pharmacogenomics. Annals of Medicine, 2012, 44,
S17-S22.

The stroke-prone spontaneously hypertensive rat: still a useful model for post-GWAS genetic studies?.

Hypertension Research, 2012, 35, 477-484. L5 36

Genea€“environment interactions of selected pharmacogenes in arterial hypertension. Expert Review of
Clinical Pharmacology, 2012, 5, 677-686.

Reevaluation of the association of seven candidate genes with blood pressure and hypertension: a
replication study and meta-analysis with a larger sample size. Hypertension Research, 2012, 35, 825-831.

Common ALDH2 genetic variants predict development of hypertension in the SAPPHIRe prospective
cohort: Gene-environmental interaction with alcohol consumption. BMC Cardiovascular Disorders,
2012, 12, 58.

Evaluation of the imputation performance of the program IMPUTE in an admixed sample from Mexico

City using several model designs. BMC Medical Genomics, 2012, 5, 12. 0.7 o

The pharmacogenetics of 12-adrenergic receptor antagonists in the treatment of hypertension and heart
failure. Expert Opinion on Drug Metabolism and Toxicology, 2012, 8, 767-790.

Parameters in Dynamic Models of Complex Traits are Containers of Missing Heritability. PLoS

Computational Biology, 2012, 8, e1002459. L5 24

Hunting for genes for hypertension: the Millennium Genome Project for Hypertension. Hypertension

Research, 2012, 35, 567-573.




39

41

43

46

48

50

52

54

56

CITATION REPORT

ARTICLE IF CITATIONS

Genetic variation in metabolic phenotypes: study designs and applications. Nature Reviews Genetics, 77 165
2012, 13, 759-769. )

Genome-wide association study of coronary artery disease in the Japanese. European Journal of Human

Genetics, 2012, 20, 333-340.

Physical activity modifies the associations between genetic variants and hypertension in the Chinese

children. Atherosclerosis, 2012, 225, 376-380. 0.4 25

Regulation of insulin and t dvpeAl insulind€like growth factor signaling and action by the
<scp>G<[scp>rb10/14 and <scp>SH</[scp>2<scp>B</scp>1/<scp>B</[scp>2 adaptor proteins. FEBS Journal,
2013, 280, 794-816.

Meta-analysis identifies multiple loci associated with kidney function&€“related traits in east Asian o4 254
populations. Nature Genetics, 2012, 44, 904-909. .

Gened€“Sodium Interaction and Blood Pressure: Findings from Genomics Research of Blood Pressure
Salt Sensitivity. Progress in Molecular Biology and Translational Science, 2012, 108, 237-260.

Blood Pressure Variability and Vascular Dysfunction in Essential Hypertension. Journal of the Korean

Society of Hypertension, 2012, 18, 75. 0.2 2

Genomewide Association Studies in Cardiovascular Diseased€”An Update 2011. Clinical Chemistry, 2012,
58, 92-103.

Genome-wide association study in Han Chinese identifies four new susceptibility loci for coronary

artery disease. Nature Genetics, 2012, 44, 890-894. 94 295

Strong protective effect of the aldehyde dehydrogenase gene (ALDH2) 504lys (*2) allele against
alcoholism and alcohol-induced medical diseases in Asians. Human Genetics, 2012, 131, 725-737.

Current understanding of human genetics and genetic analysis of psoriasis. Journal of Dermatology, 0.6 54
2012, 39, 231-241. )

Between Candidate Genes and Whole Genomes: Time for Alternative Approaches in Blood Pressure
Genetics. Current Hypertension Reports, 2012, 14, 46-61.

Mendelian Randomization: Application to Cardiovascular Disease. Current Hypertension Reports, 2012,
14,29-37. L5 38

cGMP becomes a drug target. Naunyn-Schmiedeberg's Archives of Pharmacology, 2012, 385, 243-252.

Association of a functional single-nucleotide polymorphism in the ALDH2 gene with essential
hypertension depends on drinking behavior in a Chinese Han population. Journal of Human 1.0 46
Hypertension, 2013, 27, 181-186.

Characterization of functional variants in 33 blood pressure loci using 1000 genomes project data.
Genes and Genomics, 2013, 35, 387-393.

Common variants in the ATP2B1 gene are associated with hypertension and arterial stiffness in Chinese

population. Molecular Biology Reports, 2013, 40, 1867-1873. 1.0 20

Genetics of Atherosclerotic Cardiovascular Disease. , 2013, , 1-37.




58

60

62

64

66

68

70

72

75

CITATION REPORT

ARTICLE IF CITATIONS

Pharmacogenetics and Pharmacogenomics. , 2013, , 1-27. 0

P.R4810K, a polymorphism of RNF213, the susceptibility gene for moyamoya disease, is associated with

blood pressure. Environmental Health and Preventive Medicine, 2013, 18, 121-129.

Genome-wide Association Analysis of Blood-Pressure Traits in African-Ancestry Individuals Reveals
Common Associated Genes in African and Non-African Populations. American Journal of Human 2.6 189
Genetics, 2013, 93, 545-554.

Mapping eQTLs in the Norfolk Island Genetic Isolate Identifies Candidate Genes for CVD Risk Traits.
American Journal of Human Genetics, 2013, 93, 1087-1099.

Recapitulation of four hypertension susceptibility genes (CSK, CYP17A1, MTHFR, and FGF5) in East Asians. 15 a8
Metabolism: Clinical and Experimental, 2013, 62, 196-203. :

Association between aldehyde dehydrogenase 2 polymorphisms and the incidence of diabetic
retinopathy among Japanese subjects with type 2 diabetes mellitus. Cardiovascular Diabetology, 2013,
12,132.

Progress and Future Aspects in Genetics of Human Hypertension. Current Hypertension Reports, 2013, 15 20
15, 676-686. )

Genetics and Genomics for the Prevention and Treatment of Cardiovascular Disease: Update.
Circulation, 2013, 128, 2813-2851.

Deep Whole-Genome Sequencing of 100 Southeast Asian Malays. American Journal of Human Genetics, 06 153
2013, 92, 52-66. ’

Genes for blood pressure: an opportunity to understand hypertension. European Heart Journal, 2013,
34,951-961.

The molecular basis of blood pressure variation. Pediatric Nephrology, 2013, 28, 387-399. 0.9 28

Influence of Adiponectin and Resistin Gene Polymorphisms on Quantitative Traits Related to Metabolic
Syndrome Among Malay, Chinese, and Indian Men in Malaysia. Biochemical Genetics, 2013, 51, 166-174.

Single nucleotide polymorphism in genome-wide association of human population: A tool for broad

spectrum service. Egyptian Journal of Medical Human Genetics, 2013, 14, 123-134. 0.5 55

Genetic modification of hypertension by sGCl+1. Trends in Cardiovascular Medicine, 2013, 23, 312-318.

Gene-based copy number variation study reveals a microdeletion at 12q24 that influences height in the

Korean population. Genomics, 2013, 101, 134-138. 1.3 17

Pathophysiology of Hypertension in the Absence of Nitric Oxide/Cyclic GMP Signaling. Current
Hypertension Reports, 2013, 15, 47-58.

The Power of Meta-Analysis in Genome-Wide Association Studies. Annual Review of Genomics and 95 107
Human Genetics, 2013, 14, 441-465. :

Genetic PolymorEhisms of Alcohol Dehydrogenase&€d <scp>B</scp> and Aldehyde Dehydrogenasead€® and
ronic Calcific Pancreatitis, Diabetes Mellitus, and Hypertension Among

Liver Cirrhosis, C
<scp>J</scp>apanese Alcoholic Men. Alcoholism: Clinical and Experimental Research, 2013, 37, 1391-1401.




77

79

81

83

85

87

89

91

93

CITATION REPORT

ARTICLE IF CITATIONS

Association of a single nucleotide polymorphism of the NPR3 gene promoter with early onset ischemic

stroke in an Italian cohort. European Journal of Internal Medicine, 2013, 24, 80-82. Lo 13

Common Polymorphism rs11191548 Near the CYP17A1 Gene Is Associated With Hypertension and Systolic

Blood Pressure in the Han Chinese Population. American Journal of Hypertension, 2013, 26, 465-472.

Genetic discoveries in hypertension: steps on the road to therapeutic translation. Heart, 2013, 99,

1645-1651. 1.2 15

Exploring causal associations between alcohol and coronary heart disease risk factors: findings
from a Mendelian randomization study in the Copenhagen General Population Study. European Heart
Journal, 2013, 34, 2519-2528.

Genome-Wide Analysis of Blood Pressure Variability and Ischemic Stroke. Stroke, 2013, 44, 2703-2709. 1.0 17

ALDH2, a novel protector against stroke?. Cell Research, 2013, 23, 874-875.

Common Genetic Variants in the Endothelial System Predict Blood Pressure Response to Sodium

Intake: The GenSalt Study. American Journal of Hypertension, 2013, 26, 643-656. 1.0 24

Silencing of Atp2b1 increases blood pressure through vasoconstriction. Journal of Hypertension,
2013, 31, 1575-1583.

Advances in Blood Pressure Genomics. Circulation Research, 2013, 112, 1365-1379. 2.0 106

ATP2B1 and blood pressure. Current Opinion in Nephrology and Hypertension, 2013, 22, 177-184.

Natriuretic Peptide Receptor-3 Gene ( NPR3 ). Circulation: Cardiovascular Genetics, 2013, 6, 201-210. 5.1 12

Genome-Wide Association Study Identifies 8 Novel Loci Associated With Blood Pressure Responses to
Interventions in Han Chinese. Circulation: Cardiovascular Genetics, 2013, 6, 598-607.

Comparing methods for performing trans-ethnic meta-analysis of genome-wide association studies. 14 63
Human Molecular Genetics, 2013, 22, 2303-2311. )

Analysis of Sex Hormone Genes Reveals Gender Differences in the Genetic Etiology of Blood Pressure
Salt Sensitivity: The GenSalt Study. American Journal of Hypertension, 2013, 26, 191-200.

Modularization and epistatic hierarchy determine homeostatic actions of multiple blood pressure

quantitative trait loci. Human Molecular Genetics, 2013, 22, 4451-4459. 14 29

Candidate genes revisited in the genetics of hypertension and blood pressure. Hypertension Research,
2013, 36, 1032-1034.

A genome-wide association study of a coronary artery disease risk variant. Journal of Human Genetics, 11 135
2013, 58, 120-126. :

Genome-Wide Association Study Meta-Analysis Reveals Transethnic Replication of Mean Arterial and

Pulse Pressure Loci. Hypertension, 2013, 62, 853-859.




95

97

99

101

103

106

107

109

111

CITATION REPORT

ARTICLE IF CITATIONS

Influence of Obesity on Association Between Genetic Variants Identified by Genome-Wide Association
Studies and Hypertension Risk in Chinese Children. American Journal of Hypertension, 2013, 26, 990-996.

Lack of association between STK39 and hypertension in the Chinese population. Journal of Human

Hypertension, 2013, 27, 294-297.

Associations Between Polymorphisms in the Glucocorticoid-Receptor Gene and Cardiovascular Risk

Factors in a Chinese Population. Journal of Epidemiology, 2013, 23, 389-395. L1 18

The combination of mitochondrial low enzyme-activity aldehyde dehydrogenase 2 allele and
superoxide dismutase 2 genotypes increases the risk of hypertension in relation to alcohol
consumption. Pharmacogenetics and Genomics, 2013, 23, 34-37.

MicroRNA-34a Promotes Cardiomyocyte Apoptosis Post Myocardial Infarction Through

Down-regulating Aldehyde Dehydrogenase 2. Current Pharmaceutical Design, 2013, 19, 4865-4873. 0.9 67

Hypertension and Genetic Variation in Endothelial-Specific Genes. PLoS ONE, 2013, 8, e62035.

Gene-alcohol interactions identify several novel blood pressure loci including a promising locus 11 33
near SLC16A9. Frontiers in Genetics, 2013, 4, 277. :

The role of SNP-loop diuretic interactions in hypertension across ethnic groups in HyperGEN.
Frontiers in Genetics, 2013, 4, 304.

Atrial Fibrillation Associated Chromosome 4q25 Variants Are Not Associated with PITX2¢ Expression

in Human Adult Left Atrial Appendages. PLoS ONE, 2014, 9, e86245. 11 26

Cross-Sectional and Longitudinal Replication Analyses of Genome-Wide Association Loci of Type 2
Diabetes in Han Chinese. PLoS ONE, 2014, 9, e91790.

On the Analysis of a Repeated Measure Design in Genome-Wide Association Analysis. International

Journal of Environmental Research and Public Health, 2014, 11, 12283-12303. 12 8

Genomic architecture of sickle cell disease in West African children. Frontiers in Genetics, 2014, 5, 26.

Genome-Wide Association Study Identifies Two Novel Loci with Sex-Specific Effects for Type 2 Diabetes

Mellitus and Glycemic Traits in a Korean Population. Diabetes and Metabolism Journal, 2014, 38, 375. 1.8 30

Hypertension Pharmacogenomics. , 2014, , 747-778.

Mapping of a blood pressure QTL on chromosome 17 in American Indians of the strong heart family

study. BMC Cardiovascular Disorders, 2014, 14, 158. 0.7 3

Prevention of Hypertension and Cardiovascular Diseases. Hypertension, 2014, 63, 655-660.

Disease Risk Factors Identified Through Shared Genetic Architecture and Electronic Medical Records. 5.8 58
Science Translational Medicine, 2014, 6, 234ra57. :

Chapter 13. Secondary hypertension. Hypertension Research, 2014, 37, 349-361.




113

116

118

120

122

124

126

128

130

CITATION REPORT

ARTICLE IF CITATIONS

ANTXR?2 is a potential causative gene in the genome-wide association study of the blood pressure locus 15 13
4q21. Hypertension Research, 2014, 37, 811-817. ’

Meta-analysis of genome-wide association studies in East Asian-ancestry populations identifies four

new loci for body mass index. Human Molecular Genetics, 2014, 23, 5492-5504.

Probing genetic overlap in the regulation of systolic and diastolic blood pressure in Danish and

Chinese twins. Hypertension Research, 2014, 37, 954-959. 15 4

Methodologies in the Era of Cardiovascular &€ceOmicsa€:, 2014, , 15-55.

Aldehyde dehydrogenase 2 as a potential protective factor for renal insufficiency in Japanese subjects

with heart failure: a pilot study. Journal of Human Hypertension, 2014, 28, 279-281. 1.0 2

Epidemiology of Hypertension in Children., 2014, , 1-57.

The Association of the Vanin-1 N131S Variant with Blood Pressure Is Mediated by Endoplasmic

Reticulum-Associated Degradation and Loss of Function. PLoS Genetics, 2014, 10, e1004641. L5 16

Gene expression responses of threespine stickleback to salinity: implications for salt-sensitive
hypertension. Frontiers in Genetics, 2014, 5, 312.

A meta-analysis of genome-wide association studies for adiponectin levels in East Asians identifies a 14 68
novel locus near WDR11-FGFR2. Human Molecular Genetics, 2014, 23, 1108-1119. :

Atrial natriuretic peptide gene variants and circulating levels: implications in cardiovascular
diseases. Clinical Science, 2014, 127, 1-13.

Association of common variants in/near six genes (ATP2B1, CSK, MTHFR, CYP17A1, STK39 and FGF5) with
blood pressure/hypertension risk in Chinese children. Journal of Human Hypertension, 2014, 28, 32-36.

Blood Pressure Responses to Dietary Sodium and Potassium Interventions and the Cold Pressor Test:
The GenSalt Replication Study in Rural North China. American Journal of Hypertension, 2014, 27, 72-80.

Cardiovascular consequences of a polygenetic component of blood pressure in an urban-based

longitudinal study. Journal of Hypertension, 2014, 32, 1424-1428. 03 4

NEDDAL in essential hypertension. Journal of Hypertension, 2014, 32, 230-232.

Risk of progression to hypertension in nonhypertensive Japanese workers aged 203€“64 years. Journal of 0.3 18
Hypertension, 2014, 32, 236-244. :

A Three-Stage Genome-Wide Association Study Combining Multilocus Test and Gene Expression
Analysis for Young-Onset Hypertension in Taiwan Han Chinese. American Journal of Hypertension, 2014,
27,819-827.

The 47344C|T polymorphism in the <i>CYP11B2<[i> gene is associated with essential hypertension in the

Chinese. JRAAS - Journal of the Renin-Angiotensin-Aldosterone System, 2014, 15, 150-155. Lo 13

Body Mass Index Modulates Blood Pressure Heritability: The Family Blood Pressure Program. American

Journal of Hypertension, 2014, 27, 610-619.




132

134

136

138

140

142

144

146

148

CITATION REPORT

ARTICLE IF CITATIONS

Genetic Variants in Renalase and Blood Pressure Responses to Dietary Salt and Potassium

Interventions: A Family-Based Association Study. Kidney and Blood Pressure Research, 2014, 39, 497-506. 0.9 17

Mitochondrial aldehyde dehydrogenase 2 accentuates aging-induced cardiac remodeling and

contractile dysfunction: role of AMPK, Sirt1, and mitochondrial function. Free Radical Biology and
Medicine, 2014, 71, 208-220.

Targeting Aldehyde Dehydrogenase 2: New Therapeutic Opportunities. Physiological Reviews, 2014, 94, 13.1 465
1-34. )

Blood Pressure Genetics and Hypertension: Genome-Wide Analysis and Role of Ancestry. Current
Genetic Medicine Reports, 2014, 2, 13-22.

On individual genome-wide association studies and their meta-analysis. Human Genetics, 2014, 133,
265-279. 1.8 80

Male-specific genetic effect on hypertension and metabolic disorders. Human Genetics, 2014, 133, 311-319.

Rare variants and cardiovascular disease. Briefings in Functional Genomics, 2014, 13, 384-391. 1.3 12

Natriuretic peptides in cardiovascular diseases: current use and perspectives. European Heart Journal,
2014, 35, 419-425.

Ethanol Reduces Lifespan, Body Weight, and Serum Alanine Aminotransferase Level of<i>Aldehyde
Dehydrogenase 2<[i>Knockout Mouse. Alcoholism: Clinical and Experimental Research, 2014, 38, 1.4 13
1883-1893.

Genetics of hypertension: discoveries from the bench to human populations. American Journal of
Physiology - Renal Physiology, 2014, 306, F1-F11.

The Path to Personalized Cardiovascular Medicine. , 2014, , 837-871. 0

Gene-Age Interactions in Blood Pressure Regulation: A Large-Scale Investigation with the CHARGE,
Global BPgen, and ICBP Consortia. American Journal of Human Genetics, 2014, 95, 24-38.

Cardioprotective effects of moderate red wine consumption: Polyphenols vs. ethanol. Journal of 0.6 97
Applied Biomedicine, 2014, 12, 193-202. :

Association between alcohol and cardiovascular disease: Mendelian randomisation analysis based on
individual participant data. BMJ, The, 2014, 349, g4164-g4164.

Genetics, Ancestry, and Hypertension: Implications for Targeted Antihypertensive Therapies. Current

Hypertension Reports, 2014, 16, 461. 1.5 34

Genome-Wide Association Studies of Genetic Impact on Cardiovascular and Metabolic Diseases in
Asians: Opportunity for Discovery. Current Cardiovascular Risk Reports, 2014, 8, 1.

Identification of a genetic variant at 2q12.1 associated with blood pressure in East-Asians by

genome-wide scan including gene-environment interactions. BMC Medical Genetics, 2014, 15, 65. 21 14

Replication of the top 10 most significant polymorphisms from a large blood pressure genome-wide

association study of northeastern Han Chinese East Asians. Hypertension Research, 2014, 37, 134-138.




150

152

154

156

158

160

162

164

166

10

CITATION REPORT

ARTICLE IF CITATIONS

Elevated blood pressure: Our familya€™s fault? The genetics of essential hypertension. World Journal of 0.5 97
Cardiology, 2014, 6, 327. :

Etiology of Individual Differences in Human Health and Longevity. Annual Review of Gerontology and

Geriatrics, 2014, 34, 189-227.

Role of the Na<sup>+</sup>[H<sup>+</sup>exchanger 3 in angiotensin ll-induced h?/pertension in
NHE3-deficient mice with transgenic rescue of NHE3 in small intestines. Physiological Reports, 2015, 3, 0.7 28
e12605.

Heterogeneous Effects of Association Between Blood Pressure Loci and Coronary Artery Disease in
East Asian Individuals. Circulation Journal, 2015, 79, 830-838.

Natriuretic Peptides and Cardiometabolic Health. Circulation Journal, 2015, 79, 1647-1655. 0.7 73

Alcohol intake and cardiovascular risk factors: A Mendelian randomisation study. Scientific Reports,
2015, 5, 18422.

Exploring causal associations of alcohol with cardiovascular and metabolic risk factors in a Chinese

population using Mendelian randomization analysis. Scientific Reports, 2015, 5, 14005. 1.6 38

Epigenomic mapping and effect sizes of noncoding variants associated with psychotropic drug
response. Pharmacogenomics, 2015, 16, 1565-1583.

Expression of STK39 in perigheral blood of hypertension patients and the relationship between its

genetic polymorphism and blood pressure. Genetics and Molecular Research, 2015, 14, 16461-16468. 03 3

Association of NPRA and NPRC gene variants and hypertension in Mongolian population. Genetics and
Molecular Research, 2015, 14, 18494-18502.

Aldehyde Dehydrogenase Polymorphisms and Blood Pressure Elevation in the Japanese: A
Cross-Sectional and a Longitudinal Study over 20 Years in the Shimane CoHRE Study. Disease Markers, 0.6 5
2015, 2015, 14.

A Single Nucleotide Polymorphism near the CYP17A1 Gene s Associated with Left Ventricular Mass in
Hypertensive Patients under Pharmacotherapy. International Journal of Molecular Sciences, 2015, 16,
17456-17468.

The Role of Genetic Risk Score in Predicting the Risk of Hypertension in the Korean population: Korean 11 28
Genome and Epidemiology Study. PLoS ONE, 2015, 10, e0131603. )

CYP17Aland Blood Pressure Reactivity to Stress in Adolescence. International Journal of Hypertension,
2015, 2015, 1-9.

High Blood Pressure and Its Association With Incident Diabetes Over 10 Years in the Korean Genome

and Epidemiology Study (KoGES). Diabetes Care, 2015, 38, 1333-1338. 43 39

Genome-Wide Association Studies (Gwas) of Blood Pressure in Different Populations. , 2015, , 157-184.

Pharmacogenomics of Hypertension: A Genome&€Wide, Placebod€€ontrolled Crossa€Over Study, Using Four
Classes of Antihypertensive Drugs. Journal of the American Heart Association, 2015, 4, e001521.

Arterial Stiffness and Decline in Kidney Function. Clinical Journal of the American Society of

Nephrology: CJASN, 2015, 10, 2190-2197.




168

170

172

174

176

178

180

182

184

11

CITATION REPORT

ARTICLE IF CITATIONS

Role of the Na<sup>+</sup>[H<sup>+</sup>exchanger 3 in angiotensin ll-induced hypertension. 10 28
Physiological Genomics, 2015, 47, 479-487. )

Associations Between Genetic Variants of the Natriuretic Peptide System and Blood Pressure Response

to Dietary Sodium Intervention: The GenSalt Study. American Journal of Hypertension, 2016, 29, 397-404.

The Role of Rare Variants in Systolic Blood Pressure: Analysis of ExomeChip Data in HyperGEN African 0.4 13
Americans. Human Heredity, 2015, 79, 20-27. :

Endothelial Gata5 transcription factor regulates blood pressure. Nature Communications, 2015, 6,
8835.

Genetic Markers in Prediction of Cardiovascular Disease. , 2015, , 239-260. 0

Epithelial Sodium Transport and Its Control by Aldosterone: The Story of Our Internal Environment
Revisited. Physiological Reviews, 2015, 95, 297-340.

A genome-wide association study identifies PLCL2 and AP3D1-DOT1L-SF3A2 as new susceptibility loci for

myocardial infarction in Japanese. European Journal of Human Genetics, 2015, 23, 374-380. 14 48

Exploring hypertension genomea€wide association studies findings and impact on pathophysiology,
pathways, and pharmacogenetics. Wiley Interdisciplinary Reviews: Systems Biology and Medicine, 2015,
7,73-90.

Dysregulation of T cell Subsets in the Pathogenesis of Hypertension. Current Hypertension Reports, 15 19
2015, 17, 8. )

Integromic Analysis of Genetic Variation and Gene Expression Identifies Networks for Cardiovascular
Disease Phenotypes. Circulation, 2015, 131, 536-549.

Genetic and Functional Evidence Supports <i>LPAR1<[i> as a Susceptibility Gene for Hypertension. 13 16
Hypertension, 2015, 66, 641-646. :

Long-range regulatory interactions at the 4q25 atrial fibrillation risk locus involve PITX2c and ENPEP.
BMC Biology, 2015, 13, 26.

Variant Near <i>FGF5<[i> Has Stronger Effects on Blood Pressure in Chinese With a Higher Body Mass 10 17
Index. American Journal of Hypertension, 2015, 28, 1031-1037. )

Genetic Contribution to the Variance of Blood Pressure and Heart Rate: A Systematic Review and
Meta-Regression of Twin Studies. Twin Research and Human Genetics, 2015, 18, 158-170.

Genetic and Molecular Aspects of Hypertension. Circulation Research, 2015, 116, 937-959. 2.0 218

Joseph A. Vita, MD, 19564€“2014. Journal of the American Heart Association, 2015, 4, e001778.

Generation of Hypertension-Associated STK39 Polymorphism Knockin Cell Lines With the Clustered

Regularly Interspaced Short Palindromic Repeats/Cas9 System. Hypertension, 2015, 66, 1199-1206. 1.3 10

Trans-ancestry genome-wide association study identifies 12 genetic loci influencing blood pressure

and implicates a role for DNA methylation. Nature Genetics, 2015, 47, 1282-1293.




186

188

190

192

194

196

198

200

202

12

CITATION REPORT

ARTICLE IF CITATIONS

Genetic Predisposition to Higher Blood Pressure Increases Risk of Incident Hypertension and
Cardiovascular Diseases in Chinese. Hypertension, 2015, 66, 786-792.

1.3 22

An update on genome-wide association studies of hypertension. Applied Informatics, 2015, 2, .

Genetics of Cardiovascular Disease. , 2015, , 117-127. 0

Genome-wide association studies and contribution to cardiovascular physiology. Physiological
Genomics, 2015, 47, 365-375.

Prevention of Cardiovascular Diseases. , 2015, , . 1

Effects of established blood pressure loci on blood pressure values and hypertension risk in an
Algerian population sample. Journal of Human Hypertension, 2015, 29, 296-302.

Combined effects of current-smoking and the aldehyde dehydrogenase 2*2 allele on the risk of

myocardial infarction in Japanese patients. Toxicology Letters, 2015, 232, 221-225. 0.4 10

A Personalized Medicine Approach for Asian Americans with the Aldehyde Dehydrogenase 2*2 Variant.
Annual Review of Pharmacology and Toxicology, 2015, 55, 107-127.

Genome-wide association study in Chinese identifies novel loci for blood pressure and hypertension.

Human Molecular Genetics, 2015, 24, 865-874. 1.4 157

Chronic Kidney Disease and Hypertension. , 2015, , .

Epigenetics and arterial hypertension: the challenge of emerging evidence. Translational Research,

2015, 165, 154-165. 2.2 83

Interactions of Methylenetetrahydrofolate Reductase C677T Polymorphism with Environmental
Factors on Hypertension Susceptibility. International Journal of Environmental Research and Public
Health, 2016, 13, 601.

Cognitive and Physical Aging. , 2016, , 125-146. 2

Gender-Specific Association of<i>ATP2B1</[i>Variants with Susceptibility to Essential Hypertension in
the Han Chinese Population. BioMed Research International, 2016, 2016, 1-7.

Using the Generalized Index of Dissimilarity to Detect Gene-Gene Interactions in Multi-Class

Phenotypes. PLoS ONE, 2016, 11, e0158668. L1 3

G = E: What GWAS Can Tell Us about the Environment. PLoS Genetics, 2016, 12, e1005765.

Gene Silencing and Haploinsufficiency of Csk Increase Blood Pressure. PLoS ONE, 2016, 11, e0146841. 11 16

Variant Discovery and Fine Mapping of Genetic Loci Associated with Blood Pressure Traits in Hispanics

and African Americans. PLoS ONE, 2016, 11, e0164132.




204

207

209

211

213

215

217

219

221

13

CITATION REPORT

ARTICLE IF CITATIONS

Analysis and validation of traits associated with a single nucleotide polymorphism Gly364Ser in

catestatin using humanized chromogranin A mouse models. Journal of Hypertension, 2016, 34, 68-78. 0-3 4

Recent Updates on the Proximal Tubule Renin-Angiotensin System in Angiotensin Il-Dependent

Hypertension. Current Hypertension Reports, 2016, 18, 63.

Recent Advances in the Genetics of Hypertension. Advances in Experimental Medicine and Biology, 2016,

956, 561-581. 0.8 17

Xanthine oxidase gene variants and their association with blood pressure and incident hypertension.
Journal of Hypertension, 2016, 34, 2147-2154.

CNV analysis in Chinese children of mental retardation highlights a sex differentiation in parental

contribution to de novo and inherited mutational burdens. Scientific Reports, 2016, 6, 25954. L6 19

Analysis of multiple related phenotypes in genome-wide association studies. Journal of Bioinformatics
and Computational Biology, 2016, 14, 1644005.

Behavioural Genetics for Education. , 2016, , . 9

Mechanisms of Vascular Smooth Muscle Contraction and the Basis for Pharmacologic Treatment of
Smooth Muscle Disorders. Pharmacological Reviews, 2016, 68, 476-532.

Molecular Genetic Investigations of Personality: From Candidate Genes to Genome-wide Associations.
, 2016, , 130-154.

Variant Aldehyde Dehydrogenase 2 ( <i>ALDH2*2<[i> ) Is a Risk Factor for Coronary Spasm and
STa€segment Elevation Myocardial Infarction. Journal of the American Heart Association, 2016, 5, .

Heme oxygenase 1 protects ethanol-administered liver tissue inA Aldh2 knockout mice. Alcohol, 2016, 52,

49-54, 0-8 12

Genetic Variation in the Human SORBS1 Gene is Associated With Blood Pressure Regulation and Age at
Onset of Hypertension. Medicine (United States), 2016, 95, e2970.

Salt Sensitivity of Blood Pressure. Hypertension, 2016, 68, e7-e46. 1.3 347

Mendelian randomization analysis in three Japanese populations supports a causal role of alcohol
consumption in lowering low-density lipid cholesterol levels and particle numbers. Atherosclerosis,
2016, 254, 242-248.

Roles of defective ALDH2 polymorphism on liver protection and cancer development. Environmental

Health and Preventive Medicine, 2016, 21, 395-402. 14 20

Homozygous <i>ALDH2*2<[i> Is an Independent Risk Factor for Ischemic Stroke in Taiwanese Men.
Stroke, 2016, 47,2174-2179.

The mitochondrial calcium uniporter is involved in mitochondrial calcium cycle dysfunction:
Underlying mechanism of hypertension associated with mitochondrial tRNA lle A4263G mutation. 1.2 16
International Journal of Biochemistry and Cell Biology, 2016, 78, 307-314.

Retinoblastoma-associated protein 140 as a candidate for a novel etiological gene to hypertension.

Clinical and Experimental Hypertension, 2016, 38, 533-540.




223

226

228

230

232

234

236

238

240

14

CITATION REPORT

ARTICLE IF CITATIONS

Association of Parental Hypertension With Arterial Stiffness in Nonhypertensive Offspring. 13 29
Hypertension, 2016, 68, 584-589. :

The Role of DNA Methylation in Hypertension. Advances in Experimental Medicine and Biology, 2016,

956, 583-598.

The genetics of blood pressure regulation and its target organs from association studies in 342,415 o4 362
individuals. Nature Genetics, 2016, 48, 1171-1184. :

Genome-wide association studies in East Asians identify new loci for waist-hip ratio and waist
circumference. Scientific Reports, 2016, 6, 17958.

Genome Wide Association Study Identifies L3MBTL4 as a Novel Susceptibility Gene for Hypertension. 16 15
Scientific Reports, 2016, 6, 30811. ’

Androgen-sensitive hypertension associated with soluble guanylate cyclase-+<sub>1</sub> deficiency is
mediated by 20-HETE. American Journal of Physiology - Heart and Circulatory Physiology, 2016, 310,
H1790-H1800.

Assessing the Causality between Blood Pressure and Retinal Vascular Caliber through Mendelian 16 5
Randomisation. Scientific Reports, 2016, 6, 22031. :

Polymorphisms in the &It;b&gt;&lt;i&gt; SLC12A3R It /i&gt; &lt;/b&gt; Gene Encoding Sodium-Chloride
Cotransporter are Associated with Hypertension: A Family-Based Study in the Mongolian Population.
Kidney and Blood Pressure Research, 2016, 41, 18-28.

Genome-wide association of trajectories of systolic blood pressure change. BMC Proceedings, 2016, 10,
321-327. 18 8

Comparison of 2 models for gened€“environment interactions: an example of simulated
gened€“medication interactions on systolic blood pressure in family-based data. BMC Proceedings, 2016,
10, 371-377.

Zinc finger transcription factor Casz1 expression is regulated by homeodomain transcription factor
PrrxI1 in embryonic spinal dorsal horn lated€born excitatory interneurons. European Journal of 1.2 7
Neuroscience, 2016, 43, 1449-1459.

Genome-Wide Gene&€“Sodium Interaction Analyses on Blood Pressure. Hypertension, 2016, 68, 348-355.

The longitudinal effect of the aldehyde dehydrogenase 2*2 allele on the risk for nonalcoholic fatty 15 20
liver disease. Nutrition and Diabetes, 2016, 6, e210-e210. )

Evaluation of pleiotropic effects among common genetic loci identified for cardio-metabolic traits in
a Korean population. Cardiovascular Diabetology, 2016, 15, 20.

Rare Exome Sequence Variants in <i>CLCN6<[i> Reduce Blood Pressure Levels and Hypertension Risk.

Circulation: Cardiovascular Genetics, 2016, 9, 64-70. 51 44

Associations between aldehyde dehydrogenase 2 (ALDH2) genetic polymorphisms, drinking status, and
hypertension risk in Japanese adult male workers: a cased€“control study. Environmental Health and
Preventive Medicine, 2016, 21, 1-8.

International Genome-Wide Association Study Consortium Identifies Novel Loci Associated With

Blood Pressure in Children and Adolescents. Circulation: Cardiovascular Genetics, 2016, 9, 266-278. 51 48

Do You Want to Ditch Sodium? Meet Nitric Oxide Synthase 112 at the Macula Densa. Journal of the

American Society of Nephrology: JASN, 2016, 27, 2217-2218.




242

244

246

248

250

252

254

256

259

15

CITATION REPORT

ARTICLE IF CITATIONS

Polymorphisms of three genes (<i>ACE<[i>,<i>AGT<[i>and<i>CYP11B2</[i>) in the
renind€“angiotensind€“aldosterone system are not associated with blood pressure salt sensitivity: A 0.7 8
systematic meta-analysis. Blood Pressure, 2016, 25, 117-122.

CYP17A1 Enzyme Activity Is Linked to Ambulatory Blood Pressure in a Family-Based Population Study.

American Journal of Hypertension, 2016, 29, 484-493.

Genome-wide association study of myelosuppression in non-small-cell lung cancer patients with

platinum-based chemotherapy. Pharmacogenomics Journal, 2016, 16, 41-46. 0.9 27

Genome-wide association analysis identifies novel blood pressure loci and offers biological insights
into cardiovascular risk. Nature Genetics, 2017, 49, 403-415.

Gut microbiota dysbiosis contributes to the development of hypertension. Microbiome, 2017, 5, 14. 4.9 1,086

Alcohol and coronary artery calcification: an investigation using alcohol flushing as an
instrumental variable. International Journal of Epidemiology, 2017, 46, dyw237.

Increased NBCn1 expression, Na <sup>+</sup> [HCO <sub>3<[sub> <sup>-</sup> co-transport and
intracellular pH in human vascular smooth muscle cells with a risk allele for hypertension. Human 14 21
Molecular Genetics, 2017, 26, ddx015.

Vascular transcriptome profiling identifies Sphingosine kinase 1 as a modulator of angiotensin
Ilinduced vascular dysfunction. Scientific Reports, 2017, 7, 44131.

Are genetic polymorphisms in the renind€“angiotensina€“aldosterone system associated with essential
hypertension? Evidence from genome-wide association studies. Journal of Human Hypertension, 2017, 1.0 39
31, 695-698.

Epigenetics and Arterial Hypertension. , 2017, , 159-184.

Complex inhibition of autophagy by mitochondrial aldehyde dehydrogenase shortens lifespan and
exacerbates cardiac aging. Biochimica Et Biophysica Acta - Molecular Basis of Disease, 2017, 1863, 1.8 81
1919-1932.

Genomic Approaches to Hypertension. Cardiology Clinics, 2017, 35, 185-196.

Genomics of hypertension. Pharmacological Research, 2017, 121, 219-229. 3.1 17

Association of<i>NPR3<[i>polymorphism with risk of essential hypertension in a Chinese population.
Journal of Clinical Pharmacy and Therapeutics, 2017, 42, 554-560.

Renal function of cyclin M2 Mg2+ transporter maintains blood pressure. Journal of Hypertension, 0.3 46
2017, 35, 585-592. )

The Plasma Membrane Calcium ATP<scp>ases</scp>and Their Role as Major New Players in Human
Disease. Physiological Reviews, 2017, 97, 1089-1125.

Associations Between Genetic Variants of NADPH Oxidase-Related Genes and Blood Pressure Responses
to Dietary Sodium Intervention: The GenSalt Study. American Journal of Hypertension, 2017, 30, 427-434.

The ALDH2 gene rs671 polymorphism is not associated with essential hypertension. Clinical and

Experimental Hypertension, 2017, 39, 691-695.




261

263

265

267

269

271

273

275

277

16

CITATION REPORT

ARTICLE IF CITATIONS

Rare coding variants associated with blood pressure variation in 158€5914 individuals of African

ancestry. Journal of Hypertension, 2017, 35, 1381-1389. 03 15

Genome-Wide Association Study Meta-Analysis of Long-Term Average Blood Pressure in East Asians.

Circulation: Cardiovascular Genetics, 2017, 10, e001527.

A Review of the Genetics of Hypertension with a Focus on Gene-Environment Interactions. Current

Hypertension Reports, 2017, 19, 23. 1.5 39

<i>ANTXR2<[i>Knock-Out Does Not Result in the Development of Hypertension in Rats. American
Journal of Hypertension, 2017, 30, 182-187.

Pharmacogenomics of the Natriuretic Peptide System in Heart Failure. Current Heart Failure Reports, 13 17
2017, 14, 536-542. :

Blood Pressure Genetic Risk Score Predicts Blood Pressure Responses to Dietary Sodium and
Potassium. Hypertension, 2017, 70, 1106-1112.

Genetics of NO Deficiency. American Journal of Cardiology, 2017, 120, S80-S88. 0.7 13

Genetic mechanisms of human hypertension and their implications for blood pressure physiology.
Physiological Genomics, 2017, 49, 630-652.

Towards Precision Medicine for Hypertension: A Review of Genomic, Epigenomic, and Microbiomic
Effects on Blood Pressure in Experimental Rat Models and Humans. Physiological Reviews, 2017, 97, 13.1 85
1469-1528.

Novel Blood Pressure Locus and Gene Discovery Using Genome-Wide Association Study and Expression
Data Sets From Blood and the Kidney. Hypertension, 2017, 70, .

Dissecting the genetic components of a quantitative trait locus for blood pressure and renal

pathology on rat chromosome 3. Journal of Hypertension, 2017, 35, 319-329. 03 6

DNA Methylation Analysis Identifies Loci for Blood Pressure Regulation. American Journal of Human
Genetics, 2017, 101, 888-902.

Genome-Wide Gene&€“Potassium Interaction Analyses on Blood Pressure. Circulation: Cardiovascular
X 5.1 9
Genetics, 2017, 10, .

Longitudinal exome-wide association study to identify genetic susceptibility loci for hypertension in a
Japanese population. Experimental and Molecular Medicine, 2017, 49, e409-e4009.

Differences in Natriuretic Peptide Levels by Race/Ethnicity (From the Multi-Ethnic Study of) Tj ETQq0 O O rgBT /Overé)o,;h 10Tf,30 182 Td

Genome-wide association analyses using electronic health records identify new loci influencing
blood pressure variation. Nature Genetics, 2017, 49, 54-64.

A genome-wide association study of essential hypertension in an Australian population using a DNA

pooling approach. Molecular Genetics and Genomics, 2017, 292, 307-324. 1.0 13

Targeting acetaldehyde dehydrogenase 2 (ALDH2) in heart failurea€”Recent insights and perspectives.

Biochimica Et Biophysica Acta - Molecular Basis of Disease, 2017, 1863, 1933-1941.




279

281

283

285

287

289

291

293

295

17

CITATION REPORT

ARTICLE IF CITATIONS

Cohort Profile: The Korean Genome and Epidemiology Study (KoGES) Consortium. International 0.9 576
Journal of Epidemiology, 2017, 46, e20-e20. )

Gender-specific Association of ATP2B1 (rs2681472) Gene Polymorphism with Essential Hypertension in

South Indian Population. International Journal of Human Genetics, 2017, 17, 169-176.

Meta-Analysis on the Association of ALDH2 Polymorphisms and Type 2 Diabetic Mellitus, Diabetic

Retinopathy. International Journal of Environmental Research and Public Health, 2017, 14, 165. 1.2 22

ACTH and Polymorphisms at Steroidogenic Loci as Determinants of Aldosterone Secretion and Blood
Pressure. International Journal of Molecular Sciences, 2017, 18, 579.

Urinary Exosomes and Their Cargo: Potential Biomarkers for Mineralocorticoid Arterial

Hypertension?. Frontiers in Endocrinology, 2017, 8, 230. L5 36

Amyloid 12 Modification: A Key to the Sporadic Alzheimer's Disease?. Frontiers in Genetics, 2017, 8, 58.

Positive association between ALDH2 rs671 polymorphism and essential hypertension: A case-control 11 21
study and meta-analysis. PLoS ONE, 2017, 12, e0177023. )

Association between kidney function and genetic polymorphisms in atherosclerotic and chronic
Ridney diseases: A cross-sectional study in Japanese male workers. PLoS ONE, 2017, 12, e0185476.

The fine-scale genetic structure and evolution of the Japanese population. PLoS ONE, 2017, 12, e0185487. 11 27

Development of Personal Data Handling Policy in Human Genome Research: a Historical Perspective in
Japan. Asian Bioethics Review, 2017, 9, 183-197.

Mammalian Glutamyl Aminopeptidase Genes (ENPEP) and Proteins: Comparative Studies of a Major

Contributor to Arterial Hypertension. Journal of Data Mining in Genomics & Proteomics, 2017, 08, . 05 25

Genetic polymorphisms in the <i>ALDH2<[i> gene and the risk of ischemic stroke in a Chinese han
population. Oncotarget, 2017, 8, 101936-101943.

Associations of NADPH oxidase-related genes with blood pressure changes and incident hypertension:

The GenSalt Study. Journal of Human Hypertension, 2018, 32, 287-293. 1.0 1

Polymorphisms of genes involved in inflammation and blood vessel development influence the risk of
varicose veins. Clinical Genetics, 2018, 94, 191-199.

Cohort Profile: The Singapore Multi-Ethnic Cohort (MEC) study. International Journal of 0.9 7
Epidemiology, 2018, 47, 699-699. :

The potential of aldehyde dehydrogenase 2 as a therapeutic target in cardiovascular disease. Expert
Opinion on Therapeutic Targets, 2018, 22, 217-231.

Genetics of Blood Pressure and Hypertension. Updates in Hypertension and Cardiovascular o1 o
Protection, 2018, , 135-154. :

Genetics and Genomics of Systemic Hypertension. , 2018, , 723-740.




298

300

302

304

307

309

311

313

315

18

CITATION REPORT

ARTICLE IF CITATIONS
CrossTalk proposal: CNNM proteins are Na<sup>+</sup>/Mg<sup>2+<[sup> exchangers playing a

central role in transepithelial Mg<sup>2+</sup> (re)absorption. Journal of Physiology, 2018, 596, 1.3 36
743-746.

The PMCA pumps in genetically determined neuronal pathologies. Neuroscience Letters, 2018, 663, 2-11.

Genetic factors contributing to hypertension in Africand€based populations: A systematic review and

meta&€analysis. Journal of Clinical Hypertension, 2018, 20, 485-495. 1o 21

Effect of dietary energy and polymorphisms in BRAP and GHRL on obesity and metabolic traits. Obesity
Research and Clinical Practice, 2018, 12, 39-48.

Replication of a genome-wide association study on essential hypertension in Mongolians. Clinical and

Experimental Hypertension, 2018, 40, 79-89. 05 1

The biological impact of blood pressure-associated genetic variants in the natriuretic peptide
receptor C gene on human vascular smooth muscle. Human Molecular Genetics, 2018, 27, 199-210.

Regular aerobic exercise and blood pressure in East Asians: A meta-analysis of randomized controlled

trials. Clinical and Experimental Hypertension, 2018, 40, 378-389. 0.5 80

Bevacizumab-induced hypertension: Clinical presentation and molecular understanding. , 2018, 182,
152-160.

Genome-Wide Association Studies of Hypertension and Several Other Cardiovascular Diseases. Pulse, 0.9 34
2018, 6, 169-186. )

Csk Regulates Blood Pressure by Controlling the Synthetic Pathways of Aldosterone. Circulation
Journal, 2018, 82, 168-175.

Interethnic analyses of blood pressure loci in populations of East Asian and European descent. Nature 5.8 75
Communications, 2018, 9, 5052. :

Characteristics and treatment of African-American and European-American patients with resistant
hypertension identified using the electronic health record in an academic health centre: a
cased” control study. BMJ) Open, 2018, 8, e021640.

Uncovering association networks through an eQTL analysis involving human miRNAs and lincRNAs. 16 6
Scientific Reports, 2018, 8, 15050. :

Vascular Smooth Muscle Remodeling in Conductive and Resistance Arteries in Hypertension.
Arteriosclerosis, Thrombosis, and Vascular Biology, 2018, 38, 1969-1985.

Expanding the clinical relevance of the 53€2-nucleotidase cN-II[NT5C2. Purinergic Signalling, 2018, 14,

321-329. 11 12

ATP2B1 rs2681472 and STK39 rs35929607 polymorphisms and risk of Hypertension in Iranian Population.
Medical Journal of the Islamic Republic of Iran, 2018, 32, 78-82.

Genome-Wide Association Studies of Hypertension and Several Other Cardiovascular Diseases.

Translational Bioinformatics, 2018, , 1-29. 0.0 3

Progress of Genomics in Hypertensiona€“Cardiac Hypertrophy. Translational Bioinformatics, 2018, ,

179-217.




318

320

322

325

327

329

331

333

335

19

CITATION REPORT

ARTICLE IF CITATIONS

Gene-gene interactions and associations of six hypertension related single nucleotide polymorphisms

with obesity risk in a Chinese children population. Gene, 2018, 679, 320-327. 1.0 18

Association between<i>ATP2B1</i>and<i>CACNB2<[i>polymorphisms and high blood pressure in a

population of Lithuanian children and adolescents: a cross-sectional study. BM) Open, 2018, 8, €019902.

Identification of 13 novel susceptibility loci for earl?/-onset myocardial infarction, hypertension, or 18 33
chronic kidney disease. International Journal of Molecular Medicine, 2018, 42, 2415-2436. :

Resistant Hypertension: Detection, Evaluation, and Management: A Scientific Statement From the
American Heart Association. Hypertension, 2018, 72, e53-e90.

Contributions of rare coding variants in hypotension syndrome genes to population blood pressure 0.4 6
variation. Medicine (United States), 2018, 97, e11865. :

ALDH2 Protects Against Ischemic Stroke in Rats by Facilitating 4-HNE Clearance and AQP4
Down-Regulation. Neurochemical Research, 2018, 43, 1339-1347.

Brief Overview of a Decade of Genome-Wide Association Studies on Primary Hypertension.

International Journal of Endocrinology, 2018, 2018, 1-14. 0.6 1

lntefrative Bioinformatics Approaches for Identification of Drug Targets in Hypertension. Frontiers in
Cardiovascular Medicine, 2018, 5, 25.

Modulation of the orthostatic blood pressure response by acute nitrate consumption is dependent

upon ethnic origin. Clinical and Experimental Pharmacology and Physiology, 2018, 45, 1106-1117. 0.9 0

Reduced secretion of parathyroid hormone and hypocalcemia in systemic heterozygous ATP2B1-null
hypertensive mice. Hypertension Research, 2018, 41, 699-707.

Generalization and fine mapping of red blood cell trait genetic associations to multid€ethnic

populations: The PAGE study. American Journal of Hematology, 2018, 93, 1061-1073. 2.0 5

Common variant rs11191548 near the CYP17A1 gene is associated with hypertension and the serum
25(OH) D levels in Han Chinese. Journal of Human Genetics, 2018, 63, 731-737.

Synthesis, secretion, function, metabolism and application of natriuretic peptides in heart failure.

Journal of Biological Engineering, 2018, 12, 2. 2.0 108

Omics of Blood Pressure and Hypertension. Circulation Research, 2018, 122, 1409-1419.

Genetics of Hypertension. , 2018, , 52-59. 1

Applicability of Precision Medicine Approaches to Managing Hypertension in Rural Populations.
Journal of Personalized Medicine, 2018, 8, 16.

Identification of nine genes as novel susceptibility loci for earlyd€‘onset ischemic stroke, intracerebral

hemorrhage, or subarachnoid hemorrhage. Biomedical Reports, 2018, 9, 8-20. 0.9 10

A decade in psychiatric GWAS research. Molecular Psychiatry, 2019, 24, 378-3809.




337

339

341

343

345

348

350

3562

354

20

CITATION REPORT

ARTICLE IF CITATIONS

Multivariate Cluster-Based Multifactor Dimensionality Reduction to Identify Genetic Interactions for

Multiple Quantitative Phenotypes. BioMed Research International, 2019, 2019, 1-10. 0.9 6

Evolutionary history of diseased€susceptibility loci identified in longitudinal exomea€wide association

studies. Molecular Genetics &amp; Genomic Medicine, 2019, 7, €925.

Over 1000 genetic loci influencing blood pressure with multiple systems and tissues implicated. 14 39
Human Molecular Genetics, 2019, 28, R151-R161. :

ALDH2 and Stroke: A Systematic Review of the Evidence. Advances in Experimental Medicine and
Biology, 2019, 1193, 195-210.

The Role of ALDH2 in Sepsis and the To-Be-Discovered Mechanisms. Advances in Experimental Medicine 0.8 1
and Biology, 2019, 1193, 175-194. )

ALDH2 and Cardiovascular Disease. Advances in Experimental Medicine and Biology, 2019, 1193, 53-67.

The Bidirectional Effect of Defective ALDH2 Polymorphism and Disease Prevention. Advances in 0.8 17
Experimental Medicine and Biology, 2019, 1193, 69-87. )

Differential Analysis of Hypertension-Associated Intestinal Microbiota. International Journal of
Medical Sciences, 2019, 16, 872-881.

A Prediction Model of Essential Hypertension Based on Genetic and Environmental Risk Factors in

Northern Han Chinese. International Journal of Medical Sciences, 2019, 16, 793-799. 11 27

Characteristics of Gut Microbiota in Patients with Hypertension and/or Hyperlipidemia: A
Cross-Sectional Study on Rural Residents in Xinxiang County, Henan Province. Microorganisms, 2019,
7,399.

A genomeé&€wide association and replication study of blood pressure in Ugandan early adolescents. 0.6 15
Molecular Genetics &amp; Genomic Medicine, 2019, 7, e00950. :

Familial aggregation and heritability of hypertension in Han population in Shanghai China: a
case-control study. Clinical Hypertension, 2019, 25, 17.

Aldehyde dehydrogenase-2 as a therapeutic target. Expert Opinion on Therapeutic Targets, 2019, 23, 15 37
955-966. ’

Blood Pressure-Associated Genetic Variants in the Natriuretic Peptide Receptor 1 Gene Modulate
Guanylate Cyclase Activity. Circulation Genomic and Precision Medicine, 2019, 12, e002472.

A Social Determinant of Health May Modify Genetic Associations for Blood Pressure: Evidence From a

SNP by Education Interaction in an African American Population. Frontiers in Genetics, 2019, 10, 428. 11 7

Genetic linkage analgsis of a large family identifies <i>FIGN</i> as a candidate modulator of reduced
penetrance in heritable pulmonary arterial hypertension. Journal of Medical Genetics, 2019, 56, 481-490.

Generality of genomic findings on blood pressure traits and its usefulness in precision medicine in

diverse populations: A systematic review. Clinical Genetics, 2019, 96, 17-27. Lo 8

Identifying Multi-Omics Causers and Causal Pathways for Complex Traits. Frontiers in Genetics, 2019,

10, 110.




356

3568

360

362

364

366

368

370

372

21

CITATION REPORT

ARTICLE IF CITATIONS

The effect of body mass index and its interaction with family history on hypertension: a cased€“control

study. Clinical Hypertension, 2019, 25, 6. 0.7 12

Shared genes between Alzheimera€™s disease and ischemic stroke. CNS Neuroscience and Therapeutics,

2019, 25, 855-864.

Epigenetic modification: a regulatory mechanism in essential hypertension. Hypertension Research, 15 57
2019, 42,1099-1113. )

Genetics of Hypertension and Heart Failure. Updates in Hypertension and Cardiovascular Protection,
2019, , 15-29.

Mitochondrial ALDH2 protects against lipopolysaccharide-induced myocardial contractile
dysfunction by suppression of ER stress and autophagy. Biochimica Et Biophysica Acta - Molecular 1.8 60
Basis of Disease, 2019, 1865, 1627-1641.

Effects of angiotensin converting enzyme gene polymorphism on hypertension in Africa: A
meta-analysis and systematic review. PLoS ONE, 2019, 14, e0211054.

Genea€“environment interactions related to blood pressure traits in two communityd€based Korean 0.6 4
cohorts. Genetic Epidemiology, 2019, 43, 402-413. )

Genetic Variation in Steroid and Xenobiotic Metabolizing Pathways and Enterolactone Excretion
Before and After Flaxseed Intervention in African American and European American Women. Cancer
Epidemiology Biomarkers and Prevention, 2019, 28, 265-274.

Disorders of renal NaCl transport and implications for blood pressure regulation. Medizinische o1 3
Genetik, 2019, 31, 1-7. ’

The Korea Biobank Array: Design and Identification of Coding Variants Associated with Blood
Biochemical Traits. Scientific Reports, 2019, 9, 1382.

A new approach to identifying hypertension-associated genes in the mesenteric artery of
spontaneously hypertensive rats and stroke-prone spontaneously hypertensive rats. Journal of 0.3 13
Hypertension, 2019, 37, 1644-1656.

Trans-ethnic association study of blood pressure determinants in over 750,000 individuals. Nature
Genetics, 2019, 51, 51-62.

Genetic Polymorphisms in Hypertension: Are We Missing the Immune Connection?. American Journal of 10 9
Hypertension, 2019, 32, 113-122. :

Pharmacogenomics of amlodipine and hydrochlorothiazide therapy and the quest for improved
control of hypertension: a mini review. Heart Failure Reviews, 2019, 24, 343-357.

Genome-wide association and gene-environment interaction study identifies variants in ALDH2

associated with serum ferritin in a Chinese population. Gene, 2019, 685, 196-201. 1o 6

Combined linkage and association analysis identifies rare and low frequency variants for blood
pressure at 1q31. European Journal of Human Genetics, 2019, 27, 269-277.

Genome-wide meta-analysis of variant-by-diuretic interactions as modulators of lipid traits in persons

of European and African ancestry. Pharmacogenomics Journal, 2020, 20, 482-493. 0.9 4

Systemic Adeno-Associated Virus-Mediated Gene Therapy Prevents the Multiorgan Disorders

Associated with Aldehyde Dehydrogenase 2 Deficiency and Chronic Ethanol Ingestion. Human Gene
Therapy, 2020, 31, 163-182.




374

376

378

380

382

384

386

388

390

22

CITATION REPORT

ARTICLE IF CITATIONS

An association study of C9orf3, a novel component of the renin-angiotensin system, and hypertension 16 5
in diabetes. Scientific Reports, 2020, 10, 16111. )

Discovery of rare variants associated with blood pressure regulation through meta-analysis of 1.3

million individuals. Nature Genetics, 2020, 52, 1314-1332.

Genome-Wide and Candidate Gene Association Analyses Identify a 14-SNP Combination for Hypertension

in Patients With Type 2 Diabetes. American Journal of Hypertension, 2020, 34, 651-661. 1.0 6

Association between the incidence of hypertension and alcohol consumption pattern and the alcohol
flushing response: A 12-year follow-up study. Alcohol, 2020, 89, 43-48.

Birth weight associations with DNA methylation differences in an adult population. Epigenetics, 2021,

16, 783-796. 1.3 18

Impact of Gut Microbiome on Hypertensive Patients With Low-Salt Intake: Shika Study Results.
Frontiers in Medicine, 2020, 7, 475.

Exploration of CYP21A2 and CYP17A1 polymorphisms and preeclampsia risk among Chinese Han

population: a large-scale case-control study based on 5021 subjects. Human Genomics, 2020, 14, 33. 14 3

Integrative analysis identifies the association between CASZ1 methylation and ischemic stroke.
Neurology: Genetics, 2020, 6, e509.

Prevention of aortic dissection and aneurysm via an ALDH2-mediated switch in vascular smooth

muscle cell phenotype. European Heart Journal, 2020, 41, 2442-2453. 1.0 92

Identification of type 2 diabetes loci in 433,540 East Asian individuals. Nature, 2020, 582, 240-245.

Pharmacogenomics of Hypertension Treatment. International Journal of Molecular Sciences, 2020, 21,

4709. 1.8 40

Hypertension in the Dog and Cat. , 2020, , .

ALDH2 rs671 polymorphisms and the risk of cerebral microbleeds in Chinese elderly: the Taizhou

Imaging Study. Annals of Translational Medicine, 2020, 8, 229-229. 0.7 4

CASZ1b is a novel transcriptional corepressor of mineralocorticoid receptor. Hypertension Research,
2021, 44, 407-416.

Lessons Learned from the Jackson Heart Study. Contemporary Cardiology, 2021, , 105-122. 0.0 0

Chromosome 2 Fragment Substitutions in Dahl Salt-Sensitive Rats and RNA Sequencing Identified Enpep
and Hs2st1 as Vascular Inflammatory Modulators. Hypertension, 2021, 77, 178-189.

Membrane Transport | Plasma Membrane Calcium Pump: Structure and Function. , 2021, , 1063-1069. 0

Genome-Wide Association Study of Korean Asthmatics: A Comparison With UK Asthmatics. Allergy,

Asthma and Immunology Research, 2021, 13, 609.




392

394

396

398

400

402

404

406

408

23

CITATION REPORT

ARTICLE IF CITATIONS

The interaction on hypertension between family history and diabetes and other risk factors. Scientific 16 25
Reports, 2021, 11, 4716. :

Renal Natriuretic Peptide Receptor-C Deficiency Attenuates NaCl Cotransporter Activity in Angiotensin

[13€“Induced Hypertension. Hypertension, 2021, 77, 868-881.

Integrated metagenome and metabolome analyses of blood pressure studies in early postmenopausal

Chinese women. Journal of Hypertension, 2021, 39, 1800-1809. 0.3 2

Aminopeptidase A (ENPEP) gene polymorphisms and preeclampsia: Descriptive analysis. European Journal
of Obstetrics, Gynecology and Reproductive Biology, 2021, 258, 70-74.

Hypertension Gene Risk Score in Diagnosis and Prediction of Complications. RUHS Journal of Health o1 1
Sciences, 2021, 6, . :

Concentrations of vanadium in urine with hypertension prevalence and blood pressure levels.
Ecotoxicology and Environmental Safety, 2021, 213, 112028.

Characteristics and variation of fecal bacterial communities and functions in isolated systolic and

diastolic hypertensive patients. BMC Microbiology, 2021, 21, 128. 1.3 o

Prospective study: Aldehyde dehydrogenaseA2 gene is associated with cardioa€eerebrovascular
complications in typeA2 diabetes patients. Journal of Diabetes Investigation, 2021, 12, 1845-1854.

Hypertension in African Populations: Review and Computational Insights. Genes, 2021, 12, 532. 1.0 12

Progress in Defining the Genetic Contribution to Type 2 Diabetes in Individuals of East Asian Ancestry.
Current Diabetes Reports, 2021, 21, 17.

ATP2B1 gene polymorphisms rs2681472 and rs17249754 are associated with susceptibility to

hypertension and blood pressure levels. Medicine (United States), 2021, 100, e25530. 04 5

UPLC-MS-Based Serum Metabolomics Reveals Potential Biomarkers of Ang Il-lnduced Hypertension in
Mice. Frontiers in Cardiovascular Medicine, 2021, 8, 683859.

Acetaldehyde Dehydrogenase 2 regulates HMG-CoA reductase stability and cholesterol synthesis in 3.9 97
the liver. Redox Biology, 2021, 41, 101919. ’

Integrative genomic analysis of blood pressure and related phenotypes in rats. DMM Disease Models
and Mechanisms, 2021, 14, .

<i>ALDH2<[i> rs671 Is Associated With Elevated FPG, Reduced Glucose Clearance and Hepatic Insulin

Resistance in Japanese Men. Journal of Clinical Endocrinology and Metabolism, 2021, 106, e3573-e3581. 18 8

Hypertension genetics past, present and future applications. Journal of Internal Medicine, 2021, 290,
1130-1152.

Interaction between ALDH2 rs671 and life habits affects the risk of hypertension in Koreans. Medicine 0.4 5
(United States), 2021, 100, e26664. ’

Effects of Isometric Handgrip Training on Home Blood Pressure Measurements in Hypertensive

Patients: A Randomized Crossover Study. Internal Medicine, 2021, 60, 2181-2188.




410

412

414

416

421

423

425

427

429

24

CITATION REPORT

ARTICLE IF CITATIONS

Lifestyle Score and Genetic Factors With Hypertension and Blood Pressure Among Adults in Rural 13 9
China. Frontiers in Public Health, 2021, 9, 687174. )

ATP2B1 genotypes rs2070759 and rs2681472 polymorphisms and risk of hypertension in Saudi

population. Nucleosides, Nucleotides and Nucleic Acids, 2021, 40, 1075-1089.

The Aldehyde Dehydrogenase ALDH2*2 Allele, Associated with Alcohol Drinking Behavior, Dates Back

to Prehistoric Times. Biomolecules, 2021, 11, 1376. 1.8 3

Identifying the predictive effectiveness of a genetic risk score for incident hypertension using
machine learning methods among populations in rural China. Hypertension Research, 2021, 44,
1483-1491.

Heritability and genomea€wide association study of blood pressure in Chinese adult twins. Molecular

Genetics &amp; Genomic Medicine, 2021, 9, e1828. 0.6 8

Molecular Diversity of Plasma Membrane Ca2+ Transporting ATPases: Their Function Under Normal
and Pathological Conditions. Advances in Experimental Medicine and Biology, 2020, 1131, 93-129.

Epidemiology of Hypertension in Children. , 2016, , 1907-1950. 1

Multiancestry genome-wide association study of 520,000 subjects identifies 32 loci associated with
stroke and stroke subtypes. Nature Genetics, 2018, 50, 524-537.

Genetic modifiers of hypertension in soluble guanylate cyclase i+14€“deficient mice. Journal of Clinical 3.9 28
Investigation, 2012, 122, 2316-2325. '

2018 Chinese Guidelines for Prevention and Treatment of Hypertension-A report of the Revision
Committee of Chinese Guidelines for Prevention and Treatment of Hypertension. Journal of Geriatric
Cardiology, 2019, 16, 182-241.

Rare variants in fox-1 homolog A (RBFOX1) are associated with lower blood pressure. PLoS Genetics, 15 18
2017, 13,e1006678. :

Single-trait and multi-trait genome-wide association analyses identify novel loci for blood pressure in
African-ancestry populations. PLoS Genetics, 2017, 13, e1006728.

Positional cloning of quantitative trait nucleotides for blood pressure and cardiac QT-interval by 15 2
targeted CRISPR/Cas9 editing of a novel long non-coding RNA. PLoS Genetics, 2017, 13, e1006961. )

Identification of IGF1, SLC4A4, WWOX, and SFMBT1 as Hypertension Susceptibility Genes in Han Chinese
with a Genome-Wide Gene-Based Association Study. PLoS ONE, 2012, 7, e32907.

STK39 Polymorphism Is Associated with Essential Hypertension: A Systematic Review and Meta-Analysis. 11 23
PLoS ONE, 2013, 8, e59584. )

Prospective Associations of Coronary Heart Disease Loci in African Americans Using the MetaboChip:
The PAGE Study. PLoS ONE, 2014, 9, e113203.

A Genome-Wide Association Study Uncovers a Genetic Locus Associated with Thoracic-to-Hip Ratio in 11 10
Koreans. PLoS ONE, 2015, 10, e0145220. :

Genome-wide study of resistant hypertension identified from electronic health records. PLoS ONE,

2017, 12,e0171745.




CITATION REPORT

# ARTICLE IF CITATIONS

Identification of Eolymorphisms in 12q24.1, <i>ACAD10«[i>, and <i>BRAP«[i> as novel genetic
431  determinants of blood pressure in Japanese by exome-wide association studies. Oncotarget, 2017, 8, 0.8 13
43068-43079.

Could ALDH2*2 be the reason for low incidence and mortality of ovarian cancer for East Asia women?.

Oncotarget, 2018, 9, 12503-12512.

Aldehyde dehydrogenase 2 inhibits inflammatory response and regulates atherosclerotic plaque.

433 Oncotarget, 2016, 7, 35562-35576. 0-8 43

Association of a Missense ALDH2 Single Nucleotide Polymorphism (Glu504Lys) With Benign Prostate
Hyperplasia in a Korean Population. International Neurourology Journal, 2013, 17, 168.

435  KAREBrowser: SNP database of Korea Association REsource Project. BMB Reports, 2012, 45, 47-50. 11 7

Replication of genome-wide association studies on asthma and allergic diseases in Korean adult
population. BMB Reports, 2012, 45, 305-310.

437  EvoSNP-DB: A database of genetic diversity in East Asian populations. BMB Reports, 2013, 46, 416-421. 11 1

Genome-wide Survey of Copy Number Variants Associated with Blood Pressure and Body Mass Index in
a Korean Population. Genomics and Informatics, 2011, 9, 152-160.

Decreases in<i>Casz1<[i>mRNA by an siRNA Complex Do not Alter Blood Pressure in Mice. Genomics and

439 |nformatics, 2012, 10, 40. 0.4 6

Association Analysis of Reactive Oxygen Species-Hypertension Genes Discovered by Literature Mining.
Genomics and Informatics, 2012, 10, 244.

Genome-wide analyses of multiple obesity-related cytokines and hormones informs biology of

441 ardiometabolic traits. Genome Medicine, 2021, 13, 156.

3.6 6

CYP17A14€“ATP2B1 SNPs and Gene&€“Gene and Gene&€“Environment Interactions on Essential Hypertension.
Frontiers in Cardiovascular Medicine, 2021, 8, 720884.

443  Meta-Analysis of Joint Test of SNP and SNP-Environment Interaction with Heterogeneity. Human 0.4 1
Heredity, 2021, , 1-9. :

Genome-wide association studies: Where we are heading?. World Journal of Medical Genetics, 2011, 1,
23.

445  Genetics and Hypertension: Which Information for Clinical Practice. , 2012, , 439-452. 0]

Blood Pressure Genomics. , 2015, , 685-694.

450  Mechanism and Pathophysiology. Nephrology Self-assessment Program: NephSAP, 2020, 19, 43-57. 3.0 0

Current knowledge in hypertension genetics: mosaic theory, candidate genes and genome-wide

association studies. Arterial Hypertension (Russian Federation), 2020, 26, 490-500.

25



453

455

457

459

461

463

465

467

480

26

CITATION REPORT

ARTICLE IF CITATIONS

Genetics of Hypertension: The Human and Veterinary Perspectives. , 2020, , 145-168. 0

Effects of ATP2B1 Variants on the Systolic and Diastolic Blood Pressure according to the Degree of

Obesity in the South Korean Population. Korean Journal of Clinical Laboratory Science, 2020, 52, 45-52.

A Genome-Wide Association Study of a Korean Population Identifies Genetic Susceptibility to

Hypertension Based on Sex-Specific Differences. Genes, 2021, 12, 1804. 1o 3

The alleles of AGT and HIF1A gene affect the risk of hypertension in plateau residents. Experimental
Biology and Medicine, 2022, 247, 237-245.

Fetal Undernutrition Programming, Sympathetic Nerve Activity, and Arterial Hypertension

Development. Frontiers in Physiology, 2021, 12, 704819. 1.3 10

Effects of Bushen-Jiangya granules on blood pressure and pharmacogenomic evaluation in
low-to-medium-risk hypertensive patients: study protocol for a randomized double-blind controlled
trial. Trials, 2022, 23, 37.

Human Gut Microbes Associated with Systolic Blood Pressure. International Journal of Hypertension, 0.5 1
2022, 2022, 1-12. :

Additive Effects of Drinking Habits and a Susceptible Genetic Polymorphism on Cholesterol Efflux
Capacity. Journal of Atherosclerosis and Thrombosis, 2023, 30, 23-38.

Lysine-specific demethylase 1 as a corepressor of mineralocorticoid receptor. Hypertension Research,

2022, 45, 641-649. 15 5

8'8°;8,158—411“Ca 74, f&{€c®jc—¥4c—...c"c©T&,>a-. Scientia Sinica Vitae, 2022, , .

Cataloging the potential SNPs (single nucleotide polymorphisms) associated with quantitative traits,
viz. BMI (body mass index), IQ (intelligence quotient) and BP (blood pressure): an updated review. 0.5 5
Egyptian Journal of Medical Human Genetics, 2022, 23, .

Macrophage ALDH2 (Aldehyde Dehydrogenase 2) Stabilizing Rac2 Is Reqluired for Efferocytosis
Internalization and Reduction of Atherosclerosis Development. Arteriosclerosis, Thrombosis, and
Vascular Biology, 2022, 42, 700-716.

Aldehyde dehydrogenase 2 and PARP1 interaction modulates hepatic HDL biogenesis by LXRI+-mediated

ABCA1 expression. JCl Insight, 2022, 7, . 2.3 3

Shared genetic etiology and antagonistic relationship of plasma renin activity and systolic blood
pressure in a Korean cohorts. Genomics, 2022, 114, 110334.

Association between pulse pressure, systolic blood pressure and the risk of rapid decline of kidney
function among general population without hypertension: results from the China health and 1.8 8
retirement longitudinal study (CHARLS). Journal of Translational Medicine, 2021, 19, 512.

Interactive effects of the lowa€earbohydrate diet score and genetic risk score on
Hypoa€HDLa€eholesterolemia among Korean adults: A crossa€sectional analysis from the Ansan and Ansung
Study of the Korean Genome and Epidemiology Study. Food Science and Nutrition, 2022, 10, 3106-3116.

Associations of Genome-Wide Polygenic Risk Score and Risk Factors With Hypertension in a Japanese

Population. Circulation Genomic and Precision Medicine, 2022, 15, . L6 6

Kidney omics in hypertension: from statistical associations to biological mechanisms and clinical

applications. Kidney International, 2022, 102, 492-505.




482

484

486

488

490

492

494

496

499

27

CITATION REPORT

ARTICLE IF CITATIONS

A multi-ethnic polygenic risk score is associated with hypertension prevalence and progression

throughout adulthood. Nature Communications, 2022, 13, . 58 27

Insights From a Large-Scale Whole-Genome Sequencing Study of Systolic Blood Pressure, Diastolic

Blood Pressure, and Hypertension. Hypertension, 2022, 79, 1656-1667.

Epigenetic and integrative cross-omics analyses of cerebral white matter hyperintensities on MRI. 3.7 1o
Brain, 2023, 146, 492-506. ’

The association of AGER and ALDH2 gene polymorphisms with diabetic retinopathy. European Journal
of Ophthalmology, 0,, 112067212211262.

ALDH7A1 rs12514417 polymorphism may increase ischemic stroke risk in alcohol-exposed individuals. 13 5
Nutrition and Metabolism, 2022, 19, . :

The contribution of common and rare genetic variants to variation in metabolic traits in 288,137 East
Asians. Nature Communications, 2022, 13, .

Association of ALDH2 Genotypes and Alcohol Intake with Dietary Patterns: The Bunkyo Health Study. 17 1
Nutrients, 2022, 14, 4830. :

CASZ1: a promising factor modulating aldosterone biosynthesis and mineralocorticoid receptor
activity. Hypertension Research, O, , .

Identifying susceptibility genes for essential hypertension by transcriptome-wide association study.

Biochemistry and Biophysics Reports, 2022, 32, 101387. 0.7 1

Aldehyde dehydrogenase in solid tumors and other diseases: Potential biomarkers and therapeutic
targets. MedComm, 2023, 4, .

Meta-Analysis and Multivariate GWAS Analyses in 80,950 Individuals of African Ancestry Identify Novel
Variants Associated with Blood Pressure Traits. International Journal of Molecular Sciences, 2023, 24, 1.8 0
2164.

The role of aldehyde dehydrogenase 2 in cardiovascular disease. Nature Reviews Cardiology, 2023, 20,
495-509.

A candidate locus in the renalase gene and susceptibility to blood pressure responses to the dietary 0.3 1
salt. Journal of Hypertension, 2023, 41, 723-732. :

Hypertension as a Novel Link for Shared Heritability in Age at Menarche and Cardiometabolic Traits.
Journal of Clinical Endocrinology and Metabolism, 2023, 108, 2389-2399.

Cold-induced vasodilation response in a Japanese cohort: insights from cold-water immersion and

genome-wide association studies. Journal of Physiological Anthropology, 2023, 42, . 1.0 0

Comparison of cardiovascular disease risk factors among FiILWHEL (20144€2016), NNS (2013) and
KNHANES (20133€“2015) women. BMC Women's Health, 2023, 23, .

Aldehyde Dehydrogenase 2 Ameliorates LPS-Induced Acute Kidnef Injury through Detoxification of 0.9 5
4-HNE and Suppression of the MAPK Pathway. Journal of Immunology Research, 2023, 2023, 1-12. )

Summary statistics-based association test for identifying the pleiotropic effects with set of genetic

variants. Bioinformatics, 2023, 39, .




CITATION REPORT

# ARTICLE IF CITATIONS

so7 ALDH2 polymorphism rs671 and alcohol consumption: possible explanatory factors for race/ethnic 13 o
differences in bone density. Osteoporosis International, O, , . )

Genetics of Hypertension and Heart Failure. Updates in Hypertension and Cardiovascular Protection,

2023,,37-51.

28



