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l Paper IF Citations

259 TerminationJandJantiterminationjJσαqJpolymeraseJrunsJaJstopJsignXJ2011VJiVJcaiWbi 143

258 ynteractionJwithJtheJnascentJσαqJisJaJprerequisiteJforJtheJrecruitmentJofJσhoJtoJtheJtranscriptionJ
elongationJcomplexJinJvitroXJJournalmofmMolecularmBiologyVJ2011VJdacVJedhWf_ 6.5 24

257 TwoJpathwaysJforJσαaseJuJactionJinJuscherichiaJcoliJinJvivoJandJbypassJofJitsJessentialityJinJmutantsJ
defectiveJforJσhoWdependentJtranscriptionJterminationXJ2011VJhbVJacc_Wdh 44

256 qJnovelJconformationJofJσαqJpolymeraseJshedsJlightJonJtheJmechanismJofJtranscriptionXJ
TranscriptionVJ2011VJbVJafbWafg 4.8 9

255 ´odulationJofJσhoWdependentJtranscriptionJterminationJinJuscherichiaJcoliJbyJtheJxWαSJfamilyJofJ
proteinsXJ2011VJaicVJchcbWda 33

254
sompromisedJfactorWdependentJtranscriptionJterminationJinJaJnusqJmutantJofJuscherichiaJcolijJ
spectrumJofJterminationJefficienciesJgeneratedJbyJperturbationsJofJσhoVJαuswVJαusqVJandJxWαSJ
familyJproteinsXJ2011VJaicVJchdbWe_

15

253 voundjJtheJelusiveJqαTqσJtranscriptionJantiterminatorXJPLoSmGeneticsVJ2012VJhVJea__bggc 6 7

252 qJmultiprongedJstrategyJofJanJantiWterminatorJproteinJtoJovercomeJσhoWdependentJtranscriptionJ
terminationXJNucleicmAcidsmResearchVJ2012VJd_VJaabacWbh 20.1 13

251 σhoJandJαuswJsuppressJpervasiveJantisenseJtranscriptionJinJuscherichiaJcoliXJ2012VJbfVJbfbaWcc 169

250 qJnovelJphageWencodedJtranscriptionJantiterminatorJactsJbyJsuppressingJbacterialJσαqJpolymeraseJ
pausingXJNucleicmAcidsmResearchVJ2012VJd_VJd_ebWfc 20.1 18

249 SuppressionJofJinJvivoJσhoWdependentJtranscriptionJterminationJdefectsjJevidenceJforJkineticallyJ
controlledJstepsXJMicrobiologymxUnitedmKingdomyVJ2012VJaehVJadfhWadha 2.9 8

248 StructureJandJmechanismJofJpurineWbindingJriboswitchesXJ2012VJdeVJcdeWha 57

247 TandemJattenuatorsJcontrolJexpressionJofJtheJSalmonellaJmgtsrσJvirulenceJoperonXJ2012VJhfVJbabWbd 40

246 TheJσebaWhomologueJYdr_bfcYαsiaJisJrequiredJforJefficientJσαqJpolymeraseJyJterminationJinJyeastXJ
2012VJcaVJcdh_Wic 35

245 ynJvivoJSu–uXJrevealsJnovelJsequenceJandJstructuralJdeterminantsJofJαrdaWαabcWSenaWdependentJ
transcriptionJterminationXJ2012VJcaVJciceWdh 53

244 StructuralJtransitionsJinJtheJtranscriptionJelongationJcomplexesJofJbacterialJσαqJpolymeraseJ
duringJˇ�WdependentJpausingXJNucleicmAcidsmResearchVJ2012VJd_VJc_ghWia 20.1 17

243 qJcisWantisenseJσαqJactsJinJtransJinJStaphylococcusJaureusJtoJcontrolJtranslationJofJaJhumanJ
cytolyticJpeptideXJ2011VJaiVJa_eWab 88
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242 σiboswitchJcontrolJofJσhoWdependentJtranscriptionJterminationXJ2012VJa_iVJecgfWha 151

241 qJroleJforJσhoWdependentJpolarityJinJgeneJregulationJbyJaJnoncodingJsmallJσαqXJ2012VJbfVJahfdWgc 89

240 ´utationsJinJtheJessentialJuscherichiaJcoliJgeneVJyqgvVJandJtheirJeffectsJonJtranscriptionXJ2012VJbbVJagWbc 12

239 UnderWrepresentationJofJintrinsicJterminatorsJacrossJbacterialJgenomicJislandsjJσhoJasJaJprincipalJ
regulatorJofJxenogenicJtαqJexpressionXJ2012VJe_hVJbbaWh 4

238 ynterplayJofJtαqJrepairJwithJtranscriptionjJfromJstructuresJtoJmechanismsXJ2012VJcgVJedcWeb 11

237 rindingJandJtranslocationJofJterminationJfactorJrhoJstudiedJatJtheJsingleWmoleculeJlevelXJJournalmofm
MolecularmBiologyVJ2012VJdbcVJffdWgf 6.5 39

236 wettingJaJgripJonJtheJterminatorXJJournalmofmMolecularmBiologyVJ2012VJdbcVJffaWc 6.5

235 TheJstructureJofJtheJαasσJtranscriptionJantiterminatorJrevealsJaJoneWcomponentJsystemJwithJaJαyTJ
nitrateJreceptorJcoupledJtoJanJqαTqσJσαqWbindingJeffectorXJ2012VJheVJdcaWdd 21

234 TranscriptionJterminationJbyJtheJeukaryoticJσαqJpolymeraseJyyyXJ2013VJahbiVJcahWc_ 71

233 qJbacterialWlikeJmechanismJforJtranscriptionJterminationJbyJtheJSenapJhelicaseJinJbuddingJyeastXJ
2013VJb_VJhhdWia 71

232 αuswWSpteJproteinsWUniversalJtoolsJforJtranscriptionJmodificationJandJcommunicationXJ2013VJaacVJhf_dWai 42

231 racterialJ´gbUJhomeostasisVJtransportVJandJvirulenceXJ2013VJdgVJfbeWdf 137

230 σhoWdependentJtranscriptionJterminationJisJessentialJtoJpreventJexcessiveJgenomeWwideJσWloopsJinJ
uscherichiaJcoliXJ2013VJaa_VJbehWfc 88

229 tistinguishingJcoreJandJholoenzymeJmechanismsJofJtranscriptionJterminationJbyJσαqJpolymeraseJ
yyyXJ2013VJccVJaegaWha 19

228 TerminatorJstillJmovingJforwardjJexpandingJrolesJforJσhoJfactorXJ2013VJafVJaahWbd 62

227 ruildingJaJbetterJstopJsignjJunderstandingJtheJsignalsJthatJterminateJtranscriptionXJ2013VJa_VJfahWi 4

226 sharacterizationJofJehbJnaturalJandJsyntheticJterminatorsJandJquantificationJofJtheirJdesignJ
constraintsXJ2013VJa_VJfeiWfd 288

225 TheJinteractionJsurfaceJofJaJbacterialJtranscriptionJelongationJfactorJrequiredJforJcomplexJ
formationJwithJanJantiterminatorJduringJtranscriptionJantiterminationXJ2013VJbhhVJbh_hiWa_c 9
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224 σαqJpolymeraseJyyJmutationsJconferringJdefectsJinJpolyRqSJsiteJcleavageJandJterminationJinJ
SaccharomycesJcerevisiaeXJ2013VJcVJafgWh_ 5

223 TerminatorXJ2013VJdh

222 StructuralJandJmechanisticJbasisJofJantiWterminationJofJσhoWdependentJtranscriptionJterminationJbyJ
bacteriophageJδdJcapsidJproteinJδsuXJNucleicmAcidsmResearchVJ2013VJdaVJfhciWef 20.1 13

221 δhyleticJdistributionJandJconservationJofJtheJbacterialJtranscriptionJterminationJfactorJσhoXJ
MicrobiologymxUnitedmKingdomyVJ2013VJaeiVJadbcWadcf 2.9 43

220 ´easurementJandJmodelingJofJintrinsicJtranscriptionJterminatorsXJNucleicmAcidsmResearchVJ2013VJdaVJeaciWdh20.1 123

219 TheJmoonlightingJfunctionJofJbacteriophageJδdJcapsidJproteinVJδsuVJasJaJtranscriptionJ
antiterminatorXJ2013VJcVJebefeg 6

218 σWloopsJinJbacterialJtranscriptionjJtheirJcausesJandJconsequencesXJTranscriptionVJ2013VJdVJaecWg 4.8 31

217 σαqWmediatedJsontrolJofJracterialJweneJuxpressionjJσoleJofJσegulatoryJnonWsodingJσαqsXJ2013VJaWcf 1

216 –ognormalityJandJoscillationsJinJtheJcoverageJofJhighWthroughputJtranscriptomicJdataJtowardsJgeneJ
endsXJ2013VJb_acVJδa__ac 1

215 XJ2014VJ 2

214 ydentificationJofJaJconservedJbranchedJσαqJstructureJthatJfunctionsJasJaJfactorWindependentJ
terminatorXJ2014VJaaaVJcegcWh 5

213 somparativeJoverviewJofJσαqJpolymeraseJyyJandJyyyJtranscriptionJcyclesVJwithJfocusJonJσαqJ
polymeraseJyyyJterminationJandJreinitiationXJTranscriptionVJ2014VJeVJebgfci 4.8 54

212 σedundancyJofJprimaryJσαqWbindingJfunctionsJofJtheJbacterialJtranscriptionJterminatorJσhoXJ
NucleicmAcidsmResearchVJ2014VJdbVJifggWi_ 20.1 28

211 TranscriptionJσegulationJinJracteriaoXJ2014VJ

210 ´ycobacterialJσαqJpolymeraseJrequiresJaJUWtractJatJintrinsicJterminatorsJandJisJaidedJbyJαuswJatJ
suboptimalJterminatorsXJMBioVJ2014VJeVJe__ica 7.8 61

209 uvidenceJagainstJtranslationalJrepressionJbyJtheJcarboxyltransferaseJcomponentJofJuscherichiaJcoliJ
acetylJcoenzymeJqJcarboxylaseXJ2014VJaifVJcgfhWge 6

208 ´utationsJinJtheJprimaryJsigmaJfactorJˇ�qJandJterminationJfactorJrhoJthatJreduceJsusceptibilityJtoJ
cellJwallJantibioticsXJ2014VJaifVJcg__Waa 13

207 rindingJofJtheJterminationJfactorJαsiaJtoJitsJcognateJtαqJsiteJisJsufficientJtoJterminateJσαqJ
polymeraseJyJtranscriptionJinJvitroJandJtoJinduceJterminationJinJvivoXJ2014VJcdVJchagWbg 22
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206
TheJσαqWmediatedVJasymmetricJringJregulatoryJmechanismJofJtheJtranscriptionJterminationJσhoJ
helicaseJdecryptedJbyJtimeWresolvedJnucleotideJanalogJinterferenceJprobingJRtrαqyδSXJNucleicmAcidsm
ResearchVJ2014VJdbVJibg_Whd

20.1 6

205 uxpressionJofJeachJcistronJinJtheJgalJoperonJcanJbeJregulatedJbyJtranscriptionJterminationJandJ
generationJofJaJgalkWspecificJmσαqVJm’bXJ2014VJaifVJbeihWf_f 7

204 –oadingJstrategiesJofJringWshapedJnucleicJacidJtranslocasesJandJhelicasesXJCurrentmOpinionminm
StructuralmBiologyVJ2014VJbeVJafWbd 8.1 26

203 σiboswitchesJinJregulationJofJσhoWdependentJtranscriptionJterminationXJ2014VJahciVJigdWigg 21

202 TheJcontributionJofJcoWtranscriptionalJσαqjtαqJhybridJstructuresJtoJtαqJdamageJandJgenomeJ
instabilityXJ2014VJaiVJhdWid 170

201 UnusuallyJlongWlivedJpauseJrequiredJforJregulationJofJaJσhoWdependentJtranscriptionJterminatorXJ
2014VJaaaVJuaiiiWb__g 43

200 qntisenseJoligonucleotideWstimulatedJtranscriptionalJpausingJrevealsJσαqJexitJchannelJspecificityJ
ofJσαqJpolymeraseJandJmechanisticJcontributionsJofJαusqJandJσfaxXJ2014VJbhiVJaaeaWfc 36

199
qJcomparisonJofJkeyJaspectsJofJgeneJregulationJinJStreptomycesJcoelicolorJandJuscherichiaJcoliJ
usingJnucleotideWresolutionJtranscriptionJmapsJproducedJinJparallelJbyJglobalJandJdifferentialJσαqJ
sequencingXJ2014VJidVJifc

35

198 sorrectingJdirectJeffectsJofJethanolJonJtranslationJandJtranscriptionJmachineryJconfersJethanolJ
toleranceJinJbacteriaXJ2014VJaaaVJubegfWhe 96

197 sontrolJofJgeneJexpressionJatJaJbacterialJleaderJσαqVJtheJagndcJgeneJencodingJouterJmembraneJ
proteinJqgdcJofJuscherichiaJcoliXJ2014VJaifVJbgbhWce 13

196 tirectJevaluationJofJtσαqJaminoacylationJstatusJbyJtheJTWboxJriboswitchJusingJtσαqWmσαqJ
stackingJandJstericJreadoutXJ2014VJeeVJadhWee 37

195 qlternativeJtαqJStructuresVJSwitchesJandJαanomachinesXJ2015VJcbiWdi_

194 σαqJσemodelingJδroteinsXJMethodsminmMolecularmBiologyVJ2015VJ 1.4 2

193 tirectJobservationJofJtheJtranslocationJmechanismJofJtranscriptionJterminationJfactorJσhoXJNucleicm
AcidsmResearchVJ2015VJdcVJbcfgWgg 20.1 19

192 ´utationsJinJtheJsσuJpocketJofJbacterialJσαqJpolymeraseJaffectJmultipleJstepsJofJtranscriptionXJ
NucleicmAcidsmResearchVJ2015VJdcVJegihWh_i 20.1 16

191 qTδWdependentJmotorJactivityJofJtheJtranscriptionJterminationJfactorJσhoJfromJ´ycobacteriumJ
tuberculosisXJNucleicmAcidsmResearchVJ2015VJdcVJf_iiWaaa 20.1 16

190 σibosomalJproteinJ–a_R–abSdJautoregulatesJexpressionJofJtheJracillusJsubtilisJrplz–JoperonJbyJaJ
transcriptionJattenuationJmechanismXJNucleicmAcidsmResearchVJ2015VJdcVJg_cbWdc 20.1 16

189 tesignJofJtranscriptionJregulatingJriboswitchesXJ2015VJee_VJaWbb 6
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188 δrefaceXJracterialJtranscriptionalJcontrolXJMethodsminmMolecularmBiologyVJ2015VJabgfVJv 1.4 1

187 tesignJofJmodularJLplugWandWplayLJexpressionJplatformsJderivedJfromJnaturalJriboswitchesJforJ
engineeringJnovelJgeneticallyJencodableJσαqJregulatoryJdevicesXJ2015VJee_VJdaWga 7

186 tistinctJpathwaysJofJσαqJpolymeraseJregulationJbyJaJphageWencodedJfactorXJ2015VJaabVJb_agWbb 14

185 StructuralJbasisJforJtranscriptionJreactivationJbyJσapqXJ2015VJaabVJb__fWa_ 35

184 UbiquitousJtranscriptionJfactorsJdisplayJstructuralJplasticityJandJdiverseJfunctionsjJαuswJproteinsJWJ
ShiftingJshapesJandJparadigmsXJ2015VJcgVJcbdWcd 23

183 sreativeJ´athJofJσαqJδolymeraseJyyyJTerminationjJSenseJδlusJqntisenseJ´akesJ´oreJSenseXJ2015VJ
ehVJigdWf 1

182 σegulationJofJTranscriptJulongationXJ2015VJfiVJdiWfi 48

181 δuttingJσαqJtoJworkjJTranslatingJσαqJfundamentalsJintoJbiotechnologicalJengineeringJpracticeXJ
2015VJccVJahbiWdd 16

180 qJportableJexpressionJresourceJforJengineeringJcrossWspeciesJgeneticJcircuitsJandJpathwaysXJNaturem
CommunicationsVJ2015VJfVJghcb 17.4 87

179 qcceleratingJtiscoveryJandJvunctionalJqnalysisJofJSmallJσαqsJwithJαewJTechnologiesXJ2015VJdiVJcfgWid 92

178 yntrinsicJterminatorsJinJ´ycoplasmaJhyopneumoniaeJtranscriptionXJ2015VJafVJbgc 7

177 TheJracterialJTranscriptionJTerminationJvactorJσhoJsoordinatesJ´gRbUSJxomeostasisJwithJ
TranslationalJSignalsXJJournalmofmMolecularmBiologyVJ2015VJdbgVJchcdWdi 6.5 17

176 qnJσαqJmotifJadvancesJtranscriptionJbyJpreventingJσhoWdependentJterminationXJ2015VJaabVJufhceWdc 26

175 qJmethodsJreviewJonJuseJofJnonsenseJsuppressionJtoJstudyJcQJendJformationJandJotherJaspectsJofJ
tσαqJbiogenesisXJ2015VJeefVJceWe_ 13

174 σxβαaJmediatesJaJσhoWlikeJactivityJforJtranscriptionJterminationJinJplastidsJofJqrabidopsisJthalianaXJ
2014VJbfVJdiahWcb 24

173 StaphylococcusJaureusJTranscriptomeJqrchitecturejJvromJ–aboratoryJtoJynfectionW´imickingJ
sonditionsXJPLoSmGeneticsVJ2016VJabVJea__eifb 6 107

172 –earningJfromJtheJ–eadersjJweneJσegulationJbyJtheJTranscriptionJTerminationJvactorJσhoXJ2016VJdaVJfi_Wfii 37

171 TranscriptionJTerminationjJVariationsJonJsommonJThemesXJ2016VJcbVJe_hWebb 61
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170 wenerationJofJ˛†WglucuronidaseJreporterWtaggedJstrainJtoJmonitorJUstilaginoideaJvirensJinfectionJinJ
riceXJ2016VJacaVJadhWaee 3

169 sonflictJσesolutionJinJtheJwenomejJxowJTranscriptionJandJσeplicationJ´akeJytJWorkXJ2016VJafgVJadeeWadfg 133

168 δrokaryoticJTranscriptionXJ2016VJdfhWdh_

167 ´gbUWdependentJtranslationalJspeedJbumpJactsJtoJregulateJgeneJtranscriptionXJ2016VJaacVJadhhaWadhhc 2

166 αusqWdependentJtranscriptionJterminationJpreventsJmisregulationJofJglobalJgeneJexpressionXJ2016
VJaVJae__g 42

165 syanobacteriaJasJaJxostJβrganismXJ2016VJehaWf_d 4

164 ´echanismsJofJracterialJTranscriptionJTerminationjJqllJwoodJThingsJ´ustJundXJ2016VJheVJcaiWdg 170

163 qutoregulationJofJtheJtufrJoperonJinJSalmonellaXJ2016VJa__VJa__dWaf 13

162 TranscriptionJulongationJvactorJαusqJysJaJweneralJqntagonistJofJσhoWdependentJTerminationJinJ
uscherichiaJcoliXJ2016VJbiaVJh_i_Wa_h 20

161 ynsightsJintoJtheJ´echanismsJofJrasalJsoordinationJofJTranscriptionJUsingJaJwenomeWσeducedJ
racteriumXJ2016VJbVJciaWd_a 24

160 ´aintenanceJofJTranscriptionWTranslationJsouplingJbyJulongationJvactorJδXJMBioVJ2016VJgVJ 7.8 20

159 σegulationJofJtranscriptionalJpausingJthroughJtheJsecondaryJchannelJofJσαqJpolymeraseXJ2016VJ
aacVJhfiiWg_d 16

158 WidespreadJformationJofJalternativeJcQJUTσJisoformsJviaJtranscriptionJterminationJinJarchaeaXJ2016VJ
aVJafadc 43

157 ´olecularJrasisJofJαuswWmediatedJσegulationJofJσhoWdependentJTranscriptionJTerminationJinJ
racteriaXJ2016VJbiaVJbbchfWbbd_c 25

156 qJTwoWWayJStreetjJσegulatoryJynterplayJbetweenJσαqJδolymeraseJandJαascentJσαqJStructureXJ
2016VJdaVJbicWca_ 83

155 qJhighJdensityJofJcisWinformationJterminatesJσαqJδolymeraseJyyyJonJaJbWrailJtrackXJ2016VJacVJaffWga 8

154 TheJ´azvWregulonjJaJtoolboxJforJtheJpostWtranscriptionalJstressJresponseJinJuscherichiaJcoliXJNucleicm
AcidsmResearchVJ2016VJddVJfff_Wge 20.1 38

153 UsingJσαqJasJ´olecularJsodeJforJδrogrammingJsellularJvunctionXJ2016VJeVJgieWh_i 36

(2016-2016)
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152 racterialJσαqJpolymeraseJcanJretainJˇ�g_JthroughoutJtranscriptionXJ2016VJaacVJf_bWg 40

151 TranscriptionalJpausingJatJtheJtranslationJstartJsiteJoperatesJasJaJcriticalJcheckpointJforJriboswitchJ
regulationXJNaturemCommunicationsVJ2017VJhVJachib 17.4 47

150 ufficientJgeneticJapproachesJforJimprovementJofJplasmidJbasedJexpressionJofJrecombinantJproteinJ
inJuscherichiaJcolijJqJreviewXJ2017VJeeVJagWca 27

149 ydentificationJofJaJσesidueJRwluf_SJinJTσqδJσequiredJforJynducingJufficientJTranscriptionJ
TerminationJatJtheJqttenuatorJyndependentJofJrindingJTryptophanJandJσαqXJ2017VJaiiVJ 4

148 StructureJandJvunctionJofJσαqJδolymerasesJandJtheJTranscriptionJ´achineriesXJ2017VJhcVJbbeWbg_ 18

147 wfhJfactorsJandJαusqJcooperateJtoJstimulateJtranscriptionalJpausingJandJterminationXJ2017VJeiaVJidfWiec 7

146 sompetitiveJfoldingJofJσαqJstructuresJatJaJterminationWantiterminationJsiteXJ2017VJbcVJgbaWgcd 1

145 ´acromolecularJδroteinJsomplexesXJ2017VJ 2

144 σegulationJofJantibioticWresistanceJbyJnonWcodingJσαqsJinJbacteriaXJ2017VJcfVJaaaWaag 21

143 teepJsequencingJapproachesJforJtheJanalysisJofJprokaryoticJtranscriptionalJboundariesJandJ
dynamicsXJ2017VJab_VJgfWhd 6

142 yncreasedJleukotoxinJproductionjJsharacterizationJofJa__JbaseJpairsJwithinJtheJec_JbaseJpairJ
leukotoxinJpromoterJregionJofJqggregatibacterJactinomycetemcomitansXJ2017VJgVJahhg 14

141 TranslationalJcontrolJandJσhoWdependentJtranscriptionJterminationJareJintimatelyJlinkedJinJ
riboswitchJregulationXJNucleicmAcidsmResearchVJ2017VJdeVJgdgdWgdhf 20.1 37

140 αaturalJσαqJδolymeraseJqptamersJσegulateJTranscriptionJinJuXJcoliXJ2017VJfgVJc_WdcXef 32

139 σoleJofJtheJterminatorJhairpinJinJtheJbiogenesisJofJfunctionalJxfqWbindingJsσαqsXJ2017VJbcVJadaiWadca 14

138 TranscriptionJcontrolJengineeringJandJapplicationsJinJsyntheticJbiologyXJSyntheticmandmSystemsm
BiotechnologyVJ2017VJbVJagfWaia 4.2 53

137 TriggerJloopJdynamicsJcanJexplainJstimulationJofJintrinsicJterminationJbyJbacterialJσαqJpolymeraseJ
withoutJterminatorJhairpinJcontactXJ2017VJaadVJuibccWuibdb 8

136 σhoJδroteinjJσolesJandJ´echanismsXJ2017VJgaVJfhgWg_i 75

135 qdaptiveJ´utationsJinJσαqJδolymeraseJandJtheJTranscriptionalJTerminatorJσhoJxaveJSimilarJ
uffectsJonJuscherichiaJcoliJweneJuxpressionXJ2017VJcdVJbhciWbhee 10
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134 ydentificationJofJregulatoryJtargetsJforJtheJbacterialJαusJfactorJcomplexXJNaturemCommunicationsVJ
2017VJhVJb_bg 17.4 16

133 ´etalJyonsJinJσibozymesJandJσiboswitchesXJ2017VJdabWdcc

132 qlternativeJtranscriptionalJregulationJinJgenomeWreducedJbacteriaXJ2017VJciVJhiWie 11

131 tesignJofJqrtificialJσiboswitchesJasJriosensorsXJ2017VJagVJ 38

130 uxpressionVJmaturationJandJturnoverJofJtrrSVJanJunusuallyJstableVJtosσJregulatedJsmallJσαqJinJ
´ycobacteriumJtuberculosisXJPLoSmONEVJ2017VJabVJe_agd_gi 3.7 23

129 TerminationJfactorJσhojJvromJtheJcontrolJofJpervasiveJtranscriptionJtoJcellJfateJdeterminationJinJ
racillusJsubtilisXJPLoSmGeneticsVJ2017VJacVJea__fi_i 6 38

128 ynhibitingJtranslationJelongationJcanJaidJgenomeJduplicationJinJuscherichiaJcoliXJNucleicmAcidsm
ResearchVJ2017VJdeVJbegaWbehd 20.1 8

127 riochemicalJcharacterizationJofJtheJhelicaseJSenaJprovidesJnewJinsightsJintoJtheJmechanismsJofJ
nonWcodingJtranscriptionJterminationXJNucleicmAcidsmResearchVJ2017VJdeVJaceeWacg_ 20.1 26

126 xighWresolutionJσαqJcQWendsJmappingJofJbacterialJσhoWdependentJtranscriptsXJNucleicmAcidsm
ResearchVJ2018VJdfVJfgigWfh_e 20.1 51

125 ´ultilevelJσegulationJofJracterialJweneJuxpressionJwithJtheJsombinedJSTqσJandJqntisenseJσαqJ
SystemXJ2018VJgVJhecWhfe 19

124 qJnovelJwholeWcellJbiosensorJofJδseudomonasJaeruginosaJtoJmonitorJtheJexpressionJofJquorumJ
sensingJgenesXJAppliedmMicrobiologymandmBiotechnologyVJ2018VJa_bVJf_bcWf_ch 5.7 5

123 δervasiveJσegulatoryJvunctionsJofJmσαqJStructureJσevealedJbyJxighWσesolutionJSxqδuJδrobingXJ
2018VJagcVJahaWaieXeah 139

122 ´aestroJofJregulationjJσiboswitchesJorchestrateJgeneJexpressionJatJtheJlevelsJofJtranslationVJ
transcriptionJandJmσαqJdecayXJ2018VJaeVJfgiWfhb 18

121 qJracteriophageJsapsidJδroteinJysJanJynhibitorJofJaJsonservedJTranscriptionJTerminatorJofJVariousJ
racterialJδathogensXJ2018VJb__VJ 11

120 αonWprogrammedJtranscriptionalJframeshiftingJisJcommonJandJhighlyJσαqJpolymeraseJ
typeWdependentXJ2018VJagVJahd 6

119 qnalysisJSuggestsJsommonJqppearanceJofJscaσαqsJinJTypeJyyJSystemsJandJTheirJqssociationJWithJ
racterialJVirulenceXJ2018VJiVJdgd 4

118 rroadeningJtheJtefinitionJofJracterialJSmallJσαqsjJsharacteristicsJandJ´echanismsJofJqctionXJ2018VJ
gbVJadaWafa 38

117 sharacterizationJofJshlamydialJσhoJandJtheJσoleJofJσhoW´ediatedJTranscriptionalJδolarityJduringJ
ynterferonJwammaW´ediatedJTryptophanJ–imitationXJ2018VJhfVJ 6

(2018-2017)
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116 somparativeJproteomicJanalysisJofJouterJmembraneJproteinJdcJRdcSWdeficientXJ2018VJaiVJeiWg_ 1

115 TheJαovelJqnaerobiosisWσesponsiveJβverlappingJweneJysJβverlappingJqntisenseJtoJtheJqnnotatedJ
weneJussbcheJofJβaegjxgJSakaiXJFrontiersminmMicrobiologyVJ2018VJiVJica 5.7 15
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reviewXJ2019VJabVJbidcWbiei 22

105 TheJσhoWyndependentJTranscriptionJTerminatorJforJtheJweneJunhancesJuxpressionJofJtheJ´ajorJ
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85 αuswWdependentJσαqJpolymeraseJpausingJisJaJfrequentJfunctionJofJthisJuniversallyJconservedJ
transcriptionJelongationJfactorXJ2020VJeeVJgafWgbh 4

84 qrchaealJtranscriptionXJTranscriptionVJ2020VJaaVJaiiWba_ 4.8 4

83 vunctionallyJuncoupledJtranscriptionWtranslationJinJracillusJsubtilisXJ2020VJeheVJabdWabh 48

82 TheJconservedJribonucleaseJasδSvaJtriggersJgenomeWwideJtranscriptionJterminationJofJqrchaeaJviaJ
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tryptophanJbiosyntheticJRtrpSJoperonJindependentJofJtheJtrpJattenuatorJσαqXJPLoSmONEVJ2014VJiVJehh_ig3.7 9

45 ´ycobacteriumJtuberculosisJσhoJisJanJαTδaseJwithJdistinctJkineticJpropertiesJandJaJnovelJ
σαqWbindingJsubdomainXJPLoSmONEVJ2014VJiVJea_gdgd 3.7 7

(2014-2021)

13



44 rridgedJfilamentsJofJhistoneWlikeJnucleoidJstructuringJproteinJpauseJσαqJpolymeraseJandJaidJ
terminationJinJbacteriaXJELifeVJ2015VJdVJ 8.9 82

43 qdaptiveJmutationsJinJσαqJpolymeraseJandJtheJtranscriptionalJterminatorJσhoJhaveJsimilarJeffectsJ
onuscherichiaJcoligeneJexpressionXJ

42 ydentificationJofJregulatoryJtargetsJforJtheJbacterialJαusJfactorJcomplexXJ

41 σαqJpolymeraseJclampJmovementJaidsJdissociationJfromJtαqJbutJisJnotJrequiredJforJσαqJreleaseJ
atJintrinsicJterminatorsXJ

40 σαqJpolymerasesJdisplayJcollaborativeJandJantagonisticJgroupJbehaviorsJoverJlongJdistancesJ
throughJtαqJsupercoilingXJ

39 uxpandingJtheJtoolboxJofJbroadJhostWrangeJtranscriptionalJterminatorsJforJδroteobacteriaJthroughJ
metagenomicsXJ

38 ydentificationJofJσαqJcâ��JendsJandJterminationJsitesJinJxaloferaxJvolcaniiXJ 1

37 δolycysteineWencodingJleaderlessJshortJβσvsJfunctionJasJcysteineWresponsiveJattenuatorsJofJ
operonicJgeneJexpressionJinJmycobacteriaXJ

36 reyondJδlugJandJδrayjJsontextJSensitivityJandJinJsilicoJtesignJofJqrtificialJαeomycinJσiboswitchesXJ

35 αuswJisJanJintrinsicJtranscriptionJterminationJfactorJthatJstimulatesJmotilityJandJcoordinatesJglobalJ
geneJexpressionJwithJαusqXJ

34 TranscriptionJcomplexesJasJσαqJchaperonesXJTranscriptionVJ2021VJabVJabfWaee 4.8 2

33 qutomatedJpredictionJandJannotationJofJsmallJproteinsJinJmicrobialJgenomesXJ

32 σαqJsequenceJandJstructureJdeterminantsJofJδolJyyyJtranscriptionalJterminationJinJhumanJcellsXJ

31
σegulationJofJxeterogenousJ–exqJuxpressionJinJbyJanJqntisenseJσαqJβriginatingJfromJ
TranscriptionalJσeadWThroughJuponJαaturalJ´ispairingsJinJtheJyntrinsicJTerminatorXXJInternationalm
JournalmofmMolecularmSciencesVJ2022VJbcVJ

6.3

30 sonjugationJβperonsJinJwramWδositiveJracteriaJwithJandJwithoutJqntiterminationJSystemsXXJ
MicroorganismsVJ2022VJa_VJ 4.9 1

29 asδSvaJcooperatesJwithJterminatorJUWtractJtoJdictateJarchaealJtranscriptionJterminationJefficacyXXJ
ELifeVJ2021VJa_VJ 8.9 0

28 tata_Sheet_aXpdfXJ2018VJ

27 Table_aXtβsXXJ2018VJ

Citation Report

14



26 ymage_aXδtvXJ2018VJ

25 ymage_bXδtvXJ2018VJ

24 ymage_cXδtvXJ2018VJ

23 Table_aXtβsXXJ2018VJ

22 Table_bXtβsXXJ2018VJ

21 vailureJofJTranslationJynitiationJofJtheJαextJweneJtecouplesJTranscriptionJatJyntercistronicJSitesJandJ
theJσesultantJmσαqJwenerationXJMBioVJ 7.8 0

20 SequenceJandJthermodynamicJcharacteristicsJofJterminatorsJrevealedJbyJvlowSeqJandJtheJ
discriminationJofJterminatorsJstrengthXJSyntheticmandmSystemsmBiotechnologyVJ2022VJ 4.2 0

19 uxpressionVJpurificationJandJcharacterizationJofJtheJtranscriptionJterminationJfactorJσhoJfromJ
qzospirillumJbrasilenseXJProteinmExpressionmandmPurificationVJ2022VJaihVJa_faad 2

18 tevelopmentJandJqpplicationJofJTranscriptionJTerminatorsJforJδolyhydroxylkanoatesJδroductionJinJ
xalophilicJxalomonasJbluephagenesisJTt_aXJFrontiersminmMicrobiologyVJacVJ 5.7

17 ynverseJfoldingJbasedJpreWtrainingJforJtheJreliableJidentificationJofJintrinsicJtranscriptionJ
terminatorsXJPLoSmComputationalmBiologyVJ2022VJahVJea_a_bd_ 5 0

16 StructuralJadvancesJinJtranscriptionJelongationXJCurrentmOpinionminmStructuralmBiologyVJ2022VJgeVJa_bdbb 8.1 1

15 vactorWstimulatedJintrinsicJterminationjJgettingJbyJwithJaJlittleJhelpJfromJsomeJfriendsXJaWac 1

14 StructuralJbasisJforJintrinsicJtranscriptionJterminationXJ 0

13 TranscriptionWTranslationJsouplingJinJracteriaXJ2022VJefVJ 0

12 StructuralJbasisJofJtheJtranscriptionJterminationJfactorJσhoJengagementJwithJtranscribingJσαqJ
polymeraseXJ 0

11 somprehensiveJtranscriptionJterminatorJatlasJforJracillusJsubtilisXJ 1

10 ydentificationJofJqttenuatorsJofJTranscriptionalJTerminationjJymplicationsJforJσαqJσegulationJinJ
uscherichiaJcoliXJ 0

9 ´inimizationJandJoptimizationJofJ˛–WamylaseJterminatorJforJheterologousJproteinJproductionJinJ
racillusJlicheniformisXJ2022VJiVJ 0

(2022-2018)

15



8 YihuJisJaJnovelJbindingJpartnerJofJσhoJandJregulatesJσhoWdependentJtranscriptionJterminationJinJ
theJspxJstressJresponseXJ2022VJa_edhc 0

7 δrokaryoticJTranscriptionXJ2016VJeibWf_e 0

6 StructuralJbasisJforJintrinsicJtranscriptionJterminationXJ 0

5 σhoWdependentJtranscriptionJterminationJisJtheJdominantJmechanismJinJ´ycobacteriumJ
tuberculosisXJ2023VJahffVJaidibc 0

4 qddingJcontextJtoJtheJpneumococcalJcoreJgenesJusingJbioinformaticJanalysisJofJtheJintergenicJ
pangenomeJofJStreptococcusJpneumoniaeXJcVJ 0

3 StructuralJbasisJofJtheJtranscriptionJterminationJfactorJσhoJengagementJwithJtranscribingJσαqJ
polymeraseJfromJThermusJthermophilusXJ2023VJiVJ 0

2 qJportableJregulatoryJσαqJarrayJdesignJenablesJtunableJandJcomplexJregulationJacrossJdiverseJ
bacteriaXJ 0

1 σecyclingJofJracterialJσαqJδolymeraseJbyJtheJSwibYSnfbJqTδaseJσapqXJ 0

Citation Report

16


