Citation Report



12

14

16

18

ARTICLE IF CITATIONS

Detection and diversity evaluation of tetracycline resistance genes in grassland-based production

systems in Colombia, South America. Frontiers in Microbiology, 2011, 2, 252. 35 50

Detection of a Common and Persistent <i>tet</i> (L)-Carrying Plasmid in Chicken-Waste-Impacted Farm

Soil. Applied and Environmental Microbiology, 2012, 78, 3203-3213.

Heavy metal driven co-selection of antibiotic resistance in soil and water bodies impacted by

agriculture and aquaculture. Frontiers in Microbiology, 2012, 3, 399. 3.5 47

Ecology of zoonoses: natural and unnatural histories. Lancet, The, 2012, 380, 1936-1945.

Sorption of tetracyclines onto natural soils: data analysis and prediction. Environmental Science and 5.3 59
Pollution Research, 2012, 19, 3087-3095. :

Novel techniques and findings in the study of plant microbiota: Search for plant probiotics. Plant
Science, 2012, 193-194, 96-102.

Are humans increasing bacterial evolvability?. Trends in Ecology and Evolution, 2012, 27, 346-352. 8.7 146

The Shared Antibiotic Resistome of Soil Bacteria and Human Pathogens. Science, 2012, 337, 1107-1111.

Sulfonamide Antibiotics in Natural and Treated Waters: Environmental and Human Health Risks. 0.4 3
Handbook of Environmental Chemistry, 2012, , 71-92. :

Fate of tetracycline, sulfonamide and fluoroquinolone resistance genes and the changes in bacterial
diversity during composting of swine manure. Bioresource Technology, 2012, 126, 383-390.

Context matters 4€” the complex interplay between resistome genotypes and resistance phenotypes. 51 97
Current Opinion in Microbiology, 2012, 15, 577-582. :

Foxes As a Potential Wildlife Reservoir for<i>mecAc<[i>-Positive Staphylococci. Vector-Borne and
Zoonotic Diseases, 2012, 12, 583-587.

Removal of sulfonamide antibiotics upon conventional activated sludge and advanced membrane

bioreactor treatment. Analytical and Bioanalytical Chemistry, 2012, 404, 1505-1515. 3.7 66

Integron Involvement in Environmental Spread of Antibiotic Resistance. Frontiers in Microbiology,
2012, 3, 119.

Accumulation of Pharmaceuticals, Enterococcus, and Resistance Genes in Soils Irrigated with 05 108
Wastewater for Zero to 100 Years in Central Mexico. PLoS ONE, 2012, 7, e45397. :

IncP-11u Plasmids are Important Vectors of Antibiotic Resistance Genes in Agricultural Systems:
Diversification Driven by Class 1 Integron Gene Cassettes. Frontiers in Microbiology, 2012, 3, 2.

Microarray Assessment of Virulence, Antibiotic, and Heavy Metal Resistance in an Agricultural 2.0 8
Watershed Creek. Journal of Environmental Quality, 2012, 41, 534-543. :

Characterization of a mobile and multiple resistance plasmid isolated from swine manure and its

detection in soil after manure application. Journal of Applied Microbiology, 2012, 112, 1123-1133.




20

24

26

28

30

32

34

36

38

CITATION REPORT

ARTICLE IF CITATIONS

Phylogenetic analysis reveals the coexistence of interfamily and interspecies horizontal gene transfer
in Streptococcus thermophilus strains isolated from the same yoghurt. Molecular Phylogenetics and 2.7 6
Evolution, 2013, 69, 286-292.

Biogas final digestive byproduct applied to croplands as fertilizer contains high levels of steroid

hormones. Environmental Pollution, 2013, 180, 368-371.

Identification of Tet45, a tetracycline efflux pump, from a poultry-litter-exposed soil isolate and

persistence of tet(45) in the soil. Journal of Antimicrobial Chemotherapy, 2013, 68, 1962-19609. 3.0 16

Can Probiotics Improve the Environmental Microbiome and Resistome of Commercial Poultry
Production?. International Journal of Environmental Research and Public Health, 2013, 10, 4534-4559.

Abundance and transferability of antibiotic resistance as related to the fate of sulfadiazine in maize 07 59
rhizosphere and bulk soil. FEMS Microbiology Ecology, 2013, 83, 125-134. :

Urban wastewater treatment plants as hotspots for antibiotic resistant bacteria and genes spread
into the environment: A review. Science of the Total Environment, 2013, 447, 345-360.

Human Pathogens on Plants: Designing a Multidisciplinary Strategy for Research. Phytopathology, 9.9 49
2013, 103, 306-315. ’

Effects of slurry from sulfadiazine- (SDZ) and difloxacin- (DIF) medicated pigs on the structural
diversity of microorganisms in bulk and rhizosphere soil. Soil Biology and Biochemistry, 2013, 62,
82-91.

Predicting Contaminant Adsorption in Black Carbon (Biochar)-Amended Soil for the Veterinary

Antimicrobial Sulfamethazine. Environmental Science &amp; Technology, 2013, 47, 6197-6205. 10.0 104

The effect of hospital effluent on antimicrobial resistant E. coli within a municipal wastewater
system. Environmental Sciences: Processes and Impacts, 2013, 15, 617.

Adjuvant immunotherapies as a novel approach to bacterial infections. Immunotherapy, 2013, 5, 365-381. 2.0 13

Production of ACAT1 56-kDa isoform in human cells via trans-splicing involving the ampicillin
resistance gene. Cell Research, 2013, 23, 1007-1024.

Fate and Transport of Antimicrobials and Antimicrobial Resistance Genes in Soil and Runoff
Following Land Application of Swine Manure Slurry. Environmental Science &amp; Technology, 2013, 10.0 160
47,12081-12088.

Antivirulence Therapy for Animal Production: Filling an Arsenal with Novel Weapons for Sustainable
Disease Control. PLoS Pathogens, 2013, 9, e1003603.

Escherichia coli Contamination of Lettuce Grown in Soils Amended with Animal Slurry. Journal of

Food Protection, 2013, 76, 1137-1144. 17 15

Spread of multidrug-resistant Enterococcus to animals and humans: an underestimated role for the
pig farm environment. Journal of Antimicrobial Chemotherapy, 2013, 68, 2746-2754.

Management Options for Reducing the Release of Antibiotics and Antibiotic Resistance Genes to the

Environment. Environmental Health Perspectives, 2013, 121, 878-885. 6.0 657

Quantification of IncP-1 Plasmid Prevalence in Environmental Samples. Applied and Environmental

Microbiology, 2013, 79, 1410-1413.




40

42

44

46

48

50

52

54

56

CITATION REPORT

ARTICLE IF CITATIONS

Plasmid-mediated fitness advantage of<i>Acinetobacter baylyi</i>in sulfadiazine-polluted soil. FEMS L8 19
Microbiology Letters, 2013, 348, 127-132. )

Risk Ranking of Antimicrobials in the Aquatic Environment from Human Consumption: An Irish Case

Study. Human and Ecological Risk Assessment (HERA), 2013, 19, 1264-1284.

Diverse and abundant antibiotic resistance genes in Chinese swine farms. Proceedings of the National 71 1995
Academy of Sciences of the United States of America, 2013, 110, 3435-3440. ) >

Increased Abundance and Transferability of Resistance Genes after Field Application of Manure from
Sulfadiazine-Treated Pigs. Applied and Environmental Microbiology, 2013, 79, 1704-1711.

Characteristics of Cefotaxime-Resistant Escherichia coli from Wild Birds in The Netherlands. Applied a1 82
and Environmental Microbiology, 2013, 79, 7556-7561. :

Impact of Manure Fertilization on the Abundance of Antibiotic-Resistant Bacteria and Frequency of
Detection of Antibiotic Resistance Genes in Soil and on Vegetables at Harvest. Applied and
Environmental Microbiology, 2013, 79, 5701-5709.

Ordering the bestiary of genetic elements transmissible by conjugation. Mobile Genetic Elements, 2013, L8 38
3,e24263. ’

The Zoonotic Potential of Daptomycin Non&€susceptible Enterococci. Zoonoses and Public Health, 2015,
62, 1-6.

Accelerated Biodegradation of Veterinary Antibiotics in Agricultural Soil following Long-Term
Exposure, and Isolation of a Sulfamethazine-degrading <i>Microbacterium«/i> sp.. Journal of 2.0 126
Environmental Quality, 2013, 42, 173-178.

Evolutionary consequences of antibiotic use for the resistome, mobilome and microbial pangenome.
Frontiers in Microbiology, 2013, 4, 4.

Mobile elements, zoonotic pathogens and commensal bacteria: conduits for the delivery of resistance

genes into humans, production animals and soil microbiota. Frontiers in Microbiology, 2013, 4, 86. 35 103

Dynamics of Soil Bacterial Communities in Response to Repeated Application of Manure Containing
Sulfadiazine. PLoS ONE, 2014, 9, €92958.

Prevalence of Veterinary Antibiotics and Antibiotic-Resistant Escherichia coli in the Surface Water of 05 44
a Livestock Production Region in Northern China. PLoS ONE, 2014, 9, e111026. ’

Sulfonamide-Resistant Bacteria and Their Resistance Genes in Soils Fertilized with Manures from
Jiangsu Province, Southeastern China. PLoS ONE, 2014, 9, e112626.

Effects of Chlorophyll-Derived Efflux Pump Inhibitor Pheophorbide a and Pyropheophorbide a on
Growth and Macrolide Antibiotic Resistance of Indicator and Anaerobic Swine Manure Bacteria. 1.2 5
International Journal of Antibiotics, 2014, 2014, 1-14.

Transport and Persistence of Tylosin-Resistant Enterococci, <i>erm</[i> Genes, and Tylosin in Soil and
Drainage Water from Fields Receiving Swine Manure. Journal of Environmental Quality, 2014, 43,
1484-1493.

Vegetable microbiomes: is there a connection among opportunistic infections, human health and our 49 75
a€ gut feeling'?. Microbial Biotechnology, 2014, 7, 487-495. )

Novel assay to measure the plasmid mobilizing potential of mixed microbial communities. Frontiers in

Microbiology, 2014, 5, 730.




58

60

62

64

66

68

70

72

74

CITATION REPORT

ARTICLE IF CITATIONS

Genomic interplay in bacterial communities: implications for growth promoting practices in animal

husbandry. Frontiers in Microbiology, 2014, 5, 394. 3.5 28

Occurrence of antibiotics and antibiotic resistances in soils from wastewater irrigation areas in

Beijing and Tianjin, China. Environmental Pollution, 2014, 193, 94-101.

Forces shaping the antibiotic resistome. BioEssays, 2014, 36, 1179-1184. 2.5 56

Dissemination of Antibiotic Resistance Genes in Representative Broiler Feedlots Environments:
Identification of Indicator ARGs and Correlations with Environmental Variables. Environmental
Science &amp; Technology, 2014, 48, 13120-13129.

Correlation among extracellular polymeric substances, tetracycline resistant bacteria and

tetracycline resistance genes under trace tetracycline. Chemosphere, 2014, 117, 658-662. 8.2 29

Does a drop in the bucket make a splash? Assessing the impact of antibiotic use on plants. Current
Opinion in Microbiology, 2014, 19, 76-82.

Diverse Antibiotic Resistance Genes in Dairy Cow Manure. MBio, 2014, 5, e01017. 4.1 258

Learning from agriculture: understanding low-dose antimicrobials as drivers of resistome expansion.
Frontiers in Microbiology, 2014, 5, 284.

Safely Coupling Livestock and Crop Production Systems: How Rapidly Do Antibiotic Resistance Genes
Dissipate in Soil following a Commercial Application of Swine or Dairy Manure?. Applied and 3.1 114
Environmental Microbiology, 2014, 80, 3258-3265.

Detection of livestock-associated methicillin-resistant Staphylococcus aureus among swine workers
in Romania. Journal of Infection and Public Health, 2014, 7, 323-332.

Assessing the impact of dairy waste lagoons on groundwater quality using a spatial analysis of
vadose zone and groundwater information in a coastal phreatic aquifer. Journal of Environmental 7.8 16
Management, 2014, 132, 135-144.

Distribution of antibiotic-resistant bacteria in chicken manure and manure-fertilized vegetables.
Environmental Science and Pollution Research, 2014, 21, 1231-1241.

Functional metagenomic characterization of antibiotic resistance genes in agricultural soils from

China. Environment International, 2014, 65, 9-15. 10.0 149

The role of aquatic ecosystems as reservoirs of antibiotic resistance. Trends in Microbiology, 2014, 22,
36-41.

Metagenomic insights into the human gut resistome and the forces that shape it. BioEssays, 2014, 36,

316-329. 2:5 76

Improved detection of antibiotic compounds by bacterial reporter strains achieved by manipulations
of membrane permeability and efflux capacity. Applied Microbiology and Biotechnology, 2014, 98,
2267-2277.

Prevalence and persistence of potentially pathogenic and antibiotic resistant bacteria during

anaerobic digestion treatment of cattle manure. Bioresource Technology, 2014, 153, 284-291. 9-6 86

A web based tool for antimicrobial resistance evaluation in immunocompromised patient. , 2014, , .




76

78

80

82

84

86

88

90

92

CITATION REPORT

ARTICLE IF CITATIONS

Synergistic Activity of Biocides and Antibiotics on Resistant Bacteria from Organically Produced 20
Foods. Microbial Drug Resistance, 2014, 20, 383-391. ’

Shifts in Abundance and Diversity of Mobile Genetic Elements after the Introduction of Diverse

Pesticides into an On-Farm Biopurification System over the Course of a Year. Applied and
Environmental Microbiology, 2014, 80, 4012-4020.

Dynamics of antibiotic resistance genes and presence of putative pathogens during ambient

temperature anaerobic digestion. Journal of Applied Microbiology, 2014, 117, 1689-1699. 3.1 50

Fate and effects of veterinary antibiotics in soil. Trends in Microbiology, 2014, 22, 536-545.

Impacts of antibiotic use in agriculture: what are the benefits and risks?. Current Opinion in 51 174
Microbiology, 2014, 19, 37-44. :

Longa€term manure exposure increases soil bacterial community potential for plasmid uptake.
Environmental Microbiology Reports, 2014, 6, 125-130.

Soil microbial community responses to antibiotic-contaminated manure under different soil moisture

regimes. Applied Microbiology and Biotechnology, 2014, 98, 6487-6495. 3.6 81

Prevalence of ESBL-producing Enterobacteriaceae in raw vegetables. European Journal of Clinical
Microbiology and Infectious Diseases, 2014, 33, 1843-1846.

Prevalence of sulfonamide-resistant bacteria, resistance genes and integron-associated horizontal
gene transfer in natural water bodies and soils adjacent to a swine feedlot in northern Taiwan. 12.4 117
Journal of Hazardous Materials, 2014, 277, 34-43.

Human health impacts of antibiotic use in agriculture: A push for improved causal inference. Current
Opinion in Microbiology, 2014, 19, 1-8.

Competition Studies Confirm Two Major Barriers That Can Preclude the Spread of Resistance to 3.4 106
Quorum-Sensing Inhibitors in Bacteria. ACS Chemical Biology, 2014, 9, 2291-2299. :

Integrons: Past, Present, and Future. Microbiology and Molecular Biology Reviews, 2014, 78, 257-277.

Variations in dissipation rate, microbial function and antibiotic resistance due to repeated
introductions of manure containing sulfadiazine and chlortetracycline to soil. Chemosphere, 2014, 8.2 59
96, 51-56.

Fate of antimicrobials and antimicrobial resistance genes in simulated swine manure storage. Science
of the Total Environment, 2014, 481, 69-74.

Sorption and transport of sulfamethazine in agricultural soils amended with invasive-plant-derived

biochar. Journal of Environmental Management, 2014, 141, 95-103. 78 145

Pollution by antibiotics and resistance genes: dissemination into Australian wildlife. , O, , 186-196.

A membrane computing simulator of trans-hierarchical antibiotic resistance evolution dynamics in

nested ecological compartments (ARES). Biology Direct, 2015, 10, 41. 4.6 21

Approaches to Assess the Effects and Risks of Veterinary Antibiotics Applied with Manure to Soil. ,

2015,,.




94

96

98

100

102

104

106

108

110

CITATION REPORT

ARTICLE IF CITATIONS

Narrow Grass Hedges Reduce Tylosin and Associated Antimicrobial Resistance Genes in Agricultural 20 16
Runoff. Journal of Environmental Quality, 2015, 44, 895-902. ’

Alternatives to Antibiotics in Animal Agriculture: An Ecoimmunological View. Pathogens, 2015, 4, 1-19.

Application of swine manure on agricultural fields contributes to extended-spectrum

12-lactamase-producing Escherichia coli spread in Tai'an, China. Frontiers in Microbiology, 2015, 6, 313. 3.5 51

Improved Detection of Extended Spectrum Beta-Lactamase (ESBL)-Producing Escherichia coli in Input
and Output Samples of German Biogas Plants by a Selective Pre-Enrichment Procedure. PLoS ONE, 2015,
10,e0119791.

Response Surface Optimization of a Rapid Ultrasound-Assisted Extraction Method for Simultaneous
Determination of Tetracycline Antibiotics in Manure. Journal of Analytical Methods in Chemistry, 1.6 13
2015, 2015, 1-10.

Characterization of Antibiotics and Antibiotic Resistance Genes on an Ecological Farm System. Journal
of Chemistry, 2015, 2015, 1-8.

Dynamics of Escherichia coli Virulence Factors in Dairy Herds and Farm Environments in a

Longitudinal Study in the United States. Applied and Environmental Microbiology, 2015, 81, 4477-4488. 81 19

Transferable antibiotic resistance plasmids from biogas plant digestates often belong to the IncP-1AZAp
subgroup. Frontiers in Microbiology, 2014, 5, 765.

Antibiotic resistance genes in manure-amended soil and vegetables at harvest. Journal of Hazardous 19.4 263
Materials, 2015, 299, 215-221. ’

Occurrence of (fluoro)quinolones and (fluoro)quinolone resistance in soil receiving swine manure
for 11 years. Science of the Total Environment, 2015, 530-531, 191-197.

Variation of antibiotic resistance genes in municipal wastewater treatment plant with A20-MBR

system. Environmental Science and Pollution Research, 2015, 22, 3715-3726. 53 22

Positive relationship detected between soil bioaccessible organic pollutants and antibiotic resistance
genes at dairy farms in Nanjing, Eastern China. Environmental Pollution, 2015, 206, 421-428.

Current perspectives on the dynamics of antibiotic resistance in different reservoirs. Research in 01 2
Microbiology, 2015, 166, 594-600. ’

Quantitative Campylobacter spp., antibiotic resistance genes, and veterinary antibiotics in surface and
ground water following manure application: Influence of tile drainage control. Science of the Total
Environment, 2015, 532, 138-153.

Mining microbial metatranscriptomes for expression of antibiotic resistance genes under natural

conditions. Scientific Reports, 2015, 5, 11981. 3.3 50

Effects of thermophilic composting on oxytetracycline, sulfamethazine, and their corresponding
resistance genes in swine manure. Environmental Sciences: Processes and Impacts, 2015, 17, 1654-1660.

Transplastomic plants for innovations in agriculture. A review. Agronomy for Sustainable 5.3 o7
Development, 2015, 35, 1391-1430. :

Effect from low-level exposure of oxytetracycline on abundance of tetracycline resistance genes in

arable soils. Environmental Science and Pollution Research, 2015, 22, 13102-13110.




112

114

116

118

120

122

124

126

128

CITATION REPORT

ARTICLE IF CITATIONS

Understanding the contribution of environmental factors in the spread of antimicrobial resistance.
Environmental Health and Preventive Medicine, 2015, 20, 243-252.

3.4 178

Environmental and Human Pathogenic Microorganisms. , 2015, , 619-658.

Ecotoxicological assessment of antibiotics: A call for improved consideration of microorganisms.

Environment International, 2015, 85, 189-205. 10.0 209

Effects of long-term manure applications on the occurrence of antibiotics and antibiotic resistance
genes (ARGs) in paddy soils: Evidence from four field experiments in south of China. Soil Biology and
Biochemistry, 2015, 90, 179-187.

Nontherapeutic Use of Antimicrobial Agents in Animal Agriculture: Implications for Pediatrics.

Pediatrics, 2015, 136, e1670-e1677. 21 20

State of the World 2015., 2015, , .

Occurrence of sulfonamide-, tetracycline-, plasmid-mediated quinolone- and macrolide-resistance
genes in livestock feedlots in Northern China. Environmental Science and Pollution Research, 2015, 5.3 80
22, 6932-6940.

Degenerate primer MOB typing of multiresistant clinical isolates of E. coli uncovers new plasmid
backbones. Plasmid, 2015, 77, 17-27.

Long-term application of fresh and composted manure increase tetracycline resistance in the arable

soil of eastern China. Science of the Total Environment, 2015, 506-507, 279-286. 8.0 139

Characterization of cefalexin degradation capabilities of two Pseudomonas strains isolated from
activated sludge. Journal of Hazardous Materials, 2015, 282, 158-164.

Global risk of pharmaceutical contamination from highly populated developing countries.

Chemosphere, 2015, 138, 1045-1055. 8.2 212

Joint antibacterial activity of soil-adsorbed antibiotics trimethoprim and sulfamethazine. Science of
the Total Environment, 2015, 506-507, 58-65.

Conjugative multiple-antibiotic resistance plasmids in <i>Escherichia coli</i> isolated from
environmental waters contaminated by human faecal wastes. Journal of Applied Microbiology, 2015, 3.1 14
118,399-411.

The analysis of animal faeces as a tool to monitor antibiotic usage. Talanta, 2015, 132, 258-268.

9. Use of tetracyclines and 2-lactams in agriculture: Fate in the environment and occurrence of
antibiotic-resistance determinants. , 2016, , 197-212.

Bacterial Communities and Antibiotic Resistance Communities in a Full-Scale Hospital Wastewater
Treatment Plant by High-Throughput Pyrosequencing. Water (Switzerland), 2016, 8, 580.

Soil bacteriological pollution in pig farm vicinity: Assessment of bacterial dynamics and detection of

antimicrobial resistance gene. African Journal of Microbiology Research, 2016, 10, 1625-1636. 04 2

Genomic Microbial Epidemiology Is Needed to Comprehend the Global Problem of Antibiotic Resistance

and to Improve Pathogen Diagnosis. Frontiers in Microbiology, 2016, 7, 843.




130

132

134

136

138

140

142

144

146

CITATION REPORT

ARTICLE IF CITATIONS

Veterinary Medicine Needs New Green Antimicrobial Drugs. Frontiers in Microbiology, 2016, 7, 1196. 3.5 56

Review of Antimicrobial Resistance in the Environment and Its Relevance to Environmental

Regulators. Frontiers in Microbiology, 2016, 7, 1728.

Colistin in Pig Production: Chemistry, Mechanism of Antibacterial Action, Microbial Resistance

Emergence, and One Health Perspectives. Frontiers in Microbiology, 2016, 7, 1789. 35 172

Degradation of Tetracyclines in Pig Manure by Composting with Rice Straw. International Journal of
Environmental Research and Public Health, 2016, 13, 254.

A Comprehensive Analysis on Spread and Distribution Characteristic of Antibiotic Resistance Genes in 05 21
Livestock Farms of Southeastern China. PLoS ONE, 2016, 11, e0156889. :

Effect of Co-Composting Cattle Manure with Construction and Demolition Waste on the Archaeal,
Bacterial, and Fungal Microbiota, and on Antimicrobial Resistance Determinants. PLoS ONE, 2016, 11,
e0157539.

Assessing the Impact of Manure Application in Commercial Swine Farms on the Transmission of

Antimicrobial Resistant Salmonella in the Environment. PLoS ONE, 2016, 11, e0164621. 2:5 46

Antibacterial Resistance in African Catfish Aquaculture: a Review. Notulae Scientia Biologicae, 2016, 8,
1-20.

Fieldd€based evidence for copper contamination induced changes of antibiotic resistance in

agricultural soils. Environmental Microbiology, 2016, 18, 3896-3909. 3.8 216

Isolation and characterization of Enterobacteriaceae species infesting post-harvest strawberries and
their biological control using bacteriophages. Applied Microbiology and Biotechnology, 2016, 100,
8593-8606.

Antimicrobial resistance in wildlife. Journal of Applied Ecology, 2016, 53, 519-529. 4.0 176

A multiplayer game: species of <i>Clostridiumc</i>, <i>Acinetobacter</i>, and <i>Pseudomonas</i> are
responsible for the persistence of antibiotic resistance genes in manure&€treated soils. Environmental
Microbiology, 2016, 18, 3494-3508.

Antibiotics in Agroecosystems: Introduction to the Special Section. Journal of Environmental Quality, 20 7
2016, 45, 377-393. ’

Appearance of 12-lactam Resistance Genes in Agricultural Soils and Clinical Isolates over the 20th
Century. Scientific Reports, 2016, 6, 21550.

Molecular Methods for Assessment of Antibiotic Resistance in Agricultural Ecosystems: Prospects

and Challenges. Journal of Environmental Quality, 2016, 45, 441-453. 2.0 88

Fate of Antibiotics and Antibiotic Resistance during Digestion and Composting: A Review. Journal of
Environmental Quality, 2016, 45, 537-545.

Impact of Veterinary Pharmaceuticals on the Agricultural Environment: A Re-inspection. Reviews of

Environmental Contamination and Toxicology, 2016, 243, 89-148. 1.3 8

Bacteria play a more important role than nutrients in the accumulation of tetracycline resistance in

manure-treated soil. Biology and Fertility of Soils, 2016, 52, 655-663.




148

150

152

154

156

158

160

162

164

10

CITATION REPORT

ARTICLE IF CITATIONS

Impacts of supplementing chemical fertilizers with organic fertilizers manufactured using pig manure
as a substrate on the spread of tetracycline resistance genes in soil. Ecotoxicology and 6.0 40
Environmental Safety, 2016, 130, 279-288.

Fate of classical faecal bacterial markers and ampicillin-resistant bacteria in agricultural soils under

Mediterranean climate after urban sludge amendment. Science of the Total Environment, 2016, 565,
200-210.

Aquaculture as yet another environmental gateway to the development and globalisation of

antimicrobial resistance. Lancet Infectious Diseases, The, 2016, 16, e127-e133. 91 319

Seasonality of antibiotic prescriptions for outpatients and resistance genes in sewers and
wastewater treatment plant outflow. FEMS Microbiology Ecology, 2016, 92, fiw060.

Do drying and rewetting cycles modulate effects of sulfadiazine spiked manure in soil?. FEMS

Microbiology Ecology, 2016, 92, fiw066. 27 6

Discharge of swine wastes risks water quality and food safety: Antibiotics and antibiotic resistance
genes from swine sources to the receiving environments. Environment International, 2016, 92-93,
210-219.

Inorganic and organic fertilizers impact the abundance and proportion of antibiotic resistance and
integron-integrase genes in agricultural grassland soil. Science of the Total Environment, 2016, 562, 8.0 100
678-689.

Reducing antibiotic resistance genes, integrons, and pathogens in dairy manure by continuous
thermophilic composting. Bioresource Technology, 2016, 220, 425-432.

A new extraction method to assess the environmental availability of ciprofloxacin in agricultural

soils amended with exogenous organic matter. Chemosphere, 2016, 165, 460-469. 8.2 17

Long-term antibiotic exposure in soil is associated with changes in microbial community structure
and prevalence of class 1 integrons. FEMS Microbiology Ecology, 2016, 92, fiw159.

Diversity of the Tetracycline Mobilome within a Chinese Pig Manure Sample. Applied and

Environmental Microbiology, 2016, 82, 6454-6462. 3.1 30

Effects of medium-chain fatty acids on the structure and immune response of IPEC-J2 cells.
Cytotechnology, 2016, 68, 1925-1936.

Composting for Organic Waste Management. , 2016, , 233-272. 6

Bacterial diversity and antibiotic resistances of abundant aerobic culturable bacteria in input and
output samples of 15 German biogas plants. Journal of Applied Microbiology, 2016, 121, 1673-1684.

Effects of adding different surfactants on antibiotic resistance genes and intl1 during chicken manure

composting. Bioresource Technology, 2016, 219, 545-551. 96 88

a€ Disperse abroad in the landa€™: the role of wildlife in the dissemination of antimicrobial resistance.
Biology Letters, 2016, 12, 20160137.

Long-Term Impact of Field Applications of Sewage Sludge on Soil Antibiotic Resistome. Environmental

Science &amp; Technology, 2016, 50, 12602-12611. 100 97

Prevalence and Abundance of Florfenicol and Linezolid Resistance Genes in Soils Adjacent to Swine

Feedlots. Scientific Reports, 2016, 6, 32192.




166

168

170

172

174

176

178

180

182

11

CITATION REPORT

ARTICLE IF CITATIONS

Occurrence and diversity of tetracycline resistance genes in the agricultural soils of South Korea.

Environmental Science and Pollution Research, 2016, 23, 22190-22196. 53 21

Efficiency and sensitivity of the digital droplet PCR for the quantification of antibiotic resistance

genes in soils and organic residues. Applied Microbiology and Biotechnology, 2016, 100, 10597-10608.

The presence of tetracycline in cow manure changes the impact of repeated manure application on soil

bacterial communities. Biology and Fertility of Soils, 2016, 52, 1121-1134. 4.3 22

Mechanism and Effect of Temperature on Variations in Antibiotic Resistance Genes during Anaerobic
Digestion of Dairy Manure. Scientific Reports, 2016, 6, 30237.

Horizontal Transfer of a Novel Soil Agarase Gene from Marine Bacteria to Soil Bacteria via Human

Microbiota. Scientific Reports, 2016, 6, 34103. 33 19

Dissipation of Antimicrobial Resistance Determinants in Composted and Stockpiled Beef Cattle
Manure. Journal of Environmental Quality, 2016, 45, 528-536.

a€ceConsumer Terroistsa€s Battles over Agricultural Antibiotics in the United States and Western Europe.

Agricultural History, 2016, 90, 146. 0.3 8

Effect of red mud addition on tetracycline and copper resistance genes and microbial community
during the full scale swine manure composting. Bioresource Technology, 2016, 216, 1049-1057.

Calcined Eggshell Waste for Mitigating Soil Antibiotic-Resistant Bacteria/Antibiotic Resistance Gene
Dissemination and Accumulation in Bell Pepper. Journal of Agricultural and Food Chemistry, 2016, 64, 5.2 24
5446-5453.

Autoclave treatment of pig manure does not reduce the risk of transmission and transfer of
tetracycline resistance genes in soil: successive determinations with soil column experiments.
Environmental Science and Pollution Research, 2016, 23, 4551-4560.

Advanced oxidation of the antibiotic sulfapyridine by UV/H202: Characterization of its

transformation products and ecotoxicological implications. Chemosphere, 2016, 147, 451-459. 8.2 35

In Silico Gene-Level Evolution Explains Microbial Population Diversity through Differential Gene
Mobility. Genome Biology and Evolution, 2016, 8, 176-188.

Full-scale mesophilic biogas plants using manure as C-source: bacterial community shifts along the
process cause changes in the abundance of resistance genes and mobile genetic elements. FEMS 2.7 17
Microbiology Ecology, 2016, 92, fiv163.

Practical survey on antibiotic-resistant bacterial communities in livestock manure and
manure-amended soil. Journal of Environmental Science and Health - Part B Pesticides, Food
Contaminants, and Agricultural Wastes, 2016, 51, 14-23.

Persistence of antibiotic resistance and plasmid-associated genes in soil following application of
sewage sludge and abundance on vegetables at harvest. Canadian Journal of Microbiology, 2016, 62, 1.7 42
600-607.

Antibiotics Resistance in Rhizobium: Type, Process, Mechanism and Benefit for Agriculture. Current
Microbiology, 2016, 72, 804-316.

Mathematical modelling of antimicrobial resistance in agricultural waste highlights importance of

gene transfer rate. FEMS Microbiology Ecology, 2016, 92, fiw040. 2.7 47

Fate and transport of tylosin-resistant bacteria and macrolide resistance genes in artificially drained

agricultural fields receiving swine manure. Science of the Total Environment, 2016, 550, 1126-1133.




184

186

188

190

192

194

196

198

200

12

CITATION REPORT

ARTICLE IF CITATIONS

Antibiotic resistance genes as an emerging environmental contaminant. Environmental Reviews, 2016,
24,205-218. +5 138

Occurrence of 13 veterinary drugs in animal manure-amended soils in Eastern China. Chemosphere,

2016, 144, 2377-2383.

The fate of antibiotic resistance genes and class 1 integrons following the application of swine and

dairy manure to soils. FEMS Microbiology Ecology, 2016, 92, fiw001. 27 59

Impacts of reclaimed water irrigation on soil antibiotic resistome in urban parks of Victoria,
Australia. Environmental Pollution, 2016, 211, 48-57.

Effect of different biochars on antibiotic resistance genes and bacterial community during chicken

manure composting. Bioresource Technology, 2016, 203, 11-17. 96 286

Temporal changes of antibiotic-resistance genes and bacterial communities in two contrasting soils
treated with cattle manure. FEMS Microbiology Ecology, 2016, 92, fiv169.

Antibiotic resistance genes across a wide variety of metagenomes. FEMS Microbiology Ecology, 2016,
92, fivl68. 2.7 129

Feasibility of lettuce cultivation in sophoroliplid-enhanced washed soil originally polluted with Cd,
antibiotics, and antibiotic-resistant genes. Ecotoxicology and Environmental Safety, 2016, 124, 344-350.

Behavior of antibiotics and antibiotic resistance genes in eco-agricultural system: A case study.

Journal of Hazardous Materials, 2016, 304, 18-25. 124 154

Presence of pathogenic Vibrio species in fresh mussels harvested in the southern Rias of Galicia (NW) Tj ETQql 1 0784314 rgBT [Ov

Effect of different sulfadimidine addition methods on its degradation behaviour in swine manure. 5.3
Environmental Science and Pollution Research, 2017, 24, 7253-7263. :

Impact of dairy manure pre-application treatment on manure composition, soil dynamics of antibiotic
resistance genes, and abundance of antibiotic-resistance genes on vegetables at harvest. Science of
the Total Environment, 2017, 581-582, 32-39.

The effects of pig manure application on the spread of tetracycline resistance in bulk and cucumber

rhizosphere soils: a greenhouse experiment. Canadian Journal of Microbiology, 2017, 63, 563-572. L7 1

Comparison of Metals and Tetracycline as Selective Agents for Development of Tetracycline Resistant
Bacterial Communities in Agricultural Soil. Environmental Science &amp; Technology, 2017, 51,
3040-3047.

Physiological and antioxidant response of wheat ( Triticum aestivum ) seedlings to fluoroquinolone

antibiotics. Chemosphere, 2017, 177, 250-257. 8.2 87

Impact of pre-application treatment on municipal sludge composition, soil dynamics of antibiotic
resistance genes, and abundance of antibiotic-resistance genes on vegetables at harvest. Science of
the Total Environment, 2017, 587-588, 214-222.

Effects of bamboo charcoal on antibiotic resistance genes during chicken manure composting.

Ecotoxicology and Environmental Safety, 2017, 140, 1-6. 6.0 108

Fate of Land Applied Emerging Organic Contaminants in Waste Materials. Current Pollution Reports,

2017, 3, 38-54.




202

204

207

209

211

213

215

217

220

13

CITATION REPORT

ARTICLE IF CITATIONS

Antimicrobial resistance and antimicrobial use animal monitoring policies in Europe: Where are we ?. 20 2
Journal of Public Health Policy, 2017, 38, 185-202. ’

BiodeEradation of sulfamethazine by an isolated thermophiled€“Geobacillus sp. S-07. World Journal of

Microbiology and Biotechnology, 2017, 33, 85.

Caution of intensified spread of antibiotic resistance genes by inadvertent introduction of beneficial

bacteria into soil. Acta Agriculturae Scandinavica - Section B Soil and Plant Science, 2017, 67, 576-582. 0-6 1

Anaerobic digestion of nitrogen rich poultry manure: Impact of thermophilic biogas process on metal
release and microbial resistances. Chemosphere, 2017, 168, 1637-1647.

Characterization and quantification of antibiotic resistance genes in manure of piglets and adult pigs

fed on different diets. Environmental Pollution, 2017, 229, 102-110. 75 33

Molecular characterization of antibiotic resistance in cultivable multidrug-resistant bacteria from
livestock manure. Environmental Pollution, 2017, 229, 188-198.

Effects of chlortetracycline and copper on tetracyclines and copper resistance genes and microbial

community during swine manure anaerobic digestion. Bioresource Technology, 2017, 238, 57-69. 96 88

Bacteriophage and Antimicrobial Resistance. , 2017, , 19-57.

Occurrence of sulfonamide class of antibiotics resistance in Korean paddy soils under long-term

fertilization practices. Journal of Soils and Sediments, 2017, 17, 1618-1625. 3.0 23

Persistence and risk of antibiotic residues and antibiotic resistance genes in major mariculture sites
in Southeast China. Science of the Total Environment, 2017, 580, 1175-1184.

Application of genomic technologies to measure and monitor antibiotic resistance in animals. Annals

of the New York Academy of Sciences, 2017, 1388, 121-135. 3.8 41

Long-Term Nickel Contamination Increases the Occurrence of Antibiotic Resistance Genes in
Agricultural Soils. Environmental Science &amp; Technology, 2017, 51, 790-800.

Sorption mechanisms of sulfamethazine to soil humin and its subfractions after sequential

treatments. Environmental Pollution, 2017, 221, 266-275. 75 26

Antimicrobial resistance: a One Health perspective. Transactions of the Royal Society of Tropical
Medicine and Hygiene, 2017, 111, 255-260.

Long-term manure application increased the levels of antibiotics and antibiotic resistance genes in a

greenhouse soil. Applied Soil Ecology, 2017, 121, 193-200. 4.3 84

Temporal succession of soil antibiotic resistance genes following application of swine, cattle and
poultry manures spiked with or without antibiotics. Environmental Pollution, 2017, 231, 1621-1632.

Different impacts of manure and chemical fertilizers on bacterial community structure and antibiotic

resistance genes in arable soils. Chemosphere, 2017, 188, 455-464. 8.2 105

Do manure-borne or indigenous soil microorganisms influence the spread of antibiotic resistance

genes in manured soil?. Soil Biology and Biochemistry, 2017, 114, 229-237.




222

226

228

230

232

234

236

238

240

14

CITATION REPORT

ARTICLE IF CITATIONS

An underappreciated hotspot of antibiotic resistance: The groundwater near the municipal solid

waste landfill. Science of tﬁe Total Environment, 2017, 609, 966-973. 8.0 133

Swine exposure and methicillin-resistant Staphylococcus aureus infection among hospitalized

patients with skin and soft tissue infections in lllinois: A ZIP code-level analysis. Environmental
Research, 2017, 159, 46-60.

Antibiotics and Antibiotics Resistance Genes in Soils. Soil Biology, 2017, , . 0.8 8

Antibiotic Resistance Gene Due to Manure Application. Soil Biology, 2017, , 141-150.

Fungal networks serve as novel ecological routes for enrichment and dissemination of antibiotic

resistance genes as exhibited by microcosm experiments. Scientific Reports, 2017, 7, 15457. 3.3 20

Monitoring of Antibiotics and Antibiotic Resistance Genes in Agroecosystems. Soil Biology, 2017, ,
71-96.

Antibiotics and Antibiotics Resistance Genes Dissemination in Soils. Soil Biology, 2017, , 151-190. 0.8 4

Alterations in soil microbial communities caused by treatments with penicillin or neomycin.
Environmental Science and Pollution Research, 2017, 24, 18651-18662.

Prevalence of antibiotic resistance genes in soils after continually applied with different manure for

30 years. Journal of Hazardous Materials, 2017, 340, 16-25. 124 132

Lessons from the Environmental Antibiotic Resistome. Annual Review of Microbiology, 2017, 71, 309-329.

Does organically produced lettuce harbor higher abundance of antibiotic resistance genes than

conventionally produced?. Environment International, 2017, 98, 152-159. 10.0 205

Use of commercial organic fertilizer increases the abundance of antibiotic resistance genes and
antibiotics in soil. Environmental Science and Pollution Research, 2017, 24, 701-710.

Metal stressors consistently modulate bacterial conjugal plasmid uptake potential in a

phylogenetically conserved manner. ISME Journal, 2017, 11, 152-165. o8 114

Antimicrobial Usage and -Resistance in Livestock: Where Should We Focus?. Frontiers in Veterinary
Science, 2017, 4, 148.

Anaerobic Membrane Bioreactor Effluent Reuse: A Review of Microbial Safety Concerns. Fermentation,
2017, 3, 39. 3.0 33

Marine Bivalve Mollusks As Possible Indicators of Multidrug-Resistant Escherichia coli and Other
Species of the Enterobacteriaceae Family. Frontiers in Microbiology, 2017, 8, 24.

Effects of Copper Addition on Copper Resistance, Antibiotic Resistance Genes, and intl1 during Swine

Manure Composting. Frontiers in Microbiology, 2017, 8, 344. 3.5 107

Prevalence of Antibiotic-Resistant Escherichia coli in Drinking Water Sources in Hangzhou City.

Frontiers in Microbiology, 2017, 8, 1133.




242

244

246

248

250

252

254

256

258

15

CITATION REPORT

ARTICLE IF CITATIONS

Degradation of Antibiotics in Livestock Manure During Composting. , 2017,, 267-292. 9

Characterization of Antibiotic Resistance in Enterobacteriaceae From Agricultural Manure and Soil in

Portugal. Soil Science, 2017, 182, 292-301.

Microbial phylogeny determines transcriptional response of resistome to dynamic composting

processes. Microbiome, 2017, 5, 103. 111 60

Degradation of Extracellular Antibiotic Resistance Genes with UV<sub>254<[sub> Treatment.
Environmental Science &amp; Technology, 2017, 51, 6185-6192.

Understanding the Complexities of Food Safety Using a &€ceOne Healtha€-Approach. Microbiology 2.0 n
Spectrum, 2018, 6, . :

Diversity of antibiotic resistance genes and encoding ribosomal protection proteins gene in livestock
waste polluted environment. Journal of Environmental Science and Health - Part B Pesticides, Food
Contaminants, and Agricultural Wastes, 2018, 53, 423-433.

Low-intensity ultrasound promotes the horizontal transfer of resistance genes mediated by plasmids 9.9 9
in E. coli. 3 Biotech, 2018, 8, 224. ’

Diversity of herbaceous plants and bacterial communities regulates soil resistome across forest
biomes. Environmental Microbiology, 2018, 20, 3186-3200.

Antibiotics and microbial resistance in Brazilian soils under manure application. Land Degradation 3.9 40
and Development, 2018, 29, 2472-2484. :

Antibiotics and antibiotic resistance genes in global lakes: A review and meta-analysis. Environment
International, 2018, 116, 60-73.

Seasonal dynamics of tetracycline resistance gene transport in the Sumas River agricultural

watershed of British Columbia, Canada. Science of the Total Environment, 2018, 628-629, 490-498. 8.0 28

Veterinary antibiotics (VAs) contamination as a global agro-ecological issue: A critical view.
Agriculture, Ecosystems and Environment, 2018, 257, 47-59.

Metagenomic analysis revealed the prevalence of antibiotic resistance genes in the gut and living

environment of freshwater shrimp. Journal of Hazardous Materials, 2018, 350, 10-18. 12.4 20

Transformations of Phosphorus Speciation during (Hydro)thermal Treatments of Animal Manures.
Environmental Science &amp; Technology, 2018, 52, 3016-3026.

Targeted and Untargeted Metabolic Profiling of Wild Grassland Plants identifies Antibiotic and
Anthelmintic Compounds Targeting Pathogen Physiology, Metabolism and Reproduction. Scientific 3.3 22
Reports, 2018, 8, 1695.

Practical implications of erythromycin resistance gene diversity on surveillance and monitoring of
resistance. FEMS Microbiology Ecology, 2018, 94, .

High diversity and abundance of cultivable tetracycline-resistant bacteria in soil following pig

manure application. Scientific Reports, 2018, 8, 1489. 33 21

Antibiotic residues in liquid manure from swine feedlot and their effects on nearby groundwater in

regions of North China. Environmental Science and Pollution Research, 2018, 25, 11565-11575.




260

262

264

266

268

270

272

274

276

16

CITATION REPORT

ARTICLE IF CITATIONS

Antimicrobiald€Resistance Genetic Markers in Potentially Pathogenic Gram Positive Cocci Isolated from 31 6
Brazilian Soft Cheese. Journal of Food Science, 2018, 83, 377-385. ’

Occurrence and abundance of antibiotic resistance genes in agricultural soil receiving dairy manure.

FEMS Microbiology Ecology, 2018, 94, .

Human dissemination of genes and microorganisms in Earth's Critical Zone. Global Change Biology, o5 -
2018, 24, 1488-1499. ’

Variations in the fate and risk analysis of amoxicillin and its degradation products during pig manure
aerobic composting. Journal of Hazardous Materials, 2018, 346, 234-241.

Spatial and temEoral distribution of antibiotic resistomes in a peri-urban area is associated

significantly with anthropogenic activities. Environmental Pollution, 2018, 235, 525-533. 70 4

Persistence of antibiotic resistance genes in large subalpine lakes: the role of anthropogenic
pollution and ecological interactions. Hydrobiologia, 2018, 824, 93-108.

First evaluation of alhy(lfyrazine application as a novel method to decrease microbial contaminations 3.0 17
in processed meat products. AMB Express, 2018, 8, 54. ’

Increased occurrence of heavy metals, antibiotics and resistance genes in surface soil after long-term
application of manure. Science of the Total Environment, 2018, 635, 995-1003.

Influence of zeolite and superphosphate as additives on antibiotic resistance genes and bacterial
communities during factory-scale chicken manure composting. Bioresource Technology, 2018, 263, 9.6 103
393-401.

Effect of biochar amendment on the alleviation of antibiotic resistance in soil and phyllosphere of
Brassica chinensis L.. Soil Biology and Biochemistry, 2018, 119, 74-82.

Phage particles harboring antibiotic resistance genes in fresh-cut vegetables and agricultural soil.

Environment International, 2018, 115, 133-141. 10.0 84

Disinfection byproduct precursors in paddy fields under swine manure application: Reactivity, origins
and interception. Agriculture, Ecosystems and Environment, 2018, 256, 173-183.

Occurrence and transformation of veterinary antibiotics and antibiotic resistance genes in dairy
manure treated by advanced anaerobic digestion and conventional treatment methods. Environmental 7.5 110
Pollution, 2018, 236, 764-772.

Feed additives shift gut microbiota and enrich antibiotic resistance in swine gut. Science of the Total
Environment, 2018, 621, 1224-1232.

Pharmaceuticals and other anthropogenic chemicals in atmospheric particulates and precipitation. 8.0 79
Science of the Total Environment, 2018, 612, 1488-1497. :

Long-term industrial metal contamination unexpectedly shaped diversity and activity response of
sediment microbiome. Journal of Hazardous Materials, 2018, 344, 299-307.

Seasonal variation of macrolide resistance gene abundances in the South Fork lowa River Watershed. 8.0 23
Science of the Total Environment, 2018, 610-611, 1173-1179. :

Monitoring tylosin and sulfamethazine in a tile-drained agricultural watershed using polar organic

chemical integrative sampler (POCIS). Science of the Total Environment, 2018, 612, 358-367.




278

280

282

284

286

289

291

294

296

17

CITATION REPORT

ARTICLE IF CITATIONS

Aerobic composting reduces antibiotic resistance genes in cattle manure and the resistome

dissemination in agricultural soils. Science of the Total Environment, 2018, 612, 1300-1310. 8.0 190

Application of manure containing tetracyclines slowed down the dissipation of tet resistance genes

and caused changes in the composition of soil bacteria. Ecotoxicology and Environmental Safety,
2018, 147, 455-460.

Antibiotics and antibiotic resistance from animal manures to soil: a review. European Journal of Soil 3.9 291
Science, 2018, 69, 181-195. :

Evaluating the effects of activated carbon on methane generation and the fate of antibiotic resistant
genes and class | integrons during anaerobic digestion of solid organic wastes. Bioresource
Technology, 2018, 249, 729-736.

Organic Amendments in a Long-term Field Triala€”Consequences for the Bulk Soil Bacterial Community 0.8 51
as Revealed by Network Analysis. Microbial Ecology, 2018, 76, 226-2309. )

Antimicrobial Resistance in <i>Escherichia coli</i> Isolated from Wild Animals in Poland. Microbial
Drug Resistance, 2018, 24, 807-815.

Dissipation of antimicrobial resistance genes in compost originating from cattle manure after direct
oral administration or post-excretion fortification of antimicrobials. Journal of Environmental

Science and Health - Part A Toxic/Hazardous Substances and Environmental Engineering, 2018, 53, L7 13

Intensify production, transform biomass to energy and novel goods and protect soils in Europed€”A
vision how to mobilize marginal lands. Science of the Total Environment, 2018, 616-617, 1101-1123.

Manure management and public health: Sanitary and socio-economic aspects among urban

livestock-keepers in Cambodia. Science of the Total Environment, 2018, 621, 193-200. 8.0 85

Reservoirs and Transmission Pathways of Resistant Indicator Bacteria in the Biotope Pig Stable and
along the Food Chain: A Review from a One Health Perspective. Sustainability, 2018, 10, 3967.

A survey of dairy cow farmers in the United Kingdom: knowledge, attitudes and practices surrounding

antimicrobial use and resistance. Veterinary Record, 2018, 183, 746-746. 0.3 51

Antibiotic resistance of microorganisms in agricultural soils in Russia. IOP Conference Series: Earth
and Environmental Science, 2018, 107, 012054.

Different Concentrations of Doxycycline in Swine Manure Affect the Microbiome and Degradation of

Doxycycline Residue in Soil. Frontiers in Microbiology, 2018, 9, 3129. 3.5 26

Biodegradation of sulfamethoxazole by a bacterial consortium of Achromobacter denitrificans PR1
and Leucobacter sp. GP. Applied Microbiology and Biotechnology, 2018, 102, 10299-10314.

Managing Beef Backgrounding Residual Soil Contaminants by Alum and Biochar Amendments. Journal 20 o
of Environmental Quality, 2018, 47, 1275-1283. ’

Antibiotics Pollution in the Paddy Soil Environment. Soil Biology, 2018, , 85-97.

Rapidly mitigating antibiotic resistant risks in chicken manure by <scp> <i>Hermetia illucens</i> </scp>

bioconversion with intestinal microflora. Environmental Microbiology, 2018, 20, 4051-4062. 3.8 46

Long-Term Effect of Different Fertilization and Cropping Systems on the Soil Antibiotic Resistome.

Environmental Science &amp; Technology, 2018, 52, 13037-13046.




298

300

302

304

306

308

310

312

314

18

CITATION REPORT

ARTICLE IF CITATIONS

Microbial effects of livestock manure fertilization on freshwater aquaculture ponds rearing tilapia
(<i>Oreochromis shiranus</i>) and North African catfish (<i>Clarias gariepinus</i>). 3.0 23
MicrobiologyOpen, 2018, 7, e00716.

Antibiotic resistance genes and associated bacterial communities in agricultural soils amended with

different sources of animal manures. Soil Biology and Biochemistry, 2018, 126, 91-102.

Fate of Pirlimycin and Antibiotica€Resistant Fecal Coliforms in Field Plots Amended with Dairy Manure

or Compost during Vegetable Cultivation. Journal of Environmental Quality, 2018, 47, 436-444. 2.0 14

Manure digestate storage under different conditions: Chemical characteristics and contaminant
residuals. Science of the Total Environment, 2018, 639, 19-25.

Lon%;term effects of manure and chemical fertilizers on soil antibiotic resistome. Soil Biology and 8.8 o8
Biochemistry, 2018, 122, 111-119. :

Soil types influence the fate of antibiotic-resistant bacteria and antibiotic resistance genes following
the land application of sludge composts. Environment International, 2018, 118, 34-43.

Antimicrobial resistance and the presence of extended-spectrum beta-lactamase genes in Escherichia
coli isolated from the environment of horse riding centers. Environmental Science and Pollution 5.3 19
Research, 2018, 25, 21789-21800.

Importance and implications of antibiotic resistance development in livestock and wildlife farming in
South Africa: A Review. South African Journal of Animal Sciences, 2018, 48, 401.

Suspended Materials in River Waters Differentially Enrich Class 1 Integron- and IncP-1

Plasmid-Carrying Bacteria in Sediments. Frontiers in Microbiology, 2018, 9, 1443. 3.5 15

Seasonal Changes in Antibiotic Resistance Genes in Rivers and Reservoirs in South Korea. Journal of
Environmental Quality, 2018, 47, 1079-1085.

The occurrence, maintenance, and proliferation of antibiotic resistance genes (ARGs) in the
environment: influencing factors, mechanisms, and elimination strategies. Applied Microbiology and 3.6 61
Biotechnology, 2018, 102, 8261-8274.

Human and veterinary antibiotics during composting of sludge or manure: Global perspectives on
persistence, degradation, and resistance genes. Journal of Hazardous Materials, 2018, 359, 465-481.

Long-term organic fertilization increased antibiotic resistome in phyllosphere of maize. Science of the 8.0 o7
Total Environment, 2018, 645, 1230-1237. :

The Effects of Different Oxytetracycline and Copper Treatments on the Performance of Anaerobic
Digesters and the Dynamics of Bacterial Communities. BioMed Research International, 2018, 2018, 1-6.

Long-Term Warming Shifts the Composition of Bacterial Communities in the Phyllosphere of Galium

album in a Permanent Grassland Field-Experiment. Frontiers in Microbiology, 2018, 9, 144. 35 76

Tetracycline and Sulfonamide Antibiotic Resistance Genes in Soils From Nebraska Organic Farming
Operations. Frontiers in Microbiology, 2018, 9, 1283.

Agricultural contamination impacts antibiotic resistance gene abundances in river bed sediment

temporally. FEMS Microbiology Ecology, 2018, 94, . 2.7 25

Effects of long-term pig manure application on antibiotics, abundance of antibiotic resistance genes

(ARGs), anammox and denitrification rates in paddy soils. Environmental Pollution, 2018, 240, 368-377.




316

318

320

322

324

326

328

331

333

19

CITATION REPORT

ARTICLE IF CITATIONS

Antibiotics and Antibiotic Resistance Genes in Bulk and Rhizosphere Soils Subject to Manure

Amendment and Vegetable Cultivation. Journal of Environmental Quality, 2018, 47, 1318-1326. 2.0 23

High dietary zinc feeding promotes persistence of multi-resistant E. coli in the swine gut. PLoS ONE,

2018, 13, e0191660.

Removal of intll and associated antibiotics resistant genes in water, sewage sludge and livestock

manure treatments. Reviews in Environmental Science and Biotechnology, 2018, 17, 471-500. 8.1 46

Changes in dominant <i>Escherichia coli</i> and antimicrobial resistance after 24Ahr in fecal matter.
MicrobiologyOpen, 2019, 8, e00643.

Assessing uptake of antimicrobials by Zea mays L. and prevalence of antimicrobial resistance genes in

manure-fertilized soil. Science of the Total Environment, 2019, 646, 409-415. 8.0 23

Reducing water use by alternate-furrow irrigation with livestock wastewater reduces antibiotic
resistance gene abundance in the rhizosphere but not in the non-rhizosphere. Science of the Total
Environment, 2019, 648, 12-24.

Hysterical tetracycline in intensive poultry farms accountable for substantial gene resistance, health

and ecological risk in Egypt- manure and fish. Environmental Pollution, 2019, 255, 113039. 7.0 28

Distribution characteristics of antibiotic resistant bacteria and genes in fresh and composted
manures of livestock farms. Science of the Total Environment, 2019, 695, 133781.

Antibiotic resistance gene distribution in agricultural fields and crops. A soil-to-food analysis. 75 g4
Environmental Research, 2019, 177, 108608. ’

Characterizing the soil microbiome and quantifying antibiotic resistance gene dynamics in
agricultural soil following swine CAFO manure application. PLoS ONE, 2019, 14, e0220770.

Antibiotic residues in livestock manure: Does the EU risk assessment sufficiently protect afainst
microbial toxicity and selection of resistant bacteria in the environment?. Journal of Hazardous 12.4 81
Materials, 2019, 379, 120807.

Applying an environmental public health lens to the industrialization of food animal production in
ten low- and middle-income countries. Globalization and Health, 2019, 15, 40.

Challenges and Opportunities for Soil Biodiversity in the Anthropocene. Current Biology, 2019, 29, 3.9 136
R1036-R1044. :

Indoor Microbiome and Antibiotic Resistance on Floor Surfaces: An Exploratory Study in Three
Different Building Types. International Journal of Environmental Research and Public Health, 2019, 16,
4160.

Review of Antibiotic Resistance, Ecology, Dissemination, and Mitigation in U.S. Broiler Poultry

Systems. Frontiers in Microbiology, 2019, 10, 2639. 35 43

Epidemiology of antimicrobial-resistant Escherichia coli carria%e in sympatric humans and livestock in
a rapidly urbanizing city. International Journal of Antimicrobial Agents, 2019, 54, 531-537.

The persistence of antimicrobial resistance and related environmental factors in abandoned and

working swine feedlots. Environmental Pollution, 2019, 255, 113116. 75 14

How Safe is Chicken Litter for Land Application as an Organic Fertilizer? A Review. International

Journal of Environmental Research and Public Health, 2019, 16, 3521.




335

337

339

341

343

345

347

349

351

20

CITATION REPORT

ARTICLE IF CITATIONS

Infectious phage particles packaging antibiotic resistance genes found in meat products and chicken 3.3 7
feces. Scientific Reports, 2019, 9, 13281. :

Higher Temperatures Do Not Always Achieve Better Antibiotic Resistance Gene Removal in Anaerobic

Digestion of Swine Manure. Applied and Environmental Microbiology, 2019, 85, .

Effects of activated carbon on anaerobic digestion 4€“ Methanogenic metabolism, mechanisms of

antibiotics and antibiotic resistance genes removal. Bioresource Technology Reports, 2019, 5, 113-120. 2.7 1

Enterobacteriaceae dominate the core microbiome and contribute to the resistome of arugula (Eruca) Tj ETQql 1 0,{§4314 rgBT [Ovs

Trends in Antimicrobial Resistance Genes in Manure Blend Pits and Long-Term Storage Across Dairy
Farms with Comparisons to Antimicrobial Usage and Residual Concentrations. Environmental Science 10.0 37
&amp; Technology, 2019, 53, 2405-2415.

Survey of selected antibiotic resistance genes in agricultural and non-agricultural soils in
south-central [daho. FEMS Microbiology Ecology, 2019, 95, .

Deterministic processes structure bacterial genetic communities across an urban landscape. Nature 12.8 19
Communications, 2019, 10, 2643. :

Sludge bio-drying followed by land application could control the spread of antibiotic resistance
genes. Environment International, 2019, 130, 104906.

A conceptual framework for the environmental surveillance of antibiotics and antibiotic resistance.

Environment International, 2019, 130, 104880. 10.0 142

Transfer of antibiotic resistance from manure-amended soils to vegetable microbiomes. Environment
International, 2019, 130, 104912.

Diversity of tetracycline- and erythromycin-resistant bacteria in aerosols and manures from four

types of animal farms in China. Environmental Science and Pollution Research, 2019, 26, 24213-24222. 53 20

Occurrence and ecological determinants of the contamination of floodplain wetlands with
Klebsiella pneumoniae and pathogenic or antibiotic-resistant Escherichia coli.. FEMS Microbiology
Ecology, 2019, 95, .

Microbial diversity and antibiotic resistome in swine farm environments. Science of the Total 8.0 4
Environment, 2019, 685, 197-207. :

Long-term sorption of lincomycin to biochars: The intertwined roles of pore diffusion and dissolved
organic carbon. Water Research, 2019, 161, 108-118.

Microbiota and Antibiotic Resistome of Lettuce Leaves and Radishes Grown in Soils Receiving
Manure-Based Amendments Derived From Antibiotic-Treated Cows. Frontiers in Sustainable Food 3.9 22
Systems, 2019, 3,.

Manure and Doxycycline Affect the Bacterial Community and Its Resistome in Lettuce Rhizosphere and
Bulk Soil. Frontiers in Microbiology, 2019, 10, 725.

How do zinc oxide and zero valent iron nanoparticles impact the occurrence of antibiotic resistance

genes in landfill leachate?. Environmental Science: Nano, 2019, 6, 2141-2151. 4.3 23

Characterization of antimicrobial resistance genes and class 1 integrase gene in raw meat and aquatic

product, fresh vegetable and fruit, and swine manure in southern China. Food Control, 2019, 104,
240-246.




3563

3565

357

359

361

363

365

367

369

21

CITATION REPORT

ARTICLE IF CITATIONS

Indole Degradation in a Model System and in Poultry Manure by Acinetobacter spp.. Applied Sciences 05 4
(Switzerland), 2019, 9, 1622. ’

Quantitative risk model to estimate the level of antimicrobial residues that can be transferred to soil

via manure, due to oral treatments of pigs. Preventive Veterinary Medicine, 2019, 167, 90-100.

Environmental risk assessment of antibiotics in agroecosystems: ecotoxicological effects on aquatic
microbial communities and dissemination of antimicrobial resistances and antibiotic biodegradation

potential along the soil-water continuum. Environmental Science and Pollution Research, 2019, 26, 53 38

Antibiotics in the Soil Environmenta€”Degradation and Their Impact on Microbial Activity and Diversity.
Frontiers in Microbiology, 2019, 10, 338.

Plant growth promoting bacteria in agriculture: Two sides of a coin. Applied Soil Ecology, 2019, 138,
10-18. 4.3 174

Zoom on starter lactic acid bacteria development into oxytetracycline spiked ovine milk during the
early acidification phase. International Dairy Journal, 2019, 96, 15-20.

Phenotypic and genotypic characteristics of Escherichia coli with non-susceptibility to quinolones

isolated from environmental samples on pig farms. Porcine Health Management, 2019, 5, 9. 2.6 14

Host bacterial community of MGEs determines the risk of horizontal gene transfer during composting
of different animal manures. Environmental Pollution, 2019, 250, 166-174.

Complexities in understanding antimicrobial resistance across domesticated animal, human, and

environmental systems. Annals of the New York Academy of Sciences, 2019, 1441, 17-30. 3.8 112

A systematic review of biochar use in animal waste composting. Waste Management, 2019, 88, 291-300.

pH-dependent sorption of sulfonamide antibiotics onto biochars: Sorption mechanisms and modeling. 75 61
Environmental Pollution, 2019, 248, 48-56. :

Elimination of the risks of colistin resistance gene (mcr-1) in livestock manure during composting.
Environment International, 2019, 126, 61-68.

The behavior of antibiotic resistance genes and their associations with bacterial community during

poultry manure composting. Bioresource Technology, 2019, 280, 70-78. 96 7

Antibiotic resistance genes and bacterial communities in cornfield and pasture soils receiving swine
and dairy manures. Environmental Pollution, 2019, 248, 947-957.

Occurrence and contamination profiles of antibiotic resistance genes from swine manure to
receiving environments in Guangdong Province southern China. Ecotoxicology and Environmental 6.0 36
Safety, 2019, 173, 96-102.

Land Use and Environmental Variables Influence Tetracyclined€Resistant Bacteria Occurrence in
Southeastern Coastal Plain Streams. Journal of Environmental Quality, 2019, 48, 1809-1816.

Research and Technological Advances Regarding the Study of the Spread of Antimicrobial Resistance
Genes and Antimicrobial-Resistant Bacteria Related to Animal Husbandry. International Journal of 2.6 10
Environmental Research and Public Health, 2019, 16, 4896.

Untargeted Metabolite Profiling for Screening Bioactive Compounds in Digestate of Manure under

Anaerobic Digestion. Water (Switzerland), 2019, 11, 2420.




371

373

375

377

379

381

383

385

387

22

CITATION REPORT

ARTICLE IF CITATIONS

Compost-bulking agents reduce the reservoir of antibiotics and antibiotic resistance genes in manures

by modifying bacterial microbiota. Science of the Total Environment, 2019, 649, 396-404. 8.0 96

Sulfonamides removal under different redox conditions and microbial response to sulfonamides

stress during riverbank filtration: A laboratory column study. Chemosphere, 2019, 220, 668-677.

Application of metagenomic analysis for detection of the reduction in the antibiotic resistance genes

(ARGs) by the addition of clay during poultry manure composting. Chemosphere, 2019, 220, 137-145. 8.2 1

River Ganges water as reservoir of microbes with antibiotic and metal ion resistance genes: High
throughput metagenomic approach. Environmental Pollution, 2019, 246, 443-451.

Distribution of antibiotic resistance genes in soils and crops. A field study in legume plants (Vicia faba) Tj ETQq0 O Q1gBT Ing;loch 10T

The application of fresh and composted horse and chicken manure affects soil quality, microbial
composition and antibiotic resistance. Applied Soil Ecology, 2019, 135, 73-84.

Analysis of bacteriological pollution and the detection of antibiotic resistance genes of prevailing

bacteria emanating from pig farm seepage. MicrobiologyOpen, 2019, 8, e00737. 3.0 4

Antimicrobial Resistant Genes and Organisms as Environmental Contaminants of Emerging Concern:
Addressing Global Public Health Risks. , 2019, , 147-187.

Negative bottom-up effects of sulfadiazine, but not penicillin and tetracycline, in soil substitute on

plants and higher trophic levels. Environmental Pollution, 2019, 245, 531-544. 7.5 7

Assessment and Management of Risks Associated With Antibiotic Resistance in the Environment. , 2019,
, 243-263.

Organic Houttuynia cordata Thunb harbors higher abundance and diversity of antibiotic resistance
genes than non-organic origin, suggesting a potential food safe risk. Food Research International, 6.2 7
2019, 120, 733-739.

Inactivation of ESBL-/AmpC-producing Escherichia coli during mesophilic and thermophilic anaerobic
digestion of chicken manure. Waste Management, 2019, 84, 74-82.

Biochar-mediated sorption of antibiotics in pig manure. Journal of Hazardous Materials, 2019, 364,
663-670. 1247

Co-selection of multi-antibiotic resistance in bacterial pathogens in metal and microplastic
contaminated environments: An emerging health threat. Chemosphere, 2019, 215, 846-857.

Biofiltration of the antibacterial drug sulfamethazine by the species Chenopodium quinoa and its
further biodegradation through anaerobic digestion. Journal of Environmental Sciences, 2019, 75, 6.1 10
54-63.

Variation pattern of antibiotic resistance genes and microbial community succession during swine
manure composting under different aeration strategies. Journal of Chemical Technology and
Biotechnology, 2020, 95, 466-473.

Vermicompost improves microbial functions of soil with continuous tomato cropping in a 3.0 18
greenhouse. Journal of Soils and Sediments, 2020, 20, 380-391. :

Profiles of antibiotic resistome with animal manure application in black soils of northeast China.

Journal of Hazardous Materials, 2020, 384, 121216.




389

391

394

396

398

400

402

404

406

23

CITATION REPORT

ARTICLE IF CITATIONS

Desorption Rinetics of tetracyclines in soils assessed by diffusive gradients in thin films. 75 17
Environmental Pollution, 2020, 256, 113394. )

Increasing prevalence of antibiotic resistance genes in manured agricultural soils in northern China.

Frontiers of Environmental Science and Engineering, 2020, 14, 1.

Selection and propagation of IncP conjugative plasmids following long-term anthropogenic metal

pollution in river sediments. Journal of Hazardous Materials, 2020, 382, 121173. 12.4 o

Antibiotic use in food animals worldwide, with a focus on Africa: Pluses and minuses. Journal of
Global Antimicrobial Resistance, 2020, 20, 170-177.

Agricultural activities affect the pattern of the resistome within the phyllosphere microbiome in

peri-urban environments. Journal of Hazardous Materials, 2020, 382, 121068. 124 28

Application of biofertilizers increases fluoroquinolone resistance in Vibrio parahaemolyticus
isolated from aquaculture environments. Marine Pollution Bulletin, 2020, 150, 110592.

Large-scale patterns of soil antibiotic resistome in Chinese croplands. Science of the Total 8.0 53
Environment, 2020, 712, 136418. :

Occurrence and human health risk assessment of pharmaceuticals and personal care products in real
agricultural systems with long-term reclaimed wastewater irrigation in Beijing, China. Ecotoxicology
and Environmental Safety, 2020, 190, 110022.

Aerobic composting as an effective cow manure management strategy for reducing the dissemination
of antibiotic resistance genes: An integrated meta-omics study. Journal of Hazardous Materials, 2020, 12.4 68
386,121895.

Invited review: Fate of antibiotic residues, antibiotic-resistant bacteria, and antibiotic resistance genes
in US dairy manure management systems. Journal of Dairy Science, 2020, 103, 1051-1071.

A critical review on antibiotics and hormones in swine wastewater: Water pollution problems and

control approaches. Journal of Hazardous Materials, 2020, 387, 121682. 124 295

Fabrication of multi-walled carbon nanotubes and carbon black co-modified graphite felt cathode for
amoxicillin removal by electrochemical advanced oxidation processes under mild pH condition.
Environmental Science and Pollution Research, 2020, 27, 8231-8247.

Chemical treatment of poultry litter affects the conjugation of plasmid-mediated extended-spectrum

beta-lactamase resistance genes in E.Acoli. Journal of Applied Poultry Research, 2020, 29, 197-203. 1.2 3

Drinking water treatment residuals from cyanobacteria bloom-affected areas: Investigation of
potential impact on agricultural land application. Science of the Total Environment, 2020, 706, 135756.

Environmental and public health effects of antibiotics and AMR/ARGs. , 2020, , 269-291. 7

A significant number of multi-drug resistant Enterococcus faecalis in wildlife animals; long-term
consequences and new or known reservoirs of resistance?. Science of the Total Environment, 2020,
705, 135830.

Rare microbial taxa as the major drivers of ecosystem multifunctionality in long-term fertilized soils. 8.8 247
Soil Biology and Biochemistry, 2020, 141, 107686. :

Temporal effects of repeated application of biogas slurry on soil antibiotic resistance genes and their

potential bacterial hosts. Environmental Pollution, 2020, 258, 113652.




408

410

412

414

416

418

420

422

424

24

CITATION REPORT

ARTICLE IF CITATIONS

Role of integrons in the proliferation of multiple drug resistance in selected bacteria occurring in

poultry production. British Poultry Science, 2020, 61, 122-131. L7 6

Perceptions of antibiotic use in livestock farming in Germany, Italy and the United States. Livestock

Science, 2020, 241, 104251.

Antibiotic resistance gene abundance and bacterial community structure in soils altered by Ammonium

and Nitrate Concentrations. Soil Biology and Biochemistry, 2020, 149, 107965. 8.8 36

Characteristics of veterinary antibiotics in intensive livestock farming watersheds with different
liquid manure application programs using UHPLC-g-orbitrap HRMS combined with on-line SPE. Science
of the Total Environment, 2020, 749, 142375.

Antibiotic resistance genes in sediments of the Yangtze Estuary: From 2007 to 2019. Science of the 8.0 37
Total Environment, 2020, 744, 140713. :

Dissemination of antibiotic resistance genes (ARGs) via integrons in Escherichia coli: A risk to human
health. Environmental Pollution, 2020, 266, 115260.

Antibiotic resistance genes and bacterial community on the surfaces of five cultivars of fresh

tomatoes. Ecotoxicology, 2021, 30, 1550-1558. 24 8

Intensive farming as a source of bacterial resistance to antimicrobial agents in sedentary and
migratory vultures: Implications for local and transboundary spread. Science of the Total
Environment, 2020, 739, 140356.

Effect of mesophilic anaerobic digestion on the resistome profile of dairy manure. Bioresource 0.6 33
Technology, 2020, 315, 123889. )

The incidence of antibiotic resistance within and beyond the agricultural ecosystem: A concern for
public health. MicrobiologyOpen, 2020, 9, e1035.

Swine liquid manure: a hotspot of mobile genetic elements and antibiotic resistance genes. Scientific 2.3 19
Reports, 2020, 10, 15037. )

Environmental imaginaries and the environmental sciences of antimicrobial resistance. Environment
and Planning E, Nature and Space, 2021, 4, 1346-1368.

Differences in Tetracycline Antibiotic Resistance Genes and Microbial Community Structure During

Aerobic Composting and Anaerobic Digestion. Frontiers in Microbiology, 2020, 11, 583995. 3.5 14

Microbial and Parasitic Contamination of Fresh Raw Vegetable Samples and Detection of the BlaTEM
and BlaCTX-M Genes from E. coli Isolates. Agriculture (Switzerland), 2020, 10, 341.

Manure as a Potential Hotspot for Antibiotic Resistance Dissemination by Horizontal Gene Transfer

Events. Veterinary Sciences, 2020, 7, 110. L7 97

Merging Metagenomics and Spatial Epidemiology To Understand the Distribution of Antimicrobial
Resistance Genes from <i>Enterobacteriaceae<ﬁ> in Wild Owls. Applied and Environmental
Microbiology, 2020, 86, .

Antibiotic Resistance in Soil. Handbook of Environmental Chemistry, 2020, , 267-293. 0.4 5

Antibiotic Resistance in the Environment. Handbook of Environmental Chemistry, 2020, , .




426

428

430

432

434

436

438

440

442

25

CITATION REPORT

ARTICLE IF CITATIONS

Acinetobacter baumannii in manure and anaerobic digestates of German biogas plants. FEMS

Microbiology Ecology, 2020, 96, . 27 19

Diverse and abundant resistome in terrestrial and aquatic vertebrates revealed by transcriptional

analysis. Scientific Reports, 2020, 10, 18870.

We and herbivores eat endophytes. Microbial Biotechnology, 2021, 14, 1282-1299. 4.2 15

Anaerobic Digestion of Tetracycline Spiked Livestock Manure and Poultry Litter Increased the
Abundances of Antibiotic and Heavy Metal Resistance Genes. Frontiers in Microbiology, 2020, 11,
614424.

Shared Extended-Spectrum TZ-Lactamase-ProducinF Salmonella Serovars between Agricultural and
i

Aquatic Environments Revealed through invA Amplicon Sequencing. Microorganisms, 2020, 8, 1898. 3.6 o

Analysis of Eurasian Stone curlew (Burhinus oedicnemus) microbial flora reveals the presence of
multi-drug resistant pathogens in agro-pastoral areas of Sicily (Italy). Heliyon, 2020, 6, e05401.

Multilocus-based phylogenetic analysis of extended-spectrum beta-lactamase Escherichia coli 0157:H7
uncovers related strains between agriculture and nearby water sources. Journal of Infection and 4.1 3
Public Health, 2020, 13, 1899-1906.

Removal of antibiotic resistance genes (ARGs) in various wastewater treatment processes: An
overview. Critical Reviews in Environmental Science and Technology, 2022, 52, 571-630.

Impact of PhACs on Soil Microorganisms. Handbook of Environmental Chemistry, 2020, , 267-310. 0.4 2

Metal-induced bacterial interactions promote diversity in river-sediment microbiomes. FEMS
Microbiology Ecology, 2020, 96, .

Occurrence and distribution of antibiotic resistance genes in various rural environmental media. 5.3 16
Environmental Science and Pollution Research, 2020, 27, 29191-29203. :

Virulence factors and antibiograms of Escherichia coli isolated from diarrheic calves of Egyptian
cattle and water buffaloes. PLoS ONE, 2020, 15, e0232890.

Veterinary Pharmaceuticals, Pathogens and Antibiotic Resistance. ASA Special Publication, O, , 385-407. 0.8 3

Impact of application of heat-activated persulfate oxidation treated erythromycin fermentation
residue as a soil amendment: Soil chemical properties and antibiotic resistance. Science of the Total
Environment, 2020, 736, 139668.

Veterinary antibiotic oxytetracyclined€™s effect on the soil microbial community. Journal of Ecology 16 13
and Environment, 2020, 44, . )

Longitudinal screening of antibiotic residues, antibiotic resistance genes and zoonotic bacteria in
soils fertilized with pig manure. Environmental Science and Pollution Research, 2020, 27, 28016-28029.

Nanopore sequencing revealsgenomic map of CTX-M-type extended-spectrum [2-lactamases carried by
Escherichia coli strains isolated from blue mussels (Mytilus edulis) in Norway. BMC Microbiology, 3.3 13
2020, 20, 134.

Genome and sequence determinants governing the expression of horizontally acquired DNA in

bacteria. ISME Journal, 2020, 14, 2347-2357.




444

446

448

450

452

454

456

458

460

26

CITATION REPORT

ARTICLE IF CITATIONS

Occurrence of ESBL-producing Escherichia coli in soils subjected to livestock grazing in Azores

archipelago: an environment-health pollution issue?. International Microbiology, 2020, 23, 619-624. 2.4 2

Avian Scavengers as Bioindicators of Antibiotic Resistance Due to Livestock Farming Intensification.

International Journal of Environmental Research and Public Health, 2020, 17, 3620.

How effective are strategies to control the dissemination of antibiotic resistance in the environment?

A systematic review. Environmental Evidence, 2020, 9, . 27 36

Using GFP-Tagged Escherichia coli to Investigate the Persistence of Fecal Bacteria in Vegetated
Wetlands: An Experimental Approach. Antibiotics, 2020, 9, 335.

The gut and feed residue microbiota changing during the rearing of Hermetia illucens larvae. Antonie 17 23
Van Leeuwenhoek, 2020, 113, 1323-1344. :

Seasonal variations in export of antibiotic resistance genes and bacteria in runoff from an
agricultural watershed in lowa. Science of the Total Environment, 2020, 738, 140224.

Manure Compost Is a Potential Source of Tetracycline-Resistant Escherichia coli and Tetracycline

Resistance Genes in Japanese Farms. Antibiotics, 2020, 9, 76. 3.7 24

More effective removal of antibiotic resistance genes from excess sludge by microwave integrated
fenton treatment. International Biodeterioration and Biodegradation, 2020, 149, 104920.

Soil types influence the characteristic of antibiotic resistance genes in greenhouse soil with

long-term manure application. Journal of Hazardous Materials, 2020, 392, 122334. 124 71

Influence of environmental conditions on extracellular and intracellular antibiotic resistance genes
in manured€amended soil: A microcosm study. Soil Science Society of America Journal, 2020, 84, 747-759.

Effects of the C/N ratio and moisture content on the survival of ESBL-producing Escherichia coli

during chicken manure composting. Waste Management, 2020, 105, 110-118. 74 87

Antimicrobial resistant enteric bacteria are widely distributed amongst people, animals and the
environment in Tanzania. Nature Communications, 2020, 11, 228.

Catchment-scale export of antibiotic resistance genes and bacteria from an agricultural watershed in 05 9
central lowa. PLoS ONE, 2020, 15, e0227136. :

Influence of Anaerobic Mesophilic and Thermophilic Digestion on Cytotoxicity of Swine Wastewaters.
Environmental Science &amp; Technology, 2020, 54, 3032-3038.

Spread of chloramphenicol and tetracycline resistance genes by plasmid mobilization in agricultural

soil. Environmental Pollution, 2020, 260, 113998. 7.5 21

Treatment enhances the prevalence of antibiotic-resistant bacteria and antibiotic resistance genes in
the wastewater of Sri Lanka, and India. Environmental Research, 2020, 183, 109179.

Non-viable chicken embryos: an overlooked niche harbouring a significant source of multidrug
resistant bacteria in the poultry production. International Journal of Veterinary Science and 2.2 4
Medicine, 2020, 8, 9-17.

Risk of penicillin fermentation dreg: Increase of antibiotic resistance genes after soil discharge.

Environmental Pollution, 2020, 259, 113956.




462

464

466

468

470

472

474

476

478

27

CITATION REPORT

ARTICLE IF CITATIONS

Fifteen-Year Application of Manure and Chemical Fertilizers Differently Impacts Soil ARGs and

Microbial Community Structure. Frontiers in Microbiology, 2020, 11, 62. 3.5 66

Distribution of Medically Relevant Antibiotic Resistance Genes and Mobile Genetic Elements in Soils of

Temperate Forests and Grasslands Varying in Land Use. Genes, 2020, 11, 150.

Adsorption Characteristics of Oxytetracycline by Different Fractions of the Organic Matter from
Humus Soil: Insight from Internal Structure and Composition. International Journal of 2.6 12
Environmental Research and Public Health, 2020, 17, 914.

Persistence of wastewater antibiotic resistant bacteria and their genes in human fecal material. FEMS
Microbiology Ecology, 2020, 96, .

Antibiotics and Antimicrobial Resistance Genes. Emerging Contaminants and Associated Treatment o7 .
Technologies, 2020, , . :

The effect of woodchig bioreactors on microbial concentration in subsurface drainage water and the
associated risk of antibiotic resistance dissemination. Ecological Engineering: X, 2020, 143, 100017.

Struvite-supported biochar composite effectively lowers Cu bio-availability and the abundance of

antibiotic-resistance genes in soil. Science of the Total Environment, 2020, 724, 138294. 8.0 27

Family livestock waste: An ignored pollutant resource of antibiotic resistance genes. Ecotoxicology
and Environmental Safety, 2020, 197, 110567.

Antibiotic resistome in the livestock and aquaculture industries: Status and solutions. Critical

Reviews in Environmental Science and Technology, 2021, 51, 2159-2196. 12.8 109

Dynamics of the antibiotic resistome in agricultural soils amended with different sources of animal
manures over three consecutive years. Journal of Hazardous Materials, 2021, 401, 123399.

A survey of sub-inhibitory concentrations of antibiotics in the environment. Journal of 61 123
Environmental Sciences, 2021, 99, 21-27. :

A history of antimicrobial drugs in animals: Evolution and revolution. Journal of Veterinary
Pharmacology and Therapeutics, 2021, 44, 137-171.

Occurrence of emerging sulfonamide resistance (sull and sul2) associated with mobile
integrons-integrase %intll and intl2) in riverine systems. Science of the Total Environment, 2021, 751, 8.0 51
142217.

The insufficient extraction of DNA from swine manures may underestimate the abundance of
antibiotic resistance genes as well as ignore their potential hosts. Journal of Environmental
Management, 2021, 278, 111587.

Seasonal and spatial occurrence of zoonotic Salmonella serotypes in griffon vultures at farmland
environments: Implications in pathogen pollution and ecosystem services and disservices. Science of 8.0 13
the Total Environment, 2021, 758, 143681.

How To Quantify a Genetic Firewall? A Polarityad€Based Metric for Genetic Code Engineering.
ChemBioChem, 2021, 22, 1268-1284.

Microbial community composition and antimicrobial resistance in agricultural soils fertilized with
livestock manure from conventional farming in Northern Italy. Science of the Total Environment, 8.0 39
2021, 760, 143404.

Survey of antibiotics residues in DDGS from 14 different states by LCMS. Cereal Chemistry, 2021, 98,

81-88.




480

482

484

486

488

490

492

494

496

28

CITATION REPORT

ARTICLE IF CITATIONS

Dispersion of Antibiotic Resistance Genes (ARGs) from stored swine manure biogas digestate to the

atmosphere. Science of the Total Environment, 2021, 761, 144108. 8.0 20

Effects of wastewater treatment and manure application on the dissemination of antimicrobial

resistance around swine feedlots. Journal of Cleaner Production, 2021, 280, 123794.

Horizontal gene transfer is a key determinant of antibiotic resistance genes profiles during chicken
manure composting with the addition of biochar and zeolite. Journal of Hazardous Materials, 2021, 12.4 92
408, 124883.

Antibiotics and Antibiotic Resistance Genes in Agroecosystems as Emerging Contaminants. Sustainable
Agriculture Reviews, 2021, , 177-210.

Futuristic Non-antibiotic Therapies to Combat Antibiotic Resistance: A Review. Frontiers in

Microbiology, 2021, 12, 609459. 3.5 93

Antibiotic resistance levels in soils from urban and rural land uses in Great Britain. Access
Microbiology, 2021, 3, acmi000181.

Molecular Detection of Antibiotic-Resistant Genes in Pseudomonas aeruginosa from Nonclinical
Environment: Public Health Implications in Mthatha, Eastern Cape Province, South Africa. 2.3 18
International Journal of Microbiology, 2021, 2021, 1-9.

Wild Boars Carry Extended-Spectrum [2-Lactamase- and AmpC-Producing Escherichia coli.
Microorganisms, 2021, 9, 367.

Antibiotic Resistance in Agricultural Soil and Crops Associated to the Application of Cow
Manure-Derived Amendments From Conventional and Organic Livestock Farms. Frontiers in Veterinary 2.2 23
Science, 2021, 8, 633858.

Bacterial diversity changes in agricultural soils influenced by poultry litter fertilization. Brazilian
Journal of Microbiology, 2021, 52, 675-686.

A Chip-Based Colony Fusion Recombinase Polymerase Amplification Assay for Monitoring of
Antimicrobial Resistance Genes and Their Carrying Species in Surface Water. ACS ES&T Water, 2021, 1, 4.6 2
584-594.

Resilience of agricultural soils to antibiotic resistance genes introduced by agricultural management
practices. Science of the Total Environment, 2021, 756, 143699.

Antibiotics and Antibiotic Resistance Genes in Animal Manure 4€“ Consequences of Its Application in

Agriculture. Frontiers in Microbiology, 2021, 12, 610656. 3.5 125

Antibiotrophy: Key Function for Antibiotic-Resistant Bacteria to Colonize Soilsd€”Case of
Sulfamethazine-Degrading Microbacterium sp. C448. Frontiers in Microbiology, 2021, 12, 643087.

AgroSeek: a system for computational analysis of environmental metagenomic data and associated

metadata. BMC Bioinformatics, 2021, 22, 117. 2.6 5

Presence of antibiotic-resistant bacteria in the environment. IOP Conference Series: Earth and
Environmental Science, 2021, 677, 052044.

Serotypes, Virulence Factors and Antibiograms of Escherichia coli Isolated from Diarrhetic Calves in

Egypt: A review. Journal of Current Veterinary Research, 2021, 3, 10-22. 04 0

Response of soil bacterial communities to sulfadiazine present in manure: Protection and adaptation

mechanisms of extracellular polymeric substances. Journal of Hazardous Materials, 2021, 408, 124887.




498

500

502

504

506

508

510

512

514

29

CITATION REPORT

ARTICLE IF CITATIONS

Combined effects of composting and antibiotic administration on cattle manure&€“borne antibiotic

resistance genes. Microbiome, 2021, 9, 81. 1.1 36

Commercially available garden products as important sources of antibiotic resistance genesa€”a

survey. Environmental Science and Pollution Research, 2021, 28, 43507-43514.

Prevalence of antibiotic resistance genes and bacterial pathogens along the soila€“mangrove root

continuum. Journal of Hazardous Materials, 2021, 408, 124985. 124 27

Multidrug Resistance of Escherichia coli Strains Isolated From Bovine Feces and Carcasses in
Northeast Mexico. Frontiers in Veterinary Science, 2021, 8, 643802.

Cross-comparison of methods for quantifyin%]antibiotic resistance in agricultural soils amended

with dairy manure and compost. Science of the Total Environment, 2021, 766, 144321. 8.0 16

Tracking high-risk i2-lactamase gene (bla gene) transfers in two Chinese intensive dairy farms.
Environmental Pollution, 2021, 274, 116593.

Gain and loss of antibiotic resistant genes in multidrug resistant bacteria: One Health perspective.

Journal of Microbiology, 2021, 59, 535-545. 2.8 25

Pharmaceuticals in the Soil and Plant Environment: a Review. Water, Air, and Soil Pollution, 2021, 232,
1.

Rethinking Manure Application: Increase in Multidrug-Resistant Enterococcus spp. in Agricultural Soil

Following Chicken Litter Application. Microorganisms, 2021, 9, 885. 3.6 13

Research Note: Detection of antibiotic-resistance genes in commercial poultry and turkey flocks from
[taly. Poultry Science, 2021, 100, 101084.

Tetracycline-resistant bacteria and ribosomal protection protein genes in soils from selected

agricultural fields and livestock farms. Applied Biological Chemistry, 2021, 64, . 1.9 o

Manure Microbial Communities and Resistance Profiles Reconfigure after Transition to Manure Pits
and Differ from Those in Fertilized Field Soil. MBio, 2021, 12, .

Metabolomic and phenotypic implications of the application of fertilization products containing

microcontaminants in lettuce (Lactuca sativa). Scientific Reports, 2021, 11, 9701. 3.3 5

Antimicrobial Resistance in Escherichia coli and Enterococcal Isolates From Irrigation Return Flows
in a High-Desert Watershed. Frontiers in Microbiology, 2021, 12, 660697.

Pollution by Antibiotics and Antimicrobial Resistance in LiveStock and Poultry Manure in China, and

Countermeasures. Antibiotics, 2021, 10, 539. 3.7 109

Prevalence of Antimicrobial Resistance and Characteristics of Escherichia coli Isolates From Fecal
and Manure Pit Samples on Dairy Farms in the Province of QuA©bec, Canada. Frontiers in Veterinary
Science, 2021, 8, 654125.

Understanding eco-immunology of bacterial zoonoses and alternative therapeutics toward "One

Health". International Journal of One Health, 2021, 7, 104-115. 0.6 0

Differences in Gut Microbiome Composition and Antibiotic Resistance Gene Distribution between

Chinese and Pakistani University Students from a Common Peer Group. Microorganisms, 2021, 9, 1152.




516

518

520

522

524

526

528

530

532

30

CITATION REPORT

ARTICLE IF CITATIONS

Microbiological Community Analysis of the Composting of Poplar Processing Residues. IOP

Conference Series: Earth and Environmental Science, 2021, 781, 052025. 0.3 1

Antibiotic residues in the aquatic environment &€ current perspective and risk considerations. Journal

of Environmental Science and Health - Part A Toxic/Hazardous Substances and Environmental
Engineering, 2021, 56, 733-751.

Plant synthetic biology for producing potent phyto-antimicrobials to combat antimicrobial

resistance. Biotechnology Advances, 2021, 48, 107729. 1L.7 39

Antibacterial Residue Excretion via Urine as an Indicator for Therapeutical Treatment Choice and Farm
Waste Treatment. Antibiotics, 2021, 10, 762.

ABOUT THE NEED FOR DEVELOPING RISK MANAGEMENT FOR ENSURING SAFETY FROM ANTIOBIOTIC AND
VETERINARY DRUG RESIDUES IN KAZAKHSTAN. Journal of Sustainability Science and Management, 2021, 16, 0.5 1
303-315.

On-Farm Anaerobic Digestion of Dairy Manure Reduces the Abundance of Antibiotic
Resistance-Associated Gene Targets and the Potential for Plasmid Transfer. Applied and Environmental
Microbiology, 2021, 87, €0298020.

Can heavy metal pollution induce bacterial resistance to heavy metals and antibiotics in soils from an 124 23
ancient land-mine?. Journal of Hazardous Materials, 2021, 411, 124962. )

ESBL/AmpC-Producing Escherichia coli in Wild Boar: Epidemiology and Risk Factors. Animals, 2021, 11,
1855.

Application of manure from cattle administered antibiotics has sustained multi-year impacts on soil

resistome and microbial community structure. Soil Biology and Biochemistry, 2021, 157, 108252. 8.8 39

Role played by the environment in the emergence and spread of antimicrobial resistance (AMR)
through the food chain. EFSA Journal, 2021, 19, e06651.

Consumption Trends of Antibiotic for Veterinary Use in Tanzania: A Longitudinal Retrospective Survey 1.4 17
From 2010-2017. Frontiers in Tropical Diseases, 2021, 2, . )

Investigating antibiotics, antibiotic resistance genes in soil, groundwater and vegetables in relation
to agricultural field - Applicated with lincomycin mycelial residues compost. Science of the Total
Environment, 2021, 777, 146066.

Impact of Long-Term Manure and Sewage Sludge Application to Soil as Organic Fertilizer on the

Incidence of Pathogenic Microorganisms and Antibiotic Resistance Genes. Agronomy, 2021, 11, 1423. 3.0 6

Essential gene acquisition destabilizes plasmid inheritance. PLoS Genetics, 2021, 17, e1009656.

Characterization of Silver Nanoparticles Encapsulated Using an lon-Exchange-Mediated Method and

Their Application as Antimicrobial Agents. Journal of Electronic Materials, 2021, 50, 5632-5638. 2.2 3

Conjugation Dynamics of Self-Transmissible and Mobilisable Plasmids into E. coli 0157:H7 on
Arabidopsis thaliana Rosettes. Antibiotics, 2021, 10, 928.

Development and Validation of Liquid Chromatography-Tandem Mass Spectrometry Methods for the
Quantification of Cefquinome, Ceftiofur, and Desfuroylceftiofuracetamide in Porcine Feces with 3.8 2
Emphasis on Analyte Stability. Molecules, 2021, 26, 4598.

Effect of copper and zinc as sulfate or nitrate salts on soil microbiome dynamics and bla-positive

Pseudomonas aeruginosa survival. Journal of Hazardous Materials, 2021, 415, 125631.




534

536

538

540

542

544

546

548

550

31

CITATION REPORT

ARTICLE IF CITATIONS

Assessing Class 1 Integron Presence in Poultry Litter Amended with Wood Biochar and Wood Vinegar.

Current Microbiology, 2021, 78, 3733-3740. 2.2 2

Mercury and Antibiotic Resistance Co-Selection in Bacillus sp. Isolates from the AimadA©n Mining

District. International Journal of Environmental Research and Public Health, 2021, 18, 8304.

Occurrence and distribution of antibiotics and corresponding antibiotic resistance genes in different

soil types irrigated with treated wastewater. Science of the Total Environment, 2021, 782, 146835. 8.0 29

Insights into the Role of the Fungal Community in Variations of the Antibiotic Resistome in the Soil
Collembolan Gut Microbiome. Environmental Science &amp; Technology, 2021, 55, 11784-11794.

Distribution and Influence on the Microbial Ecological Relationship of Antibiotic Resistance Genes in

Soil at a Watershed Scale. Sustainability, 2021, 13, 9748. 3.2 6

Tracking antibiotic resistance gene transfer at all seasons from swine waste to receiving
environments. Ecotoxicology and Environmental Safety, 2021, 219, 112335.

Dissipation of antibiotic resistance genes in manure-amended agricultural soil. Science of the Total 8.0 97
Environment, 2021, 787, 147582. :

Microbial and chemical pollutants on the manure-crops pathway in the perspective of 4€ceOne Healtha€.
holistic approach. Science of the Total Environment, 2021, 785, 147411.

Distribution of quinolone and macrolide resistance genes and their co-occurrence with heavy metal
resistance genes in vegetable soils with long-term application of manure. Environmental 3.4 7
Geochemistry and Health, 2022, 44, 3343-3358.

Segregational Drift Constrains the Evolutionary Rate of Prokaryotic Plasmids. Molecular Biology and
Evolution, 2021, 38, 5610-5624.

Bioaerosol is an important transmission route of antibiotic resistance genes in pig farms. 10.0 51
Environment International, 2021, 154, 106559. :

Systematic Review of the Interaction between Nutrition and Immunity in Livestock: Effect of Dietary
Supplementation with Synthetic Amino Acids. Animals, 2021, 11, 2813.

Antimicrobial resistance in integrated agroecosystems: State of the science and future opportunities.

Journal of Environmental Quality, 2021, 50, 1255-1265. 2.0 5

Honeybee Exposure to Veterinary Drugs: How Is the Gut Microbiota Affected?. Microbiology Spectrum,
2021, 9, e0017621.

Soil type shapes the antibiotic resistome profiles of long-term manured soil. Science of the Total

Environment, 2021, 786, 147361. 8.0 39

Corpse decomposition increases the diversity and abundance of antibiotic resistance genes in
different soil types in a fish model. Environmental Pollution, 2021, 286, 117560.

Antimicrobial resistance in Ethiopia: A systematic review and meta-analysis of prevalence in foods,

food handlers, animals, and the environment. One Health, 2021, 13, 100286. 3.4 16

Multiple driving factors contribute to the variations of typical antibiotic resistance genes in

different parts of soil-lettuce system. Ecotoxicology and Environmental Safety, 2021, 225, 112815.




5562

5564

556

5568

560

562

567

569

571

32

CITATION REPORT

ARTICLE IF CITATIONS

Manure management and soil biodiversity: Towards more sustainable food systems in the EU. 61 o8
Agricultural Systems, 2021, 194, 103251. :

Insights into the beneficial effects of woody peat for reducing abundances of antibiotic resistance

genes during composting. Bioresource Technology, 2021, 342, 125903.

Fumigation practice combined with organic fertilizer increase antibiotic resistance in watermelon

rhizosphere soil. Science of the Total Environment, 2022, 805, 150426. 8.0 4

Studies on the inhibitory properties of leaf ethanolic extracts obtained from Ficus (Moraceae) species
against Aeromonas spp. strains. Journal of Veterinary Research (Poland), 2021, 65, 59-66.

Mobilized Integrons: Team Players in the Spread of Antibiotic Resistance Genes., 2013, , 79-103. 2

Surveillance and Environmental Risk Assessment of Antibiotics and AMR/ARGs Related with MRSA: One
Health Perspective. Emerging Contaminants and Associated Treatment Technologies, 2020, , 271-295.

The Effects of Antibiotics on the Structure, Diversity, and Function of a Soil Microbial Community. 0.8 4
Soil Biology, 2017, , 283-312. :

Soil nutrients and heavy metal availability under long-term combined application of swine manure and
synthetic fertilizers in acidic paddy soil. Journal of Soils and Sediments, 2020, 20, 2093-2106.

Antibiotic-contaminated wastewater irrigated vegetables pose resistance selection risks to the gut

microbiome. Environmental Pollution, 2020, 264, 114752. 75 66

The impact of manure and soil texture on antimicrobial resistance gene levels in farmlands and
adjacent ditches. Science of the Total Environment, 2020, 737, 139563.

Macrolide, glycopeptide resistance and virulence genes in Enterococcus species isolates from dairy 18 37
cattle. Journal of Medical Microbiology, 2016, 65, 641-648. :

Antibiotic resistance genes in different animal manures and their derived organic fertilizer.
Environmental Sciences Europe, 2020, 32, .

The Presence of Metals and Antibiotics Resistant Bacteria in Arable Manure Soils. Acta Physica 0.5 5
Polonica A, 2017, 132, 570-571. :

Sequences of Two Related Multiple Antibiotic Resistance Virulence Plasmids Sharing a Unique
IS26-Related Molecular Signature Isolated from Different Escherichia coli Pathotypes from Different
Hosts. PLoS ONE, 2013, 8, e78862.

Evaluating Physicochemical Parameters, Heavy Metals, and Antibiotics in the Influents and Final
Effluents of South African Wastewater Treatment Plants. Polish Journal of Environmental Studies, 1.2 22
2019, 28, 1305-1312.

Evidence for the circulation of antimicrobialresistant strains and genes in nature and especially
between humans and animals. OIE Revue Scientifique Et Technique, 2012, 31, 231-247.

Overcoming bacterial resistance to antibiotics: the urgent need 4€" a review. Annals of Animal Science, 16 8
2021, 21, 63-87. :

Influence of Humans on Evolution and Mobilization of Environmental Antibiotic Resistome. Emerging

Infectious Diseases, 2013, 19, .




573

575

577

579

581

583

585

588

590

33

CITATION REPORT

ARTICLE IF CITATIONS

Exploring the risks of phage application in the environment. Frontiers in Microbiology, 2013, 4, 358. 3.5 97

A review and future directions on enhancing sustainability benefits across food-energy-water

systems: the potential role of biochar-derived products. AIMS Environmental Science, 2019, 6, 379-416.

Presence of tetracycline resistant bacteria and genes in grassland-based animal production systems. 0.2 3
Ciencia E Investigacion Agraria, 2012, 39, 411-423. :

Occurrence of tetracycline residues and antimicrobial resistance in gram negative bacteria isolates
from cattle farms in Spain. Advances in Bioscience and Biotechnology (Print), 2013, 04, 295-303.

Antimicrobial Resistance Genes in Animal Manure, Manure-Amended and Nonanthropogenically

Impacted Soils in Spain. Advances in Bioscience and Biotechnology (Print), 2018, 09, 469-480. 0.7 18

Antimicrobial resistant gene prevalence in soils due to animal manure deposition and long-term
pasture management. Peer], 2020, 8, e10258.

Silent Genes: Antimicrobial Resistance and Antibiotic Production. Polish Journal of Microbiology, 17 18
2021, 70, 421-429. ’

Degradation of antimicrobial resistance genes within stockpiled beef cattle feedlot manure. Journal
of Environmental Science and Health - Part A Toxic/Hazardous Substances and Environmental
Engineering, 2021, 56, 1-14.

Advancements in detection and removal of antibiotic resistance genes in sludge digestion: A

state-of-art review. Bioresource Technology, 2022, 344, 126197. 96 40

Knowledge gaps in the assessment of antimicrobial resistance in surface waters. FEMS Microbiology
Ecology, 2021, 97, .

Prevalence and Risk Factors for ESBLJAmpC-E. coli in Pre-Weaned Dairy Calves on Dairy Farms in

Germany. Microorganisms, 2021, 9, 2135. 3.6 17

Disentangling the Effects of Physicochemical, Genetic, and Microbial Properties on Phase-Driven
Resistome Dynamics during Multiple Manure Composting Processes. Environmental Science &amp;
Technology, 2021, 55, 14732-14745.

Human Pathogens on Plants: Designing a Multidisciplinary Strategy for Research. Phytopathology, 9.9 10
2014, , PHYTO-09-12-023. ’

Transmission of Antibiotic Resistant Enterobacteriaceae between Animals and Humans
Gastrointestinal Tract with the Evidence of in vivo Plasmid Transfer. KahramanmaraAY SAV4tA§AY4 A°mam
Aceniversitesi TarAxm Ve DoAYa Dergisi, 2014, 17, 32.

Optimization for Fermentation of Cattle Manure to Produce Bio-Fertilizer by Inoculating Complex 1o o
Microbial Agents. Open Biotechnology Journal, 2015, 9, 225-229. :

Diversity of ampicillin resistant bacteria in domestic streams. Korean Journal of Microbiology, 2015,
51, 440-443.

Management and Regulation of Antibiotics and Antibiotics Resistance Genes in Soils. Soil Biology, 2017,
, 397-409. o8 0

Risk Assessment of Antibiotics and Antibiotic-Resistant Genes in Soil. Soil Biology, 2017, , 367-385.




592

594

596

598

600

602

604

606

609

34

CITATION REPORT

ARTICLE IF CITATIONS

Uptake of Antibiotics by Plants. Soil Biology, 2017, , 221-237. 0.8 0

NATURAL ANTIBIOTIC RESISTANCE GENES IN SOIL BACTERIA AND INFLUENCE OF ORCANIC FERTILISERS ON

THEIR PREVALENCE AND HORIZONTAL TRANSFER. Archives of Veterinary Medicine, 2017, 9, 3-16.

Understanding the Complexities of Food Safety Using a &€0eOne Healtha€-Approach. , 0, , 401-411. 3

Fate of Veterinary Pharmaceuticals in Agroecosystems. Women in Engineering and Science, 2020, ,
173-184.

SOIL MICROBIAL DIVERSITY AND ANTIBIOTIC RESISTANCE IN NATURAL AND TRANSFORMED ECOSYSTEMS.

International Journal of Ecosystems and Ecology Science (IJEES), 2019, 9, 581-590. 0.1 1

YeAYil Salatalardan Pseudomonas fluorescens A°zolasyonu ve A°zolatlarA+n Antibiyotik DuyarlAz|A+klarAz.
Akademik GA+da, 0, , 444-449.

Bntibiotics in agroecosystems: soil microbiome and resistome. Agroecological Journal, 2020, . 0.3 0

Metagenomic analysis of acquired antibiotic resistance determinants in the gut microbiota of wild
boars <i>(Sus scrofa)<[i> 8€" preliminary results. Journal of Veterinary Research (Poland), 2020, 64,
111-118.

The Persistence of Bacterial Pathogens in Surface Water and Its Impact on Global Food Safety.

Pathogens, 2021, 10, 1391. 2.8 21

An Improved Bibliometric Analysis on Antibiotics in Soil Research. Bulletin of Environmental
Contamination and Toxicology, 2022, 108, 276-283.

Comparative assessment of the risks associated with use of manure and sewage sludge in Danish

agriculture. Advances in Agronomy, 2020, 164, 289-334. 52 8

Ecological and human health risks of manure-borne steroid estrogens: A 20-year global synthesis
study. Journal of Environmental Management, 2022, 301, 113708.

Aquatic environments in the One Health context: modulating the antimicrobial resistance

phenomenon. Acta Limnologica Brasiliensia, 0, 32, . 04 5

Entry Routes of Antibiotics and Antimicrobial Resistance in the Environment. Emerging Contaminants
and Associated Treatment Technologies, 2020, , 1-26.

Survival of Pathogenic and Antibiotic-Resistant Bacteria in Vermicompost, Sewage Sludge, and Other

Types of Composts in Temperate Climate Conditions. Soil Biology, 2020, , 107-124. 08 4

Use of Antibiotics in Animals and Its Possible Impacts in the Environment. Advances in Marketing,
Customer Relationship Management, and E-services Book Series, 0, , 77-91.

The double life of antibiotics. Missouri Medicine, 2013, 110, 320-4. 0.3 10

Genomic analysis of antibiotic-resistant Enterococcus spp. reveals novel enterococci strains and the

spread of plasmid-borne Tet(M), Tet(L) and Erm(B) genes from chicken litter to agricultural soil in
South Africa. Journal of Environmental Management, 2022, 302, 114101.




611

613

615

617

619

621

623

625

628

35

CITATION REPORT

ARTICLE IF CITATIONS

Antibiotic resistance genes in manure-amended paddy soils across eastern China: Occurrence and

influencing factors. Frontiers of Environmental Science and Engineering, 2022, 16, 1. 6.0 15

Reduction of the resistome risk from cow slurry and manure microbiomes to soil and vegetable

microbiomes. Environmental Microbiology, 2021, 23, 7643-7660.

Gene sharin% among plasmids and chromosomes reveals barriers for antibiotic resistance gene 4.0 23

transfer. Philosophical Transactions of the Royal Society B: Biological Sciences, 2022, 377, 20200467.

Livestock manure spiked with the antibiotic tylosin significantly altered soil protist functional
groups. Journal of Hazardous Materials, 2022, 427, 127867.

Multi-Locus Sequence Typing and Drug Resistance Analysis of Swine Origin Escherichia coli in

Shandong of China and Its Potential Risk on Public Health. Frontiers in Public Health, 2021, 9, 780700. 27 1

Spatial and temporal dynamics of microbiomes and resistomes in broiler litter stockpiles.
Computational and Structural Biotechnology Journal, 2021, 19, 6201-6211.

A Meta-Analysis Reveals that Operational Parameters Influence Levels of Antibiotic Resistance Genes

During Anaerobic Digestion of Animal Manures. SSRN Electronic Journal, 0, , . 04 o

The Overlap of Soil and Vegetable Microbes Driving the Transfer of Antibiotic Resistance Genes from
Manure-Amended Soil to Vegetables. SSRN Electronic Journal, 0, , .

A meta-analysis reveals that operational parameters influence levels of antibiotic resistance genes

during anaerobic digestion of animal manures. Science of the Total Environment, 2022, 814, 152711. 8.0 10

Remediation potential of agricultural organic micropollutants in in-situ techniques: A review.
Ecological Informatics, 2022, 68, 101517.

Does Eating Raw Strawberries Put Humans at Risk of Taking Up Antibiotic Resistance Genes?. SSRN

Electronic Journal, O, , . 04 0

Application of the hydrothermally treated oxytetracycline fermentation residue in agriculture:
concentrations of antibiotic and resistance genes in soil and plant. Journal of Soils and Sediments,
2022, 22,1095-1104.

Impact of fertilization with pig or calf slurry on antibiotic residues and resistance genes in the soil.

Science of the Total Environment, 2022, 822, 153518. 8.0 22

Monensin Inhibits Nitrogen Recycling During Crop Straw Feeding-Substrate Fermentation-Mushroom
Cultivation. SSRN Electronic Journal, O, , .

Colorimetric detection of sulfamethazine based on target resolved calixarene derivative stabilized

gold nanoparticles aggregation. Mikrochimica Acta, 2022, 189, 71. 5.0 10

Tolerance of pesticides and antibiotics among beneficial soil microbes recovered from contaminated
rhizosphere of edible crops. Current Research in Microbial Sciences, 2022, 3, 100091.

Transmission of Antibiotic-Resistant Escherichia coli from Chicken Litter to Agricultural Soil.

Frontiers in Environmental Science, 2022, 9, . 33 1

Energy and Economic Balance between Manure Stored and Used as a Substrate for Biogas Production.

Energies, 2022, 15, 413.




630

632

634

636

638

640

642

644

646

36

CITATION REPORT

ARTICLE IF CITATIONS

The Askov longa€term field experiment (18944€*2021) represents a unique research platform<sup>#</sup>. 1.9 °
Journal of Plant Nutrition and Soil Science, 2022, 185, 187-201. )

Prairie Strips Impact on Transport of Antimicrobial Resistance Indicators in Poultry Litter. Journal of

Environmental Quality, 2022, , .

Sample preparation and antibiotic quantification in vinasse generated from sugarcane ethanol fuel

production. Journal of Chromatography A, 2022, 1666, 462833. 3.7 6

Nanopore sequencing analysis of integron gene cassettes in sewages and soils. Science of the Total
Environment, 2022, 817, 152766.

Resistome and mobilome in surface runoff from manured soil as affected by setback distance. Journal

of Hazardous Materials, 2022, 429, 128278. 12.4 8

Culturable antibiotic resistant fecal coliform bacteria in soil and surface runoff following liquid
dairy manure surface application and subsurface injection. Journal of Environmental Quality, 2022, , .

Residual concentrations of antimicrobial growth promoters in poultry litter favour plasmid

conjugation among Escherichia coli. Letters in Applied Microbiology, 2022, 74, 831-838. 2.2 >

Tracking the source of antibiotic-resistant Escherichia coli in the aquatic environment in Shiga, Japan,
through whole-genome sequencing. Environmental Advances, 2022, 8, 100185.

Crops Rotation Reduce the Abundance and Occurrence of Microbial Antibiotic Resistances in Wheat

and Tomato Rhizosphere Soil Microbiome. SSRN Electronic Journal, 0, , . 04 o

From gut to mud: dissemination of antimicrobial resistance between animal and agricultural niches.
Environmental Microbiology, 2022, 24, 3290-3306.

Intestinal Exposure to Ceftiofur and Cefquinome after Intramuscular Treatment and the Impact of

Ceftiofur on the Pig Fecal Microbiome and Resistome. Antibiotics, 2022, 11, 342. 3.7 3

Lagoon, Anaerobic Digestion, and Composting of Animal Manure Treatments Impact on Tetracycline
Resistance Genes. Antibiotics, 2022, 11, 391.

Clinical Perspective of Antimicrobial Resistance in Bacteria. Infection and Drug Resistance, 2022, 07 49
Volume 15, 735-746. ’

A Metagenomic Approach for Characterizing Antibiotic Resistance Genes in Specific Bacterial
Populations: Demonstration with Escherichia coli in Cattle Manure. Applied and Environmental
Microbiology, 2022, 88, e0255421.

Nitrogen Regulates the Distribution of Antibiotic Resistance Genes in the Soild€“Vegetable System.

Frontiers in Microbiology, 2022, 13, 848750. 85 4

Impacts of farmland application of antibiotic-contaminated manures on the occurrence of antibiotic
residues and antibiotic resistance genes in soil: A meta-analysis study. Chemosphere, 2022, 300, 134529.

Effects of composting on the fate of doxycycline, microbial community, and antibiotic resistance

genes in swine manure and broiler manure. Science of the Total Environment, 2022, 832, 155039. 8.0 18

The overlap of soil and vegetable microbes drives the transfer of antibiotic resistance genes from

manure-amended soil to vegetables. Science of the Total Environment, 2022, 828, 154463.




648

650

653

673

675

677

679

682

684

37

CITATION REPORT

ARTICLE IF CITATIONS

Sulfonamide antibiotics alter gaseous nitrogen emissions in the soil-plant system: A mesocosm

experiment and meta-analysis. Science of the Total Environment, 2022, 828, 154230. 8.0 7

Antibiotic resistance in soil and tomato crop irrigated with freshwater and two types of treated

wastewater. Environmental Research, 2022, 211, 113021.

A novel electrocatalytic system with high reactive chlorine species utilization capacity to degrade

tetracycline in marine aquaculture wastewater. Chemosphere, 2022, 300, 134449. 8.2 1

Comparison of Bacterial Community in Paddy Soil after Short-Term Application of Pig Manure and the
Corresponding Organic Fertilizer. Land, 2022, 11, 9.

Trace contaminants in the environmental assessment of organic waste recycling in agriculture: Gaps

between methods and knowledge. Advances in Agronomy, 2022, , 53-188. 52 8

Impact of surfacead€applied liquid manure on the drainage resistance profile of an agricultural
tiled€drained clay till field. Journal of Environmental Quality, 2022, 51, 656-669.

Metagenomic tracking of antibiotic resistance genes through a pred€harvest vegetable production
system: an integrated |laba€s microcosma€-and greenhousea€scale analysis. Environmental Microbiology, 3.8 6
2022, 24,3705-3721.

Identifying associations between management practices and antimicrobial resistances of sentinel
bacteria recovered from bulk tank milk on dairy farms. Preventive Veterinary Medicine, 2022, 204,
105666.

Experimental Evidence for Manure-Borne Bacteria Invasion in Soil During a Coalescent Event:

Influence of the Antibiotic Sulfamethazine. Microbial Ecology, 2023, 85, 1463-1472. 2.8 5

Organic fertilizer potentiates the transfer of typical antibiotic resistance gene among special
bacterial species. Journal of Hazardous Materials, 2022, 435, 128985.

Insights into the fates of plasmids and antimicrobial resistance %enes during swine manure treatment
and related factors based on plasmidome and metagenome analyses. Environmental Science and 5.3 5
Pollution Research, 2022, 29, 69037-69047.

Long-term manure inputs induce a deep selection on agroecosystem soil antibiotic resistome. Journal
of Hazardous Materials, 2022, 436, 129163.

Microbial community and antimicrobial resistance in fecal samples from wild and domestic ruminants 3.4 5
in Maiella National Park, Italy. One Health, 2022, 15, 100403. :

Pig Manure Treatment Strategies for Mitigating the Spread of Antibiotic Resistance. SSRN Electronic
Journal, O, , .

Insights into the Applications of Extracellular Laccase-Aided Humification in Livestock Manure

Composting. Environmental Science &amp; Technology, 2022, 56, 7412-7425. 10.0 38

an

(Antibiotic-Resistant) <i>E. coli<[i> in the Dutchd€“German Vecht Catchmenta

€Monitoring and Modeling.
Environmental Science &amp; Technology, 2022, 56, 15064-15073.

Co-occurrence of genes for antibiotic resistance and arsenic biotransformation in paddy soils. 61 10
Journal of Environmental Sciences, 2023, 125, 701-711. :

Distribution, horizontal transfer and influencing factors of antibiotic resistance genes and

antimicrobial mechanism of compost tea. Journal of Hazardous Materials, 2022, 438, 129395.




686

688

690

692

694

696

698

700

702

38

CITATION REPORT

ARTICLE IF CITATIONS

Removal of Diverse and Abundant ARGs by MF-NF Process from Pig Manure and Digestate. Membranes, 3.0 5
2022, 12, 661. :

Antibiotics and antibiotic resistance genes in agricultural soils: A systematic analysis. Critical

Reviews in Environmental Science and Technology, 2023, 53, 847-864.

The Spread of Antibiotic Resistance Genes In Vivo Model. Canadian Journal of Infectious Diseases and 19 97
Medical Microbiology, 2022, 2022, 1-11. )

Subsurface Manure Injection Reduces Surface Transport of Antibiotic Resistance Genes but May Create
Antibiotic Resistance Hotspots in Soils. Environmental Science &amp; Technology, 2022, 56, 14972-14981.

Spread of antimicrobial resistance genes via pig manure from organic and conventional farms in the

presence or absence of antibiotic use. Journal of Applied Microbiology, 2022, 133, 2457-2465. 3.1 4

Confirming the presence of selected antibiotics and steroids in Norwegian biogas digestate.
Environmental Science and Pollution Research, 2022, 29, 86595-86605.

Seasonal Pollution Characteristics of Antibiotics on Pig Farms of Different Scales. International 06
Journal of Environmental Research and Public Health, 2022, 19, 8264. ’

Effect of biochar on antibiotics and antibiotic resistance genes variations during co-composting of
pig manure and corn straw. Frontiers in Bioengineering and Biotechnology, 0, 10, .

Antibiotic resistant genes in the environment-exploring surveillance methods and sustainable

remediation strategies of antibiotics and ARGs. Environmental Research, 2022, 215, 114212. 75 1

Evolution of antibiotic resistance impacts optimal temperature and growth rate in Escherichia coli
and Staphylococcus epidermidis. Journal of Applied Microbiology, 2022, 133, 2655-2667.

Field-based evidence for the enrichment of intrinsic antibiotic resistome stimulated by plant-derived

fertilizer in agricultural soil. Journal of Environmental Sciences, 2024, 135, 728-740. 6.1 5

Microbiota and mobile genetic elements influence antibiotic resistance genes in dust from dense
urban public places. Environmental Pollution, 2022, 311, 119991.

Abiotic and biotic filters determine the response of soil bacterial communities to manure amendment. 43 4
Applied Soil Ecology, 2022, 180, 104618. :

Facultative pathogenic bacteria and antibiotic resistance genes in swine livestock manure and clinical
wastewater: A molecular biology comparison. Environmental Pollution, 2022, 313, 120128.

Challenges and opportunities associated with composting and its end-products application. , 2023, , o
249-268.

Nano- and microplastics as carriers for antibiotics and antibiotic resistance genes. , 2023, , 361-385.

Responses of soil microbial communities to concentration gradients of antibiotic residues in typical

greenhouse vegetable soils. Science of the Total Environment, 2023, 855, 158587. 8.0 9

Comparison of Soil and Grass Microbiomes and Resistomes Reveals Grass as a Greater Antimicrobial

Resistance Reservoir than Soil. SSRN Electronic Journal, O, , .




704

706

709

711

713

715

718

720

722

39

CITATION REPORT

ARTICLE IF CITATIONS

Antibiotic resistance in plant growth promoting bacteria: A comprehensive review and future

perspectives to mitigate potential gene invasion risks. Frontiers in Microbiology, 0, 13, . 3.5 18

Antimicrobial Resistance in Aquaculture Environments: Unravelling the Complexity and Connectivity

of the Underlying Societal Drivers. Environmental Science &amp; Technology, 2022, 56, 14891-14903.

Veterinary antimicrobials in cattle feedlot environs and irrigation conveyances in a high-intensity

agroecosystem in southern Alberta, Canada. Environmental Science and Pollution Research, 0, , . 53 o

Meat and bone meal stimulates microbial diversity and suppresses plant pathogens in asparagus straw
composting. Frontiers in Microbiology, 0, 13, .

Temporal Dynamics of Antibiotic Resistance Genes in Vegetable Greenhouse Soils Following Different

Manure Applications. Journal of Soil Science and Plant Nutrition, O, , . 3.4 4

Interaction of Soil Nutrients and Arsenic (As) in Paddy Soil in a Long-Term Fertility Experiment.
Sustainability, 2022, 14, 11939.

Comparison of soil and grass microbiomes and resistomes reveals grass as a greater antimicrobial

resistance reservoir than soil. Science of the Total Environment, 2023, 857, 159179. 8.0 7

Understanding the role of insects in the acquisition and transmission of antibiotic resistance.
Science of the Total Environment, 2023, 858, 159805.

Environmental factors associated with the prevalence of ESBL/AmpC-producing Escherichia coli in

wild boar (Sus scrofa). Frontiers in Veterinary Science, 0, 9, . 2.2 1

Contrasting dynamics of manure-borne antibiotic resistance genes in different soils. Ecotoxicology
and Environmental Safety, 2022, 246, 114162.

Unveiling the dynamics of antibiotic resistome, bacterial communities, and metals from the feces of
patients in a typical hospital wastewater treatment system. Science of the Total Environment, 2023, 8.0 2
858, 159907.

Control of fish diseases using antibiotics and other antimicrobial agents. , 2023, , 127-152.

Drug-resistant bacteria from &€cefarm to forka€s impact of antibiotic use in animal production. , 2023, , o
871-892.

Antibiotic Resistance in the Finfish Aquaculture Industry: A Review. Antibiotics, 2022, 11, 1574.

Colorimetric Detection of Antimicrobial Resistance from Food Processing Facilities Using a CRISPR

System. ACS Food Science & Technology, 2023, 3, 17-22. 27 5

High diversity of the emerging pathogen Acinetobacter baumannii and other Acinetobacter spp. in raw
manure, biogas plants digestates, and rural and urban wastewater treatment plants with system
specific antimicrobial resistance profiles. Science of the Total Environment, 2023, 859, 160182.

Manure application led to higher antibiotic resistance risk in red soil compared with black soil and

fluvo-aquic soil. Journal of Hazardous Materials Advances, 2023, 9, 100209. 3.0 1

Differential impacts of salinity on antibiotic resistance genes during cattle manure stockpiling are

linked to mobility potentials revealed by metagenomic sequencing. Journal of Hazardous Materials,
2023, 445, 130590.




CITATION REPORT

# ARTICLE IF CITATIONS

Uses of Antibiotics in Ornamental Fish in Hong Kong and the Antibiotic Resistance in the Associated

724 Zoonotic Pathogens. Journal of Xenobiotics, 2022, 12, 365-377. 6.7 o

Pervasive Selection for Clinically Relevant Resistance and Media Adaptive Mutations at Very Low

Antibiotic Concentrations. Molecular Biology and Evolution, 2023, 40, .

Organic amendment treatments for antimicrobial resistance and mobile element genes risk reduction

726 in soil-crop systems. Scientific Reports, 2023, 13, .

3.3 (0]

Genomic plasticity and adaptive capacity of the quaternary alkyl-ammonium compound and copper
tolerant Acinetobacter bohemicus strain QAC-21b isolated from pig manure. Antonie Van
Leeuwenhoek, O, , .

Resistome Study in Aquatic Environments. Journal of Microbiology and Biotechnology, 2023, 33,
728 277-287. 2.1 5

Long-term field application of manure induces deep selection of antibiotic resistomes in leaf
endophytes of Chinese cabbage. Science of the Total Environment, 2023, 882, 163334.

791 Microplastics exacerbate co-occurrence and horizontal transfer of antibiotic resistance genes. 124 20
Journal of Hazardous Materials, 2023, 451, 131130. )

Seawater from Bergen harbor is a reservoir of conjugative multidrug-resistance plasmids carrying
genes for virulence. International Journal of Hygiene and Environmental Health, 2023, 248, 114108.

Plant Growth and Phosphorus Uptake of Wheat in Response to Oxytetracycline. Journal of Soil

733 5cience and Plant Nutrition, O, , .

3.4 (0]

The Linkage Between Antibiotic and Disinfectant Resistance. , 2023, , 241-274.

735  The Source and Distribution of Tetracycline Antibiotics in China: A Review. Toxics, 2023, 11, 214. 3.7 16

Vermicompost: A Potential Reservoir of Antimicrobial Resistant Microbes (ARMs) and Genes (ARGs). ,
2023, ,307-333.

Impacts of Domestication and Veterinary Treatment on Mobile Genetic Elements and Resistance Genes

38 i Equine Fecal Bacteria. Applied and Environmental Microbiology, 2023, 89, .

3.1 2

Are fermented foods an overlooked reservoir of antimicrobial resistance?. Current Opinion in Food
Science, 2023, 51, 101018.

Gene abundance linked to climate zone: Parallel evolution of gene content along elevation gradients

71 inlichenized fungi. Frontiers in Microbiology, O, 14, .

3.5 1

The Spreading of Antibiotic-Resistant Bacteria in Terrestrial Ecosystems and the Formation of Soil
Resistome. Land, 2023, 12, 769.

The static and cidal effects of veterinary antibiotics on soil microorganisms in the presence of

743 organic and mineral amendments. Soil Ecology Letters, 2023, 5, .

4.5 (0]

Differential impact of swine, bovine and poultry manure on the microbiome and resistome of

agricultural grassland. Science of the Total Environment, 2023, 886, 163926.

40



CITATION REPORT

# ARTICLE IF CITATIONS

Fate of veterinary antimicrobials in Canadian prairie soils 4€“ A critical review. Science of the Total

746 Environment, 2023, 892, 164387. 8.0 3

Potential selection and maintenance of manure-originated multi-drug resistant plasmids at

sub-clinical concentrations for tetracycline family antibiotics. Canadian Journal of Microbiology, O, ,

Occurrence and distribution of antibiotics and antibiotic resistance genes in the different croplands

748 along the Yellow River shoreline. Environmental Research Communications, 2023, 5, 065011.

2.3 2

Impact of soil supplemented with pig manure on the abundance of antibiotic resistant bacteria and
their associated genes. Journal of Antibiotics, O, , .

Effect of Biochar-Containing Compost on Cucumber Quality and Antibiotic Resistance Genes

750 Abundance in Soila€“Cucumber System. Sustainability, 2023, 15, 9563. 3.2 1

Microbial applications for sustainable space exploration beyond low Earth orbit. Npj Microgravity,
2023, 9,.

Manure-Associated Veterinary Antibiotics; Ecological Consequences and Mitigation Strategies. , 2023, ,
2 505-522. !

The impact of antibiotic residues on resistance patterns in leek at harvest. Heliyon, 2023, 9, e16052.

Effects of cadmium and copper mixtures on antibiotic resistance genes in rhizosphere soil.

754 Ecotoxicology and Environmental Safety, 2023, 259, 115008.

6.0 3

Distribution and transmission of 12-lactamase resistance genes in meal-to-milk chain on dairy farm.
Environmental Pollution, 2023, 331, 121831.

756

Wastewater treatment plants, an &€ceescape gatea€-for ESCAPE pathogens. Frontiers in Microbiology, O, 14, a5 19

Fecal antibiotic resistance genes were transferred through the distribution of soil-lettuce-snail food
chain. Environmental Science and Pollution Research, 2023, 30, 87793-87809.

759  Antibiotic resistanced€”A global crisis. , 2023, , 375-389. 1

Pig manure treatment strategies for mitigating the spread of antibiotic resistance. Scientific Reports,
2023, 13,.

Antimicrobial Resistance and Biofilm Formation of Escherichia coli Isolated from Pig Farms and

761 Surroundings in Bulgaria. Microorganisms, 2023, 11, 1909.

3.6 2

Antibiotic Susceptibility Testing and Establishment of Tentative Species-Specific Microbiological
Cut-off Values for Bifidobacteria Isolated from Chinese Population. Probiotics and Antimicrobial
Proteins, O, , .

763 On-Farm Removal of Pesticides: Current Insights on Biopurification Systems. ACS Agricultural Science 9.3 5
and Technology, 2023, 3, 601-615. :

Cattled€“composta€“soil: The transfer of antibiotic resistance in livestock agriculture.

MicrobiologyOpen, 2023, 12, .

41



CITATION REPORT

# ARTICLE IF CITATIONS

767  Progress on the roles of zinc in sperm cryopreservation. Theriogenology, 2023, 211, 134-141. 2.1 0

Analysis of Retrospective Laboratory Data on the Burden of Bacterial Pathogens Isolated at the

National Veterinary Research Institute Nigeria, 20183€“2021. Veterinary Sciences, 2023, 10, 505.

Flooding drives the temporal turnover of antibiotic resistance gene in manure-amended soil4€“water

769 continuum. Environment International, 2023, 179, 108168.

10.0 1

The effect of sulfadiazine in manure on accumulation of sulfonamide resistance genes in freshly
consumable plants. CABI Agriculture and Bioscience, 2023, 4, .

Long-term impacts of conservation pasture management in manuresheds on system-level microbiome

771 3nd antibiotic resistance genes. Frontiers in Microbiology, 0, 14, .

3.5 (0]

Review of biodegradation of sulfonamide antibiotics influenced by dissolved organic matter and iron
oxides. Journal of Environmental Chemical Engineering, 2023, 11, 111020.

Antibiotic resistome and associated bacterial communities in agricultural soil following the
773  amendments of swine manurei€“derived fermentation bed waste. Environmental Science and Pollution 5.3 0
Research, 2023, 30, 104520-104531.

Swine-manure composts induce the enrichment of antibiotic-resistant bacteria but not antibiotic
resistance genes in soils. Journal of Environmental Management, 2023, 345, 118707.

Uncovering the prevalence and drivers of antibiotic resistance genes in soils across different

775 |and-use types. Journal of Environmental Management, 2023, 344, 118920.

7.8 1

Insights of the fate of antibiotic resistance genes during organic solid wastes composting based on
bibliometric analysis: Development, hotspots, and trend directions. Journal of Cleaner Production,
2023, 425, 138781.

Poultry manure-derived microorganisms as a reservoir and source of antibiotic resistance genes
778  transferred to soil autochthonous microorganisms. Journal of Environmental Management, 2023, 7.8 1
348,119303.

Diversity of antibiotic resistance genes in soils with four different fertilization treatments. Frontiers
in Microbiology, O, 14, .

Co-exposure of chromium or cadmium and a low concentration of amoxicillin are responsible to
781  emerge amoxicillin resistant Staphylococcus aureus. Journal of Global Antimicrobial Resistance, 2023, 2.2 0

3.

Advances in the Effects of Iron-Based Materials on Antibiotics and Resistance Genes in Anaerobic
Digestion: Mechanisms, Applications, and Development Prospects. Water, Air, and Soil Pollution, 2023,
234, .

Chicken manure application alters microbial community structure and the distribution of
783  antibiotic-resistance genes in rhizosphere soil of <i>Cinnamomum camphora</i> forests. FEMS 2.7 0
Microbiology Ecology, 2023, 99, .

Optimization of antibiotic analysis in leafy vegetables by simple solid-phase extraction and liquid
chromatography triple quadrupole mass spectrometry. Environmental Advances, 2024, 15, 100463.

Response of soil antibiotic resistance genes and bacterial communities to fresh cattle manure and

788 organic fertilizer application. Journal of Environmental Management, 2024, 349, 119453.

7.8 (0]

Tracking the transfer of antimicrobial resistance genes from raw materials to sourdough breads.

Food Bioscience, 2024, 57, 103478.

42



CITATION REPORT

# ARTICLE IF CITATIONS

790 Biochar with or without pi§ manure affects chemical properties of soil and maize yield. Journal of
s

Degraded and Mining Lands Management, 2024, 11, 5127-5134. 0.5 0

Transfer and accumulation of antibiotic resistance genes and bacterial pathogens in the mice gut due

to consumption of organic foods. Science of the Total Environment, 2024, 915, 169842.

Enhanced phytoremediation of metal contaminated soils aimed at decreasing the risk of antibiotic

79 resistance dissemination. Frontiers in Environmental Science, 0, 12, .

3.3 (0]

Do animal husbandry operations contaminate groundwater sources with antimicrobial resistance:
systematic review. Environmental Science and Pollution Research, 2024, 31, 16164-16176.

Unravehn%the dlverSIty and dissemination dynamics of antimicrobial resistance genes in
794  <i>Enterobacteriaceae<[i> plasmids across diverse ecosystems. Journal of Applied Microbiology, 2024, 3.1 0
135,.

Sports and sustainable development: the troubling absence of meat sourcing policies in the sports

sector. Frontiers in Sports and Active Living, O, 6, .

Effect of additives on the reduction of antibiotic resistance genes during composting of dewatered

97 sludge., 2024, , 155-167. 0

43



