
The genome of the green anole lizard and a comparative analysis with birds and mammals

Nature

477, 587-591

DOI: 10.1038/nature10390

Citation Report



Citation Report

2

# Article IF Citations

1 A multi-organ transcriptome resource for the Burmese Python (Python molurus bivittatus). BMC
Research Notes, 2011, 4, 310. 0.6 18

2 The genome diversity and karyotype evolution of mammals. Molecular Cytogenetics, 2011, 4, 22. 0.4 103

3 Developing a community-based genetic nomenclature for anole lizards. BMC Genomics, 2011, 12, 554. 1.2 23

4 The Anolis Lizard Genome: An Amniote Genome without Isochores. Genome Biology and Evolution,
2011, 3, 974-984. 1.1 44

5 Characterization of Squamate Olfactory Receptor Genes and Their Transcripts by the
High-Throughput Sequencing Approach. Genome Biology and Evolution, 2012, 4, 602-616. 1.1 17

6 The UCSC Genome Browser database: extensions and updates 2011. Nucleic Acids Research, 2012, 40,
D918-D923. 6.5 294

7 LTR Retrotransposons Contribute to Genomic Gigantism in Plethodontid Salamanders. Genome
Biology and Evolution, 2012, 4, 168-183. 1.1 152

9 Evolution of the Tbx6/16 Subfamily Genes in Vertebrates: Insights from Zebrafish. Molecular Biology
and Evolution, 2012, 29, 3959-3983. 3.5 21

11 Transposable elements and viruses as factors in adaptation and evolution: an expansion and
strengthening of the <scp>TE</scp>â€•Thrust hypothesis. Ecology and Evolution, 2012, 2, 2912-2933. 0.8 54

12 Vertebrate patatin-like phospholipase domain-containing protein 4 (PNPLA4) genes and proteins: a gene
with a role in retinol metabolism. 3 Biotech, 2012, 2, 277-286. 1.1 6

13 Ensembl 2012. Nucleic Acids Research, 2012, 40, D84-D90. 6.5 840

14 The emergence of squamates as model systems for integrative biology. Evolution & Development, 2012,
14, 231-233. 1.1 11

15 Reassessment of genome size in turtle and crocodile based on chromosome measurement by flow
karyotyping: close similarity to chicken. Biology Letters, 2012, 8, 631-635. 1.0 32

16 Snakes antibodies. Developmental and Comparative Immunology, 2012, 38, 1-9. 1.0 30

17 Identification, cloning and characterisation of interleukin-1F5 (IL-36RN) in the chicken. Developmental
and Comparative Immunology, 2012, 38, 136-147. 1.0 10

18 A Histological Comparison of the Original and Regenerated Tail in the Green Anole, <i>Anolis
carolinensis</i>. Anatomical Record, 2012, 295, 1609-1619. 0.8 98

19 Studying Mechanisms of Regeneration in Amphibian and Reptilian Vertebrate Models. Anatomical
Record, 2012, 295, 1529-1531. 0.8 7

20 Pax2 modulates proliferation during specification of the otic and epibranchial placodes.
Developmental Dynamics, 2012, 241, 1716-1728. 0.8 24



3

Citation Report

# Article IF Citations

21
Out of <scp>F</scp>lorida: mt<scp>DNA</scp> reveals patterns of migration and
<scp>P</scp>leistocene range expansion of the <scp>G</scp>reen <scp>A</scp>nole lizard
(<i><scp>A</scp>nolis carolinensis</i>). Ecology and Evolution, 2012, 2, 2274-2284.

0.8 40

22 De novo sequence assembly and characterisation of a partial transcriptome for an evolutionarily
distinct reptile, the tuatara (Sphenodon punctatus). BMC Genomics, 2012, 13, 439. 1.2 36

23 Intra-genomic GC heterogeneity in sauropsids: evolutionary insights from cDNA mapping and GC3
profiling in snake. BMC Genomics, 2012, 13, 604. 1.2 40

24 A Short Introduction to Cytogenetic Studies in Mammals with Reference to the Present Volume.
Cytogenetic and Genome Research, 2012, 137, 83-96. 0.6 24

25 SINEs as Driving Forces in Genome Evolution. Genome Dynamics, 2012, 7, 92-107. 2.4 33

26 The Evolutionary Dynamics of Transposable Elements in Eukaryote Genomes. Genome Dynamics, 2012, 7,
68-91. 2.4 44

28 The Repetitive Landscape of Sauropsid Genomes. , 2012, , 243-263. 0

29 Multi-Locus Phylogeographic and Population Genetic Analysis of Anolis carolinensis: Historical
Demography of a Genomic Model Species. PLoS ONE, 2012, 7, e38474. 1.1 40

30 New Insights on the Sialidase Protein Family Revealed by a Phylogenetic Analysis in Metazoa. PLoS ONE,
2012, 7, e44193. 1.1 48

31 Inference of the Protokaryotypes of Amniotes and Tetrapods and the Evolutionary Processes of
Microchromosomes from Comparative Gene Mapping. PLoS ONE, 2012, 7, e53027. 1.1 94

32 Transposable Elements: From DNA Parasites to Architects of Metazoan Evolution. Genes, 2012, 3,
409-422. 1.0 26

33 It is time for a new classification of anoles (Squamata: Dactyloidae). Zootaxa, 2012, 3477, 1. 0.2 115

34 Comparative studies of adipose triglyceride lipase genes and proteins: an ancient gene in vertebrate
evolution. Open Access Bioinformatics, 0, , 15. 0.9 4

35 Patterns of Secondâ€•toâ€•Fourth Digit Length Ratios (2D:4D) in Two Species of Frogs and Two Species of
Lizards at La Selva, Costa Rica. Anatomical Record, 2012, 295, 597-603. 0.8 22

36 The Gross Anatomy of the Original and Regenerated Tail in the Green Anole (<i>Anolis) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 182 Td (carolinensis</i>). Anatomical Record, 2012, 295, 1596-1608.0.8 53

37 The Integrated Phenotype. Integrative and Comparative Biology, 2012, 52, 64-76. 0.9 106

38 Sialoadhesin in recognition of self and non-self. Seminars in Immunopathology, 2012, 34, 353-364. 2.8 77

39 Conservation of chromosomes syntenic with avian autosomes in squamate reptiles revealed by
comparative chromosome painting. Chromosoma, 2012, 121, 409-418. 1.0 36



4

Citation Report

# Article IF Citations

40 The distribution of estrogen receptor Î² mRNA in male and female green anole lizards. Brain Research,
2012, 1430, 43-51. 1.1 10

41 Unraveling the thread of natureâ€™s tapestry: the genetics of diversity and convergence in animal
pigmentation. Pigment Cell and Melanoma Research, 2012, 25, 411-433. 1.5 143

42 On the ancestral recruitment of metalloproteinases into the venom of snakes. Toxicon, 2012, 60,
449-454. 0.8 49

43 First draft of the genomic organization of a PIII-SVMP gene. Toxicon, 2012, 60, 455-469. 0.8 14

44 Somitogenesis in the anole lizard and alligator reveals evolutionary convergence and divergence in
the amniote segmentation clock. Developmental Biology, 2012, 363, 308-319. 0.9 52

45 Sculpting reproductive circuits: Relationships among hormones, morphology and behavior in anole
lizards. General and Comparative Endocrinology, 2012, 176, 456-460. 0.8 21

46 Historical contingency and behavioural divergence in territorial <i><scp>A</scp>nolis</i> lizards.
Journal of Evolutionary Biology, 2012, 25, 2047-2055. 0.8 11

47 Are some chromosomes particularly good at sex? Insights from amniotes. Chromosome Research, 2012,
20, 7-19. 1.0 115

48 The western painted turtle genome, a model for the evolution of extreme physiological adaptations in
a slowly evolving lineage. Genome Biology, 2013, 14, R28. 13.9 276

49 The genesis of an exceptionally lethal venom in the timber rattlesnake (Crotalus horridus) revealed
through comparative venom-gland transcriptomics. BMC Genomics, 2013, 14, 394. 1.2 95

50
Integrated â€œomicsâ€• profiling indicates that miRNAs are modulators of the ontogenetic venom
composition shift in the Central American rattlesnake, Crotalus simus simus. BMC Genomics, 2013, 14,
234.

1.2 164

51 Genome reannotation of the lizard Anolis carolinensis based on 14 adult and embryonic deep
transcriptomes. BMC Genomics, 2013, 14, 49. 1.2 55

52
THE CHALLENGE OF SPECIES DELIMITATION AT THE EXTREMES: DIVERSIFICATION WITHOUT MORPHOLOGICAL
CHANGE IN PHILIPPINE SUN SKINKS. Evolution; International Journal of Organic Evolution, 2013, 67,
3556-3572.

1.1 117

53 Classification and evolutionary analysis of the basic helix-loop-helix gene family in the green anole
lizard, Anolis carolinensis. Molecular Genetics and Genomics, 2013, 288, 365-380. 1.0 12

54 Comparative Species Divergence across Eight Triplets of Spiny Lizards (Sceloporus) Using Genomic
Sequence Data. Genome Biology and Evolution, 2013, 5, 2410-2419. 1.1 30

55 Exceptional Convergence on the Macroevolutionary Landscape in Island Lizard Radiations. Science,
2013, 341, 292-295. 6.0 384

56 The Burmese python genome reveals the molecular basis for extreme adaptation in snakes. Proceedings
of the National Academy of Sciences of the United States of America, 2013, 110, 20645-20650. 3.3 260

57 The value of comparative approaches to our understanding of puberty as illustrated by investigations
in birds and reptiles. Hormones and Behavior, 2013, 64, 211-214. 1.0 16



5

Citation Report

# Article IF Citations

59 Contrasted Evolution of the Vomeronasal Receptor Repertoires in Mammals and Squamate Reptiles.
Genome Biology and Evolution, 2013, 5, 389-401. 1.1 54

60 Sequence and gene content of a large fragment of a lizard sex chromosome and evaluation of
candidate sex differentiating gene R-spondin 1. BMC Genomics, 2013, 14, 899. 1.2 41

61 Pattern of chromosomal changes in â€˜betaâ€™ Anolis (Norops group) (Squamata: Polychrotidae) depicted
by an ancestral state analysis. Zoological Studies, 2013, 52, . 0.3 11

62
The vertebrate ancestral repertoire of visual opsins, transducin alpha subunits and
oxytocin/vasopressin receptors was established by duplication of their shared genomic region in the
two rounds of early vertebrate genome duplications. BMC Evolutionary Biology, 2013, 13, 238.

3.2 111

63 Genetic and Epigenetic Changes Involving (Retro)transposons in Animal Hybrids and Polyploids.
Cytogenetic and Genome Research, 2013, 140, 295-311. 0.6 25

64 Phylogeography of the Trans-Volcanic bunchgrass lizard (<i>Sceloporus bicanthalis</i>) across the
highlands of south-eastern Mexico. Biological Journal of the Linnean Society, 2013, 110, 852-865. 0.7 23

65 Molecular cytogenetic map of the central bearded dragon, Pogona vitticeps (Squamata: Agamidae).
Chromosome Research, 2013, 21, 361-374. 1.0 50

66 Rapid Evolution of Beta-Keratin Genes Contribute to Phenotypic Differences That Distinguish Turtles
and Birds from Other Reptiles. Genome Biology and Evolution, 2013, 5, 923-933. 1.1 43

67 The king cobra genome reveals dynamic gene evolution and adaptation in the snake venom system.
Proceedings of the National Academy of Sciences of the United States of America, 2013, 110, 20651-20656. 3.3 412

68 Reptiles: A New Model for Brain Evoâ€•Devo Research. Journal of Experimental Zoology Part B: Molecular
and Developmental Evolution, 2013, 320, 57-73. 0.6 43

69 IFN-Î³ and its receptors in a reptile reveal the evolutionary conservation of type II IFNs in vertebrates.
Developmental and Comparative Immunology, 2013, 41, 587-596. 1.0 32

70
Endemic or exotic: the phylogenetic position of the Martinique Volcano Frog<i>Allobates
chalcopis</i>(Anura: Dendrobatidae) sheds light on its origin and challenges current conservation
strategies. Systematics and Biodiversity, 2013, 11, 87-101.

0.5 11

71
Free from mitochondrial DNA: Nuclear genes and the inference of species trees among closely related
darter lineages (Teleostei: Percidae: Etheostomatinae). Molecular Phylogenetics and Evolution, 2013,
66, 868-876.

1.2 34

72 <i>De novo</i> transcriptomic analyses for nonâ€•model organisms: an evaluation of methods across a
multiâ€•species data set. Molecular Ecology Resources, 2013, 13, 403-416. 2.2 71

73
DETERMINISM IN THE DIVERSIFICATION OF HISPANIOLAN TRUNK-GROUND ANOLES (<i>ANOLIS) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 187 Td (CYBOTES</i>SPECIES COMPLEX). Evolution; International Journal of Organic Evolution, 2013, 67,

3175-3190.
1.1 29

74
Multilocus phylogeny and <scp>B</scp>ayesian estimates of species boundaries reveal hidden
evolutionary relationships and cryptic diversity in <scp>S</scp>outheast <scp>A</scp>sian monitor
lizards. Molecular Ecology, 2013, 22, 3495-3510.

2.0 40

75 A large-scale view of the evolution of amniote development: insights from somitogenesis in reptiles.
Current Opinion in Genetics and Development, 2013, 23, 491-497. 1.5 18

76 Convergent evolution in the territorial communication of a classic adaptive radiation: Caribbean
Anolis lizards. Animal Behaviour, 2013, 85, 1415-1426. 0.8 31



6

Citation Report

# Article IF Citations

77
Molecular evolution and expression of archosaurian Î²â€•keratins: Diversification and expansion of
archosaurian Î²â€•keratins and the origin of feather Î²â€•keratins. Journal of Experimental Zoology Part B:
Molecular and Developmental Evolution, 2013, 320, 393-405.

0.6 49

78
Highly Species-Specific Centromeric Repetitive DNA Sequences in Lizards: Molecular Cytogenetic
Characterization of a Novel Family of Satellite DNA Sequences Isolated from the Water Monitor
Lizard (Varanus salvator macromaculatus, Platynota). Journal of Heredity, 2013, 104, 798-806.

1.0 24

79 Chinese alligator genome illustrates molecular adaptations. Cell Research, 2013, 23, 1254-1255. 5.7 3

80 Genome analysis and signature discovery for diving and sensory properties of the endangered Chinese
alligator. Cell Research, 2013, 23, 1091-1105. 5.7 105

81 Karyotype evolution in monitor lizards: cross-species chromosome mapping of cDNA reveals highly
conserved synteny and gene order in the Toxicofera clade. Chromosome Research, 2013, 21, 805-819. 1.0 52

82 Relative importance of habitat use, range expansion, and speciation in local species diversity of
<i>Anolis</i> lizards in Cuba. Ecosphere, 2013, 4, 1-33. 1.0 15

83 Life without TTP: apparent absence of an important anti-inflammatory protein in birds. American
Journal of Physiology - Regulatory Integrative and Comparative Physiology, 2013, 305, R689-R700. 0.9 20

84 Comparative genomics as a tool to understand evolution and disease. Genome Research, 2013, 23,
1063-1068. 2.4 135

85 Comparative Sex Chromosome Genomics in Snakes: Differentiation, Evolutionary Strata, and Lack of
Global Dosage Compensation. PLoS Biology, 2013, 11, e1001643. 2.6 270

86 The First Chameleon Transcriptome: Comparative Genomic Analysis of the OXPHOS System Reveals Loss
of COX8 in Iguanian Lizards. Genome Biology and Evolution, 2013, 5, 1792-1799. 1.1 12

87
Sex-biased gene expression at homomorphic sex chromosomes in emus and its implication for sex
chromosome evolution. Proceedings of the National Academy of Sciences of the United States of
America, 2013, 110, 6453-6458.

3.3 146

88 Lizards and LINEs: Selection and Demography Affect the Fate of L1 Retrotransposons in the Genome of
the Green Anole (Anolis carolinensis). Genome Biology and Evolution, 2013, 5, 1754-1768. 1.1 29

89 Molecular Cytogenetics in Artificial Hybrid and Highly Polyploid Sturgeons: An Evolutionary Story
Narrated by Repetitive Sequences. Cytogenetic and Genome Research, 2013, 141, 153-162. 0.6 21

90
Functional characterization of <i>piggyBat</i> from the bat <i>Myotis lucifugus</i> unveils an active
mammalian DNA transposon. Proceedings of the National Academy of Sciences of the United States of
America, 2013, 110, 234-239.

3.3 73

91 Genomes and evolutionary genomics of animals. Environmental Epigenetics, 2013, 59, 87-98. 0.9 4

92 Species Delimitation: A Decade After the Renaissance. , 0, , . 81

93 Lizard and Frog Prestin: Evolutionary Insight into Functional Changes. PLoS ONE, 2013, 8, e54388. 1.1 21

94 Transcriptome Analysis of Spermatogenically Regressed, Recrudescent and Active Phase Testis of
Seasonally Breeding Wall Lizards Hemidactylus flaviviridis. PLoS ONE, 2013, 8, e58276. 1.1 11



7

Citation Report

# Article IF Citations

95 Development of the Hearts of Lizards and Snakes and Perspectives to Cardiac Evolution. PLoS ONE,
2013, 8, e63651. 1.1 53

96 &lt;strong&gt;1986 Redux: New genera of anoles (Squamata: Dactyloidae) are
unwarranted&lt;/strong&gt;. Zootaxa, 2013, 3626, 295-299. 0.2 35

97 Nomenclature of Genes and Proteins. , 2014, , 77-91. 0

98 Reptile genomes open the frontier for comparative analysis of amniote development and regeneration.
International Journal of Developmental Biology, 2014, 58, 863-871. 0.3 19

99 The genome sequence of the corn snake (Pantherophis guttatus), a valuable resource for EvoDevo
studies in squamates. International Journal of Developmental Biology, 2014, 58, 881-888. 0.3 55

100 The Staurotypus Turtles and Aves Share the Same Origin of Sex Chromosomes but Evolved Different
Types of Heterogametic Sex Determination. PLoS ONE, 2014, 9, e105315. 1.1 36

101 Evolutionary Genomics and Adaptive Evolution of the Hedgehog Gene Family (Shh, Ihh and Dhh) in
Vertebrates. PLoS ONE, 2014, 9, e74132. 1.1 27

102 Transcriptomic Analysis of Tail Regeneration in the Lizard Anolis carolinensis Reveals Activation of
Conserved Vertebrate Developmental and Repair Mechanisms. PLoS ONE, 2014, 9, e105004. 1.1 112

103 Two Low Coverage Bird Genomes and a Comparison of Reference-Guided versus De Novo Genome
Assemblies. PLoS ONE, 2014, 9, e106649. 1.1 30

104 Snakes: hatching of a model system for Evo-Devo?. International Journal of Developmental Biology,
2014, 58, 727-732. 0.3 11

105 Anole classification: A response to Poe. Zootaxa, 2014, 3814, 109-20. 0.2 11

106 Dynamic evolution of the alpha (Î±) and beta (Î²) keratins has accompanied integument diversification and
the adaptation of birds into novel lifestyles. BMC Evolutionary Biology, 2014, 14, 249. 3.2 84

107 Next-generation snake venomics: protein-locus resolution through venom proteome decomplexation.
Expert Review of Proteomics, 2014, 11, 315-329. 1.3 99

108 Conserved syntenic clusters of protein coding genes are missing in birds. Genome Biology, 2014, 15,
565. 3.8 123

109 Evolution and gene capture in ancient endogenous retroviruses - insights from the crocodilian
genomes. Retrovirology, 2014, 11, 71. 0.9 27

110 Replicated high-density genetic maps of two great tit populations reveal fine-scale genomic departures
from sex-equal recombination rates. Heredity, 2014, 112, 307-316. 1.2 53

111 Evolution of the Complement System. Sub-Cellular Biochemistry, 2014, 80, 31-43. 1.0 106

112 Antimicrobial Peptides in Reptiles. Pharmaceuticals, 2014, 7, 723-753. 1.7 94



8

Citation Report

# Article IF Citations

113 Early Mesozoic Coexistence of Amniotes and Hepadnaviridae. PLoS Genetics, 2014, 10, e1004559. 1.5 61

114 Realistic artificial DNA sequences as negative controls for computational genomics. Nucleic Acids
Research, 2014, 42, e99-e99. 6.5 26

115 Conserved regulation of <i>hoxc11</i> by pitx1 in <i>Anolis</i> lizards. Journal of Experimental
Zoology Part B: Molecular and Developmental Evolution, 2014, 322, 156-165. 0.6 14

117 Three crocodilian genomes reveal ancestral patterns of evolution among archosaurs. Science, 2014,
346, 1254449. 6.0 300

118 Whole-genome analyses resolve early branches in the tree of life of modern birds. Science, 2014, 346,
1320-1331. 6.0 1,583

119 Complex evolutionary trajectories of sex chromosomes across bird taxa. Science, 2014, 346, 1246338. 6.0 258

120 Comparative genomics reveals insights into avian genome evolution and adaptation. Science, 2014, 346,
1311-1320. 6.0 895

121 Novel X-Linked Genes Revealed by Quantitative Polymerase Chain Reaction in the Green Anole,
<i>Anolis carolinensis</i>. G3: Genes, Genomes, Genetics, 2014, 4, 2107-2113. 0.8 37

122
A ZZ/ZW Sex Chromosome System in the Thick-Tailed Gecko (<b><i>Underwoodisaurus milii;</i></b>) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 427 Td (Squamata: Gekkota: Carphodactylidae), a Member of the Ancient Gecko Lineage. Cytogenetic and

Genome Research, 2014, 142, 190-196.
0.6 62

123 Parallel Evolution of Tetrodotoxin Resistance in Three Voltage-Gated Sodium Channel Genes in the
Garter Snake Thamnophis sirtalis. Molecular Biology and Evolution, 2014, 31, 2836-2846. 3.5 60

124 The legless lizard <i>Anguis fragilis</i> (slow worm) has a potent metal-responsive transcription
factor 1 (MTF-1). Biological Chemistry, 2014, 395, 425-431. 1.2 2

125 Relationships among Sex, Season and Testosterone in the Expression of Androgen Receptor mRNA and
Protein in the Green Anole Forebrain. Brain, Behavior and Evolution, 2014, 84, 303-314. 0.9 11

126

Molecular Analysis of the Koala Reproductive Hormones and Their Receptors:
Gonadotrophinâ€•Releasing Hormone (GnRH),<scp> Follicleâ€•Stimulating Hormone </scp>Î² and
<scp>Luteinising Hormone </scp>Î² with Localisation of <scp>G</scp>n<scp>RH</scp>. Journal of
Neuroendocrinology, 2014, 26, 870-887.

1.2 6

127 Tracing the evolution of amniote chromosomes. Chromosoma, 2014, 123, 201-216. 1.0 26

128 Gonadal Differentiation in Reptiles Exhibiting Environmental Sex Determination. Sexual Development,
2014, 8, 208-226. 1.1 25

129 The Phylogenetic Distribution and Evolution of Enzymes Within the Thymidine Kinase 2-like Gene Family
in Metazoa. Journal of Molecular Evolution, 2014, 78, 202-216. 0.8 4

130 Identification of sexâ€•specific molecular markers using restriction siteâ€•associated <scp>DNA</scp>
sequencing. Molecular Ecology Resources, 2014, 14, 902-913. 2.2 124

131 Genetic variation in the green anole lizard (Anolis carolinensis) reveals island refugia and a
fragmented Florida during the quaternary. Genetica, 2014, 142, 59-72. 0.5 32



9

Citation Report

# Article IF Citations

132 Geometric Morphometric Analysis of the Breastâ€•Shoulder Apparatus of Lizards: A Test Case Using
Jamaican Anoles (Squamata: Dactyloidae). Anatomical Record, 2014, 297, 410-432. 0.8 7

133 The oestrogen pathway underlies the evolution of exaggerated male cranial shapes in Anolis lizards.
Proceedings of the Royal Society B: Biological Sciences, 2014, 281, 20140329. 1.2 30

134 Identification of the linkage group of the Z sex chromosomes of the sand lizard (Lacerta agilis,) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 662 Td (Lacertidae) and elucidation of karyotype evolution in lacertid lizards. Chromosoma, 2014, 123, 563-575.1.0 55

135 A New Species of Horned Lizard (Genus<i>Phrynosoma</i>) from Guerrero, MÃ©xico, with an Updated
Multilocus Phylogeny. Herpetologica, 2014, 70, 241-257. 0.2 17

136 Genome sequencing and population genomics in non-model organisms. Trends in Ecology and
Evolution, 2014, 29, 51-63. 4.2 570

137 Fossil-calibrated phylogeny and historical biogeography of Southeast Asian water monitors (Varanus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 542 Td (salvator Complex). Molecular Phylogenetics and Evolution, 2014, 74, 29-37.1.2 18

138 Genome-Wide Linkage-Disequilibrium Profiles from Single Individuals. Genetics, 2014, 198, 269-281. 1.2 30

139 Evolutionary active transposable elements in the genome of the coelacanth. Journal of Experimental
Zoology Part B: Molecular and Developmental Evolution, 2014, 322, 322-333. 0.6 22

140 Endogenous hepadnaviruses, bornaviruses and circoviruses in snakes. Proceedings of the Royal
Society B: Biological Sciences, 2014, 281, 20141122. 1.2 80

141 Large Numbers of Novel miRNAs Originate from DNA Transposons and Are Coincident with a Large
Species Radiation in Bats. Molecular Biology and Evolution, 2014, 31, 1536-1545. 3.5 60

142 A universal genomic coordinate translator for comparative genomics. BMC Bioinformatics, 2014, 15,
227. 1.2 7

143 Transposons, environmental changes, and heritable induced phenotypic variability. Chromosoma, 2014,
123, 345-354. 1.0 91

144 CONSERVED SEX CHROMOSOMES ACROSS ADAPTIVELY RADIATED<i>ANOLIS</i>LIZARDS. Evolution;
International Journal of Organic Evolution, 2014, 68, 2079-2085. 1.1 69

145 <i>ANOLIS</i>SEX CHROMOSOMES ARE DERIVED FROM A SINGLE ANCESTRAL PAIR. Evolution;
International Journal of Organic Evolution, 2014, 68, 1027-1041. 1.1 107

146 Conservation genetics of Australasian sailfin lizards: Flagship species threatened by coastal
development and insufficient protected area coverage. Biological Conservation, 2014, 169, 100-108. 1.9 13

147
Critically endangered island endemic or peripheral population of a widespread species? Conservation
genetics of <scp>K</scp>ikuchi's gecko and the global challenge of protecting peripheral oceanic
island endemic vertebrates. Diversity and Distributions, 2014, 20, 756-772.

1.9 22

148 Cretaceous park of sex determination: sex chromosomes are conserved across iguanas. Biology
Letters, 2014, 10, 20131093. 1.0 90

149
&lt;strong&gt;K.E. NICHOLSON, B.I. CROTHER, C. GUYER &amp;amp; J.M. SAVAGE (2014) Anole
classification: A response to Poe Â &lt;em&gt;Zootaxa&lt;/em&gt;, 3814(1): 109â€“120.&lt;/strong&gt;.
Zootaxa, 2014, 3815, 600.

0.2 0



10

Citation Report

# Article IF Citations

150
The Veiled Chameleon (<i>Chamaeleo calyptratus</i> DumÃ©ril and DumÃ©ril 1851): A Model for Studying
Reptile Body Plan Development and Evolution. Cold Spring Harbor Protocols, 2015, 2015,
pdb.emo087700.

0.2 17

151 High-coverage sequencing and annotated assembly of the genome of the Australian dragon lizard
Pogona vitticeps. GigaScience, 2015, 4, 45. 3.3 97

153 Living without DAT: Loss and compensation of the dopamine transporter gene in sauropsids (birds and) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 662 Td (reptiles). Scientific Reports, 2015, 5, 14093.1.6 10

154 Amelanism in the corn snake is associated with the insertion of an LTR-retrotransposon in the OCA2
gene. Scientific Reports, 2015, 5, 17118. 1.6 36

155 Immunofluorescent staining reveals hypermethylation of microchromosomes in the central bearded
dragon, Pogona vitticeps. Molecular Cytogenetics, 2015, 8, 104. 0.4 4

156 Transposons, Genome Size, and Evolutionary Insights in Animals. Cytogenetic and Genome Research,
2015, 147, 217-239. 0.6 119

157 ERK1 and ERK2 present functional redundancy in tetrapods despite higher evolution rate of ERK1. BMC
Evolutionary Biology, 2015, 15, 179. 3.2 46

158 Hormonal Regulation of Steroid Receptor Coactivatorâ€•1 <scp>mRNA</scp> in the Male and Female
Green Anole Brain. Journal of Neuroendocrinology, 2015, 27, 223-233. 1.2 9

160 Next-generation sequencing and the expanding domain of phylogeography. Folia Zoologica, 2015, 64,
187-206. 0.9 47

161 Parasite diversification in Caribbean Anolis lizards. , 0, , 320-334. 2

162 Genetic manipulation of reptilian embryos: toward an understanding of cortical development and
evolution. Frontiers in Neuroscience, 2015, 9, 45. 1.4 34

163 Karyotype Reorganization in the Hokou Gecko (Gekko hokouensis, Gekkonidae): The Process of
Microchromosome Disappearance in Gekkota. PLoS ONE, 2015, 10, e0134829. 1.1 51

164 The sea lamprey meiotic map improves resolution of ancient vertebrate genome duplications. Genome
Research, 2015, 25, 1081-1090. 2.4 146

165 Phylogenomics of Phrynosomatid Lizards: Conflicting Signals from Sequence Capture versus
Restriction Site Associated DNA Sequencing. Genome Biology and Evolution, 2015, 7, 706-719. 1.1 154

166 Evolution of V genes from the TRV loci of mammals. Immunogenetics, 2015, 67, 371-384. 1.2 7

167 Multilocus phylogenetic analyses of Hispaniolan and Bahamian trunk anoles (distichus species group).
Molecular Phylogenetics and Evolution, 2015, 87, 105-117. 1.2 14

168 Marsupials and monotremes possess a novel family of MHC class I genes that is lost from the
eutherian lineage. BMC Genomics, 2015, 16, 535. 1.2 22

169 Major Histocompatibility Complex Genes Map to Two Chromosomes in an Evolutionarily Ancient
Reptile, the Tuatara <i>Sphenodon punctatus</i>. G3: Genes, Genomes, Genetics, 2015, 5, 1439-1451. 0.8 28



11

Citation Report

# Article IF Citations

170 Conservation of Regional Variation in Sex-Specific Sex Chromosome Regulation. Genetics, 2015, 201,
587-598. 1.2 21

171 Evolutionary stability of sex chromosomes in snakes. Proceedings of the Royal Society B: Biological
Sciences, 2015, 282, 20151992. 1.2 78

172 Comparison of Headbob Displays in Gray-Dewlapped and Red-Dewlapped Populations of Green Anoles
(Anolis carolinensis). Herpetologica, 2015, 71, 117-124. 0.2 4

173 Comparative and Evolutionary Physiology of Water Channels. , 2015, , 5-41. 0

174 Multiple Lineages of Ancient CR1 Retroposons Shaped the Early Genome Evolution of Amniotes.
Genome Biology and Evolution, 2015, 7, 205-217. 1.1 62

175 Low rate of interchromosomal rearrangements during old radiation of gekkotan lizards (Squamata:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 542 Td (Gekkota). Chromosome Research, 2015, 23, 299-309.1.0 15

176 The Anoles (Reptilia: Squamata: Dactyloidae:<i>Anolis</i>:<i>Norops</i>) of Honduras. Systematics,
Distribution, and Conservation. Bulletin of the Museum of Comparative Zoology, 2015, 161, 1-280. 1.0 16

177 Restriction Site-Associated DNA Sequencing (RAD-seq) Reveals an Extraordinary Number of Transitions
among Gecko Sex-Determining Systems. Molecular Biology and Evolution, 2015, 32, 1296-1309. 3.5 233

178 Biased Gene Conversion and GC-Content Evolution in the Coding Sequences of Reptiles and
Vertebrates. Genome Biology and Evolution, 2015, 7, 240-250. 1.1 67

179 Conservation Genetics and Genomics of Amphibians and Reptiles. Annual Review of Animal Biosciences,
2015, 3, 113-138. 3.6 72

180 Contrasting models of parityâ€•mode evolution in squamate reptiles. Journal of Experimental Zoology
Part B: Molecular and Developmental Evolution, 2015, 324, 467-472. 0.6 14

181 The Genome 10K Project: A Way Forward. Annual Review of Animal Biosciences, 2015, 3, 57-111. 3.6 294

182 Intrachromosomal rearrangements in two representatives of the genus Saltator (Thraupidae,) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 262 Td (Passeriformes) and the occurrence of heteromorphic Z chromosomes. Genetica, 2015, 143, 535-543.0.5 28

183 Transposable elements and small RNAs: Genomic fuel for species diversity. Mobile Genetic Elements,
2015, 5, 63-66. 1.8 7

184 Reptilian Transcriptomes v2.0: An Extensive Resource for Sauropsida Genomics and Transcriptomics.
Genome Biology and Evolution, 2015, 7, 1827-1841. 1.1 34

185 A genome draft of the legless anguid lizard, Ophisaurus gracilis. GigaScience, 2015, 4, 17. 3.3 23

186
Physical Mapping and Refinement of the Painted Turtle Genome (Chrysemys picta) Inform Amniote
Genome Evolution and Challenge Turtle-Bird Chromosomal Conservation. Genome Biology and
Evolution, 2015, 7, 2038-2050.

1.1 46

187 Whole Genome Sequencing of the Asian Arowana (<i>Scleropages formosus</i>) Provides Insights
into the Evolution of Ray-Finned Fishes. Genome Biology and Evolution, 2015, 7, 2885-2895. 1.1 43



12

Citation Report

# Article IF Citations

188 Molecular characterization of Galectin-8 from Nile tilapia (Oreochromis niloticus Linn.) and its
response to bacterial infection. Molecular Immunology, 2015, 68, 585-596. 1.0 16

189 The genomics of organismal diversification illuminated by adaptive radiations. Trends in Genetics,
2015, 31, 491-499. 2.9 119

190 Convergent evolution of cysteine-rich proteins in feathers and hair. BMC Evolutionary Biology, 2015,
15, 82. 3.2 60

191 A New Species of PhenacosaurAnolis(Squamata; Iguanidae) from Peru and a Comprehensive Phylogeny
ofDactyloa-cladeAnolisBased on New DNA Sequences and Morphology. Copeia, 2015, 103, 639-650. 1.4 5

192 Gekko japonicus genome reveals evolution of adhesive toe pads and tail regeneration. Nature
Communications, 2015, 6, 10033. 5.8 142

193 The Regenerating Spinal Cord of Gecko Maintains Unaltered Expression of Î²-Catenin Following Tail
Amputation. Journal of Molecular Neuroscience, 2015, 55, 653-662. 1.1 3

194 A phylogenomic analysis of turtles. Molecular Phylogenetics and Evolution, 2015, 83, 250-257. 1.2 244

195 <scp>NMR</scp> structure of bitistatinÂ â€“Â a missing piece in the evolutionary pathway of snake venom
disintegrins. FEBS Journal, 2015, 282, 341-360. 2.2 18

196 Evolution of dosage compensation in Anolis carolinensis , a reptile with XX/XY chromosomal sex
determination. Genome Biology and Evolution, 2016, 9, evw263. 1.1 32

197 Snake Genome Sequencing: Results and Future Prospects. Toxins, 2016, 8, 360. 1.5 31

198 Developmental and Regulatory Functions of Na+ Channel Nonâ€“pore-forming Î² Subunits. Current Topics
in Membranes, 2016, 78, 315-351. 0.5 15

199 Conservation of sex chromosomes in lacertid lizards. Molecular Ecology, 2016, 25, 3120-3126. 2.0 56

200
Anchoring genome sequence to chromosomes of the central bearded dragon (Pogona vitticeps)
enables reconstruction of ancestral squamate macrochromosomes and identifies sequence content
of the Z chromosome. BMC Genomics, 2016, 17, 447.

1.2 47

201
Geographical variation in morphology and its environmental correlates in a widespread North
American lizard,<i>Anolis carolinensis</i>(Squamata: Dactyloidae). Biological Journal of the Linnean
Society, 2016, 117, 760-774.

0.7 21

202 Minute Y chromosomes and karyotype evolution in Madagascan iguanas (Squamata: Iguania:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 182 Td (Opluridae). Biological Journal of the Linnean Society, 2016, 118, 618-633.0.7 39

203 The Ensembl gene annotation system. Database: the Journal of Biological Databases and Curation, 2016,
2016, baw093. 1.4 912

204 Reptile Toll-like receptor 5 unveils adaptive evolution of bacterial flagellin recognition. Scientific
Reports, 2016, 6, 19046. 1.6 42

205 Regeneration: Lessons from the Lizard. Pancreatic Islet Biology, 2016, , 23-35. 0.1 2



13

Citation Report

# Article IF Citations

207 Genetics and Regeneration in Vertebrates. , 2016, , 339-363. 2

208 Phylogenomic analyses reveal novel relationships among snake families. Molecular Phylogenetics and
Evolution, 2016, 100, 160-169. 1.2 46

209 Evolution of IFN-Î» in tetrapod vertebrates and its functional characterization in green anole lizard
(Anolis carolinensis). Developmental and Comparative Immunology, 2016, 61, 208-224. 1.0 32

210
Tracing the evolutionary lineage of pattern recognition receptor homologues in vertebrates: An
insight into reptilian immunity via de novo sequencing of the wall lizard splenic transcriptome.
Veterinary Immunology and Immunopathology, 2016, 172, 26-37.

0.5 14

211 Regenerative Medicine - from Protocol to Patient. , 2016, , . 2

212 Diversity in Host Defense Antimicrobial Peptides. , 2016, , 3-26. 2

213 Accumulation of transposable elements in<i>Hox</i>gene clusters during adaptive radiation
of<i>Anolis</i>lizards. Proceedings of the Royal Society B: Biological Sciences, 2016, 283, 20161555. 1.2 40

214 Vertebrate Cytokines and Their Evolution. , 2016, , 87-150. 29

215
Archipelago-wide survey of Philippine forest dragons (Agamidae:<i>Gonocephalus</i>): multilocus
phylogeny uncovers unprecedented levels of genetic diversity in a biodiversity hotspot. Biological
Journal of the Linnean Society, 2016, , .

0.7 5

217 Location, location, location: the evolutionary history of CD1 genes and the NKR-P1/ligand systems.
Immunogenetics, 2016, 68, 499-513. 1.2 12

219
Cytogenetic Insights into the Evolution of Chromosomes and Sex Determination Reveal Striking
Homology of Turtle Sex Chromosomes to Amphibian Autosomes. Cytogenetic and Genome Research,
2016, 148, 292-304.

0.6 41

220 Expressed miRNAs target feather related mRNAs involved in cell signaling, cell adhesion and structure
during chicken epidermal development. Gene, 2016, 591, 393-402. 1.0 17

221 Climateâ€•mediated adaptation after mainland colonization of an ancestrally subtropical island lizard,
<i><scp>A</scp>nolis carolinensis</i>. Journal of Evolutionary Biology, 2016, 29, 2168-2180. 0.8 34

222 Evolutionary dynamics of Anolis sex chromosomes revealed by sequencing of flow sorting-derived
microchromosome-specific DNA. Molecular Genetics and Genomics, 2016, 291, 1955-1966. 1.0 30

223 In silico phylogenomics using complete genomes: a case study on the evolution of hominoids. Genome
Research, 2016, 26, 1257-1267. 2.4 12

224 Evolutionary Dynamics of the GametologousCTNNB1Gene on the Z and W Chromosomes of Snakes.
Journal of Heredity, 2016, 108, esw074. 1.0 18

225 Genomic Signatures of Historical Allopatry and Ecological Divergence in an Island Lizard. Genome
Biology and Evolution, 2016, 8, 3618-3626. 1.1 12

226 Diversification in wild populations of the model organism Anolis carolinensis : A genomeâ€•wide
phylogeographic investigation. Ecology and Evolution, 2016, 6, 8115-8125. 0.8 17



14

Citation Report

# Article IF Citations

227 The Evolution of Line-1 in Vertebrates. Genome Biology and Evolution, 2016, 8, evw247. 1.1 54

228 Evolutionary trajectories of snake genes and genomes revealed by comparative analyses of five-pacer
viper. Nature Communications, 2016, 7, 13107. 5.8 88

229 Expression of a hindlimb-determining factor<i>Pitx1</i>in the forelimb of the lizard<i>Pogona
vitticeps</i>during morphogenesis. Open Biology, 2016, 6, 160252. 1.5 14

230 Draft genome of the leopard gecko, Eublepharis macularius. GigaScience, 2016, 5, 47. 3.3 55

231 Tandem amino acid repeats in the green anole (Anolis carolinensis) and other squamates may have a
role in increasing genetic variability. BMC Genomics, 2016, 17, 109. 1.2 1

232 Review: mapping epidermal beta-protein distribution in the lizard Anolis carolinensis shows a specific
localization for the formation of scales, pads, and claws. Protoplasma, 2016, 253, 1405-1420. 1.0 10

233 Historical Contingency in a Multigene Family Facilitates Adaptive Evolution of Toxin Resistance.
Current Biology, 2016, 26, 1616-1621. 1.8 47

234 The<i>Anolis</i>Lizard Genome: An Amniote Genome without Isochores?. Genome Biology and
Evolution, 2016, 8, 1048-1055. 1.1 7

235 Differential expression of conserved and novel microRNAs during tail regeneration in the lizard
Anolis carolinensis. BMC Genomics, 2016, 17, 339. 1.2 33

236 The contribution of transposable elements to size variations between four teleost genomes. Mobile
DNA, 2016, 7, 4. 1.3 71

237 Distribution of<i>RPTLN</i>Genes Across Reptilia: Hypothesized Role for RPTLN in the Evolution of
SVMPs. Integrative and Comparative Biology, 2016, 56, 989-1003. 0.9 8

238 What was the ancestral sexâ€•determining mechanism in amniote vertebrates?. Biological Reviews, 2016,
91, 1-12. 4.7 82

239 Epithelial sodium channel (ENaC) family: Phylogeny, structureâ€“function, tissue distribution, and
associated inherited diseases. Gene, 2016, 579, 95-132. 1.0 310

240 Mammalian X homolog acts as sex chromosome in lacertid lizards. Heredity, 2016, 117, 8-13. 1.2 35

241 Squamate Reptile Genomics and Evolution. , 2016, , 29-49. 0

242 Genetic regulation of sex differences in songbirds and lizards. Philosophical Transactions of the
Royal Society B: Biological Sciences, 2016, 371, 20150112. 1.8 5

243 Accurate Transposable Element Annotation Is Vital When Analyzing New Genome Assemblies. Genome
Biology and Evolution, 2016, 8, 403-410. 1.1 107

244 Short tandem repeats in the human, cow, mouse, chicken, and lizard genomes are concentrated in the
terminal regions of chromosomes. Gene Reports, 2016, 4, 280-285. 0.4 1



15

Citation Report

# Article IF Citations

245 Microsatellite landscape evolutionary dynamics across 450 million years of vertebrate genome
evolution. Genome, 2016, 59, 295-310. 0.9 40

246 Detecting the Anomaly Zone in Species Trees and Evidence for a Misleading Signal in Higher-Level Skink
Phylogeny (Squamata: Scincidae).. Systematic Biology, 2016, 65, 465-477. 2.7 85

247 Mitochondrial introgression via ancient hybridization, and systematics of the Australian endemic
pygopodid gecko genus Delma. Molecular Phylogenetics and Evolution, 2016, 94, 577-590. 1.2 20

248 A FISH-based chromosome map for the European corn borer yields insights into ancient chromosomal
fusions in the silkworm. Heredity, 2016, 116, 75-83. 1.2 27

249 How Should Genes and Taxa be Sampled for Phylogenomic Analyses with Missing Data? An Empirical
Study in Iguanian Lizards. Systematic Biology, 2016, 65, 128-145. 2.7 155

250 Amplification of microsatellite repeat motifs is associated with the evolutionary differentiation and
heterochromatinization of sex chromosomes in Sauropsida. Chromosoma, 2016, 125, 111-123. 1.0 71

251 New insights into sex chromosome evolution in anole lizards (Reptilia, Dactyloidae). Chromosoma,
2017, 126, 245-260. 1.0 32

252 The physiology of lipid storage and use in reptiles. Biological Reviews, 2017, 92, 1406-1426. 4.7 81

253 Avian W and mammalian Y chromosomes convergently retained dosage-sensitive regulators. Nature
Genetics, 2017, 49, 387-394. 9.4 147

254
Hormonally Mediated Increases in Sex-Biased Gene Expression Accompany the Breakdown of
Between-Sex Genetic Correlations in a Sexually Dimorphic Lizard. American Naturalist, 2017, 189,
315-332.

1.0 54

255 Phylogenomics using formalinâ€•fixed and 100+ yearâ€•old intractable natural history specimens.
Molecular Ecology Resources, 2017, 17, 1003-1008. 2.2 132

256 Stable Cretaceous sex chromosomes enable molecular sexing in softshell turtles (Testudines:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 302 Td (Trionychidae). Scientific Reports, 2017, 7, 42150.1.6 45

257 Low diversity, activity, and density of transposable elements in five avian genomes. Functional and
Integrative Genomics, 2017, 17, 427-439. 1.4 26

258 Shedding light on the Imps of Darkness: an integrative taxonomic revision of the GalÃ¡pagos marine
iguanas (genus Amblyrhynchus). Zoological Journal of the Linnean Society, 2017, 181, 678-710. 1.0 25

259 Similar Ratios of Introns to Intergenic Sequence across Animal Genomes. Genome Biology and
Evolution, 2017, 9, 1582-1598. 1.1 48

260 Sequencing, de novo assembling, and annotating the genome of the endangered Chinese crocodile
lizard Shinisaurus crocodilurus. GigaScience, 2017, 6, 1-6. 3.3 23

261 A Phylogenetic, Biogeographic, and Taxonomic study of all Extant Species of Anolis (Squamata;) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 102 Td (Iguanidae). Systematic Biology, 2017, 66, 663-697.2.7 119

262 Heteromorphism of â€œHomomorphicâ€• Sex Chromosomes in Two Anole Species (Squamata, Dactyloidae)
Revealed by Synaptonemal Complex Analysis. Cytogenetic and Genome Research, 2017, 151, 89-95. 0.6 9



16

Citation Report

# Article IF Citations

263 Widespread selective sweeps throughout the genome of model plant pathogenic fungi and
identification of effector candidates. Molecular Ecology, 2017, 26, 2041-2062. 2.0 71

264 Evolution of bird genomesâ€”a transposon'sâ€•eye view. Annals of the New York Academy of Sciences, 2017,
1389, 164-185. 1.8 114

265 Avian and Reptilian Developmental Biology. Methods in Molecular Biology, 2017, , . 0.4 0

266 Chromosomal Context Affects the Molecular Evolution of Sex-linked Genes and Their Autosomal
Counterparts in Turtles and Other Vertebrates. Journal of Heredity, 2017, 108, 720-730. 1.0 6

267 Model Clades Versus Model Species: Anolis Lizards as an Integrative Model of Anatomical Evolution.
Methods in Molecular Biology, 2017, 1650, 285-297. 0.4 12

268 Somitogenesis and Axial Development in Reptiles. Methods in Molecular Biology, 2017, 1650, 335-353. 0.4 0

269 Evolution and Diversity of Transposable Elements in Vertebrate Genomes. Genome Biology and
Evolution, 2017, 9, 161-177. 1.1 226

270
As-CATH1â€“6, novel cathelicidins with potent antimicrobial and immunomodulatory properties from
<i>Alligator sinensis</i>, play pivotal roles in host antimicrobial immune responses. Biochemical
Journal, 2017, 474, 2861-2885.

1.7 45

271 Dissecting evolution and disease using comparative vertebrate genomics. Nature Reviews Genetics,
2017, 18, 624-636. 7.7 46

272 6-OHDA-Lesioned Adult Zebrafish as a Useful Parkinsonâ€™s Disease Model for Dopaminergic
Neuroregeneration. Neurotoxicity Research, 2017, 32, 496-508. 1.3 40

273 Signals and Speciation:<i>Anolis</i>Dewlap Color as a Reproductive Barrier. Journal of Herpetology,
2017, 51, 437-447. 0.2 11

274 Genomic and phenotypic signatures of climate adaptation in an <i>Anolis</i> lizard. Ecology and
Evolution, 2017, 7, 6390-6403. 0.8 26

275 A Step-by-Step Guide to Assemble a Reptilian Genome. Methods in Molecular Biology, 2017, 1650, 47-67. 0.4 1

276 Tail regeneration and other phenomena of wound healing and tissue restoration in lizards. Journal
of Experimental Biology, 2017, 220, 2858-2869. 0.8 44

277 Identification and characterization of tyrosine kinases in anole lizard indicate the conserved tyrosine
kinase repertoire in vertebrates. Molecular Genetics and Genomics, 2017, 292, 1405-1418. 1.0 6

278 Winter storms drive rapid phenotypic, regulatory, and genomic shifts in the green anole lizard.
Science, 2017, 357, 495-498. 6.0 204

279 Convergent origination of a <i>Drosophila</i>-like dosage compensation mechanism in a reptile
lineage. Genome Research, 2017, 27, 1974-1987. 2.4 81

280 The Discovery of XY Sex Chromosomes in a Boa and Python. Current Biology, 2017, 27, 2148-2153.e4. 1.8 105



17

Citation Report

# Article IF Citations

281 Resources for phylogenomic analyses of Australian terrestrial vertebrates. Molecular Ecology
Resources, 2017, 17, 869-876. 2.2 13

282 A Staging Table of Postâ€•Ovipositional Development for the South American Collared Lizard
<i>Tropidurus torquatus</i> (Squamata: Tropiduridae). Anatomical Record, 2017, 300, 277-290. 0.8 35

283 Origin of Amniote Sex Chromosomes: An Ancestral Super-Sex Chromosome, or Common
Requirements?. Journal of Heredity, 2017, 108, 94-105. 1.0 65

284 Inferring evolutionary responses of Anolis carolinensis introduced into the Ogasawara archipelago
using whole genome sequence data. Scientific Reports, 2017, 7, 18008. 1.6 8

285 The concept of macroevolution in view of modern data. Paleontological Journal, 2017, 51, 799-898. 0.2 3

286 Targeted capture of complete coding regions across divergent species. Genome Biology and Evolution,
2017, 9, evx005. 1.1 15

287 Conservation of the Keap1-Nrf2 System: An Evolutionary Journey through Stressful Space and Time.
Molecules, 2017, 22, 436. 1.7 123

288 LINE Insertion Polymorphisms are Abundant but at Low Frequencies across Populations of Anolis
carolinensis. Frontiers in Genetics, 2017, 8, 44. 1.1 23

289 The Role of Alternative Splicing and Differential Gene Expression in Cichlid Adaptive Radiation.
Genome Biology and Evolution, 2017, 9, 2764-2781. 1.1 63

290 The Agassizâ€™s desert tortoise genome provides a resource for the conservation of a threatened
species. PLoS ONE, 2017, 12, e0177708. 1.1 33

292 Differential Effect of Selection against LINE Retrotransposons among Vertebrates Inferred from
Whole-Genome Data and Demographic Modeling. Genome Biology and Evolution, 2018, 10, 1265-1281. 1.1 19

293 Physiological and regulatory underpinnings of geographic variation in reptilian cold tolerance
across a latitudinal cline. Molecular Ecology, 2018, 27, 2243-2255. 2.0 46

294 Mammalian transposable elements and their impacts on genome evolution. Chromosome Research,
2018, 26, 25-43. 1.0 195

295 Comparative Genomics Reveals Accelerated Evolution in Conserved Pathways during the
Diversification of Anole Lizards. Genome Biology and Evolution, 2018, 10, 489-506. 1.1 43

296 Gene Turnover and Diversification of the Î±- and Î²-Globin Gene Families in Sauropsid Vertebrates. Genome
Biology and Evolution, 2018, 10, 344-358. 1.1 23

297 All iguana families with the exception of basilisks share sex chromosomes. Zoology, 2018, 126, 98-102. 0.6 33

298 Appendages and gene regulatory networks: Lessons from the limbless. Genesis, 2018, 56, e23078. 0.8 18

299
Natural selection beyond genes: Identification and analyses of evolutionarily conserved elements in
the genome of the collared flycatcher (<i>Ficedula albicollis</i>). Molecular Ecology, 2018, 27,
476-492.

2.0 19



18

Citation Report

# Article IF Citations

300 An albino mutant of the Japanese rat snake (&lt;i&gt;Elaphe climacophora&lt;/i&gt;) carries a nonsense
mutation in the tyrosinase gene. Genes and Genetic Systems, 2018, 93, 163-167. 0.2 7

301 Reconstruction of avian ancestral karyotypes reveals differences in the evolutionary history of
macro- and microchromosomes. Genome Biology, 2018, 19, 155. 3.8 44

302 The genome of the tegu lizard<i>Salvator merianae</i>: combining Illumina, PacBio, and optical
mapping data to generate a highly contiguous assembly. GigaScience, 2018, 7, . 3.3 23

303 Local adaptation in mainland anole lizards: Integrating population history and genomeâ€“environment
associations. Ecology and Evolution, 2018, 8, 11932-11944. 0.8 29

304 The phylum Vertebrata: a case for zoological recognition. Zoological Letters, 2018, 4, 32. 0.7 32

305
Chromosome map of the Siamese cobra: did partial synteny of sex chromosomes in the amniote
represent â€œa hypothetical ancestral super-sex chromosomeâ€• or random distribution?. BMC Genomics,
2018, 19, 939.

1.2 39

306 Divergent evolution in the genomes of closely-related lacertids, Lacerta viridis and L. bilineata and
implications for speciation. GigaScience, 2018, 8, . 3.3 10

307 Novel ecological and climatic conditions drive rapid adaptation in invasive Florida Burmese pythons.
Molecular Ecology, 2018, 27, 4744-4757. 2.0 30

308 Vertebrate Genomes. Computational Biology, 2018, , 247-272. 0.1 0

309 Reconstruction of the diapsid ancestral genome permits chromosome evolution tracing in avian and
non-avian dinosaurs. Nature Communications, 2018, 9, 1883. 5.8 60

310 Anolis carolinensis as a model to understand the molecular and cellular basis of foveal development.
Experimental Eye Research, 2018, 173, 138-147. 1.2 17

311 Diversification across biomes in a continental lizard radiation. Evolution; International Journal of
Organic Evolution, 2018, 72, 1553-1569. 1.1 21

312 Signatures of Microevolutionary Processes in Phylogenetic Patterns. Systematic Biology, 2018, 68,
131-144. 2.7 8

313 Comparative genomic investigation of high-elevation adaptation in ectothermic snakes. Proceedings
of the National Academy of Sciences of the United States of America, 2018, 115, 8406-8411. 3.3 119

314 Seasonal regulation of steroidogenic enzyme expression within the green anole lizard (Anolis) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 182 Td (carolinensis) brain and gonad. General and Comparative Endocrinology, 2018, 268, 88-95.0.8 11

315 Squamate reptiles challenge paradigms of genomic repeat element evolution set by birds and mammals.
Nature Communications, 2018, 9, 2774. 5.8 101

316 Understanding explosive diversification through cichlid fish genomics. Nature Reviews Genetics, 2018,
19, 705-717. 7.7 194

317 Reptilia: Cellular Immunity in Reptiles: Perspective on Elements of Evolution. , 2018, , 773-791. 1



19

Citation Report

# Article IF Citations

318
Translating a clade based classification into one that is valid under the international code of
zoological nomenclature: the case of the lizards of the family Dactyloidae (Order Squamata).
Zootaxa, 2018, 4461, 573.

0.2 9

319 Superior ab initio identification, annotation and characterisation of TEs and segmental duplications
from genome assemblies. PLoS ONE, 2018, 13, e0193588. 1.1 27

320 First report on B chromosome content in a reptilian species: the case of Anolis carolinensis.
Molecular Genetics and Genomics, 2019, 294, 13-21. 1.0 11

321 Genome of the Komodo dragon reveals adaptations in the cardiovascular and chemosensory systems
of monitor lizards. Nature Ecology and Evolution, 2019, 3, 1241-1252. 3.4 67

322 Avian Genomics in Ecology and Evolution. , 2019, , . 4

323 Jurassic Park: What Did the Genomes of Dinosaurs Look Like?. , 2019, , 331-348. 0

324 Selection at behavioural, developmental and metabolic genes is associated with the northward
expansion of a successful tropical colonizer. Molecular Ecology, 2019, 28, 3523-3543. 2.0 7

325 A Search for Sex-Linked Loci in the Agamid Lizard, &lt;b&gt;&lt;i&gt;Calotes
versicolor&lt;/i&gt;&lt;/b&gt;. Sexual Development, 2019, 13, 143-150. 1.1 4

326 Deciphering Ancestral Sex Chromosome Turnovers Based on Analysis of Male Mutation Bias. Genome
Biology and Evolution, 2019, 11, 3054-3067. 1.1 9

327 Escaping the evolutionary trap? Sex chromosome turnover in basilisks and related lizards
(Corytophanidae: Squamata). Biology Letters, 2019, 15, 20190498. 1.0 38

328 The Komodo dragon (Varanus komodoensis) genome and identification of innate immunity genes and
clusters. BMC Genomics, 2019, 20, 684. 1.2 17

329 Evolution, Origin of Life, Concepts and Methods. , 2019, , . 4

330 Corytophanids Replaced the Pleurodont XY System with a New Pair of XY Chromosomes. Genome
Biology and Evolution, 2019, 11, 2666-2677. 1.1 19

331 Chromosome-level assembly of the mustache toad genome using third-generation DNA sequencing and
Hi-C analysis. GigaScience, 2019, 8, . 3.3 25

332 Conserved sex chromosomes and karyotype evolution in monitor lizards (Varanidae). Heredity, 2019,
123, 215-227. 1.2 48

333 Origin and diversification of the plasminogen activation system among chordates. BMC Evolutionary
Biology, 2019, 19, 27. 3.2 31

334 Male Meiotic Recombination in the Steppe Agama, Trapelus sanguinolentus (Agamidae, Iguania, Reptilia).
Cytogenetic and Genome Research, 2019, 157, 107-114. 0.6 10

335
ZZ/ZW Sex Chromosomes in the Endemic Puerto Rican Leaf-Toed Gecko
(&lt;b&gt;&lt;i&gt;Phyllodactylus wirshingi&lt;/i&gt;&lt;/b&gt;). Cytogenetic and Genome Research, 2019,
157, 89-97.

0.6 20



20

Citation Report

# Article IF Citations

336 Shared Ancient Sex Chromosomes in Varanids, Beaded Lizards, and Alligator Lizards. Molecular
Biology and Evolution, 2019, 36, 1113-1120. 3.5 57

337 Evidence that DNA repair genes, a family of tumor suppressor genes, are associated with evolution
rate and size of genomes. Human Genomics, 2019, 13, 26. 1.4 14

338 Recent Secondary Contacts, Linked Selection, and Variable Recombination Rates Shape Genomic
Diversity in the Model Species Anolis carolinensis. Genome Biology and Evolution, 2019, 11, 2009-2022. 1.1 29

339 The rise and fall of differentiated sex chromosomes in geckos. Molecular Ecology, 2019, 28, 3042-3052. 2.0 49

340 The origins and evolution of chromosomes, dosage compensation, and mechanisms underlying venom
regulation in snakes. Genome Research, 2019, 29, 590-601. 2.4 114

341 Squamate Chromosome Size and GC Content Assessed by Flow Karyotyping. Cytogenetic and Genome
Research, 2019, 157, 46-52. 0.6 6

342 Isolation and Characterization of Interspersed Repeated Sequences in the Common Lizard, Zootoca
vivipara, and Their Conservation in Squamata. Cytogenetic and Genome Research, 2019, 157, 65-76. 0.6 14

343 The transcriptome of the veiled chameleon ( Chamaeleo calyptratus ): A resource for studying the
evolution and development of vertebrates. Developmental Dynamics, 2019, 248, 702-708. 0.8 26

344

Genetic Content of the Neo-Sex Chromosomes in &lt;b&gt;&lt;i&gt;Ctenonotus&lt;/i&gt;&lt;/b&gt; and
&lt;b&gt;&lt;i&gt;Norops&lt;/i&gt;&lt;/b&gt; (Squamata, Dactyloidae) and Degeneration of the Y
Chromosome as Revealed by High-Throughput Sequencing of Individual Chromosomes. Cytogenetic
and Genome Research, 2019, 157, 115-122.

0.6 16

345 Duplications in Corneous Beta Protein Genes and the Evolution of Gecko Adhesion. Integrative and
Comparative Biology, 2019, 59, 193-202. 0.9 15

346 Ecomorphological convergence in <i>Eleutherodactylus</i> frogs: a case of replicate radiations in
the Caribbean. Ecology Letters, 2019, 22, 884-893. 3.0 37

347 Evolution of the human cold/menthol receptor, TRPM8. Molecular Phylogenetics and Evolution, 2019,
136, 104-118. 1.2 13

348 Distribution and amplification of interstitial telomeric sequences (ITSs) in Australian dragon lizards
support frequent chromosome fusions in Iguania. PLoS ONE, 2019, 14, e0212683. 1.1 25

349 The genomic pool of standing structural variation outnumbers single nucleotide polymorphism by
threefold in the marine teleost <i>Chrysophrys auratus</i>. Molecular Ecology, 2019, 28, 1210-1223. 2.0 67

350 The Mobilome of Reptiles: Evolution, Structure, and Function. Cytogenetic and Genome Research, 2019,
157, 21-33. 0.6 14

351 Recapitulation-like developmental transitions of chromatin accessibility in vertebrates. Zoological
Letters, 2019, 5, 33. 0.7 24

352 Taxonomic Features of Specific Ca2+ Transport Mechanisms in Mitochondria. Biochemistry (Moscow)
Supplement Series A: Membrane and Cell Biology, 2019, 13, 194-204. 0.3 1

353 Gaze following in an asocial reptile (Eublepharis macularius). Animal Cognition, 2019, 22, 145-152. 0.9 13



21

Citation Report

# Article IF Citations

354
Phylogenomics of the adaptive radiation of Triturus newts supports gradual ecological niche
expansion towards an incrementally aquatic lifestyle. Molecular Phylogenetics and Evolution, 2019,
133, 120-127.

1.2 38

355 Understanding the Evolution of Reptile Chromosomes through Applications of Combined
Cytogenetics and Genomics Approaches. Cytogenetic and Genome Research, 2019, 157, 7-20. 0.6 56

356 Isolating Chromosomes of the Komodo Dragon: New Tools for Comparative Mapping and Sequence
Assembly. Cytogenetic and Genome Research, 2019, 157, 123-131. 0.6 9

357 Insights into Emydid Turtle Cytogenetics: The European Pond Turtle as a Model Species. Cytogenetic
and Genome Research, 2019, 157, 166-171. 0.6 4

358 Evolution and Development of the Atrial Septum. Anatomical Record, 2019, 302, 32-48. 0.8 34

359 Evolutionary distribution of deoxynucleoside 5-monophosphate N-glycosidase, DNPH1. Gene, 2019, 683,
1-11. 1.0 3

360
Molecular cloning and 3D model of first cytochrome P450 from CYP3A subfamily in saltwater
crocodile (Crocodylus porosus). Biochemical and Biophysical Research Communications, 2019, 516,
1046-1052.

1.0 2

361 Time lapse: A glimpse into prehistoric genomics. European Journal of Medical Genetics, 2020, 63, 103640. 0.7 4

362 Genomeâ€•wide epigenetic isolation by environment in a widespread <i>Anolis</i> lizard. Molecular
Ecology, 2020, 29, 40-55. 2.0 25

363 Optimizing Phylogenomics with Rapidly Evolving Long Exons: Comparison with Anchored Hybrid
Enrichment and Ultraconserved Elements. Molecular Biology and Evolution, 2020, 37, 904-922. 3.5 39

364 Reptiles as a Model System to Study Heart Development. Cold Spring Harbor Perspectives in Biology,
2020, 12, a037226. 2.3 14

365 The Indian cobra reference genome and transcriptome enables comprehensive identification of venom
toxins. Nature Genetics, 2020, 52, 106-117. 9.4 139

366 Convergent Evolution of Cysteine-Rich Keratins in Hard Skin Appendages of Terrestrial Vertebrates.
Molecular Biology and Evolution, 2020, 37, 982-993. 3.5 33

367
Transcriptional analysis of scar-free wound healing during early stages of tail regeneration in the
green anole lizard, Anolis carolinensis. Journal of Immunology and Regenerative Medicine, 2020, 7,
100025.

0.2 14

368 Environmental change and the evolution of genomes: Transposable elements as translators of
phenotypic plasticity into genotypic variability. Functional Ecology, 2020, 34, 428-441. 1.7 30

369 Disentangling the determinants of transposable elements dynamics in vertebrate genomes using
empirical evidences and simulations. PLoS Genetics, 2020, 16, e1009082. 1.5 15

370 Prioritizing sequence variants in conserved non-coding elements in the chicken genome using
chCADD. PLoS Genetics, 2020, 16, e1009027. 1.5 7

371 Snake W Sex Chromosome: The Shadow of Ancestral Amniote Super-Sex Chromosome. Cells, 2020, 9,
2386. 1.8 17



22

Citation Report

# Article IF Citations

372 Gene expression of the IGF hormones and IGF binding proteins across time and tissues in a model
reptile. Physiological Genomics, 2020, 52, 423-434. 1.0 9

373 Allopatry increases the balance of phylogenetic trees during radiation under neutral speciation.
Ecography, 2020, 43, 1487-1498. 2.1 2

374 Consequence of Paradigm Shift with Repeat Landscapes in Reptiles: Powerful Facilitators of
Chromosomal Rearrangements for Diversity and Evolution. Genes, 2020, 11, 827. 1.0 29

375 A brief review on the natural history, venomics and the medical importance of bushmaster (Lachesis)
pit viper snakes. Toxicon: X, 2020, 7, 100053. 1.2 6

376
Genome Complexity Reduction High-Throughput Genome Sequencing of Green Iguana (Iguana iguana)
Reveal a Paradigm Shift in Understanding Sex-Chromosomal Linkages on Homomorphic X and Y Sex
Chromosomes. Frontiers in Genetics, 2020, 11, 556267.

1.1 15

377 Partial Amniote Sex Chromosomal Linkage Homologies Shared on Snake W Sex Chromosomes Support
the Ancestral Super-Sex Chromosome Evolution in Amniotes. Frontiers in Genetics, 2020, 11, 948. 1.1 24

378 Identification of epidermal differentiation genes of the tuatara provides insights into the early
evolution of lepidosaurian skin. Scientific Reports, 2020, 10, 12844. 1.6 12

379 The Amazonian Red Side-Necked Turtle Rhinemys rufipes (Spix, 1824) (Testudines, Chelidae) Has a GSD
Sex-Determining Mechanism with an Ancient XY Sex Microchromosome System. Cells, 2020, 9, 2088. 1.8 10

380 Are lizards capable of inhibitory control? Performance on a semi-transparent version of the cylinder
task in five species of Australian skinks. Behavioral Ecology and Sociobiology, 2020, 74, 1. 0.6 10

381 Evolution of Sex Determination in Amniotes: Did Stress and Sequential Hermaphroditism Produce
Environmental Determination?. BioEssays, 2020, 42, 2000050. 1.2 17

382 Independent Evolution of Sex Chromosomes in Eublepharid Geckos, A Lineage with Environmental and
Genotypic Sex Determination. Life, 2020, 10, 342. 1.1 18

383 Sequence Transpositions Restore Genes on the Highly Degenerated W Chromosomes of Songbirds.
Genes, 2020, 11, 1267. 1.0 5

384 The reptilian perspective on vertebrate immunity: 10â€…years of progress. Journal of Experimental Biology,
2020, 223, . 0.8 30

385 Discovery of a New TLR Gene and Gene Expansion Event through Improved Desert Tortoise Genome
Assembly with Chromosome-Scale Scaffolds. Genome Biology and Evolution, 2020, 12, 3917-3925. 1.1 8

386 Parallel selection on thermal physiology facilitates repeated adaptation of city lizards to urban heat
islands. Nature Ecology and Evolution, 2020, 4, 652-658. 3.4 102

387 Chromosome Painting Does Not Support a Sex Chromosome Turnover in Lacerta agilis Linnaeus, 1758.
Cytogenetic and Genome Research, 2020, 160, 134-140. 0.6 10

388 Cross-Species BAC Mapping Highlights Conservation of Chromosome Synteny across Dragon Lizards
(Squamata: Agamidae). Genes, 2020, 11, 698. 1.0 5

389 Interstitial Telomeric Repeats Are Rare in Turtles. Genes, 2020, 11, 657. 1.0 17



23

Citation Report

# Article IF Citations

390 Phenotypic Convergence Is Not Mirrored at the Protein Level in a Lizard Adaptive Radiation. Molecular
Biology and Evolution, 2020, 37, 1604-1614. 3.5 19

391 What animals can teach us about evolution, the human genome, and human disease. Upsala Journal of
Medical Sciences, 2020, 125, 1-9. 0.4 12

392
Sex linkage of the skeletal muscle sodium channel gene (SCN4A) explains apparent deviations from
Hardyâ€“Weinberg equilibrium of tetrodotoxin-resistance alleles in garter snakes (Thamnophis) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 657 Td (sirtalis). Heredity, 2020, 124, 647-657.1.2 3

393 First Report of Sex Chromosomes in Night Lizards (Scincoidea: Xantusiidae). Journal of Heredity, 2020,
111, 307-313. 1.0 24

394 Do sex chromosomes of snakes, monitor lizards, and iguanian lizards result from multiple fission of
an â€œancestral amniote super-sex chromosomeâ€•?. Chromosome Research, 2020, 28, 209-228. 1.0 24

395
Genome-wide SNP analysis of Siamese cobra (Naja kaouthia) reveals the molecular basis of transitions
between Z and W sex chromosomes and supports the presence of an ancestral super-sex chromosome
in amniotes. Genomics, 2021, 113, 624-636.

1.3 18

396 Learning in nonâ€•avian reptiles 40â€‰years on: advances and promising new directions. Biological Reviews,
2021, 96, 331-356. 4.7 28

397
Molecular and functional identification of a short-type peptidoglycan recognition protein, PGRP-S, in
the Chinese soft-shelled turtle Pelodiscus sinensis. Developmental and Comparative Immunology, 2021,
117, 103965.

1.0 8

398 Sex Chromosome Turnover in Bent-Toed Geckos (Cyrtodactylus). Genes, 2021, 12, 116. 1.0 21

399 The Tiger Rattlesnake genome reveals a complex genotype underlying a simple venom phenotype.
Proceedings of the National Academy of Sciences of the United States of America, 2021, 118, . 3.3 43

401 Convergent evolution of pain-inducing defensive venom components in spitting cobras. Science, 2021,
371, 386-390. 6.0 96

402 Connexins during 500 Million Yearsâ€”From Cyclostomes to Mammals. International Journal of
Molecular Sciences, 2021, 22, 1584. 1.8 8

403 The Crystal Structure of the MHC Class I (MHC-I) Molecule in the Green Anole Lizard Demonstrates the
Unique MHC-I System in Reptiles. Journal of Immunology, 2021, 206, 1653-1667. 0.4 5

404 Recurrent evolution of vertebrate transcription factors by transposase capture. Science, 2021, 371, . 6.0 102

405 Transposable Elements and Stress in Vertebrates: An Overview. International Journal of Molecular
Sciences, 2021, 22, 1970. 1.8 23

406 Evolution of dosage compensation does not depend on genomic background. Molecular Ecology, 2021,
30, 1836-1845. 2.0 16

407 The thermal dependence and molecular basis of physiological color change in <i>Takydromus
septentrionalis</i> (Lacertidae). Biology Open, 2021, 10, . 0.6 4

408 New Ther1-derived SINE Squam3 in scaled reptiles. Mobile DNA, 2021, 12, 10. 1.3 1



24

Citation Report

# Article IF Citations

410
A bird-like genome from a frog: Mechanisms of genome size reduction in the ornate burrowing frog,
<i>Platyplectrum ornatum</i>. Proceedings of the National Academy of Sciences of the United States
of America, 2021, 118, .

3.3 26

411 Keratin intermediate filament chains in tuatara (Sphenodon punctatus): A comparison of tuatara and
human sequences. Journal of Structural Biology, 2021, 213, 107706. 1.3 5

412 Structures of the ÃŸ-Keratin Filaments and Keratin Intermediate Filaments in the Epidermal Appendages
of Birds and Reptiles (Sauropsids). Genes, 2021, 12, 591. 1.0 3

413 Future Tail Tales: A Forward-Looking, Integrative Perspective on Tail Research. Integrative and
Comparative Biology, 2021, 61, 521-537. 0.9 6

414 Are Geckos Special in Sex Determination? Independently Evolved Differentiated ZZ/ZW Sex
Chromosomes in Carphodactylid Geckos. Genome Biology and Evolution, 2021, 13, . 1.1 24

415 THE SQUAMATE TREE OF LIFE. Bulletin of the Museum of Comparative Zoology, 2021, 163, . 1.0 25

416 Major histocompatibility complex genes and locus organization in the Komodo dragon (Varanus) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 502 Td (komodoensis). Immunogenetics, 2021, 73, 405-417.1.2 5

417 Integrating genetics, physiology and morphology to study desert adaptation in a lizard species.
Journal of Animal Ecology, 2022, 91, 1148-1162. 1.3 4

418 Genomic evidence of adaptive evolution in the reptilian SOCS gene family. PeerJ, 2021, 9, e11677. 0.9 1

419 Revisiting the Karyotypes of Alligators and Caimans (Crocodylia, Alligatoridae) after a Half-Century
Delay: Bridging the Gap in the Chromosomal Evolution of Reptiles. Cells, 2021, 10, 1397. 1.8 9

420 Genetics of white color and iridophoroma in â€œLemon Frostâ€• leopard geckos. PLoS Genetics, 2021, 17,
e1009580. 1.5 13

421
Do male and female heterogamety really differ in expression regulation? Lack of global dosage balance
in pygopodid geckos. Philosophical Transactions of the Royal Society B: Biological Sciences, 2021, 376,
20200102.

1.8 17

422 Molecular sensors for temperature detection during behavioral thermoregulation in turtle embryos.
Current Biology, 2021, 31, 2995-3003.e4. 1.8 14

423 Impact of Repetitive DNA Elements on Snake Genome Biology and Evolution. Cells, 2021, 10, 1707. 1.8 11

424
Whole-chromosome fusions in the karyotype evolution of<i>Sceloporus</i>(Iguania, Reptilia) are
more frequent in sex chromosomes than autosomes. Philosophical Transactions of the Royal Society
B: Biological Sciences, 2021, 376, 20200099.

1.8 12

425 Social boldness correlates with brain gene expression in male green anoles. Hormones and Behavior,
2021, 133, 105007. 1.0 14

426 Expanding the classical paradigm: what we have learnt from vertebrates about sex chromosome
evolution. Philosophical Transactions of the Royal Society B: Biological Sciences, 2021, 376, 20200097. 1.8 43

428 Why Do Some Vertebrates Have Microchromosomes?. Cells, 2021, 10, 2182. 1.8 26



25

Citation Report

# Article IF Citations

429 Lizards as Model Organisms of Sex Chromosome Evolution: What We Really Know from a Systematic
Distribution of Available Data?. Genes, 2021, 12, 1341. 1.0 20

431 Factors Regulating the Activity of LINE1 Retrotransposons. Genes, 2021, 12, 1562. 1.0 17

432 Seq Your Destiny: Neural Crest Fate Determination in the Genomic Era. Annual Review of Genetics,
2021, 55, 349-376. 3.2 5

434 Keratin intermediate filament chains in the European common wall lizard (Podarcis muralis) and a
potential keratin filament crosslinker. Journal of Structural Biology, 2021, 213, 107793. 1.3 1

435 An Investigation of ZZ/ZW and XX/XY Sex Determination Systems in North African Catfish (Clarias) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 582 Td (gariepinus, Burchell, 1822). Frontiers in Genetics, 2020, 11, 562856.1.1 17

436 Appendage Regeneration in Vertebrates: What Makes This Possible?. Cells, 2021, 10, 242. 1.8 21

437 Bridging the Gap between Vertebrate Cytogenetics and Genomics with Single-Chromosome Sequencing
(ChromSeq). Genes, 2021, 12, 124. 1.0 13

438 Vertebrate Genome Size and the Impact of Transposable Elements in Genome Evolution. , 2019, , 233-251. 7

452 Lineage-Specific Expansion of IFIT Gene Family: An Insight into Coevolution with IFN Gene Family. PLoS
ONE, 2013, 8, e66859. 1.1 54

453 Sex Chromosomes and Karyotype of the (Nearly) Mythical Creature, the Gila Monster, Heloderma
suspectum (Squamata: Helodermatidae). PLoS ONE, 2014, 9, e104716. 1.1 29

454 Exploring the Genetic Basis of Adaptation to High Elevations in Reptiles: A Comparative Transcriptome
Analysis of Two Toad-Headed Agamas (Genus Phrynocephalus). PLoS ONE, 2014, 9, e112218. 1.1 27

455 Interstitial Telomeric Motifs in Squamate Reptiles: When the Exceptions Outnumber the Rule. PLoS
ONE, 2015, 10, e0134985. 1.1 61

456 Draft Genome of the Common Snapping Turtle,<i>Chelydra serpentina</i>, a Model for Phenotypic
Plasticity in Reptiles. G3: Genes, Genomes, Genetics, 2020, 10, 4299-4314. 0.8 10

457 Sounding Off: Relationships between Call Properties, Body Size, Phylogeny, and Laryngotracheal Form
of Geckos. Herpetologica, 2019, 75, 175. 0.2 11

458 Gene Dose Indicates Presence of Sex Chromosomes in Collared Lizards (Crotaphytus collaris), a
Species with Temperature-Influenced Sex Determination. Herpetologica, 2020, 76, 27. 0.2 13

459 Species Delimitation in Herpetology. Journal of Herpetology, 2019, 53, 3. 0.2 102

460 Immunocytological analysis of meiotic recombination in two anole lizards (Squamata, Dactyloidae).
Comparative Cytogenetics, 2017, 11, 129-141. 0.3 13

461 Comparative epigenomics: an emerging field with breakthrough potential to understand evolution of
epigenetic regulation. AIMS Genetics, 2014, 01, 034-054. 1.9 7



26

Citation Report

# Article IF Citations

462 Spot the difference: Solving the puzzle of hidden pictures in the lizard genome for identification of
regeneration factors. BMB Reports, 2016, 49, 249-254. 1.1 2

463 Role of Chromosome Changes in<i>Crocodylus</i>Evolution and Diversity. Genomics and Informatics,
2015, 13, 102. 0.4 18

464 Phylogenomic analysis of the Chilean clade ofLiolaemuslizards (Squamata: Liolaemidae) based on
sequence capture data. PeerJ, 2017, 5, e3941. 0.9 12

468 Selection on adaptive and maladaptive gene expression plasticity during thermal adaptation to urban
heat islands. Nature Communications, 2021, 12, 6195. 5.8 36

469 Lizard genome unveiled. Nature, 0, , . 13.7 0

470 Vertebrate Genomes. Computational Biology, 2013, , 223-247. 0.1 0

475 Biogeographic Origin of MainlandNorops(Squamata: Dactyloidae). , 2016, , 169-182. 1

487
Remnant of Unrelated Amniote Sex Chromosomal Linkage Sharing on the Same Chromosome in House
Gecko Lizards, Providing a Better Understanding of the Ancestral Super-Sex Chromosome. Cells, 2021,
10, 2969.

1.8 4

488 Interspecific Gene Flow and Mitochondrial Genome Capture during the Radiation of Jamaican Anolis
Lizards (Squamata; Iguanidae). Systematic Biology, 2022, 71, 501-511. 2.7 9

489 Evolution, structure, and synthesis of vertebrate egg-coat proteins. Trends in Developmental Biology,
2014, 8, 65-76. 1.0 35

490 A chromosome-level genome assembly for the eastern fence lizard (Sceloporus undulatus), a reptile
model for physiological and evolutionary ecology. GigaScience, 2021, 10, . 3.3 3

491 A mini review on the short-type peptidoglycan recognition protein in Chinese soft-shelled turtle
(Pelodiscus sinensis). IOP Conference Series: Earth and Environmental Science, 2021, 869, 012066. 0.2 0

492 Sex Chromosomes and Master Sex-Determining Genes in Turtles and Other Reptiles. Genes, 2021, 12,
1822. 1.0 13

493
Geometric Morphometry of the Breast-Shoulder Apparatus of Greater Antillean Anolis Lizards: In Situ
Investigation of a Composite Skeletal Assemblage and Its Relationship to Ecomorphological
Categorization. Evolutionary Biology, 2022, 49, 46.

0.5 0

494 Comparative analysis of transposable elements provides insights into genome evolution in the genus
Camelus. BMC Genomics, 2021, 22, 842. 1.2 4

495 Gut microbiomeâ€“immune system interaction in reptiles. Journal of Applied Microbiology, 2022, 132,
2558-2571. 1.4 11

496
Characterisation and cross-amplification of sex-specific genetic markers in Australasian Egerniinae
lizards and their implications for understanding the evolution of sex determination and social
complexity. Australian Journal of Zoology, 2022, 69, 33-40.

0.6 2

497
A chromosome-level genome assembly and annotation of the desert horned lizard, <i>Phrynosoma
platyrhinos</i>, provides insight into chromosomal rearrangements among reptiles. GigaScience,
2022, 11, .

3.3 12



27

Citation Report

# Article IF Citations

498 Higher metabolic plasticity in temperate compared to tropical lizards suggests increased resilience to
climate change. Ecological Monographs, 2022, 92, . 2.4 20

499 Genomic insights into the evolution of the critically endangered softâ€•shelled turtle <i>Rafetus
swinhoei</i>. Molecular Ecology Resources, 2022, 22, 1972-1985. 2.2 9

500 Recurrent chromosome reshuffling and the evolution of neo-sex chromosomes in parrots. Nature
Communications, 2022, 13, 944. 5.8 27

502 Snake Venomics: Fundamentals, Recent Updates, and a Look to the Next Decade. Toxins, 2022, 14, 247. 1.5 19

503
Signalerâ€™s Vasotocin Alters the Relationship between the Responderâ€™s Forebrain Catecholamines and
Communication Behavior in Lizards (&lt;b&gt;&lt;i&gt;Anolis carolinensis&lt;/i&gt;&lt;/b&gt;). Brain,
Behavior and Evolution, 2022, 97, 184-196.

0.9 1

504 Chromosome-Level Genome Assembly Reveals Dynamic Sex Chromosomes in Neotropical Leaf-Litter
Geckos (Sphaerodactylidae:<i>Sphaerodactylus</i>). Journal of Heredity, 2022, 113, 272-287. 1.0 19

505 Stress ball morphogenesis: How the lizard builds its lung. Science Advances, 2021, 7, eabk0161. 4.7 11

506 OUP accepted manuscript. Integrative and Comparative Biology, 2022, , . 0.9 1

512 Representing sex chromosomes in genome assemblies. Cell Genomics, 2022, 2, 100132. 3.0 13

513
Relationship between gene expression networks and muscle contractile physiology differences in
Anolis lizards. Journal of Comparative Physiology B: Biochemical, Systemic, and Environmental
Physiology, 0, , .

0.7 1

514 The human ATPâ€•binding cassette (ABC) transporter superfamily. Human Mutation, 2022, 43, 1162-1182. 1.1 45

516 Population Genomics of Variegated Toad-Headed Lizard <i>Phrynocephalus versicolor</i> and Its
Adaptation to the Colorful Sand of the Gobi Desert. Genome Biology and Evolution, 2022, 14, . 1.1 3

517 Species-Specific Expression of Growth-Regulatory Genes in 2 Anoles with Divergent Patterns of Sexual
Size Dimorphism. Integrative Organismal Biology, 2022, 4, . 0.9 1

518 Evolution of hormone-phenotype couplings and hormone-genome interactions. Hormones and
Behavior, 2022, 144, 105216. 1.0 5

519 Diversity of reptile sex chromosome evolution revealed by cytogenetic and linked-read sequencing.
Zoological Research, 2022, 43, 719-733. 0.9 10

520 The Rattlesnake W Chromosome: A GC-Rich Retroelement Refugium with Retained Gene Function
Across Ancient Evolutionary Strata. Genome Biology and Evolution, 2022, 14, . 1.1 3

522 Using Comparative Genomics to Resolve the Origin and Early Evolution of Snakes. , 2022, , 209-234. 0

523 The eggshellâ€•matrix protein gene <i><scp>OC</scp>â€•17</i> is functionally lost in the viviparous Chinese
crocodile lizard. Journal of Evolutionary Biology, 2022, 35, 1568-1575. 0.8 1



28

Citation Report

# Article IF Citations

524
Genome of the endangered Guatemalan Beaded Lizard, <i>Heloderma charlesbogerti</i>, reveals
evolutionary relationships of squamates and declines in effective population sizes. G3: Genes,
Genomes, Genetics, 2022, 12, .

0.8 2

525 Chromosome-scale genome assembly of the brown anole (Anolis sagrei), an emerging model species.
Communications Biology, 2022, 5, . 2.0 15

526 Initiation of speciation across multiple dimensions in a rockâ€•restricted, tropical lizard. Molecular
Ecology, 2023, 32, 680-695. 2.0 3

527 Structure and evolution of the squamate major histocompatibility complex as revealed by two Anolis
lizard genomes. Frontiers in Genetics, 0, 13, . 1.1 5

528 Draft genome of six Cuban Anolis lizards and insights into genetic changes during their
diversification. Bmc Ecology and Evolution, 2022, 22, . 0.7 3

529
Genomic, transcriptomic, and epigenomic analysis of a medicinal snake, Bungarus multicinctus, to
provides insights into the origin of Elapidae neurotoxins. Acta Pharmaceutica Sinica B, 2023, 13,
2234-2249.

5.7 7

531 <scp>XX</scp>/<scp>XY</scp> sex chromosomes in a blind lizard (Dibamidae): Towards understanding
the evolution of sex determination in squamates. Journal of Evolutionary Biology, 2022, 35, 1791-1796. 0.8 5

532 Genome-wide parallelism underlies contemporary adaptation in urban lizards. Proceedings of the
National Academy of Sciences of the United States of America, 2023, 120, . 3.3 12

533 Dinosaurs: Comparative Cytogenomics of Their Reptile Cousins and Avian Descendants. Animals, 2023,
13, 106. 1.0 2

535 ZZ/ZW Sex Chromosomes in the Madagascar Girdled Lizard, Zonosaurus madagascariensis (Squamata:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 382 Td (Gerrhosauridae). Genes, 2023, 14, 99.1.0 0

537 Genome Evolution and the Future of Phylogenomics of Non-Avian Reptiles. Animals, 2023, 13, 471. 1.0 8

538 Fourth Report on Chicken Genes and Chromosomes 2022. Cytogenetic and Genome Research, 2022, 162,
405-528. 0.6 12

539 Characterization of Two Transposable Elements and an Ultra-Conserved Element Isolated in the
Genome of Zootoca vivipara (Squamata, Lacertidae). Life, 2023, 13, 637. 1.1 1

540 A lizard is never late: Squamate genomics as a recent catalyst for understanding sex chromosome and
microchromosome evolution. Journal of Heredity, 2023, 114, 445-458. 1.0 4

541 The Broad-snouted Caiman <i>(Caiman latirostris):</i> A Model Species for Environmental Pesticide
Contamination Assessment Through Molecular Markers. , 2023, , . 0

542 A thermal receptor for nonvisual sunlight detection in myriapods. Proceedings of the National
Academy of Sciences of the United States of America, 2023, 120, . 3.3 3

543 Draft genome of the oriental garden lizard (Calotes versicolor). Frontiers in Genetics, 0, 14, . 1.1 0

545 Nonmammalian models in toxicology screening. , 2024, , 971-985. 0



29

Citation Report

# Article IF Citations

546 Rapid introgression of nonâ€•native alleles following hybridization between a native <i>Anolis</i>
lizard species and aÂ cryptic invader across an urban landscape. Molecular Ecology, 0, , . 2.0 2

547
Compromised bilaterality in the small African pangolin (<i>Phataginus tricuspis</i>) â€“ An expression
of or compensation for developmental errors; asymmetry, elliptical Fourier analyses and modularity.
Laterality, 0, , 1-26.

0.5 0

548 Integrative comparative analysis of avian chromosome evolution by in-silico mapping of the gene
ontology of homologous synteny blocks and evolutionary breakpoint regions. Genetica, 0, , . 0.5 0

549
Species Delimitation, Phylogenomics, and Biogeography of Sulawesi Flying Lizards: A Diversification
History Complicated by Ancient Hybridization, Cryptic Species, and Arrested Speciation. Systematic
Biology, 0, , .

2.7 4

552 Anesthesia and analgesia in reptiles. , 2023, , 599-627. 0


