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l Paper IF Citations

497 tsHtranscriptionHfactorHbindingHsiteHturnoverHaHsufficientHexplanationHforHcisUregulatoryHsequenceH
divergencejVH2010THZTHc_YUc 20

496 parlyHnareerHαesearchHlwardHwectureVHβtructureTHevolutionHandHdynamicsHofHtranscriptionalH
regulatoryHnetworksVH2010TH[cTHYY__Ubc 18

495 γranscriptionHfactorHbindingHvariationHinHtheHevolutionHofHgeneHregulationVH2010THZaTH]acUb_ 48

494 pvolutionHofHtranscriptionHnetworksUUlessonsHfromHyeastsVH2010THZXTHαb]aU_[ 78

493 γheHyotchWsesYHpathwayHsustainsHyqU˛”mHactivationHthroughHnYwoHrepressionHinHγHcellHleukemiaVH
2010THYcTHZacUcY 214

492 renesTHmutationsTHandHhumanHinheritedHdiseaseHatHtheHdawnHofHtheHageHofHpersonalizedHgenomicsVH
2010TH[YTHa[YU__ 138

491 –alateHmorphogenesiseHcurrentHunderstandingHandHfutureHdirectionsVH2010THdXTHY[[U_] 48

490 γranscriptionalHandHtranslationalHcontrolHofHnWpm–seHtheHcaseHforHJdeepJHgeneticsHtoHunderstandH
physiologicalHfunctionVH2010TH[ZTHacXUa 22

489 yextUgenerationHgenomicseHanHintegrativeHapproachVH2010THYYTH]baUca 488

488 renomeUwideHalleleUspecificHanalysiseHinsightsHintoHregulatoryHvariationVH2010THYYTH_[[Uc 220

487 pvolutionaryHhistoryHofHregulatoryHvariationHinHhumanHpopulationsVH2010THYdTHαYdbUZX[ 10

486 tdentificationHofHepistaticHeffectsHusingHaHproteinUproteinHinteractionHdatabaseVH2010THYdTH][]_U_Z 21

485 llleleUspecificHoylHmethylationeHbeyondHimprintingVH2010THYdTHαZYXUZX 118

484 pxperimentalHstrategiesHforHstudyingHtranscriptionHfactorUoylHbindingHspecificitiesVH2010THdTH[aZUb[ 52

483 pvolutionHofH–lantHsomeoboxHrenesVH2010TH 1

482 llleleUspecificHandHheritableHchromatinHsignaturesHinHhumansVH2010THYdTHαZX]Ud 24

481 noevolutionHwithinHaHtranscriptionalHnetworkHbyHcompensatoryHtransHandHcisHmutationsVHGenomed
ResearchTH2010THZXTHYabZUc 9.7 58
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480 tlluminatingHtranscriptionHpathwaysHusingHfluorescentHreporterHgenesHandHyeastHfunctionalH
genomicsVH2010THYTHbaUcX 3

479 oifferentialHexpressionHanalysisHforHsequenceHcountHdataVHGenomedBiologyTH2010THYYTHαYXa 18.3 9952

478 lnalysisHofHactiveHandHinactiveHXHchromosomeHarchitectureHrevealsHtheHindependentHorganizationHofH
[XHnmHandHlargeUscaleHchromatinHstructuresVH2010TH]XTH[dbU]Xd 57

477 –roductionHofHerythroidHcellsHfromHhumanHembryonicHstemHcellsHPhpβnQHandHhumanHinducedH
pluripotentHstemHcellsHPhi–βQVH2010THYbTHYX]Ud 22

476 κncoveringHtheHrolesHofHrareHvariantsHinHcommonHdiseaseHthroughHwholeUgenomeHsequencingVH2010TH
YYTH]Y_UZ_ 1082

475 oramaticHchangesHinHtranscriptionHfactorHbindingHoverHevolutionaryHtimeVHGenomedBiologyTH2010THYYTHYZZ 18.3 7

474 llleleβeqeHanalysisHofHalleleUspecificHexpressionHandHbindingHinHaHnetworkHframeworkVH2011THbTH_ZZ 228

473 oylHmethylationHpatternsHassociateHwithHgeneticHandHgeneHexpressionHvariationHinHsapxapHcellH
linesVHGenomedBiologyTH2011THYZTHαYX 18.3 651

472 –olHtttHbindingHinHsixHmammalsHshowsHconservationHamongHaminoHacidHisotypesHdespiteHdivergenceH
amongHtαylHgenesVH2011TH][THd]cU__ 67

471 tdentificationHofHγranscriptionHqactorUoylHtnteractionsHtnHVivoVH2011TH_ZTHYb_UdY 5

470 tsochoresHandHtheHregulationHofHgeneHexpressionHinHtheHhumanHgenomeVH2011TH[THYXcXUd 24

469 lHsandbookHofHγranscriptionHqactorsVH2011TH 11

468 ppsteinUmarrHvirusHexploitsHintrinsicHmUlymphocyteHtranscriptionHprogramsHtoHachieveHimmortalHcellH
growthVH2011THYXcTHY]dXZUb 146

467 mioinformaticsHchallengesHforHpersonalizedHmedicineVH2011THZbTHYb]YUc 173

466 tntegratedHapproachesHrevealHdeterminantsHofHgenomeUwideHbindingHandHfunctionHofHtheH
transcriptionHfactorH–ho]VH2011TH]ZTHcZaU[a 80

465 nomplexHsystemsTHevolutionTHandHanimalHmodelsVH2011TH]ZTH_]ZU] 6

464 αegulatoryHvariationHwithinHandHbetweenHspeciesVH2011THYZTH[ZbU]a 52

463 pxtensiveHcharacterizationHofHyqU˛”mHbindingHuncoversHnonUcanonicalHmotifsHandHadvancesHtheH
interpretationHofHgeneticHfunctionalHtraitsVHGenomedBiologyTH2011THYZTHαbX 18.3 110

(2011-2010)
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462 lHuserOsHguideHtoHtheHencyclopediaHofHoylHelementsHPpynzopQVH2011THdTHeYXXYX]a 1060

461 γZoxeHWhyHppigeneticsjVH2011THZXYYTHa]b_Y] 21

460 wessonsHfromHchimpanzeeUbasedHresearchHonHhumanHdiseaseeHtheHimplicationsHofHgeneticH
differencesVH2011TH[dTH_ZbU]X 15

459 d–zαpUmiαyleHpolymorphicHregulationHofHmicroαylHgenesVHPLoSdONETH2011THaTHeYaa_b 3.7 29

458 lHcomputationalHframeworkHdiscoversHnewHcopyHnumberHvariantsHwithHfunctionalHimportanceVHPLoSd
ONETH2011THaTHeYb_[d 3.7 14

457 qrontiersHinHoylHβequencingeHtheHPαQpvolutionHofHβequencingHγechnologiesVH2011TH

456 tnferringHregulatoryHmechanismsHfromHpatternsHofHevolutionaryHdivergenceVH2011THbTH_[X 25

455 nhromatinHarchitectureHandHtheHregulationHofHnuclearHreceptorHinducibleHtranscriptionVH2011THZ[THd]UYXa 13

454 lssociationHgeneticsHofHcomplexHtraitsHinHplantsVH2011THYcdTHdXdUdZZ 218

453 lssociationHofHaHfunctionalHvariantHdownstreamHofHγyqlt–[HwithHsystemicHlupusHerythematosusVH
2011TH][THZ_[Uc 208

452 sighHconservationHofHtranscriptionHfactorHbindingHandHevidenceHforHcombinatorialHregulationHacrossH
sixHorosophilaHspeciesVH2011TH][TH]Y]UZX 102

451 γheHimportanceHofHphaseHinformationHforHhumanHgenomicsVH2011THYZTHZY_UZ[ 210

450 seartHfailureeHadvancesHthroughHgenomicsVH2011THYZTH[_bUaZ 55

449 renomicHviewsHofHβγlγHfunctionHinHno]SHγHhelperHcellHdifferentiationVH2011THYYTHZ[dU_X 213

448 xappingHandHanalysisHofHchromatinHstateHdynamicsHinHnineHhumanHcellHtypesVH2011TH]b[TH][Ud 2153

447 lHtwinHapproachHtoHunravelingHepigeneticsVH2011THZbTHYYaUZ_ 268

446 nhromatinHandHheritabilityeHhowHepigeneticHstudiesHcanHcomplementHgeneticHapproachesVH2011THZbTHYbZUa 18

445 ppigenomicsHofHhumanHembryonicHstemHcellsHandHinducedHpluripotentHstemHcellseHinsightsHintoH
pluripotencyHandHimplicationsHforHdiseaseVH2011TH[TH[a 39
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444 tdentificationHandHregulationHofHcUxybHtargetHgenesHinHxnqUbHcellsVH2011THYYTH[X 62

443 lssessingHqualityHandHcompletenessHofHhumanHtranscriptionalHregulatoryHpathwaysHonHaH
genomeUwideHscaleVH2011THaTHY_ 44

442 γheHinstitutionalHreviewHboardHisHanHimpedimentHtoHhumanHresearcheHtheHresultHisHmoreHanimalUbasedH
researchVH2011THaTHYZ 11

441 oivergenceHinHcisUregulatoryHsequencesHsurroundingHtheHopsinHgeneHarraysHofHlfricanHcichlidHfishesVH
2011THYYTHYZX 28

440 nht–UchipHversusHnht–UseqeHlessonsHforHexperimentalHdesignHandHdataHanalysisVH2011THYZTHY[] 103

439 nrossHspeciesHcomparisonHofHnWpm–˛–HandH––lα˛‡HprofilesHinHmouseHandHhumanHadipocytesHrevealsH
interdependentHretentionHofHbindingHsitesVH2011THYZTHY_Z 74

438 tdentifyingHfunctionalHsingleHnucleotideHpolymorphismsHinHtheHhumanHnlrromeVH2011TH][THYX[cU]c 38

437 renomeUwideHidentificationHofHconservedHregulatoryHfunctionHinHdivergedHsequencesVHGenomed
ResearchTH2011THZYTHYY[dU]d 9.7 54

436 lssociationHofHUZbγinHandHitsHhaplotypeHatHtheHputativeHpromoterHforHtglUspecificHreceptorHgeneH
withHtglHnephropathyHamongHtheHnhineseHsanHpopulationVH2011THZaTHZ_[bU]] 1

435 tntraspecificHphenotypicHvariationHinHdeereHtheHroleHofHgeneticHandHepigeneticHprocessesVH2011TH_YTH[a_ 8

434 x–romobHupdateHZXYXeHanHintegratedHresourceHforHannotationHandHvisualizationHofHmammalianH
geneHpromotersHandHnht–UseqHexperimentalHdataVHNucleicdAcidsdResearchTH2011TH[dTHodZUb 20.1 31

433 WhatHfractionHofHtheHhumanHgenomeHisHfunctionaljVHGenomedResearchTH2011THZYTHYbadUba 9.7 104

432 llleleUspecificHdistributionHofHαylHpolymeraseHttHonHfemaleHXHchromosomesVH2011THZXTH[da]Ub[ 25

431 yoticeHofHαetractioneHoynamicHyucleosomeH–ositioningHaroundHqunctionalHγranscriptionHqactorH
mindingHβitesHinHtheH–romotersHofHtnducibleHyqUkappamHγargetHrenesVH2011TH

430 nlassificationHandHclusteringHofHsequencingHdataHusingHaH–oissonHmodelVH2011TH_TH 97

429 lnalysisHofHgenomicHvariationHinHnonUcodingHelementsHusingHpopulationUscaleHsequencingHdataHfromH
theHYXXXHrenomesH–rojectVHNucleicdAcidsdResearchTH2011TH[dTHbX_cUba 20.1 58

428 WholeUgenomeHanalysisHrevealsHthatHactiveHheatHshockHfactorHbindingHsitesHareHmostlyHassociatedH
withHnonUheatHshockHgenesHinHorosophilaHmelanogasterVHPLoSdONETH2011THaTHeY_d[] 3.7 57

427 oeHnovoHgenesisHofHenhancersHinHvertebratesVH2011THdTHeYXXYYcc 42
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426 αelatingHnyVsHtoHtranscriptomeHdataHatHfineHresolutioneHassessmentHofHtheHeffectHofHvariantHsizeTH
typeTHandHoverlapHwithHfunctionalHregionsVHGenomedResearchTH2011THZYTHZXX]UY[ 9.7 80

425 βtrategicHapproachesHtoHunravelingHgeneticHcausesHofHcardiovascularHdiseasesVH2011THYXcTHYZ_ZUad 68

424 nprHdeaminationHcreatesHtranscriptionHfactorUbindingHsitesHwithHhighHefficiencyVH2011TH[THY[X]UYY 31

423 γargetedHisolationHofHclonedHgenomicHregionsHbyHrecombineeringHforHhaplotypeHphasingHandH
isogenicHtargetingVHNucleicdAcidsdResearchTH2011TH[dTHeY[b 20.1 13

422 nooperativeHtranscriptionHfactorHassociationsHdiscoveredHusingHregulatoryHvariationVH2011THYXcTHY[[_[Uc 38

421 xappingHpersonalHfunctionalHdataHtoHpersonalHgenomesVH2011THZbTH[]ZbUd 5

420 xodularityHofHnst–WwomHtranscriptionHcomplexesHregulatesHcellHdifferentiationVH2011TH_THZXXU_ 10

419 renomicHanalysisHrevealsHaHnovelHnuclearHfactorU˛”mHPyqU˛”mQUbindingHsiteHinHlluUrepetitiveHelementsVH
2011THZcaTH[cbacU[cbcZ 44

418 –redictionHofHregulatoryHinteractionsHfromHgenomeHsequencesHusingHaHbiophysicalHmodelHforHtheH
lrabidopsisHwplqYHtranscriptionHfactorVH2011THZ[THYZd[U[Xa 124

417 reneHregulatoryHnetworksHandHtheHroleHofHrobustnessHandHstochasticityHinHtheHcontrolHofHgeneH
expressionVHGenomedResearchTH2011THZYTHa]_U_b 9.7 209

416 nanonicalHyqUkappamHactivationHisHessentialHforHppsteinUmarrHvirusHlatentHmembraneHproteinHYH
γpβZWnγlαZHgeneHregulationVH2011THc_THaba]Ub[ 31

415 oynamicHchromatinHlocalizationHofHβirtaHshapesHstressUHandHagingUrelatedHtranscriptionalHnetworksVH
PLoSdGeneticsTH2011THbTHeYXXZY_[ 6 71

414 –roteomeUwideHanalysisHofHdiseaseUassociatedHβy–sHthatHshowHalleleUspecificHtranscriptionHfactorH
bindingVHPLoSdGeneticsTH2012THcTHeYXXZdcZ 6 74

413 pvidenceHforHpositiveHselectionHonHaHnumberHofHxicroαylHregulatoryHinteractionsHduringHrecentH
humanHevolutionVHPLoSdGeneticsTH2012THcTHeYXXZ_bc 6 52

412 reneticsHandHregulatoryHimpactHofHalternativeHpolyadenylationHinHhumanHmUlymphoblastoidHcellsVH
PLoSdGeneticsTH2012THcTHeYXXZccZ 6 39

411 oylHbreathingHdynamicsHdistinguishHbindingHfromHnonbindingHconsensusHsitesHforHtranscriptionH
factorHYYYHinHcellsVHNucleicdAcidsdResearchTH2012TH]XTHYXYYaUZ[ 20.1 29

410 WidespreadHsiteUdependentHbufferingHofHhumanHregulatoryHpolymorphismVHPLoSdGeneticsTH2012THcTHeYXXZ_dd6 53

409 γheHcontributionHofHαylHdecayHquantitativeHtraitHlociHtoHinterUindividualHvariationHinHsteadyUstateH
geneHexpressionHlevelsVHPLoSdGeneticsTH2012THcTHeYXX[XXX 6 80
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408 lHgenomeUwideHscreenHforHgeneticHvariantsHthatHmodifyHtheHrecruitmentHofHαpβγHtoHitsHtargetHgenesVH
PLoSdGeneticsTH2012THcTHeYXXZaZ] 6 15

407 lnnotationHofHfunctionalHvariationHinHpersonalHgenomesHusingHαegulomeomVHGenomedResearchTH2012
THZZTHYbdXUb 9.7 1723

406 renomeUwideHsiαylHscreenHforHmediatorsHofHyqU˛”mHactivationVH2012THYXdTHZ]abUbZ 80

405 lnimalHmodelsHinHanHageHofHpersonalizedHmedicineVH2012THdTH]bUa] 14

404 winkingHdiseaseHassociationsHwithHregulatoryHinformationHinHtheHhumanHgenomeVHGenomedResearchTH
2012THZZTHYb]cU_d 9.7 538

403 nistromeHplasticityHandHmechanismsHofHcistromeHreprogrammingVH2012THYYTH[YddUZYX 6

402 vwqY_HnegativelyHregulatesHestrogenUinducedHepithelialHcellHproliferationHbyHinhibitionHofHoylH
replicationHlicensingVH2012THYXdTHpY[[]U][ 69

401 pvolutionaryHconservationHofHhistoneHmodificationsHinHmammalsVH2012THZdTHYb_bUab 37

400 xassivelyHparallelHmeasurementsHofHmolecularHinteractionHkineticsHonHaHmicrofluidicHplatformVH2012TH
YXdTHYa_]XU_ 75

399 xodulationHofHyqU˛”mUdependentHgeneHtranscriptionHusingHprogrammableHoylHminorHgrooveH
bindersVH2012THYXdTHYXZ[Uc 104

398 oynamicHregulationHofHglucocorticoidHsignallingHinHhealthHandHdiseaseVH2012TH_YTH]X[UYZ 89

397 γheHvalueHofHtwinsHinHepigeneticHepidemiologyVH2012TH]YTHY]XU_X 73

396 lHroleHofHgenomicHcopyHnumberHvariationHinHtheHcomplexHbehavioralHphenotypeHofHalcoholH
dependenceeHaHcommentaryVH2012TH[aTHY]c[Ua

395 lnHatlasHofHtheHppsteinUmarrHvirusHtranscriptomeHandHepigenomeHrevealsHhostUvirusHregulatoryH
interactionsVH2012THYZTHZ[[U]_ 175

394 tnterpretingHnoncodingHgeneticHvariationHinHcomplexHtraitsHandHhumanHdiseaseVH2012TH[XTHYXd_UYXa 347

393 WholeUgenomeHandHwholeUexomeHsequencingHinHneurologicalHdiseasesVH2012THcTH_XcUYb 79

392 κsingHepigeneticHmechanismsHtoHunderstandHtheHimpactHofHcommonHdiseaseHcausingHallelesVH2012TH
Z]TH__cUa[ 19

391 oissectingHtheHregulatoryHarchitectureHofHgeneHexpressionHQγwsVHGenomedBiologyTH2012THY[THαb 18.3 151

(2012-2012)
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390 oylHmethylationHstudiesHusingHtwinseHwhatHareHtheyHtellingHusjVHGenomedBiologyTH2012THY[THYbZ 18.3 56

389 lnalysisHofHvariationHatHtranscriptionHfactorHbindingHsitesHinHorosophilaHandHhumansVHGenomedBiology
TH2012THY[THα]d 18.3 71

388 qunctionalHanalysisHofHtranscriptionHfactorHbindingHsitesHinHhumanHpromotersVHGenomedBiologyTH2012TH
Y[THα_X 18.3 110

387 renomeUwideHlocalizationHofHreplicationHfactorsVH2012TH_bTHYcbUd_ 14

386 oyaseHtHsensitivityHQγwsHareHaHmajorHdeterminantHofHhumanHexpressionHvariationVH2012TH]cZTH[dXU] 479

385 lHhighUthroughputHchromatinHimmunoprecipitationHapproachHrevealsHprinciplesHofHdynamicHgeneH
regulationHinHmammalsVH2012TH]bTHcYXUZZ 299

384 –opulationHgeneticsHofHcisUregulatoryHsequencesHthatHoperateHduringHembryonicHdevelopmentHinHtheH
seaHurchinHβtrongylocentrotusHpurpuratusVH2012THY]THY_ZUab 18

383 lHroleHforHnγnqHandHcohesinHinHsubtelomereHchromatinHorganizationTHγpααlHtranscriptionTHandH
telomereHendHprotectionVH2012TH[YTH]Ya_Ubc 115

382 –ersonalHomicsHprofilingHrevealsHdynamicHmolecularHandHmedicalHphenotypesVH2012THY]cTHYZd[U[Xb 921

381 yormalizationHofHnht–UseqHdataHwithHcontrolVH2012THY[THYdd 76

380 βimultaneousHβy–HidentificationHandHassessmentHofHalleleUspecificHbiasHfromHnht–UseqHdataVH2012TH
Y[TH]a 29

379 βequencingHandHanalysisHofHaHβouthHlsianUtndianHpersonalHgenomeVH2012THY[TH]]X 23

378 ppigeneticHppidemiologyHofHnancerVH2012THZZ_UZab

377 nht–UseqHandHbeyondeHnewHandHimprovedHmethodologiesHtoHdetectHandHcharacterizeHproteinUoylH
interactionsVH2012THY[THc]XU_Z 524

376 zverexpressionHofHandrogenHreceptorHenhancesHtheHbindingHofHtheHreceptorHtoHtheHchromatinHinH
prostateHcancerVH2012TH[YTHZY_[Ua[ 100

375 lrchitectureHofHtheHhumanHregulatoryHnetworkHderivedHfromHpynzopHdataVH2012TH]cdTHdYUYXX 1104

374 βefHisHanHinhibitorHofHproinflammatoryHcytokineHsignalingTHactingHbyHcytoplasmicHsequestrationHofH
yqU˛”mVH2012THZ[THaYYUZ[ 22

373 wocalizedHandHtemporalHgeneHregulationHinHheartHdevelopmentVH2012THYXXTHYbYUZXY 8
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372 tsochoresVH2012TH 2

371 renomeUWideHxappingHofH–roteinâ��oylHtnteractionsHbyHnht–UβeqVH2012THY[dUY_Y 1

370 tntegrativeHfunctionalHgenomicsHidentifiesHanHenhancerHloopingHtoHtheHβzXdHgeneHdisruptedHbyHtheH
YbqZ]V[HprostateHcancerHriskHlocusVHGenomedResearchTH2012THZZTHY][bU]a 9.7 107

369 γumorsHofHtheHnentralHyervousHβystemTHVolumeH_VH2012TH

368 yewHmethodsHforHseparatingHcausesHfromHeffectsHinHgenomicsHdataVH2012THY[HβupplHcTHβZZ 16

367 ilβeqeHintegrativeHanalysisHofHalleleUspecificityHofHproteinUoylHinteractionsHinHmultipleHnht–UseqH
datasetsVH2012THY[THacY 20

366 αylUβeqHapproachHforHgeneticHimprovementHofHmeatHqualityHinHpigHandHevolutionaryHinsightHintoHtheH
substrateHspecificityHofHanimalHcarbonylHreductasesVHPLoSdONETH2012THbTHe]ZYdc 3.7 32

365 xutationsHandHbindingHsitesHofHhumanHtranscriptionHfactorsVHFrontiersdindGeneticsTH2012TH[THYXX 4.5 8

364 γranscriptionHfactorHbindingHatHenhancerseHshapingHaHgenomicHregulatoryHlandscapeHinHfluxVHFrontiersd
indGeneticsTH2012TH[THYd_ 4.5 29

363 –rinciplesHofHdimerUspecificHgeneHregulationHrevealedHbyHaHcomprehensiveHcharacterizationHofHyqU˛”mH
familyHoylHbindingVH2011THY[THd_UYXZ 143

362 oetectingHdifferentialHbindingHofHtranscriptionHfactorsHwithHnht–UseqVH2012THZcTHYZYUZ 94

361 renomeHarchitecturesHrevealedHbyHtetheredHchromosomeHconformationHcaptureHandH
populationUbasedHmodelingVH2011TH[XTHdXUc 447

360 sumanHgenomicHdiseaseHvariantseHaHneutralHevolutionaryHexplanationVHGenomedResearchTH2012THZZTHY[c[Ud]9.7 32

359 pffectsHofHsequenceHvariationHonHdifferentialHallelicHtranscriptionHfactorHoccupancyHandHgeneH
expressionVHGenomedResearchTH2012THZZTHcaXUd 9.7 113

358 nomparativeHstudiesHofHgeneHexpressionHandHtheHevolutionHofHgeneHregulationVH2012THY[TH_X_UYa 272

357 renomicHapproachesHtowardsHfindingHcisUregulatoryHmodulesHinHanimalsVH2012THY[TH]adUc[ 156

356 ppigeneticHandHgeneticHdisturbanceHofHtheHimprintedHYYpY_HregionHinHmeckwithUWiedemannHandH
βilverUαussellHsyndromesVH2012THcYTH[_XUaY 52

355 nisUregulatoryHelementseHmolecularHmechanismsHandHevolutionaryHprocessesHunderlyingHdivergenceVH
2011THY[TH_dUad 561

(2011-2012)
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354 nellularHgenomicsHforHcomplexHtraitsVH2012THY[THZY_UZX 32

353 αesolvingHtheHvariableHgenomeHandHepigenomeHinHhumanHdiseaseVH2012THZbYTH[bdUdY 13

352 ttHtakesHtwoHtoHtangoeHt˛”msTHtheHmultifunctionalHpartnersHofHyqU˛”mVH2012THZ]aTH_dUba 109

351 pxomeHandHgenomeHanalysisHasHaHtoolHforHdiseaseHidentificationHandHtreatmenteHtheHZXYYHsumanH
renomeHVariationHβocietyHscientificHmeetingVH2012TH[[TH_caUdX 8

350 γheHmHcellHtranscriptionHprogramHmediatesHhypomethylationHandHoverexpressionHofHkeyHgenesHinH
ppsteinUmarrHvirusUassociatedHproliferativeHconversionVHGenomedBiologyTH2013THY]THα[ 18.3 42

349 αesearchHprogressHinHalleleUspecificHexpressionHandHitsHregulatoryHmechanismsVH2013TH_]THZbYUc[ 31

348 nooperativityHandHrapidHevolutionHofHcoboundHtranscriptionHfactorsHinHcloselyHrelatedHmammalsVH
2013THY_]TH_[XU]X 107

347 sZzZHinHtheHinductionHofHyqU˛”mUdependentHselectiveHgeneHexpressionVH2013TH_ZcTHYb[Ucc 10

346 nomputationalHmethodologyHforHnht–UseqHanalysisVH2013THYTH_]UbX 20

345 βystemsHmiologyVH2013TH 8

344 βelectionHandHadaptationHinHtheHhumanHgenomeVH2013THY]TH]abUcd 90

343 ym–qHisHaHpotentialHoylUbindingHtranscriptionHfactorHthatHisHdirectlyHregulatedHbyHyqU˛”mVH2013TH]_THZ]bdUdX 21

342 qunctionalHrenomicsTH–roteomicsTHxetabolomicsHandHmioinformaticsHforHβystemsHmiologyVH2013TH[U]Y 4

341 tmpactsHofHvariationHinHtheHhumanHgenomeHonHgeneHregulationVH2013TH]Z_TH[dbXUb 97

340 tdentificationHofHtranscriptionHfactorHbindingHsitesHfromHnht–UseqHdataHatHhighHresolutionVH2013THZdTHZbX_UY[ 45

339 lndrogenHregulationHofHtheHγx–αββZHgeneHandHtheHeffectHofHaHβy–HinHanHandrogenHresponseH
elementVH2013THZbTHZXZcU]X 85

338 noordinatedHeffectsHofHsequenceHvariationHonHoylHbindingTHchromatinHstructureTHandHtranscriptionVH
ScienceTH2013TH[]ZTHb]]Ub 33.3 278

337 pxtensiveHvariationHinHchromatinHstatesHacrossHhumansVHScienceTH2013TH[]ZTHb_XUZ 33.3 276
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336 pffectHofHnaturalHgeneticHvariationHonHenhancerHselectionHandHfunctionVH2013TH_X[TH]cbUdZ 241

335 meyondHtheHpynzopHprojecteHusingHgenomicsHandHepigenomicsHstrategiesHtoHstudyHenhancerH
evolutionVH2013TH[acTHZXY[XXZZ 14

334 lHnovelHtestHforHselectionHonHcisUregulatoryHelementsHrevealsHpositiveHandHnegativeHselectionHactingH
onHmammalianHtranscriptionalHenhancersVH2013TH[XTHZ_XdUYc 19

333 nht–UseqHinHsteatohepatitisHandHnormalHliverHtissueHidentifiesHcandidateHdiseaseHmechanismsHrelatedH
toHprogressionHtoHcancerVH2013THaTH_X 8

332 nancerHomicseHfromHregulatoryHnetworksHtoHclinicalHoutcomesVH2013TH[]XTHZbbUc[ 9

331 γheHsumanHrenomeeHlHWindowHonHsumanHreneticsTHmiologyTHandHxedicineVH2013TH]UZb 1

330 oecipheringHtheHtranscriptionalHcisUregulatoryHcodeVH2013THZdTHYYUZZ 83

329 nhromatinHβtructureHandHsumanHrenomeHpvolutionVH2013TH

328 sighUthroughputHsequencingHforHbiologyHandHmedicineVH2013THdTHa]X 186

327 nhildHdevelopmentHandHstructuralHvariationHinHtheHhumanHgenomeVH2013THc]TH[]U]c 17

326 βtudyingHtheHevolutionHofHtranscriptionHfactorHbindingHeventsHusingHmultiUspeciesHnht–UβeqHdataVH
2013THYZTHYUY_ 3

325 γheHgenomeUwideHlandscapeHofHcopyHnumberHvariationsHinHtheHxκβrpyHstudyHprovidesHevidenceHforH
aHfounderHeffectHinHtheHisolatedHqinnishHpopulationVH2013THZYTHY]YYUa 10

324 miαylHregulatoryHvariationHinHhumanHevolutionVH2013THZdTHYYaUZ] 32

323 lnalysisHofHsequenceHvariationHunderlyingHtissueUspecificHtranscriptionHfactorHbindingHandHgeneH
expressionVH2013TH[]THYY]XUc 10

322 renomeUwideHprofilingHofHhumanHcapUindependentHtranslationUenhancingHelementsVH2013THYXTHb]bU_X 22

321 renomeUwideHinferenceHofHnaturalHselectionHonHhumanHtranscriptionHfactorHbindingHsitesVH2013TH]_THbZ[Ud 95

320 nharacterizationHofHgenomeUwideHbindingHofHyqU˛”mHinHγyq˛–UstimulatedHsewaHcellsVH2013TH_ZaTHY]ZUd 23

319 renomeUwideHcopyHnumberHvariationHanalysisHinHextendedHfamiliesHandHunrelatedHindividualsH
characterizedHforHmusicalHaptitudeHandHcreativityHinHmusicVHPLoSdONETH2013THcTHe_a[_a 3.7 52

(2013-2013)
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318 xappingHtheHqunctionalHrenomeVH2013THZcU]X 1

317 VariationHandHgeneticHcontrolHofHproteinHabundanceHinHhumansVH2013TH]ddTHbdUcZ 272

316 βubsetHofHgenesHtargetedHbyHtranscriptionHfactorHyqU˛”mHinHγyq˛–UstimulatedHhumanHsewaHcellsVH2013TH
Y[THY][U_] 15

315 βγlγ[HtargetsHsuggestHmechanismsHofHaggressiveHtumorigenesisHinHdiffuseHlargeHmUcellHlymphomaVH
2013TH[THZYb[Uc_ 24

314 nausesHandHconsequencesHofHchromatinHvariationHbetweenHinbredHmiceVHPLoSdGeneticsTH2013THdTHeYXX[_bX6 16

313 αobustHpredictionHofHexpressionHdifferencesHamongHhumanHindividualsHusingHonlyHgenotypeH
informationVHPLoSdGeneticsTH2013THdTHeYXX[[da 6 30

312 reneticHlandscapeHofHopenHchromatinHinHyeastVHPLoSdGeneticsTH2013THdTHeYXX[ZZd 6 18

311 γheHnextHgenerationHofHtranscriptionHfactorHbindingHsiteHpredictionVHPLoSdComputationaldBiologyTH
2013THdTHeYXX[ZY] 5 118

310 κnderstandingHvariationHinHtranscriptionHfactorHbindingHbyHmodelingHtranscriptionHfactorH
genomeUepigenomeHinteractionsVHPLoSdComputationaldBiologyTH2013THdTHeYXX[[ab 5 23

309 rlobalHpropertiesHandHfunctionalHcomplexityHofHhumanHgeneHregulatoryHvariationVHPLoSdGeneticsTH
2013THdTHeYXX[_XY 6 47

308 pxtensiveHdivergenceHofHtranscriptionHfactorHbindingHinHorosophilaHembryosHwithHhighlyHconservedH
geneHexpressionVHPLoSdGeneticsTH2013THdTHeYXX[b]c 6 70

307 uunkHoylVH2013THY]d

306 lrpeggioeHharmonicHcompressionHofHnht–UseqHdataHrevealsHproteinUchromatinHinteractionHsignaturesVH
NucleicdAcidsdResearchTH2013TH]YTHeYaY 20.1 5

305 qromHremoteHenhancersHtoHgeneHregulationeHchartingHtheHgenomeOsHregulatoryHlandscapesVH2013TH
[acTHZXYZX[_c 26

304 γowardsHanHunderstandingHofHcellUspecificHfunctionsHofHsignalUdependentHtranscriptionHfactorsVH2013
TH_YTHγ[bU_X 24

303 tnsightsHintoHtheHgeneticHbasisHofHtypeHZHdiabetesVH2013TH]THZ[[U]] 44

302 βystematicHfunctionalHregulatoryHassessmentHofHdiseaseUassociatedHvariantsVH2013THYYXTHdaXbUYZ 75

301 lsγUnht–UseqeHaHcompletelyHautomatedHroboticHprotocolHforHhighUthroughputHchromatinH
immunoprecipitationVHGenomedBiologyTH2013THY]THαYZ] 18.3 24
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300 jxzβlinβeHjointHanalysisHofHmultipleHnht–UseqHdatasetsVHGenomedBiologyTH2013THY]THα[c 18.3 42

299 reneticTHfunctionalHandHmolecularHfeaturesHofHglucocorticoidHreceptorHbindingVHPLoSdONETH2013THcTHeaYa_]3.7 20

298 oetectionHofHregulatoryHβy–sHinHhumanHgenomeHusingHnht–UseqHpynzopHdataVHPLoSdONETH2013THcTHebcc[[3.7 39

297 lnimalHxodelsHinHorugHoevelopmentVH2013TH 6

296 pvidenceHforHsiteUspecificHoccupancyHofHtheHmitochondrialHgenomeHbyHnuclearHtranscriptionHfactorsVH
PLoSdONETH2014THdTHec]bY[ 3.7 25

295 nZaHcancerUinducedHmuscleHwastingHisHtvv˛†UdependentHandHyqUkappamUindependentVHPLoSdONETH
2014THdTHecbbba 3.7 29

294 lHcomprehensiveHassociationHanalysisHconfirmsHZxtZYHtoHbeHaHsusceptibilityHgeneHforHvitiligoHinH
nhineseHpopulationVH2014TH_YTH[]_U_[ 15

293 renomicHmappingHofHtheHxsnHtransactivatorHnttγlHusingHanHintegratedHnht–UseqHandHgeneticalH
genomicsHapproachVHGenomedBiologyTH2014THY_TH]d] 18.3 26

292 lpproachesHforHestablishingHtheHfunctionHofHregulatoryHgeneticHvariantsHinvolvedHinHdiseaseVH2014THaTHdZ 31

291 oeHnovoHpredictionHofHcisUregulatoryHelementsHandHmodulesHthroughHintegrativeHanalysisHofHaHlargeH
numberHofHnht–HdatasetsVH2014THY_THYX]b 9

290 dna–eHdetectingHdifferentialHbindingHeventsHinHmultipleHconditionsHandHproteinsVH2014THY_HβupplHdTHβYZ 3

289 tntegrativeHgenomicsHandHtranscriptomicsHanalysisHofHhumanHembryonicHandHinducedHpluripotentH
stemHcellsVH2014THbTH[Z 2

288 βy–UguidedHidentificationHofHmonoallelicHoylUmethylationHeventsHfromHenrichmentUbasedH
sequencingHdataVHNucleicdAcidsdResearchTH2014TH]ZTHeY_b 20.1 5

287 xYnHcofactorseHmolecularHswitchesHcontrollingHdiverseHbiologicalHoutcomesVH2014TH]THaXY][dd 37

286 noherentHfunctionalHmodulesHimproveHtranscriptionHfactorHtargetHidentificationTHcooperativityH
predictionTHandHdiseaseHassociationVHPLoSdGeneticsTH2014THYXTHeYXX]YZZ 6 26

285 lHsymbioticHliaisonHbetweenHtheHgeneticHandHepigeneticHcodeVHFrontiersdindGeneticsTH2014TH_THYY[ 4.5 20

284 QuantitativeHgeneticsHofHnγnqHbindingHrevealHlocalHsequenceHeffectsHandHdifferentHmodesHofH
XUchromosomeHassociationVHPLoSdGeneticsTH2014THYXTHeYXX]bdc 6 38

283 γracingHtheHevolutionHofHlineageUspecificHtranscriptionHfactorHbindingHsitesHinHaHbirthUdeathH
frameworkVHPLoSdComputationaldBiologyTH2014THYXTHeYXX[bbY 5 15

(2014-2013)
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282 oivergenceHinHaHmasterHvariatorHgeneratesHdistinctHphenotypesHandHtranscriptionalHresponsesVH2014TH
ZcTH]XdUZY 12

281 γheHtranscriptionHfactorHp_[eHnotHaHrepressorTHsolelyHanHactivatorVH2014THY[TH[X[bU_c 84

280 xinirevieweHnonversingHwithHchromatineHtheHlanguageHofHnuclearHreceptorsVH2014THZcTH[UY_ 12

279 αegulatoryHVariantsHandHoiseaseeHγheHpUnadherinHUYaXnWlHβy–HasHanHpxampleVH2014THZXY]THdab_a_ 25

278 γheHyqU˛”mHgenomicHlandscapeHinHlymphoblastoidHmHcellsVH2014THcTHY_d_UaXa 112

277 xolecularHnetworkHofHnht–UβeqUbasedHyqU˛”mHpa_HtargetHgenesHinvolvesHdiverseHimmuneHfunctionsH
relevantHtoHtheHimmunopathogenesisHofHmultipleHsclerosisVH2014TH[THd]UYXa 15

276 pvolutionHofHtranscriptionHfactorHbindingHinHmetazoansHUHmechanismsHandHfunctionalHimplicationsVH
2014THY_THZZYU[[ 143

275 wayingHaHsolidHfoundationHforHxanhattanUUOsettingHtheHfunctionalHbasisHforHtheHpostUrWlβHeraOVH2014TH
[XTHY]XUd 68

274 nommonHgeneticHvariantsHmodulateHpathogenUsensingHresponsesHinHhumanHdendriticHcellsVHScienceTH
2014TH[][THYZ]adcX 33.3 309

273 tβxlαleHautomatedHmodelingHofHgenomicHsignalsHasHaHdemocracyHofHregulatoryHmotifsVHGenomed
ResearchTH2014THZ]THcadUc] 9.7 163

272 tdentificationHandHremovalHofHlowUcomplexityHsitesHinHalleleUspecificHanalysisHofHnht–UseqHdataVH2014TH
[XTHYa_UbY 17

271 renomicsHmeetsHproteomicseHidentifyingHtheHculpritsHinHdiseaseVH2014THY[[THacdUbXX 16

270 αelativeHspecificityeHallHsubstratesHareHnotHcreatedHequalVH2014THYZTHYUb 1

269
γranscriptomeHsequencingHofHnhineseHandHnaucasianHpopulationHidentifiesHethnicUassociatedH
differentialHtranscriptHabundanceHofHheterogeneousHnuclearHribonucleoproteinHvHPhnαy–vQVH2014TH
YX[TH_aUa]

19

268 –rinciplesHofHregulatoryHinformationHconservationHbetweenHmouseHandHhumanVH2014TH_Y_TH[bYU[b_ 190

267 βpuriousHtranscriptionHfactorHbindingeHnonUfunctionalHorHgeneticallyHredundantjVH2014TH[aTHbdcUcXa 50

266 WholeUgenomeHhaplotypingHapproachesHandHgenomicHmedicineVH2014THaTHb[ 45

265 oylHrecombinationVHαecombinationHinitiationHmapsHofHindividualHhumanHgenomesVHScienceTH2014TH
[]aTHYZ_a]]Z 33.3 179

Citation Report

14



264 γheHαegulationHofHreneHpxpressionVH2014THYZdUZXc

263 nisUregulatoryHelementsHandHhumanHevolutionVH2014THZdTHcYUd 24

262 γheHroleHofHgeneticsHandHepigeneticsHinHtheHpathogenesisHofHsystemicHsclerosisVH2014THYXTHabYUcY 85

261 WidespreadHcontributionHofHtransposableHelementsHtoHtheHinnovationHofHgeneHregulatoryHnetworksVH
GenomedResearchTH2014THZ]THYda[Uba 9.7 251

260 reneticHvariantsHwithinHtheHsecondHintronHofHtheHvnyQYHgeneHaffectHnγnqHbindingHandHconferHaHriskH
ofHmeckwithUWiedemannHsyndromeHuponHmaternalHtransmissionVH2014TH_YTH_XZUYY 12

259 lHstatisticalHframeworkHforHpowerHcalculationsHinHnht–UseqHexperimentsVH2014TH[XTHb_[UaX 11

258 weveragingHbiologicalHreplicatesHtoHimproveHanalysisHinHnht–UseqHexperimentsVH2014THdTHeZXY]XYXXZ 33

257 yaturalHvariationHofHhistoneHmodificationHandHitsHimpactHonHgeneHexpressionHinHtheHratHgenomeVH
GenomedResearchTH2014THZ]THd]ZU_[ 9.7 42

256 semophiliaHmHweydenHandHonceHmysteriousHcisUregulatoryHmutationsVH2014TH[XTHYcUZ[ 18

255 sormonesTHtntrauterineHsealthHandH–rogrammingVHResearchdanddPerspectivesdindEndocrined
InteractionsTH2014TH

254 –roteinUproteinHinteractionsHandHgeneticHdiseaseseHγheHinteractomeVH2014THYc]ZTHYdbYUYdcX 75

253 αegulatoryHdivergenceHofHXUlinkedHgenesHandHhybridHmaleHsterilityHinHmiceVH2014THcdTHddUYXc 8

252 WlVpwpγUmlβpoHrpypγtnHlββzntlγtzyHlylwYβtβHzqHqκynγtzylwH–spyzγY–pβHlαtβtyrHqαzxH
strsUγsαzκrs–κγHβpQκpyntyrHlββlYβVH2015THdTHa__Uaca 18

251 tntegrativeHlnalysisHofHxultipleHnht–UXHoataHβetsHκsingHnorrelationHxotifsVHYYXUY[Z

250 nisUregulatoryHsomaticHmutationsHandHgeneUexpressionHalterationHinHmUcellHlymphomasVHGenomed
BiologyTH2015THYaTHc] 18.3 33

249 nommonHαegulatoryHVariantsHofHnYqt–YHnontributeHtoHβusceptibilityHforHlutismHβpectrumHoisorderH
PlβoQHandHnlassicalHlutismVH2015THbdTH[ZdU[]X 29

248 xechanismsHofHmutationalHrobustnessHinHtranscriptionalHregulationVHFrontiersdindGeneticsTH2015THaTH[ZZ 4.5 41

247 pxaminingHtheHroleHofHcomponentsHofHβlcYYaYHPyrampYQHinHtheHsusceptibilityHofHyewHZealandHseaH
lionsHP–hocarctosHhookeriQHtoHdiseaseVHPLoSdONETH2015THYXTHeXYZZbX[ 3.7 3
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246 nharacterizationHandHidentificationHofHhiddenHrareHvariantsHinHtheHhumanHgenomeVH2015THYaTH[]X 17

245 oifferencesHinHsistoneHxodificationsHmetweenHtndividualsVH2015TH__UcZ

244 minoyaseeHaHdiscriminatoryHapproachHforHtranscriptionHfactorHbindingHpredictionHusingHoyaseHtH
hypersensitivityHdataVH2015TH[YTHZc_ZUd 40

243 quantroeHaHdataUdrivenHapproachHtoHguideHtheHchoiceHofHanHappropriateHnormalizationHmethodVH
GenomedBiologyTH2015THYaTHYYb 18.3 54

242 γheHselectionHandHfunctionHofHcellHtypeUspecificHenhancersVH2015THYaTHY]]U_] 573

241 γheHlctivationHofHtwUYUtnducedHpnhancersHoependsHonHγlvYHvinaseHlctivityHandHyqU˛”mHpa_VH2015TH
YXTHbZaUb[d 29

240 tdentificationHofHalteredHcisUregulatoryHelementsHinHhumanHdiseaseVH2015TH[YTHabUba 77

239 waggingUstrandHreplicationHshapesHtheHmutationalHlandscapeHofHtheHgenomeVH2015TH_YcTH_XZU_Xa 156

238 lnalysisHofHgenomeUwideHαylUsequencingHdataHsuggestsHageHofHtheHnp–sWκtahHPnpκQH
lymphoblastoidHcellHlinesHsystematicallyHbiasesHgeneHexpressionHprofilesVH2015TH_THbdaX 12

237 lHframeworkHforHincorporatingHevolutionaryHgenomicsHintoHbiodiversityHconservationHandH
managementVH2015THZTH 110

236 γheHroleHofHregulatoryHvariationHinHcomplexHtraitsHandHdiseaseVH2015THYaTHYdbUZYZ 577

235 –ervasiveHvariationHofHtranscriptionHfactorHorthologsHcontributesHtoHregulatoryHnetworkHevolutionVH
PLoSdGeneticsTH2015THYYTHeYXX_XYY 6 13

234 γheHgeneticHandHmechanisticHbasisHforHvariationHinHgeneHregulationVHPLoSdGeneticsTH2015THYYTHeYXX]c_b 6 96

233 lHβy–HinHtheHsγγHpromoterHaltersHyqU˛”mHbindingHandHisHaHbidirectionalHgeneticHmodifierHofH
suntingtonHdiseaseVH2015THYcTHcXbUYa 70

232 tdentifyingHcausalHregulatoryHβy–sHinHnht–UseqHenhancersVHNucleicdAcidsdResearchTH2015TH][THZZ_U[a 20.1 27

231 αoleHofHtranscriptionalHregulationHinHtheHevolutionHofHplantHphenotypeeHlHdynamicHsystemsH
approachVH2015THZ]]THYXb]UYXd_ 12

230 tnvolvementHofHαylH–olymeraseHtttHinHtmmuneHαesponsesVH2015TH[_THYc]cU_d 28

229 βensitiveHdetectionHofHchromatinUalteringHpolymorphismsHrevealsHautoimmuneHdiseaseHmechanismsVH
2015THYZTH]_cUa] 41

Citation Report

16



228 αegulatoryHgenomicseHnombinedHexperimentalHandHcomputationalHapproachesVH2015TH_YTH[[]U[_Z 6

227 renomicHapproachesHforHunderstandingHtheHgeneticsHofHcomplexHdiseaseVHGenomedResearchTH2015TH
Z_THY][ZU]Y 9.7 55

226 –redictingHfunctionalHregulatoryHβy–sHinHtheHhumanHantimicrobialHpeptideHgenesHopqmYHandHnlx–H
inHtuberculosisHandHstVWltoβVH2015TH_dH–tHlTHYYbUZ_ 7

225 tntegrativeHanalysisHofHαylTHtranslationTHandHproteinHlevelsHrevealsHdistinctHregulatoryHvariationH
acrossHhumansVHGenomedResearchTH2015THZ_THYaYXUZY 9.7 115

224 wargeUscaleHidentificationHofHsequenceHvariantsHinfluencingHhumanHtranscriptionHfactorHoccupancyHinH
vivoVH2015TH]bTHY[d[U]XY 160

223 xakingHtheHcaseHforHchromatinHprofilingeHaHnewHtoolHtoHinvestigateHtheHimmuneUregulatoryH
landscapeVH2015THY_TH_c_Ud] 24

222 xiningHtheHcodingHandHnonUcodingHgenomeHforHcancerHdriversVH2015TH[adTH[XbUY_ 9

221 αemovingHreferenceHmappingHbiasesHusingHlimitedHorHnoHgenotypeHdataHidentifiesHallelicHdifferencesH
inHproteinHbindingHatHdiseaseUassociatedHlociVH2015THcTH][ 9

220 pxploitingHgenomicsHandHnaturalHgeneticHvariationHtoHdecodeHmacrophageHenhancersVH2015TH[aTH_XbUYc 26

219 –opulationHVariationHandHreneticHnontrolHofHxodularHnhromatinHlrchitectureHinHsumansVH2015THYaZTHYX[dU_X 156

218 –opulationalHlandscapeHofHtyopwsHaffectingHtranscriptionHfactorUbindingHsitesHinHhumansVH2015THYaTH_[a 5

217 ulxxeHaHpeakHfinderHforHjointHanalysisHofHyrβHreplicatesVH2015TH[YTH]cU__ 42

216 βxlαγβeHreconstructingHdiseaseHresponseHnetworksHfromHmultipleHindividualsHusingHtimeHseriesH
geneHexpressionHdataVH2015TH[YTHYZ_XUb 12

215 QulβlαeHquantitativeHalleleUspecificHanalysisHofHreadsVH2015TH[YTHYZ[_U]Z 50

214 pxploringHtheHfunctionHofHgeneticHvariantsHinHtheHnonUcodingHgenomicHregionseHapproachesHforH
identifyingHhumanHregulatoryHvariantsHaffectingHgeneHexpressionVH2015THYaTH[d[U]YZ 38

213 nurrentHtrendHofHannotatingHsingleHnucleotideHvariationHinHhumansUUlHcaseHstudyHonHβyVrapVH2015TH
bdUcXTH[ZU]X 9

212 nandidateHβy–HxarkersHofHnhronopathologiesHlreH–redictedHbyHaHβignificantHnhangeHinHtheHlffinityH
ofHγlγlUmindingH–roteinHforHsumanHreneH–romotersVH2016THZXYaTHca]ZbX[ 12

211 ppigeneticHαesearchHofHyeurodegenerativeHoisordersHκsingH–atientHi–βnUmasedHxodelsVH2016THZXYaTHd]a]_dY 12
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210 γheHqutureHisHγheH–asteHxethylationHQγwsHinHβchizophreniaVH2016THbTH 20

209 γheHepigeneticsHofH–mneHγheHlinkHbetweenHgeneticHsusceptibilityHandHenvironmentVH2016TH]XTHa_XUa_d 22

208 yovelHregulatoryHvariantHdetectedHonHtheHVvzαnYHhaplotypeHthatHisHassociatedHwithHwarfarinHdoseVH
2016THYbTHY[X_UY] 1

207 tnHβilicoHidentificationHofHβy–HdiversityHinHcultivatedHandHwildHtomatoHspecieseHinsightHfromHmolecularH
simulationsVH2016THaTH[cbY_ 14

206 lHfunctionalHpolymorphismHlocatedHatHtranscriptionHfactorHbindingHsitesTHrsaad_c[bHnearHwlxnYH
geneTHconfersHriskHofHcolorectalHcancerHinHnhineseHpopulationsVH2017TH[cTHYbbUYc[ 54

205 –ooledHnht–UβeqHwinksHVariationHinHγranscriptionHqactorHmindingHtoHnomplexHoiseaseHαiskVH2016THYa_THb[XU]Y 67

204 renomeαunnerHwebHservereHregulatoryHsimilarityHandHdifferencesHdefineHtheHfunctionalHimpactHofH
βy–HsetsVH2016TH[ZTHZZ_aUa[ 25

203 mrokenHdetailedHbalanceHatHmesoscopicHscalesHinHactiveHbiologicalHsystemsVHScienceTH2016TH[_ZTHaX]Ub 33.3 150

202 αylHsplicingHisHaHprimaryHlinkHbetweenHgeneticHvariationHandHdiseaseVHScienceTH2016TH[_ZTHaXXU] 33.3 357

201 lHsystematicTHlargeUscaleHcomparisonHofHtranscriptionHfactorHbindingHsiteHmodelsVH2016THYbTH[cc 10

200 oivergenceHandHrewiringHofHregulatoryHnetworksHforHneuralHdevelopmentHbetweenHhumanHandHotherH
speciesVH2016TH[THeYZ[Y]d_ 4

199 oeepHsequencingHofHYXTXXXHhumanHgenomesVH2016THYY[THYYdXYUYYdXa 222

198 reneticHandHtranscriptionalHanalysisHofHhumanHhostHresponseHtoHhealthyHgutHmicrobiotaVH2016THYTH 24

197 nommonHgeneticHvariantsHofHr–nYHgeneHreduceHriskHofHbiliaryHatresiaHinHaHnhineseHpopulationVH2016TH
_YTHYaaYU] 6

196 γheHreneticsHofHγranscriptionHqactorHoylHmindingHVariationVH2016THYaaTH_[cU__] 201

195 αegulatoryHelementsHandHgeneticHvariationsHinHperiodontalHdiseasesVH2016THbZTHYXaUYY_ 9

194 tntegrativeHfunctionalHgenomicsHidentifiesHregulatoryHmechanismsHatHcoronaryHarteryHdiseaseHlociVH
NaturedCommunicationsTH2016THbTHYZXdZ 17.4 70

193 pvaluatingHtheHimpactHofHsingleHnucleotideHvariantsHonHtranscriptionHfactorHbindingVHNucleicdAcidsd
ResearchTH2016TH]]THYXYXaUYXYYa 20.1 25
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192 xechanismHofHalleleHspecificHassemblyHandHdisruptionHofHmasterHregulatorHtranscriptionHfactorH
complexesHofHyqUvmp_XTHyqUvmpa_HandHstqYaHonHaHnonUcodingHqlβHβy–VH2016THYc_dTHY]YYUY]Zc 4

191 tdentificationHofHfourHnovelHsusceptibilityHlociHforHoestrogenHreceptorHnegativeHbreastHcancerVHNatured
CommunicationsTH2016THbTHYY[b_ 17.4 64

190 sighUthroughputHalleleUspecificHexpressionHacrossHZ_XHenvironmentalHconditionsVHGenomedResearchTH
2016THZaTHYaZbUYa[c 9.7 56

189 yonUcodingHsingleHnucleotideHvariantsHaffectingHestrogenHreceptorHbindingHandHactivityVH2016THcTHYZc 4

188 pffectsHofHβy–sHinHtheHpositioningHregionsHofHαylHpolymeraseHttHonHtheHγm–WpromoterHaffinityHinH
genesHofHtheHhumanHcircadianHclockVH2016THaTHb_dUbbX

187 WholeHgenomeHsequencingHandHitsHapplicationsHinHmedicalHgeneticsVH2016TH]THYY_UYZc 5

186 –rinciplesHofHmicroαylHαegulationHαevealedHγhroughHxodelingHmicroαylHpxpressionHQuantitativeH
γraitHwociVH2016THZX[THYaZdU]X 15

185 lHroadmapHofHconstitutiveHyqU˛”mHactivityHinHsodgkinHlymphomaeHoominantHrolesHofHp_XHandHp_ZH
revealedHbyHgenomeUwideHanalysesVH2016THcTHZc 31

184 qineUmappingHcellularHQγwsHwithHαlβQκlwHandHlγlnUseqVH2016TH]cTHZXaUY[ 119

183 llleleUspecificHtranscriptionHfactorHbindingHtoHcommonHandHrareHvariantsHassociatedHwithHdiseaseH
andHgeneHexpressionVH2016THY[_TH]c_U]db 32

182 lHnovelHcomparativeHpatternHcountHanalysisHrevealsHaHchronicHethanolUinducedHdynamicHshiftHinH
immediateHearlyHyqU˛”mHgenomeUwideHpromoterHbindingHduringHliverHregenerationVH2016THYZTHYX[bU_a 3

181 moyqHrsaZa_HmethylationHandHgenotypeHinteractHonHriskHforHschizophreniaVH2016THYYTHYYUZ[ 40

180 γheHαoleHofHtheHreneticHnodeHinHtheHoylHxethylationHwandscapeHqormationVH2016THYUYc 0

179 γheHpffectsHofHβequenceHVariationHonHrenomeUwideHyαqZHmindingUUyewHγargetHrenesHandH
αegulatoryHβy–sVHNucleicdAcidsdResearchTH2016TH]]THYbaXUb_ 20.1 25

178 tdentifyingHgeneticHmodulatorsHofHtheHconnectivityHbetweenHtranscriptionHfactorsHandHtheirH
transcriptionalHtargetsVH2016THYY[THpYc[_U][ 6

177 βingleHnucleotideHpolymorphismsHinHclinicseHqantasyHorHrealityHforHcancerjVH2016TH_[THZdU[d 49

176 γowardHunderstandingHtheHevolutionHofHvertebrateHgeneHregulatoryHnetworkseHcomparativeH
genomicsHandHepigenomicHapproachesVH2016THY_TH[Y_UZY 6

175 lssociationHofHoligodendrocytesHdifferentiationHregulatorHgeneHoκβ–Y_HwithHautismVH2017THYcTHY][UY_X 8

(2017-2016)
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174 xen–ZH–romotesHrastricHnancerH–rogressionHγhroughHαegulatingHqzXqYWWnt_aW˛†UnateninHandH
xYzoYWnaspaseU[HβignalingH–athwaysVH2017THYaTHcbUYXX 49

173 nombinatorialHfunctionHofHtranscriptionHfactorsHandHcofactorsVH2017TH][THb[UcY 148

172 tdentificationHofHnovelHyqU˛”mHtranscriptionalHtargetsHinHγyq˛–UtreatedHsewaHandHseprZHcellsVH2017TH
]YTH___U_ad 8

171 rlobalHvariationHinHgeneHexpressionHandHtheHvalueHofHdiverseHsamplingVH2017THYTHYXZUYXc 19
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