
Citation Report
Listjofjarticlesjciting

Amcomparativemviewmofmmetabolitemandmsubstratemstressm
andmtoleranceminmmicrobialmbioprocessing:mFromm
biofuelsmandmchemicals,mtombiocatalysismandmbioremediation

DOI:m10.1016/j.ymben.2010.03.004
mMetabolicmEngineering,m2010,m12,m307-31.

Source:jhttps://exaly.com/paperypdf/48343147/citationyreport.pdf

Version:j2024y04y28j

Thisjreportjhasjbeenjgeneratedjbasedjonjthejcitationsjrecordedjbyjexaly.comjforjthejabovejarticle.jForj

thejlatestjversionjofjthisjpublicationjlistxjvisitjthejlinkjgivenjabove.

ThejthirdjcolumnjisjthejimpactjfactorjsIFtjofjthejjournalxjandjthejfourthjcolumnjisjthejnumberjofj

citationsjofjthejarticle.



m Paper IF Citations

457 –icrobialKdegradationKofKtetrachloromethaneiKmechanismsKandKperspectivesKforKbioremediationYK
2010WKfcWKadfXfd 38

456 TranscriptionalKanalysisKofK’actobacillusKbrevisKtoK XbutanolKandKferulicKacidKstressKresponsesYKPLoSl
ONEWK2011WKeWKea1cbg 3.7 42

455 SwitchingKrlostridiumKacetobutylicumKtoKanKethanolKproducerKbyKdisruptionKofKtheK
butyrateZbutanolKfermentativeKpathwayYKMetaboliclEngineeringWK2011WK1bWKcecXfb 9.7 66

454 StyreneKbiosynthesisKfromKglucoseKbyKengineeredKtYKcoliYKMetaboliclEngineeringWK2011WK1bWKdccXdc 9.7 192

453 pKstableKyeastKstrainKefficientlyKproducingKcholesterolKinsteadKofKergosterolKisKfunctionalKforK
tryptophanKuptakeWKbutKnotKweakKorganicKacidKresistanceYKMetaboliclEngineeringWK2011WK1bWKdddXeh 9.7 72

452 –etabolicKengineeringKofKThermobifidaKfuscaKforKdirectKaerobicKbioconversionKofKuntreatedK
lignocellulosicKbiomassKtoK1XpropanolYKMetaboliclEngineeringWK2011WK1bWKdf_Xf 9.7 66

451 tngineeringKtopologyKandKkineticsKofKsucroseKmetabolismKinKSaccharomycesKcerevisiaeKforKimprovedK
ethanolKyieldYKMetaboliclEngineeringWK2011WK1bWKehcXf_b 9.7 74

450 –etabolicKengineeringKofKrlostridiumKacetobutylicumiKrecentKadvancesKtoKimproveKbutanolK
productionYK2011WKaaWKebcXcf 293

449 sehalogenaseKgeneKdetectionKandKmicrobialKdiversityKofKaKchlorinatedKhydrocarbonKcontaminatedK
siteYKWorldlJournalloflMicrobiologylandlBiotechnologyWK2011WKafWKac_fXac1c 4.4 6

448 uermentativeKproductionKofKbutanolXXtheKindustrialKperspectiveYK2011WKaaWKbbfXcb 560

447 tvolutionKcombinedKwithKgenomicKstudyKelucidatesKgeneticKbasesKofKisobutanolKtoleranceKinK
tscherichiaKcoliYKMicrobiallCelllFactoriesWK2011WK1_WK1g 6.4 139

446 tngineeringKmicrobesKforKtoleranceKtoKnextXgenerationKbiofuelsYK2011WKcWKba 216

445 tlucidatingKacetateKtoleranceKinKtYKcoliKusingKaKgenomeXwideKapproachYKMetaboliclEngineeringWK2011WK
1bWKa1cXac 9.7 50

444 ’XascorbicKacidKproducingKyeastsKlearnKfromKplantsKhowKtoKrecycleKitYKMetaboliclEngineeringWK2011WK
1bWK1ffXgd 9.7 16

443 ∆hotosynthesisKdrivenKconversionKofKcarbonKdioxideKtoKfattyKalcoholsKandKhydrocarbonsKinK
cyanobacteriaYKMetaboliclEngineeringWK2011WK1bWK1ehXfe 9.7 184

442 romputationKofKmetabolicKfluxesKandKefficienciesKforKbiologicalKcarbonKdioxideKfixationYKMetabolicl
EngineeringWK2011WK1bWK1d_Xg 9.7 52

441 tngineeringKtheKrobustnessKofKrlostridiumKacetobutylicumKbyKintroducingKglutathioneKbiosyntheticK
capabilityYKMetaboliclEngineeringWK2011WK1bWKcaeXbc 9.7 64

Citation Report

2



440 ’inkingKgenesKtoKmicrobialKgrowthKkineticsiKanKintegratedKbiochemicalKsystemsKengineeringK
approachYKMetaboliclEngineeringWK2011WK1bWKc_1X1b 9.7 22

439 qioconversionKofKdXxyloseKtoKdXxylonateKwithKzluyveromycesKlactisYKMetaboliclEngineeringWK2011WK1bWKbgbXh19.7 248

438 –etabolicKengineeringKofKrlostridiumKtyrobutyricumKforKnXbutanolKproductionYKMetabolicl
EngineeringWK2011WK1bWKbfbXga 9.7 177

437 –etabolicKengineeringKofKcyanobacteriaKforK1XbutanolKproductionKfromKcarbonKdioxideYKMetabolicl
EngineeringWK2011WK1bWKbdbXeb 9.7 314

436 roexistingZroexpressingKvenomicK’ibrariesKSrove’TKidentifyKinteractionsKamongKdistantlyKlocatedK
geneticKlociKforKdevelopingKcomplexKmicrobialKphenotypesYK2011WKbhWKe1da 41

435 uromK∆athwaysKtoKvenomesKandKqeyondiKTheK–etabolicKtngineeringKToolboxKandKxtsK∆laceKinK
qiofuelsK∆roductionYK2011WK1WK 3

434 ’aboratoryXevolvedKmutantsKofKanKexogenousKglobalKregulatorWKxrrtKfromKseinococcusKradioduransWK
enhanceKstressKtolerancesKofKtscherichiaKcoliYKPLoSlONEWK2011WKeWKe1eaag 3.7 55

433 –embraneKstressesKinducedKbyKoverproductionKofKfreeKfattyKacidsKinKtscherichiaKcoliYK2011WKffWKg11cXag 109

432 vlobalKtranscriptomeKresponseKtoKionicKliquidKbyKaKtropicalKrainKforestKsoilKbacteriumWKtnterobacterK
lignolyticusYK2012WK1_hWKta1fbXga 81

431 SignificantKrewiringKofKtheKtranscriptomeKandKproteomeKofKanKtscherichiaKcoliKstrainKharboringKaK
tailoredKexogenousKglobalKregulatorKxrrtYKPLoSlONEWK2012WKfWKebf1ae 3.7 18

430 rharacterizationKofKacetonitrileXtolerantKmarineKbacteriumKtxiguobacteriumKspYKSqwg1KandKitsK
toleranceKmechanismYK2012WKafWKb_Xd 8

429 tffectsKofKnutritionalKenrichmentKonKtheKproductionKofKacetoneXbutanolXethanolKSpqtTKbyK
rlostridiumKacetobutylicumYK2012WKd_WK1_ebXe 17

428 xmprovingKbutanolKfermentationKtoKenterKtheKadvancedKbiofuelKmarketYK2012WKbWK 33

427 àverXexpressionKofKstressKproteinXencodingKgenesKhelpsKrlostridiumKacetobutylicumKtoKrapidlyK
adaptKtoKbutanolKstressYK2012WKbcWK1ecbXh 50

426 SyntheticKtscherichiaKcoliKconsortiaKengineeredKforKsyntrophyKdemonstrateKenhancedKbiomassK
productivityYK2012WK1dfWK1dhXee 96

425 pKtranscriptionalKstudyKofKacidogenicKchemostatKcellsKofKrlostridiumKacetobutylicumXXcellularK
behaviorKinKadaptationKtoKnXbutanolYK2012WK1e1WKbeeXff 41

424 –ultiXcopyKgenesKthatKenhanceKtheKyieldKofKmammalianKvKproteinXcoupledKreceptorsKinKtscherichiaK
coliYKMetaboliclEngineeringWK2012WK1cWKdh1Xe_a 9.7 22

423 VisualizingKevolutionKinKrealKtimeKtoKdetermineKtheKmolecularKmechanismsKofKnXbutanolKtoleranceKinK
tscherichiaKcoliYKMetaboliclEngineeringWK2012WK1cWKdfhXh_ 9.7 91

(2012-2011)

3



422 –etabolicKengineeringKofKsXxyloseKpathwayKinKrlostridiumKbeijerinckiiKtoKoptimizeKsolventK
productionKfromKxyloseKmotherKliquidYKMetaboliclEngineeringWK2012WK1cWKdehXfg 9.7 86

421 pKselectionKplatformKforKcarbonKchainKelongationKusingKtheKropXdependentKpathwayKtoKproduceK
linearKhigherKalcoholsYKMetaboliclEngineeringWK2012WK1cWKd_cX11 9.7 112

420 pT∆KdrivesKdirectKphotosyntheticKproductionKofK1XbutanolKinKcyanobacteriaYK2012WK1_hWKe_1gXab 293

419 αuantitativeKiTβpαK’rX–SZ–SKproteomicsKrevealsKmetabolicKresponsesKtoKbiofuelKethanolKinK
cyanobacterialKSynechocystisKspYK∆rrKeg_bYK2012WK11WKdageXb__ 114

418 sevelopmentKofKmicroorganismsKforKcelluloseXbiofuelKconsolidatedKbioprocessingsiKmetabolicK
engineersRKtricksYK2012WKbWKea_1a1___f 33

417 ∆hysiologicalKpredispositionKofKvariousKrlostridiumKspeciesKtoKsynthetizeK1WbXpropanediolKfromK
glycerolYK2012WKcfWK1b_gX1b1h 51

416 tngineeringKtheKrobustnessKofKindustrialKmicrobesKthroughKsyntheticKbiologyYK2012WKa_WKhcX1_1 57

415 tnzymaticKdynamicsKofKmicrobialKacidKtoleranceKresponseKSpTβTKduringKtheKenhancedKbiohydrogenK
productionKprocessKviaKanaerobicKdigestionYK2012WKbfWK1_eddX1_eea 9

414 txploringKtheKcombinatorialKgenomicKspaceKinKtscherichiaKcoliKforKethanolKtoleranceYK2012WKfWK1bbfXcd 26

413 ∆roteomicKanalysisKrevealsKresistanceKmechanismKagainstKbiofuelKhexaneKinKSynechocystisKspYK∆rrK
eg_bYK2012WKdWKeg 67

412
TowardsKaKSyntheticKqiologyKofKtheKStressXβesponseKandKtheKToleranceK∆henotypeiKSystemsK
UnderstandingKandKtngineeringKofKtheKrlostridiumKacetobutylicumKStressXβesponseKandKToleranceK
toKToxicK–etabolitesYK2012WK1hbXa1h

1

411 –etabolicKuncouplersKinKenvironmentalKresearchiKaKcriticalKreviewYK2012WKagWK 6

410 qioprocessingKforKbiofuelsYK2012WKabWKbh_Xd 65

409 rlostridiaiKtheKimportanceKofKtheirKexceptionalKsubstrateKandKmetaboliteKdiversityKforKbiofuelKandK
biorefineryKapplicationsYK2012WKabWKbecXg1 310

408 tscherichiaKcoliKforKbiofuelKproductioniKbridgingKtheKgapKfromKpromiseKtoKpracticeYK2012WKb_WKdbgXcd 69

407 ∆hysiologicalKheterogeneityKofK∆seudomonasKtaetrolensKduringKlactobionicKacidKproductionYK2012WK
heWK1cedXff 24

406 StoichiometricKandKenergeticKanalysesKofKnonXphotosyntheticKràaXfixationKpathwaysKtoKsupportK
syntheticKbiologyKstrategiesKforKproductionKofKfuelsKandKchemicalsYK2012WK1WKbg_Xbhd 165

405 TowardKaKsemisyntheticKstressKresponseKsystemKtoKengineerKmicrobialKsolventKtoleranceYK2012WKbWK 67

Citation Report

4



404 –etabolicKengineeringKofKbiocatalystsKforKcarboxylicKacidsKproductionYK2012WKbWKea_1a1__11 26

403 β pXseqKbasedKidentificationKandKmutantKvalidationKofKgeneKtargetsKrelatedKtoKethanolKresistanceKinK
cyanobacterialKSynechocystisKspYK∆rrKeg_bYK2012WKdWKgh 62

402 tnhancingKtYKcoliKtoleranceKtowardsKoxidativeKstressKviaKengineeringKitsKglobalKregulatorKcp–∆K
receptorKproteinKSrβ∆TYKPLoSlONEWK2012WKfWKed11fh 3.7 38

401 ppplicationKofKmetaXtranscriptomicsKandKXproteomicsKtoKanalysisKofKinKsituKphysiologicalKstateYK
FrontierslinlMicrobiologyWK2012WKbWK1gc 5.7 16

400 SyntheticKfeedbackKloopKmodelKforKincreasingKmicrobialKbiofuelKproductionKusingKaKbiosensorYK
FrontierslinlMicrobiologyWK2012WKbWKbe_ 5.7 39

399 qutanolKproductionKfromKrenewableKbiomassiKrediscoveryKofKmetabolicKpathwaysKandKmetabolicK
engineeringYK2012WKfWK1geXhg 116

398 wighXtiterKnXbutanolKproductionKbyKclostridiumKacetobutylicumKyqa__KinKfedXbatchKfermentationK
withKintermittentKgasKstrippingYK2012WK1_hWKafceXde 176

397 xmprovementsKinKqiobutanolKuermentationKandKTheirKxmpactsKonKsistillationKtnergyKronsumptionK
andKWastewaterKvenerationYK2012WKdWKd_cXd1c 57

396 uromKnetworkKmodelsKtoKnetworkKresponsesiKintegrationKofKthermodynamicKandKkineticKpropertiesK
ofKyeastKgenomeXscaleKmetabolicKnetworksYK2012WK1aWK1ahXcb 60

395 ppplicationKofKphenotypicKmicroarraysKtoKenvironmentalKmicrobiologyYK2012WKabWKc1Xg 33

394 xdentificationKofKaKmethanolXinducibleKpromoterKfromKβhodococcusKerythropolisK∆βcKandKitsKuseKasK
anKexpressionKvectorYK2012WK11bWKdheXe_b 6

393 tngineeringKofKvesicleKtraffickingKimprovesKheterologousKproteinKsecretionKinKSaccharomycesK
cerevisiaeYKMetaboliclEngineeringWK2012WK1cWK1a_Xf 9.7 81

392 ronstructionKofKmicrobialKcellKfactoriesKforKindustrialKbioprocessesYK2012WKgfWKccdXcd_ 28

391 xntegratedKà–xrSKguidedKengineeringKofKbiofuelKbutanolXtoleranceKinKphotosyntheticKSynechocystisK
spYK∆rrKeg_bYK2013WKeWK1_e 62

390 βecpXmediatedKSàSKresponseKprovidesKaKgeraniolKtoleranceKinKtscherichiaKcoliYK2013WK1efWKbdfXec 12

389 rellKmorphologyKvariationsKofKzlebsiellaKpneumoniaeKinducedKbyKacetateKstressKusingKbiomimeticK
vesicleKassayYK2013WK1f1WKfb1Xcb 3

388 tffectsKofKalcoholsKandKcompatibleKsolutesKonKtheKactivityKofK˛†XgalactosidaseYK2013WK1ehWKfgeXhc 34

387 SelectionKmethodKofKpwKconditionsKtoKestablishK∆seudomonasKtaetrolensKphysiologicalKstatesKandK
lactobionicKacidKproductionYK2013WKhfWKbgcbXdc 15

(2013-2012)

5



386 àverexpressionKofKfetpKSybb’TKandKfetqKSybb–TWKtncodingKanKxronKtxporterWKtnhancesKβesistanceKtoK
àxidativeKStressKinKtscherichiaKcoliYK2013WKfhWKfa1_Xh 28

385 romparativeKproteomicKandKmetabolomicKanalysisKofKStaphylococcusKwarneriKSv1KculturedKinKtheK
presenceKandKabsenceKofKbutanolYK2013WK1aWKccfgXgh 26

384 vlobalKmetabolomicKandKnetworkKanalysisKofKtscherichiaKcoliKresponsesKtoKexogenousKbiofuelsYK
2013WK1aWKdb_aX1a 44

383 –icrobialKengineeringKstrategiesKtoKimproveKcellKviabilityKforKbiochemicalKproductionYKBiotechnologyl
AdvancesWK2013WKb1WKh_bX1c 17.8 48

382 sissectingKtheKassaysKtoKassessKmicrobialKtoleranceKtoKtoxicKchemicalsKinKbioprocessingYK2013WKb1WKecbXdb 35

381 tngineeringKaKsyntheticKpathwayKinKcyanobacteriaKforKisopropanolKproductionKdirectlyKfromKcarbonK
dioxideKandKlightYKMetaboliclEngineeringWK2013WKa_WK1_1Xg 9.7 115

380 TwoXstageKinKsituKgasKstrippingKforKenhancedKbutanolKfermentationKandKenergyXsavingKproductK
recoveryYK2013WK1bdWKbheXc_a 138

379 tngineeringKofKtranscriptionalKregulatorsKenhancesKmicrobialKstressKtoleranceYKBiotechnologyl
AdvancesWK2013WKb1WKhgeXh1 17.8 53

378 txploringKtheKrapabilitiesKofKtheKveobiosphereRsK–icrobialKvenomeYK2013WKdhWKeggXehg 5

377 –icroevolutionKfromKshockKtoKadaptationKrevealedKstrategiesKimprovingKethanolKtoleranceKandK
productionKinKThermoanaerobacterYK2013WKeWK1_b 11

376 ∆ulsedKadditionKofKw–uKandKfurfuralKtoKbatchXgrownKxyloseXutilizingKSaccharomycesKcerevisiaeK
resultsKinKdifferentKphysiologicalKresponsesKinKglucoseKandKxyloseKconsumptionKphaseYK2013WKeWK1g1 33

375 TheKrlostridiumKsmallKβ omeKthatKrespondsKtoKstressiKtheKparadigmKandKimportanceKofKtoxicK
metaboliteKstressKinKrYKacetobutylicumYK2013WK1cWKgch 43

374 TranscriptionKfactorsKandKgeneticKcircuitsKorchestratingKtheKcomplexWKmultilayeredKresponseKofK
rlostridiumKacetobutylicumKtoKbutanolKandKbutyrateKstressYK2013WKfWK1a_ 59

373 qiologicalK∆roductionKofKqutanolKandKwigherKplcoholsYK2013WKabdXaea 18

372 UsingKtranscriptomicsKtoKimproveKbutanolKtoleranceKofKSynechocystisKspYKstrainK∆rrKeg_bYK2013WKfhWKfc1hXaf 73

371 xdentificationKofKtransportKproteinsKinvolvedKinKfreeKfattyKacidKeffluxKinKtscherichiaKcoliYK2013WK1hdWK1bdXcc 90

370 xdentificationKandKengineeringKofKcholesterolKoxidasesKinvolvedKinKtheKinitialKstepKofKsterolsK
catabolismKinK–ycobacteriumKneoaurumYKMetaboliclEngineeringWK2013WK1dWKfdXgf 9.7 61

369 αuantitativeKproteomicsKrevealsKdynamicKresponsesKofKSynechocystisKspYK∆rrKeg_bKtoK
nextXgenerationKbiofuelKbutanolYK2013WKfgWKbaeXcd 85

Citation Report

6



368 –etabolicKengineeringKofKTorulopsisKglabrataKforKmalateKproductionYKMetaboliclEngineeringWK2013WK
1hWK1_Xe 9.7 66

367 tngineeringKimprovedKethanolKproductionKinKtscherichiaKcoliKwithKaKgenomeXwideKapproachYK
MetaboliclEngineeringWK2013WK1fWK1X11 9.7 40

366 vrotS’KoverexpressionKimpartsKtscherichiaKcoliKtoleranceKtoKiXWKnXWKandKaXbutanolWK1WaWcXbutanetriolK
andKethanolKwithKcomplexKandKunpredictableKpatternsYKMetaboliclEngineeringWK2013WK1dWK1heXa_d 9.7 92

365 αuantitativeKtraitKanalysisKofKyeastKbiodiversityKyieldsKnovelKgeneKtoolsKforKmetabolicKengineeringYK
MetaboliclEngineeringWK2013WK1fWKegXg1 9.7 43

364 pKmodifiedKpathwayKforKtheKproductionKofKacetoneKinKtscherichiaKcoliYKMetaboliclEngineeringWK2013WK
1dWKa1gXad 9.7 21

363 –etabolicKengineeringKofKrlostridiumKacetobutylicumKpTrrKgacKforKtheKhighXyieldKproductionKofKaK
biofuelKcomposedKofKanKisopropanolZbutanolZethanolKmixtureYKMetaboliclEngineeringWK2013WK1gWK1Xg 9.7 114

362 pctivatingKtranshydrogenaseKandK psKkinaseKinKcombinationKforKimprovingKisobutanolKproductionYK
MetaboliclEngineeringWK2013WK1eWK1X1_ 9.7 90

361 setoxificationKofK’ignocelluloseKwydrolysatesiKqiochemicalKandK–etabolicKtngineeringKTowardK
WhiteKqiotechnologyYK2013WKeWKbggXc_1 144

360 tngineeringKrlostridiumKacetobutylicumKforKalcoholKproductionYK2013WK1eeWKadXbb 36

359 nXqutanolK∆roductionKfromKpcidX∆retreatedKyatrophaKSeedKrakeKbyKrlostridiumKacetobutylicumYK
2013WKeWKhh1Xhhh 9

358 SyntheticKtoleranceiKthreeKnoncodingKsmallKβ psWKssrpWKprcZKandKβprpWKactingKsupraXadditivelyK
againstKacidKstressYK2013WKc1WKgfaeXbf 80

357 ∆hysiologicalKandKtranscriptionalKresponsesKofKSaccharomycesKcerevisiaeKtoKdXlimoneneKshowK
changesKtoKtheKcellKwallKbutKnotKtoKtheKplasmaKmembraneYK2013WKfhWKbdh_Xe__ 62

356 veneticKdeterminantsKforKnXbutanolKtoleranceKinKevolvedKtscherichiaKcoliKmutantsiKcrossKadaptationK
andKantagonisticKpleiotropyKbetweenKnXbutanolKandKotherKstressorsYK2013WKfhWKdb1bXa_ 42

355 rellXfreeKqiosystemsKinKtheK∆roductionKofKtlectricityKandKqioenergyYK2013WK1bfWK1adXda 4

354 SelectionKandKoptimizationKofKaKsaltingXoutKextractionKsystemKforKrecoveryKofKbiobutanolKfromK
fermentationKbrothYK2013WK1bWKcecXcf1 26

353 –olecularKadaptationKmechanismsKemployedKbyKethanologenicKbacteriaKinKresponseKtoK
lignocelluloseXderivedKinhibitoryKcompoundsYK2013WKhWKdhgXe1a 76

352 xndustrialKrobustnessiKunderstandingKtheKmechanismKofKtoleranceKforKtheK∆opulusK
hydrolysateXtolerantKmutantKstrainKofKrlostridiumKthermocellumYKPLoSlONEWK2013WKgWKefggah 3.7 19

351 romparativeKproteomicsKanalysisKofKengineeredKSaccharomycesKcerevisiaeKwithKenhancedKbiofuelK
precursorKproductionYKPLoSlONEWK2013WKgWKegcee1 3.7 12

(2013-2013)

7



350 sesignKandKdevelopmentKofKsyntheticKmicrobialKplatformKcellsKforKbioenergyYKFrontierslinl
MicrobiologyWK2013WKcWKha 5.7 29

349 txometabolomicsKapproachesKinKstudyingKtheKapplicationKofKlignocellulosicKbiomassKasK
fermentationKfeedstockYK2013WKbWK11hXcb 10

348 βegulationKSystemsKofKqacteriaKsuchKasKtscherichiaKcoliKinKβesponseKtoK utrientK’imitationKandK
tnvironmentalKStressesYK2013WKcWK1Xbd 126

347 prtificiallyKconstructedKquorumXsensingKcircuitsKareKusedKforKsubtleKcontrolKofKbacterialKpopulationK
densityYKPLoSlONEWK2014WKhWKe1_cdfg 3.7 10

346 tnhancingKstressXresistanceKforKefficientKmicrobialKbiotransformationsKbyKsyntheticKbiologyYK2014WKaWKcc 11

345 ∆roteinK etworkKSignaturesKpssociatedKwithKtxogenousKqiofuelsKTreatmentsKinKryanobacteriumK
SynechocystisKspYK∆rrKeg_bYK2014WKaWKcg 8

344 YK2014WK 8

343 1WbX∆ropanediolKproductionKfromKcrudeKglycerolKbyKrlostridiumKbutyricumKsS∆1KinKrepeatedKbatchYK
2014WK1fWKbaaXbag 27

342  earXrealXtimeKanalysisKofKtheKphenotypicKresponsesKofKtscherichiaKcoliKtoK1XbutanolKexposureKusingK
βamanKSpectroscopyYK2014WK1heWKbhgbXh1 28

341 –icrobiologicalK–etabolismKUnderKrhemicalKStressYK2014WKchfXd_h 1

340 tvaluationKofKasymmetricKpolydimethylsiloxaneXpolyvinylideneKfluorideKcompositeKmembraneKandK
incorporatedKwithKacetoneXbutanolXethanolKfermentationKforKbutanolKrecoveryYK2014WK1ggWK1dgXed 35

339 TheKeffectKofKethanolKonKcellKpropertiesKandKsteroidK1XenXdehydrogenationKbiotransformationKofK
prthrobacterKsimplexYKBiotechnologylandlAppliedlBiochemistryWK2014WKe1WKdddXec 2.8 9

338 –etabolomicKbasisKofKlaboratoryKevolutionKofKbutanolKtoleranceKinKphotosyntheticKSynechocystisKspYK
∆rrKeg_bYKMicrobiallCelllFactoriesWK2014WK1bWK1d1 6.4 50

337 ∆seudomonasKaY_iKgeneticKupgradingKofK∆YKputidaKzTacc_KasKanKenhancedKhostKforKheterologousK
geneKexpressionYKMicrobiallCelllFactoriesWK2014WK1bWK1dh 6.4 152

336 αuantifyingKtheKeffectsKofKtheKdivisionKofKlaborKinKmetabolicKpathwaysYK2014WKbe_WKaaaXaca 23

335 –icrobialKtoleranceKengineeringKtowardKbiochemicalKproductioniKfromKlignocelluloseKtoKproductsYK
2014WKahWKhhX1_e 70

334 βobustnessKofK∆seudomonasKputidaKzTacc_KasKaKhostKforKethanolKbiosynthesisYK2014WKb1WKdeaXf1 48

333 àverexpressionKofKsigmaKfactorKSigqKimprovesKtemperatureKandKbutanolKtoleranceKofKSynechocystisK
spYK∆rreg_bYK2014WK1gaX1gbWKdcXe_ 50

Citation Report

8



332 rloningWKexpressionWKpurificationWKcrystallizationKandKXXrayKcrystallographicKanalysisKofK
SSTXbXhydroxybutyrylXropKdehydrogenaseKfromKrlostridiumKbutyricumYK2014WKf_WKcgdXg 2

331 tngineeringKbiofuelKtoleranceKinKnonXnativeKproducingKmicroorganismsYKBiotechnologylAdvancesWK
2014WKbaWKdc1Xg 17.8 62

330 TwoKnonXexclusiveKstrategiesKemployedKtoKprotectKTorulopsisKglabrataKagainstKhyperosmoticKstressYK
2014WKhgWKb_hhX11_ 3

329 romparisonKofKextractionKphasesKforKaKtwoXphaseKcultureKofKaKrecombinantKtYKcoliKproducingK
retinoidsYK2014WKbeWKchfXd_d 4

328 xnhibitoryKeffectsKofKsubstrateKandKsolubleKendKproductsKonKbiohydrogenKproductionKofKtheK
alkalithermophileKraloramatorKceleriKzineticWKmetabolicKandKtranscriptionKanalysesYK2014WKbhWKebh1Xec_1 35

327 ∆roteomicKanalysesKofKtheKphaseKtransitionKfromKacidogenesisKtoKsolventogenesisKusingK
solventogenicKandKnonXsolventogenicKrlostridiumKacetobutylicumKstrainsYK2014WKhgWKd1_dX1d 26

326
rharacterizationKandKengineeringKofKbXketosteroidXn1XdehydrogenaseKandK
bXketosteroidXh˛–XhydroxylaseKinK–ycobacteriumKneoaurumKpTrrKadfhdKtoKproduceK
h˛–XhydroxyXcXandrosteneXbW1fXdioneKthroughKtheKcatabolismKofKsterolsYKMetaboliclEngineeringWK2014
WKacWK1g1Xh1

9.7 76

325 ppplicationKofKnewKmetabolicKengineeringKtoolsKforKrlostridiumKacetobutylicumYK2014WKhgWKdgabXbf 62

324 tngineeringKstressKtoleranceKofKtscherichiaKcoliKbyKstressXinducedKmutagenesisKSSx–TXbasedK
adaptiveKevolutionYK2014WKhWK1a_Xf 18

323 rharacterizationKofKgasKstrippingKandKitsKintegrationKwithKacetoneâ��butanolâ��ethanolKfermentationK
forKhighXefficientKbutanolKproductionKandKrecoveryYK2014WKgbWKddXe1 71

322 wighXyieldKproductionKofKmanganeseKperoxidaseWKligninKperoxidaseWKandKversatileKperoxidaseKinK
∆hanerochaeteKchrysosporiumYK2014WKhgWKhagbXhc 42

321 –icrobialKinhibitorsiKformationKandKeffectsKonKacetoneXbutanolXethanolKfermentationKofK
lignocellulosicKbiomassYK2014WKhgWKh1d1Xfa 97

320 àverexpressionKofKtheK’actobacillusKplantarumKpeptidoglycanKbiosynthesisKmurpaKgeneKincreasesK
theKtoleranceKofKtscherichiaKcoliKtoKalcoholsKandKenhancesKethanolKproductionYK2014WKhgWKgbhhXc11 19

319 txploringKtheKheterologousKgenomicKspaceKforKbuildingWKstepwiseWKcomplexWKmulticomponentK
toleranceKtoKtoxicKchemicalsYK2014WKbWKcfeXge 13

318 qiofuelKtoxicityKandKmechanismsKofKbiofuelKtoleranceKinKthreeKmodelKcyanobacteriaYK2014WKdWK1a1X1ba 23

317 TowardsKlacticKacidKbacteriaXbasedKbiorefineriesYKBiotechnologylAdvancesWK2014WKbaWK1a1eX1abe 17.8 124

316 pssessmentKofKbacterialKresistanceKtoKorganicKsolventsKusingKaKcombinedKconfocalKlaserKscanningK
andKatomicKforceKmicroscopyKSr’S–Zpu–TYK2014WK1_fWKabXh 25

315
TranscriptomicKanalysisKofKrlostridiumKthermocellumK∆opulusKhydrolysateXtolerantKmutantKstrainK
showsKincreasedKcellularKefficiencyKinKresponseKtoK∆opulusKhydrolysateKcomparedKtoKtheKwildKtypeK
strainYK2014WK1cWKa1d

8
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314 tngineeringKclostridiaKforKbutanolKproductionKfromKbiorenewableKresourcesiKfromKcellsKtoKprocessK
integrationYK2014WKeWKcbXdc 57

313 tnhancingKrorynebacteriumKglutamicumKrobustnessKbyKoverXexpressingKaKgeneWKmshpWKforK
mycothiolKglycosyltransferaseYK2014WKbeWK1cdbXh 17

312 xsobutanolYK2014WKbafXbda 2

311 StableKhighXtiterKnXbutanolKproductionKfromKsucroseKandKsugarcaneKjuiceKbyKrlostridiumK
acetobutylicumKyqa__KinKrepeatedKbatchKfermentationsYK2014WK1ebWK1faXh 67

310 rloningWKexpressionWKpurificationWKcrystallizationKandKXXrayKcrystallographicKanalysisKofKtheK
SSTXbXhydroxybutyrylXropKdehydrogenaseK∆aaw1KfromKβalstoniaKeutrophaKw1eYK2014WKf_WKhddXg 1

309 ScaleXupKofKanaerobicK1WbXpropanediolKproductionKbyKrlostridiumKbutyricumKsS∆1KfromKcrudeK
glycerolYK2014WK1cWKcd 32

308 qutanolKtoleranceKregulatedKbyKaKtwoXcomponentKresponseKregulatorKSlr1_bfKinKphotosyntheticK
SynechocystisKspYK∆rrKeg_bYK2014WKfWKgh 28

307 StructuralKinsightsKintoKsubstrateKspecificityKofKcrotonaseKfromKtheKnXbutanolKproducingKbacteriumK
rlostridiumKacetobutylicumYK2014WKcd1WKcb1Xd 10

306
roXexpressionKofKTp’1KandKpsw1KinKrecombinantKxyloseXfermentingKSaccharomycesKcerevisiaeK
improvesKethanolKproductionKfromKlignocellulosicKhydrolysatesKinKtheKpresenceKofKfurfuralYK2014WK
11fWK1edX1eh

55

305 wighKtemperatureKstimulatesKaceticKacidKaccumulationKandKenhancesKtheKgrowthKinhibitionKandK
ethanolKproductionKbyKSaccharomycesKcerevisiaeKunderKfermentingKconditionsYK2014WKhgWKe_gdXhc 37

304 qioprocessingKTechnologiesYK2014WK1bbX1ee 1

303 SuccinicKpcidYK2014WKcbdXcfa 13

302 synamicKmodelKforKisopropanolKproductionKbyKrupriavidusKnecatorYK2014WKcfWKcbggXcbhb 3

301 txacerbationKofKsubstrateKtoxicityKbyKx∆TvKinKtscherichiaKcoliKq’a1SstbTKcarryingKaKsyntheticK
metabolicKpathwayYKMicrobiallCelllFactoriesWK2015WK1cWKa_1 6.4 88

300 pdaptationKofKtheKautotrophicKacetogenKSporomusaKovataKtoKmethanolKacceleratesKtheKconversionK
ofKràaKtoKorganicKproductsYK2015WKdWK1e1eg 56

299 synamicKinterplayKofKmultidrugKtransportersKwithKTolrKforKisoprenolKtoleranceKinKtscherichiaKcoliYK
2015WKdWK1ed_d 15

298 tngineeringKimprovedKbioXjetKfuelKtoleranceKinKtscherichiaKcoliKusingKaKtransgenicKlibraryKfromKtheK
hydrocarbonXdegraderK–arinobacterKaquaeoleiYK2015WKgWK1ed 18

297 tngineeringKproteinKfoldingKandKtranslocationKimprovesKheterologousKproteinKsecretionKinK
SaccharomycesKcerevisiaeYK2015WK11aWK1gfaXga 44
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296 qioremediationKofK∆ollutedKWatersKUsingK–icroorganismsYK2015WK 43

295 rhangesKinKmembraneKplasmalogensKofKrlostridiumKpasteurianumKduringKbutanolKfermentationKasK
determinedKbyKlipidomicKanalysisYKPLoSlONEWK2015WK1_WKe_1aa_dg 3.7 25

294 –itochondrialKfusionKandKfissionKareKinvolvedKinKstressKtoleranceKofKrandidaKglabrataYKBioresourcesl
andlBioprocessingWK2015WKaWK 5.2 4

293 –echanismsKofKsolventKresistanceKmediatedKbyKinterplayKofKcellularKfactorsKinK∆seudomonasKputidaYK
2015WKbhWKdddXee 112

292 UntargetedKmetabolomicsKanalysisKrevealedKchangesKinKtheKcompositionKofKglycerolipidsKandK
phospholipidsKinKqacillusKsubtilisKunderK1XbutanolKstressYK2015WKhhWKdhf1Xgb 19

291 ToleranceKengineeringKinKbacteriaKforKtheKproductionKofKadvancedKbiofuelsKandKchemicalsYK2015WKabWKchgXd_g 155

290 –etabolicKengineeringKofKrlostridiumKtyrobutyricumKforKnXbutanolKproductionKfromKmaltoseKandK
solubleKstarchKbyKoverexpressingK˛–XglucosidaseYK2015WKhhWKe1ddXed 19

289 romplexKandKextensiveKpostXtranscriptionalKregulationKrevealedKbyKintegrativeKproteomicKandK
transcriptomicKanalysisKofKmetaboliteKstressKresponseKinKrlostridiumKacetobutylicumYK2015WKgWKg1 27

288 txpressionKofKheterologousKsigmaKfactorsKenablesKfunctionalKscreeningKofKmetagenomicKandK
heterologousKgenomicKlibrariesYK2015WKeWKf_cd 45

287 StudiesKonKtheKinfluenceKofKdifferentKmetabolicKuncouplersKonKtheKbiodegradationKofKtolueneKinKaK
differentialKbiofilterKreactorYK2015WKa_WKh1dXhab 5

286 ∆roductionKofKxndustriallyKβelevantKxsoprenoidKrompoundsKinKtngineeredK–icrobesYK2015WKb_bXbbc 14

285 promaticKcatabolicKpathwayKselectionKforKoptimalKproductionKofKpyruvateKandKlactateKfromKligninYK
MetaboliclEngineeringWK2015WKagWKac_Xacf 9.7 155

284 tngineeringKtscherichiaKcoliKrellKuactoriesKforKnXqutanolK∆roductionYK2016WK1ddWK1c1Xeb 4

283 pKnovelKionicKliquidXtolerantKuusariumKoxysporumKq KsecretingKionicKliquidXstableKcellulaseiK
consolidatedKbioprocessingKofKpretreatedKlignocelluloseKcontainingKresidualKionicKliquidYK2015WK1g1WK1gXad 43

282 TheKeffectKofKhighKconcentrationsKofKglycerolKonKtheKgrowthWKmetabolismKandKadaptationKcapacityKofK
rlostridiumKbutyricumKsS∆1YK2015WK1gWK1agX1bb 29

281 pKparadigmKshiftKinKbiomassKtechnologyKfromKcompleteKtoKpartialKcelluloseKhydrolysisiKlessonsK
learnedKfromKnatureYK2015WKeWKehXfa 17

280 –etabolomicKanalysisKrevealsKfunctionalKoverlappingKofKthreeKsignalKtransductionKproteinsKinK
regulatingKethanolKtoleranceKinKcyanobacteriumKSynechocystisKspYK∆rrKeg_bYK2015WK11WKff_Xga 22

279 tffectKofK1WbXpropanediolWKorganicKacidsWKandKethanolKonKgrowthKandKmetabolismKofKrlostridiumK
butyricumKsS∆1YK2015WKhhWKb1fhXgh 11
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278 ThermalKandKsolventKstressKcrossXtoleranceKconferredKtoKrorynebacteriumKglutamicumKbyKadaptiveK
laboratoryKevolutionYK2015WKg1WKaagcXhg 57

277
xmprovementKofKaceticKacidKtoleranceKofKSaccharomycesKcerevisiaeKusingKaKzincXfingerXbasedK
artificialKtranscriptionKfactorKandKidentificationKofKnovelKgenesKinvolvedKinKaceticKacidKtoleranceYK
2015WKhhWKacc1Xh

41

276 vlobalKtranscriptionalKanalysisKofKtscherichiaKcoliKexpressingKxrrtWKaKregulatorKfromKseinococcusK
radioduransWKinKresponseKtoK arlKshockYK2015WK11WK11edXf1 20

275 tlucidatingKbutanolKtoleranceKmediatedKbyKaKresponseKregulatorKSll__bhKinKSynechocystisKspYK∆rrK
eg_bKusingKaKmetabolomicKapproachYK2015WKhhWK1gcdXdf 21

274 –etabolicKβegulationKandKroordinationKofKtheK–etabolismKinKqacteriaKinKβesponseKtoKaKVarietyKofK
vrowthKronditionsYK2016WK1ddWK1Xdc 23

273 venomeKreductionKboostsKheterologousKgeneKexpressionKinK∆seudomonasKputidaYKMicrobiallCelll
FactoriesWK2015WK1cWKab 6.4 108

272 tvolutionKforKexogenousKoctanoicKacidKtoleranceKimprovesKcarboxylicKacidKproductionKandK
membraneKintegrityYKMetaboliclEngineeringWK2015WKahWK1g_X1gg 9.7 77

271 –etabolicKengineeringKofKrlostridiumKtyrobutyricumKforKnXbutanolKproductioniKeffectsKofKropK
transferaseYK2015WKhhWKch1fXb_ 34

270 cp–∆KreceptorKproteinKSrβ∆TXmediatedKresistanceZtoleranceKinKbacteriaiKmechanismKandKutilizationK
inKbiotechnologyYK2015WKhhWKcdbbXcb 19

269 synamicsKofKmembraneKfattyKacidKcompositionKofKsuccinicKacidXproducingKpnaerobiospirillumK
succiniciproducensYK2015WK1hbWK1b_Xb 8

268 rhaotropicityiKaKkeyKfactorKinKproductKtoleranceKofKbiofuelXproducingKmicroorganismsYK2015WKbbWKaagXdh 117

267 –embraneKtransporterKengineeringKinKindustrialKbiotechnologyKandKwholeKcellKbiocatalysisYK2015WK
bbWKabfXce 136

266 ToxicologicalKchallengesKtoKmicrobialKbioethanolKproductionKandKstrategiesKforKimprovedKtoleranceYK
2015WKacWKa1deXfc 10

265
βeassessingKtheK∆rogressKinKtheK∆roductionKofKpdvancedKqiofuelsKinKtheKrurrentKrompetitiveK
tnvironmentKandKqeyondiKWhatKpreKtheKSuccessesKandKWhereK∆rogressKtludesKUsKandKWhyYK2015WK
dcWK1_1f_X1_1ga

22

264 ppplyingKsystemsKbiologyKtoolsKtoKstudynXbutanolKdegradationKin∆seudomonasKputidazTacc_YK2015
WK1dWKfe_Xff1 20

263 –etabolicKandKprocessKengineeringKofKrlostridiumKcellulovoransKforKbiofuelKproductionKfromK
celluloseYKMetaboliclEngineeringWK2015WKbaWKbhXcg 9.7 96

262 SyntheticKscaffoldsKforKpathwayKenhancementYK2015WKbeWKhgX1_e 63

261 quildingKcellularKpathwaysKandKprogramsKenabledKbyKtheKgeneticKdiversityKofKalloXgenomesKandK
metaXgenomesYK2015WKbeWK1eXb1 1
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260 pKmetabolomicsXbasedKstrategyKforKidentificationKofKgeneKtargetsKforKphenotypeKimprovementKandK
itsKapplicationKtoK1XbutanolKtoleranceKinKSaccharomycesKcerevisiaeYK2015WKgWK1cc 24

259 tvaluationKofKhydrophobicKmicroXzeoliteXmixedKmatrixKmembraneKandKintegratedKwithK
acetoneXbutanolXethanolKfermentationKforKenhancedKbutanolKproductionYK2015WKgWK1_d 45

258 rurrentKstatusKandKprospectsKofKindustrialKbioXproductionKofKnXbutanolKinKrhinaYKBiotechnologyl
AdvancesWK2015WKbbWK1chbXd_1 17.8 118

257 TradeXàffsKinKxmprovingKqiofuelKToleranceKUsingKrombinationsKofKtffluxK∆umpsYK2015WKcWK1_deXeb 47

256 tngineeringKrlostridiumKacetobutylicumKwithKaKhistidineKkinaseKknockoutKforKenhancedKnXbutanolK
toleranceKandKproductionYK2015WKhhWK1_11Xaa 99

255 –icroorganismsKinKqiorefineriesYK2015WK 3

254
tngineeringK∆ropionibacteriumKfreudenreichiiKsubspYKshermaniiKforKenhancedKpropionicKacidK
fermentationiKeffectsKofKoverexpressingKpropionylXropiSuccinateKropKtransferaseYKMetabolicl
EngineeringWK2015WKafWKceXde

9.7 43

253 ranK–icrobiallyKserivedKpdvancedKqiofuelsKtverKrompeteKwithKronventionalKqioethanolnKpKrriticalK
βeviewYK2016WK11WK 2

252 ∆athwayKandKStrainKsesignKforKqiofuelsK∆roductionYK2016WKhfX11e 2

251 TheKβoleKofKvrotKrhaperoninsKinKsevelopingKqiocatalystsKforKqiofuelKandKrhemicalK∆roductionYK
2016WK_dWK 2

250 tvolutionaryK–ethodsKforKxmprovingKtheK∆roductionKofKqiorenewableKuuelsKandKrhemicalsYK2016WKaedXah_ 8

249 βebalancingKβedoxKtoKxmproveKqiobutanolK∆roductionKbyYK2015WKbWK 9

248 rharacterizingKtheK∆henotypicKβesponsesKofKtscherichiaKcoliKtoK–ultipleKcXrarbonKplcoholsKwithK
βamanKSpectroscopyYK2016WKaWKb 9

247 –etabolicKuingerprintingKofK∆seudomonasKputidaKsàTXT1tKStrainsiKUnderstandingKtheKxnfluenceKofK
sivalentKrationsKinKpdaptationK–echanismsKuollowingKtxposureKtoKTolueneYK2016WKeWK

246 βegulatoryKmechanismsKrelatedKtoKbiofuelKtoleranceKinKproducingKmicrobesYK2016WK1a1WKba_Xba 5

245 xnhibitionKofKdarkKfermentativeKbioXhydrogenKproductioniKpKreviewYK2016WKc1WKef1bXefbb 172

244 TranscriptionalKkineticsKofKtheKcrossXtalkKbetweenKtheKorthoXcleavageKandKTà’KpathwaysKofKtolueneK
biodegradationKinK∆seudomonasKputidaKmtXaYK2016WKaagWK11aX1ab 10

243 VeryKhighKgravityKethanolKandKfattyKacidKproductionKofKZymomonasKmobilisKwithoutKaminoKacidKandK
vitaminYK2016WKcbWKge1Xf1 23

(2016-2015)

13



242 sesignKofKonlineKoffXgasKanalysisKsystemKforKanaerobicKpqtKfermentationKandKtheKstrategyKforK
improvingKbiobutanolKproductionYK2016WKd1WKdddXde_ 4

241 xmpactKofKfurfuralKonKbiohydrogenKproductionKfromKglucoseKandKxyloseKinKcontinuousXflowKsystemsYK
2016WKhbWKb_aXb11 37

240 –ycothiolKperoxidaseK–∆xKprotectsKrorynebacteriumKglutamicumKagainstKacidKstressKbyKscavengingK
βàSYK2016WKbgWK1aa1Xg 7

239 pKreXlookKatKtheKbiochemicalKstrategiesKtoKenhanceKbutanolKproductionYK2016WKhcWK1gfXa__ 41

238 xntracellularKmetabolicKchangesKofKrlostridiumKacetobutylicumKandKpromotionKtoKbutanolKtoleranceK
duringKbiobutanolKfermentationYK2016WKfgWKahfXb_e 17

237 rellXureeK–ixingKofKtscherichiaKcoliKrrudeKtxtractsKtoK∆rototypeKandKβationallyKtngineerKwighXTiterK
–evalonateKSynthesisYK2016WKdWK1dfgX1dgg 101

236 pKTwoX’ayerKveneKrircuitKforKsecouplingKrellKvrowthKfromK–etaboliteK∆roductionYK2016WKbWK1bbX1cb 70

235 tnhanceKnisinKyieldKviaKimprovingKacidXtolerantKcapabilityKofK’actococcusKlactisKuccYK2016WKeWKafhfb 32

234 pnaerobesKinKqiotechnologyYK2016WK 6

233 qioconversionKofK’XphenylalanineKtoKaXphenylethanolKbyKtheKnovelKstressXtolerantKyeastKrandidaK
glycerinogenesKW’a__aXdYK2016WKfWKc1gXcab 27

232 tngineeringKmembraneKandKcellXwallKprogramsKforKtoleranceKtoKtoxicKchemicalsiKqeyondKsoloKgenesYK
2016WKbbWKdeXee 51

231 xonicKliquidXtolerantKmicroorganismsKandKmicrobialKcommunitiesKforKlignocelluloseKconversionKtoK
bioproductsYK2016WK1__WK1_abfX1_ach 34

230 ràKfixationKbyKanaerobicKnonXphotosyntheticKmixotrophyKforKimprovedKcarbonKconversionYK2016WKfWK1ag__ 86

229 TheKSaccharomycesKcerevisiaeKpolySpTKbindingKproteinK∆ab1KasKaKtargetKforKelicitingKstressKtolerantK
phenotypesYK2015WKdWK1gb1g 9

228 venomeXwideKtscherichiaKcoliKstressKresponseKandKimprovedKtoleranceKtowardsKindustriallyKrelevantK
chemicalsYKMicrobiallCelllFactoriesWK2016WK1dWK1fe 6.4 32

227 tnhancingKmuconicKacidKproductionKfromKglucoseKandKligninXderivedKaromaticKcompoundsKviaK
increasedKprotocatechuateKdecarboxylaseKactivityYK2016WKbWK111X11h 149

226 qiologicalK∆rocessesKforKwydrogenK∆roductionYK2016WK1deWK1ddX1hb 4

225 SimultaneousKenhancementKofKphenolicKcompoundKdegradationsKbyKpcinetobacterKstrainKVaKviaKaK
stepXwiseKcontinuousKacclimationKprocessYK2016WKdeWKeafXbc 8
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224 –etabolicKanalysisKofKtheKresponseKofKsàTXT1tKstrainsKtoKtolueneKusingKuourierKtransformKinfraredK
spectroscopyKandKgasKchromatographyKmassKspectrometryYK2016WK1aWK11a 7

223
veneticKengineeringKofKqacillusKmegateriumKforKhighXyieldKproductionKofKtheKmajorKteleostK
progestogensK1f˛–Wa_˛†XdiXKandK1f˛–Wa_˛†Wa1˛–XtrihydroxyXcXpregnenXbXoneYKMetaboliclEngineeringWK
2016WKbeWK1hXaf

9.7 9

222 –embraneKengineeringKviaKtransKunsaturatedKfattyKacidsKproductionKimprovesKtscherichiaKcoliK
robustnessKandKproductionKofKbiorenewablesYKMetaboliclEngineeringWK2016WKbdWK1_dX11b 9.7 76

221 romparativeKtranscriptomicsKelucidatesKadaptiveKphenolKtoleranceKandKutilizationKinK
lipidXaccumulatingKβhodococcusKopacusK∆seb_YK2016WKccWKaac_Xdc 76

220 pnaerobicKuermentationKforK∆roductionKofKrarboxylicKpcidsKasKqulkKrhemicalsKfromKβenewableK
qiomassYK2016WK1deWKbabXbe1 18

219 ppplicationKofKnanofiltrationKforKproductionKofK1WbXpropanediolKinKmembraneKbioreactorYK2016WKaegWK1ecX1f_ 9

218 veneKexpressionKandKmolecularKcharacterizationKofKaKchaperoneKproteinKwtpvKfromKqacillusK
licheniformisYK2016WKgdWK1fhXh1 1

217 qalancingK∆hotosynthesisKandKβespirationKxncreasesK–icroalgalKqiomassK∆roductivityKduringK
∆hotoheterotrophyKonKvlycerolYK2016WKcWK1e11X1e1g 33

216 qioreactorKtngineeringKβesearchKandKxndustrialKppplicationsKxYK2016WK 4

215
tnhancingKacetoneKbiosynthesisKandKacetoneXbutanolXethanolKfermentationKperformanceKbyK
coXculturingKrlostridiumKacetobutylicumZSaccharomycesKcerevisiaeKintegratedKwithKexogenousK
acetateKadditionYK2016WKa__WK111Xa_

38

214 TheKabilityKofKpchromobacterKspYKzW1KstrainKtoKbiodegradeKisomersKofKchlorotolueneYK2017WKhaWKa1bcXa1c1 9

213 –etabolicKengineeringKofKrlostridiumKtyrobutyricumKforKnXbutanolKproductionKfromKsugarcaneKjuiceYK
2017WK1_1WKcbafXcbbf 27

212 –embraneKengineeringKofKSYKcerevisiaeKtargetingKsphingolipidKmetabolismYK2017WKfWKc1geg 6

211 –icrobialKresponseKtoKenvironmentalKstressesiKfromKfundamentalKmechanismsKtoKpracticalK
applicationsYK2017WK1_1WKbhh1Xc__g 54

210 pK ewK∆layerKinKtheKqiorefineriesKuieldiK∆hasinK∆ha∆KtnhancesKToleranceKtoKSolventsKandKqoostsK
tthanolKandK1WbX∆ropanediolKSynthesisKinKtscherichiaKcoliYK2017WKgbWK 18

209 –etabolicKengineeringKofKtscherichiaKcoliKforKhigherKalcoholsKproductioniKpnKenvironmentallyK
friendlyKalternativeKtoKfossilKfuelsYK2017WKffWKdg_Xdgh 15

208 TuningKandKelucidationKofKtheKcolonyKdimorphismKinKβhodococcusKruberKassociatedKwithKcellK
flocculationKinKlargeKscaleKfermentationYK2017WK1_1WKeba1Xebba 10

207 tngineeringKtoleranceKtoKindustriallyKrelevantKstressKfactorsKinKyeastKcellKfactoriesYK2017WK1fWK 88
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206 TheKtfficientKrladeiK’acticKpcidKqacteriaKforKxndustrialKrhemicalK∆roductionYK2017WKbdWKfdeXfeh 70

205 tngineeringKmicrobialKphenotypesKthroughKrewiringKofKgeneticKnetworksYK2017WKcdWKchgcXchhb 8

204 TheKimpactKofKsuccinateKtraceKonKpWW_KandKorthoXcleavageKpathwayKtranscriptionKinK∆seudomonasK
putidaKmtXaKduringKtolueneKbiodegradationYK2017WKabcWKbhfXc_d 10

203
wighXefficientKnXbutanolKproductionKbyKcoXculturingKrlostridiumKacetobutylicumKandKSaccharomycesK
cerevisiaeKintegratedKwithKbutyrateKfermentativeKsupernatantKadditionYKWorldlJournallofl
MicrobiologylandlBiotechnologyWK2017WKbbWKfe

4.4 29

202 βeassessingKtscherichiaKcoliKasKaKcellKfactoryKforKbiofuelKproductionYK2017WKcdWKhaX1_b 39

201 SystematicKandKfunctionalKidentificationKofKsmallKnonXcodingKβ psKassociatedKwithKexogenousK
biofuelKstressKinKcyanobacteriumKspYK∆rrKeg_bYK2017WK1_WKdf 19

200 txpressionKofKweterologousKSigmaKuactorKtxpandsKtheKSearchableKSpaceKforKqiofuelKToleranceK
–echanismsYK2017WKeWK1bcbX1bd_ 8

199 ∆roteomicKpnalysisKofK–etabolicKβesponsesKtoKqiofuelsKandKrhemicalsKinK∆hotosyntheticK
ryanobacteriaYK2017WKdgdWKbddXbfe 1

198 rompatibleKsoluteKadditionKtoKbiologicalKsystemsKtreatingKwasteZwastewaterKtoKcounteractKosmoticK
andKotherKenvironmentalKstressesiKaKreviewYK2017WKbfWKgedXgfh 40

197 TheKToleromeiKpKsatabaseKofKTranscriptomeX’evelKrontributionsKtoKsiverseKtscherichiaKcoliK
βesistanceKandKToleranceK∆henotypesYK2017WKeWKab_aXab1d 7

196 romparativeKgenomicKanalysisKofKrlostridiumKacetobutylicumKforKunderstandingKtheKmutationsK
contributingKtoKenhancedKbutanolKtoleranceKandKproductionYK2017WKaebWKbeXcc 27

195 rhassisKandKkeyKenzymesKengineeringKforKmonoterpenesKproductionYKBiotechnologylAdvancesWK2017WK
bdWK1_aaX1_b1 17.8 17

194 romparativeKphenotypicKanalysisKofKMrlostridiumKneonataleMKandKrlostridiumKbutyricumKisolatesK
fromKneonatesYK2017WKcgWKfeXga 8

193 xnactivationKofKpscarisKtggsKinKwumanKuecalK–aterialKThroughKxnKSituK∆roductionKofKrarboxylicKpcidsYK
2017WKd1WKhfahXhfbg 12

192 tfficacyKofKionicKliquidsKonKtheKgrowthKandKsimultaneousKxylanaseKproductionKbyKSporotrichumK
thermophileiKmembraneKintegrityWKcompositionKandKmorphologicalKinvestigationYK2017WKfWKa111cXa11ab 7

191 qioremediationKbY_iKtngineeringKpollutantXremovingKbacteriaKinKtheKtimesKofKsystemicKbiologyYK
BiotechnologylAdvancesWK2017WKbdWKgcdXgee 17.8 165

190 tnhancedKrobustnessKinKacetoneXbutanolXethanolKfermentationKwithKengineeredKrlostridiumK
beijerinckiiKoverexpressingKadhtaKandKctfpqYK2017WKacbWK1___X1__g 25

189 xmprovingKtscherichiaKcoliKmembraneKintegrityKandKfattyKacidKproductionKbyKexpressionKtuningKofK
uad’KandKàmpuYKMicrobiallCelllFactoriesWK2017WK1eWKbg 6.4 33
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188 TheKsignificanceKofKprolineKandKglutamateKonKbutanolKchaotropicKstressKinK1egYK2017WK1_WK1aa 15

187 synamicsKofKtwoKmethanogenicKmicrobiomesKincubatedKinKpolycyclicKaromaticKhydrocarbonsWK
naphthenicKacidsWKandKoilKfieldKproducedKwaterYK2017WK1_WK1ab 3

186 romparativeKgenomicKanalysisKofK–ycobacteriumKneoaurumK– aKandK– cKsubstrateKandKproductK
toleranceYK2017WKfWK1g1 2

185 sevelopmentKofKstressKtolerantKSaccharomycesKcerevisiaeKstrainsKbyKmetabolicKengineeringiK ewK
aspectsKfromKcellKflocculationKandKzincKsupplementationYK2017WK1abWK1c1X1ce 19

184 vrowthKofK∆seudomonasKtaiwanensisKV’q1a_â��rKbiofilmsKinKtheKpresenceKofKnXbutanolYK2017WK1_WKfcdXfdd 12

183 –icrobialKqioprocessesYK2017WKcdXfa

182 tngineeringKmicrobialKcellKfactoriesKforKtheKproductionKofKplantKnaturalKproductsiKfromKdesignK
principlesKtoKindustrialXscaleKproductionYKMicrobiallCelllFactoriesWK2017WK1eWK1ad 6.4 64

181 pwakeningKsleepingKbeautyiKproductionKofKpropionicKacidKinKtscherichiaKcoliKthroughKtheKsbmK
operonKrequiresKtheKactivityKofKaKmethylmalonylXropKepimeraseYKMicrobiallCelllFactoriesWK2017WK1eWK1a1 6.4 9

180 xmprovingKphloroglucinolKtoleranceKandKproductionKinKtscherichiaKcoliKbyKvrotS’KoverexpressionYK
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