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k Paper IF Citations

463 wenomicKβelectionKinKqquaculturejKMethodsKandKéracticalKsonsiderationsYK2010WKafeXahc 1

462 ynternationalKgenomicKevaluationKmethodsKforKdairyKcattleYKGeneticsrSelectionrEvolutionWK2010WKdbWKg 4.9 50

461 somparisonKbetweenKgenomicKpredictionsKusingKdaughterKyieldKdeviationKandKconventionalK
estimatedKbreedingKvalueKasKresponseKvariablesYK2010WKabgWKdbcXcb 52

460 qKwholeXgenomeKassociationKanalysisKofKnoncompensatoryKfertilityKinKxolsteinKbullsYKJournalrofr
DairyrScienceWK2011WKidWKdfieXi 4 36

459 óeliabilitiesKofKgenomicKpredictionKusingKcombinedKreferenceKdataKofKtheKNordicKóedKdairyKcattleK
populationsYKJournalrofrDairyrScienceWK2011WKidWKdg__Xg 4 72

458 βhortKsommunicationjKqssociationsKofKro—qKallelesKtórcYbUafKandKtórcYbUbcKwithKhealthXrelatedK
traitsKinKxolsteinKbullsYK2011WKiaWKeigXf__ 1

457 qccuracyKandKTrainingKéopulationKtesignKforKwenomicKβelectionKonKñuantitativeKTraitsKinKuliteK
NorthKqmericanK×atsYK2011WKdWK 171

456 timensionKreductionKandKvariableKselectionKforKgenomicKselectionjKapplicationKtoKpredictingKmilkK
yieldKinKxolsteinsYK2011WKabhWKbdgXeg 32

455 qKgenomeXwideKassociationKstudyKofKdirectKgestationKlengthKinKUβKxolsteinKandKytalianKrrownK
populationsYKAnimalrGeneticsWK2011WKdbWKeheXia 2.5 18

454 tevelopingKmarkerXassistedKmodelsKforKevaluatingKgrowthKtraitsKinKsanadianKbeefKcattleKgeneticK
improvementYKLivestockrScienceWK2011WKachWKfbXfh 1.7 10

453 WholeXgenomeKβNéKassociationKanalysisKofKreproductionKtraitsKinKtheKvinnishK—andraceKpigKbreedYK
GeneticsrSelectionrEvolutionWK2011WKdcWKdb 4.9 26

452 TheKnatureWKscopeKandKimpactKofKgenomicKpredictionKinKbeefKcattleKinKtheKUnitedKβtatesYKGeneticsr
SelectionrEvolutionWK2011WKdcWKag 4.9 66

451 teregressedKurVKasKtheKresponseKvariableKyieldKmoreKreliableKgenomicKpredictionsKthanKtraditionalK
urVKinKpureXbredKpigsYKGeneticsrSelectionrEvolutionWK2011WKdcWKch 4.9 82

450 qccuraciesKofKgenomicKbreedingKvaluesKinKqmericanKqngusKbeefKcattleKusingK’XmeansKclusteringKforK
crossXvalidationYKGeneticsrSelectionrEvolutionWK2011WKdcWKd_ 4.9 153

449 rreedingKvalueKpredictionKforKproductionKtraitsKinKlayerKchickensKusingKpedigreeKorKgenomicK
relationshipsKinKaKreducedKanimalKmodelYKGeneticsrSelectionrEvolutionWK2011WKdcWKe 4.9 104

448 uxtensionKofKtheKbayesianKalphabetKforKgenomicKselectionYK2011WKabWKahf 672

447 riasKinKgenomicKpredictionsKforKpopulationsKunderKselectionYK2011WKicWKcegXff 205

Citation Report

2



446
éhysiologyKandKundocrinologyKβymposiumjKxowKsingleKnucleotideKpolymorphismKchipsKwillKadvanceK
ourKknowledgeKofKfactorsKcontrollingKpubertyKandKaidKinKselectingKreplacementKbeefKfemalesYK2012WK
i_WKaaebXfe

36

445 qKcommonKdatasetKforKgenomicKanalysisKofKlivestockKpopulationsYKG3:rGenes,rGenomes,rGeneticsWK
2012WKbWKdbiXce 3.2 59

444 qccuracyKofKgenomicKbreedingKvaluesKinKmultibreedKbeefKcattleKpopulationsKderivedKfromK
deregressedKbreedingKvaluesKandKphenotypesYK2012WKi_WKdaggXi_ 47

443 uvaluationKofKwenomicKéredictionKMethodsKforKvusariumKxeadKrlightKóesistanceKinKWheatYK2012WKeWKeaXfa 166

442 wenomeXwideKassociationKmappingKincludingKphenotypesKfromKrelativesKwithoutKgenotypesYK2012WK
idWKgcXhc 278

441 rayesianKmodelsKwithKdominanceKeffectsKforKgenomicKevaluationKofKquantitativeKtraitsYK2012WKidWKbaXcg 60

440 βingleXstepKmethodsKforKgenomicKevaluationKinKpigsYKAnimalWK2012WKfWKaefeXga 3.1 184

439 wenomeXwideKassociationKmappingKofKmilkKproductionKtraitsKinKrraunviehKcattleYKJournalrofrDairyr
ScienceWK2012WKieWKecegXecfd 4 21

438 wenomicKpredictionKforKNordicKóedKsattleKusingKoneXstepKandKselectionKindexKblendingYKJournalrofr
DairyrScienceWK2012WKieWKi_iXag 4 87

437
tifferentKmethodsKtoKcalculateKgenomicKpredictionsXXcomparisonsKofKr—UéKatKtheKsingleKnucleotideK
polymorphismKlevelKSβNéXr—UéTWKr—UéKatKtheKindividualKlevelKSwXr—UéTWKandKtheKoneXstepKapproachK
SxXr—UéTYKJournalrofrDairyrScienceWK2012WKieWKd_feXgc

4 34

436 ynvitedKreviewjKwenomicKanalysisKofKdataKfromKphysiologicalKstudiesYKJournalrofrDairyrScienceWK2012WK
ieWKdiiXe_g 4 2

435
wenomeXwideKassociationKstudyKtoKidentifyKchromosomalKregionsKassociatedKwithKantibodyK
responseKtoKMycobacteriumKaviumKsubspeciesKparatuberculosisKinKmilkKofKtutchKxolsteinXvriesiansYK
JournalrofrDairyrScienceWK2012WKieWKbgd_Xh

4 27

434 wenomicsKandKtheKglobalKbeefKcattleKindustryYKAnimalrProductionrScienceWK2012WKebWKib 1.4 18

433 βNéKmarkersKtraceKfamilialKlinkagesKinKaKclonedKpopulationKofKéinusKtaedaâ��prospectsKforKgenomicK
selectionYK2012WKhWKac_gXacah 47

432 qKstageXwiseKapproachKforKtheKanalysisKofKmultiXenvironmentKtrialsYK2012WKedWKhddXf_ 98

431 uffectivenessKofKgenomicKpredictionKonKmilkKflowKtraitsKinKdairyKcattleYKGeneticsrSelectionrEvolutionWK
2012WKddWKbd 4.9 8

430 TheKimportanceKofKidentityXbyXstateKinformationKforKtheKaccuracyKofKgenomicKselectionYKGeneticsr
SelectionrEvolutionWK2012WKddWKbh 4.9 26

429 qccuracyKofKdirectKgenomicKbreedingKvaluesKforKnationallyKevaluatedKtraitsKinKUβK—imousinKandK
βimmentalKbeefKcattleYKGeneticsrSelectionrEvolutionWK2012WKddWKch 4.9 56

(2012-2012)
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428 ustimatesKofKmarkerKeffectsKforKmeasuresKofKmilkKflowKinKtheKytalianKbrownKβwissKdairyKcattleK
populationYK2012WKhWKaii 3

427 qccuracyKofKgenomicKselectionKmethodsKinKaKstandardKdataKsetKofKloblollyKpineKSéinusKtaedaK—YTYK2012
WKai_WKae_cXa_ 266

426 qKnovelKanalyticalKmethodWKrirthKtateKβelectionKMappingWKdetectsKresponseKofKtheKqngusKSrosK
taurusTKgenomeKtoKselectionKonKcomplexKtraitsYK2012WKacWKf_f 29

425 wenomicKselectionKforKfruitKqualityKtraitsKinKappleKSMalusˆ�domesticaKrorkhYTYK2012WKgWKecffgd 154

424 qpplicationKofKmultipleKshrinkageKmethodsKtoKgenomicKpredictionsYK2012WKi_WKagggXhg 8

423 TheKaccuraciesKofKtNqXbasedKestimatesKofKgeneticKmeritKderivedKfromKqngusKorKmultibreedKbeefK
cattleKtrainingKpopulationsYK2012WKi_WKdaiaXb_b 5

422 qcceleratingKtheKdomesticationKofKtreesKusingKgenomicKselectionjKaccuracyKofKpredictionKmodelsK
acrossKagesKandKenvironmentsYK2012WKaicWKfagXfbd 193

421 wenomicKselectionKforKgrowthKandKwoodKqualityKinKuucalyptusjKcapturingKtheKmissingKheritabilityK
andKacceleratingKbreedingKforKcomplexKtraitsKinKforestKtreesYK2012WKaidWKaafXabh 228

420 wenomeXwideKassociationKanalysisKandKgeneticKarchitectureKofKeggKweightKandKeggKuniformityKinK
layerKchickensYKAnimalrGeneticsWK2012WKdcKβupplKaWKhgXif 2.5 76

419 —aKinsertionKwithinKβéuvbKgeneKisKassociatedKwithKincreasedKlitterKsizeKinKtheKvinnishKYorkshireK
populationYK2012WKabiWKibXg 18

418 WholeXgenomeKregressionKandKpredictionKmethodsKappliedKtoKplantKandKanimalKbreedingYK2013WK
aicWKcbgXde 544

417 wenomeXwideKassociationKstudyKforKbirthKweightKinKNelloreKcattleKpointsKtoKpreviouslyKdescribedK
orthologousKgenesKaffectingKhumanKandKbovineKheightYK2013WKadWKeb 83

416 sombiningKcowKandKbullKreferenceKpopulationsKtoKincreaseKaccuracyKofKgenomicKpredictionKandK
genomeXwideKassociationKstudiesYKJournalrofrDairyrScienceWK2013WKifWKfg_cXae 4 36

415 éredictingKexpectedKprogenyKdifferenceKforKmarblingKscoreKinKqngusKcattleKusingKartificialKneuralK
networksKandKrayesianKregressionKmodelsYKGeneticsrSelectionrEvolutionWK2013WKdeWKcd 4.9 35

414 somparisonKofKmolecularKbreedingKvaluesKbasedKonKwithinXKandKacrossXbreedKtrainingKinKbeefKcattleYK
GeneticsrSelectionrEvolutionWK2013WKdeWKc_ 4.9 39

413 wenomicKselectionKusingKlowKdensityKmarkerKpanelsKwithKapplicationKtoKaKsireKlineKinKpigsYKGeneticsr
SelectionrEvolutionWK2013WKdeWKbh 4.9 42

412 qccuracyKofKgenomicKpredictionKforKmilkKproductionKtraitsKinKtheKshineseKxolsteinKpopulationKusingK
aKreferenceKpopulationKconsistingKofKcowsYKJournalrofrDairyrScienceWK2013WKifWKecaeXbc 4 38

411 qccuracyKofKgenomicKpredictionKusingKdifferentKmodelsKandKresponseKvariablesKinKtheKNordicKóedK
cattleKpopulationYK2013WKac_WKcccXd_ 21
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410 qccuracyKofKgenomicKpredictionKusingKanKevenlyKspacedWKlowXdensityKsingleKnucleotideK
polymorphismKpanelKinKbroilerKchickensYK2013WKibWKagabXbc 21

409 qssociationKgeneticsKofKoleoresinKflowKinKloblollyKpinejKdiscoveringKgenesKandKpredictingKphenotypeK
forKimprovedKresistanceKtoKbarkKbeetlesKandKbioenergyKpotentialYK2013WKaiiWKhiXa__ 45

408 ymplementingKaKñT—KdetectionKstudyKSwWqβTKusingKgenomicKpredictionKmethodologyYK2013WKa_aiWKbgeXih 72

407 wenomeXwideKassociationKstudyKforKbackfatKthicknessKinKsanchimKbeefKcattleKusingKóandomKvorestK
approachYK2013WKadWKdg 24

406 qccuracyKofKpredictionKofKgenomicKbreedingKvaluesKforKresidualKfeedKintakeKandKcarcassKandKmeatK
qualityKtraitsKinKrosKtaurusWKrosKindicusWKandKcompositeKbeefKcattleYK2013WKiaWKc_hhXa_d 111

405 wenomicKestimatedKbreedingKvaluesKusingKgenomicKrelationshipKmatricesKinKaKclonedKpopulationKofK
loblollyKpineYKG3:rGenes,rGenomes,rGeneticsWK2013WKcWKi_iXaf 3.2 58

404 weneticKvariantsKrelatedKtoKgapKjunctionsKandKhormoneKsecretionKinfluenceKconceptionKratesKinK
cowsYK2013WKaa_WKaidieXe__ 17

403 rreedingKandKweneticsKβymposiumjKnetworksKandKpathwaysKtoKguideKgenomicKselectionYK2013WKiaWKecgXeb 46

402 somputationKofKderegressedKproofsKforKgenomicKselectionKwhenKownKphenotypesKexistKwithKanK
applicationKinKvrenchKshowXjumpingKhorsesYK2013WKiaWKa_gfXhe 17

401 éredictionKaccuracyKforKaKsimulatedKmaternallyKaffectedKtraitKofKbeefKcattleKusingKdifferentKgenomicK
evaluationKmodelsYK2013WKiaWKd_i_Xh 12

400 qccuraciesKofKdirectKgenomicKbreedingKvaluesKinKxerefordKbeefKcattleKusingKnationalKorKinternationalK
trainingKpopulationsYK2013WKiaWKaechXea 37

399 wenomeXwideKqssociationKβtudyKforKretaXglucanKsoncentrationKinKuliteKNorthKqmericanK×atYK2013WK
ecWKedbXeec 17

398 uvidenceKforKthreeKhighlyKsignificantKñT—KforKmeatKqualityKtraitsKinKtheKvinnishKYorkshireKpigKbreedYK
2013WKiaWKb__aXaa 13

397 óelatednessKandKwenotypeKˆ�KunvironmentKynteractionKqffectKéredictionKqccuraciesKinKwenomicK
βelectionjKqKβtudyKinKsassavaYK2013WKecWKacabXacbe 84

396 uvaluationKofKtheKlassoKandKtheKelasticKnetKinKgenomeXwideKassociationKstudiesYKFrontiersrinrGeneticsWK
2013WKdWKbg_ 4.5 117

395 qKgenomeXwideKassociationKscanKinKpigKidentifiesKnovelKregionsKassociatedKwithKfeedKefficiencyKtraitYK
2013WKiaWKa_daXe_ 45

394 wenomicKóelationshipKMatrixKforKsorrectingKéedigreeKurrorsKinKrreedingKéopulationsjKympactKonK
weneticKéarametersKandKwenomicKβelectionKqccuracyYK2014WKedWKaaaeXaabc 50

393 wenomicKpredictionsKinKqngusKcattlejKcomparisonsKofKsampleKsizeWKresponseKvariablesWKandKclusteringK
methodsKforKcrossXvalidationYK2014WKibWKdheXig 41

(2014-2013)

5



392 yncludingKdominanceKeffectsKinKtheKgenomicKr—UéKmethodKforKgenomicKevaluationYK2014WKiWKehegib 47

391 ymprovementKofKpredictionKabilityKforKgenomicKselectionKofKdairyKcattleKbyKincludingKdominanceK
effectsYK2014WKiWKea_cicd 54

390 wenomicKpredictionKinKvrenchKsharolaisKbeefKcattleKusingKhighXdensityKsingleKnucleotideK
polymorphismKmarkersYK2014WKibWKcbehXfi 16

389 wenomicKpredictionKofKbreedingKvaluesKinKtheKNewKZealandKsheepKindustryKusingKaKe_’KβNéKchipYK
2014WKibWKdcgeXhi 26

388 qssociationKmappingKforKwoodKqualityKandKgrowthKtraitsKinKuucalyptusKglobulusKsspYKglobulusK—abillK
identifiesKnineKstableKmarkerXtraitKassociationsKforKsevenKtraitsYK2014WKa_WKaffaXafgh 26

387 ymprovingKtheKaccuracyKofKgenomicKpredictionKinKshineseKxolsteinKcattleKbyKusingKoneXstepK
blendingYKGeneticsrSelectionrEvolutionWK2014WKdfWKff 4.9 16

386 βelectionKinKactionjKdissectingKtheKmolecularKunderpinningsKofKtheKincreasingKmuscleKmassKofK
relgianKrlueKsattleYK2014WKaeWKgif 20

385 wenomeXWideKβelectionKSwWβTYK2014WKa_eXacc 1

384 óeliabilityKofKmolecularKbreedingKvaluesKforKWarnerXrratzlerKshearKforceKandKcarcassKtraitsKofKbeefK
cattleKXKanKindependentKvalidationKstudyYK2014WKibWKbhifXi_d 17

383 wenomeXwideKassociationKmappingKincludingKphenotypesKfromKrelativesKwithoutKgenotypesKinKaK
singleXstepKSsswWqβTKforKfXweekKbodyKweightKinKbroilerKchickensYKFrontiersrinrGeneticsWK2014WKeWKacd 4.5 117

382 WhyKbreedingKvaluesKestimatedKusingKfamilialKdataKshouldKnotKbeKusedKforKgenomeXwideKassociationK
studiesYKG3:rGenes,rGenomes,rGeneticsWK2014WKdWKcdaXg 3.2 34

381 ’ernelXbasedKvarianceKcomponentKestimationKandKwholeXgenomeKpredictionKofKpreXcorrectedK
phenotypesKandKprogenyKtestsKforKdairyKcowKhealthKtraitsYKFrontiersrinrGeneticsWK2014WKeWKef 4.5 21

380 qKgenomeXwideKassociationKstudyKrevealsKaKnovelKcandidateKgeneKforKspermKmotilityKinKpigsYK2014WK
aeaWKb_aXg 22

379 qccuracyKofKgenomicKpredictionsKinKrosKindicusKSNelloreTKcattleYKGeneticsrSelectionrEvolutionWK2014WK
dfWKag 4.9 60

378
weneticKvariantsKinKmammaryKdevelopmentWKprolactinKsignallingKandKinvolutionKpathwaysKexplainK
considerableKvariationKinKbovineKmilkKproductionKandKmilkKcompositionYKGeneticsrSelectionrEvolutionWK
2014WKdfWKbi

4.9 30

377 óecombinationKlocationsKandKratesKinKbeefKcattleKassessedKfromKparentXoffspringKpairsYKGeneticsr
SelectionrEvolutionWK2014WKdfWKcd 4.9 30

376 ustimatesKofKmissingKheritabilityKforKcomplexKtraitsKinKrrownKβwissKcattleYKGeneticsrSelectionr
EvolutionWK2014WKdfWKcf 4.9 7

375 wenomicKpredictionKofKgeneticKmeritKusingK—tXbasedKhaplotypesKinKtheKNordicKxolsteinKpopulationYK
2014WKaeWKaaga 50
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374 wenomeXwideKassociationKandKpathwayKanalysisKofKfeedKefficiencyKinKpigsKrevealKcandidateKgenesK
andKpathwaysKforKresidualKfeedKintakeYKFrontiersrinrGeneticsWK2014WKeWKc_g 4.5 56

373 qccuracyKofKestimationKofKgenomicKbreedingKvaluesKinKpigsKusingKlowXdensityKgenotypesKandK
imputationYKG3:rGenes,rGenomes,rGeneticsWK2014WKdWKfbcXca 3.2 32

372 βtableKcarbonKisotopeKdiscriminationKisKunderKgeneticKcontrolKinKtheKsdKspeciesKmaizeKwithKseveralK
genomicKregionsKinfluencingKtraitKexpressionYK2014WKafdWKacaXdc 26

371 βingleKβtepWKaKgeneralKapproachKforKgenomicKselectionYKLivestockrScienceWK2014WKaffWKedXfe 1.7 172

370 wenomeXwideKassociationKandKsystemsKgeneticKanalysesKofKresidualKfeedKintakeWKdailyKfeedK
consumptionWKbackfatKandKweightKgainKinKpigsYK2014WKaeWKbg 71

369 qppliedKanimalKgenomicsjKresultsKfromKtheKfieldYK2014WKbWKa_eXci 81

368 weneticKanalysisKofKreproductiveKtraitsKandKantibodyKresponseKinKaKéóóβKoutbreakKherdYK2014WKibWKbi_eXba 49

367 TowardsKgenomicKselectionKforKfacialKeczemaKdiseaseKtoleranceKinKtheKNewKZealandKsheepKindustryYK
AnimalrGeneticsWK2014WKdeWKeeiXfd 2.5 8

366 MultibreedKgenomeKwideKassociationKcanKimproveKprecisionKofKmappingKcausativeKvariantsK
underlyingKmilkKproductionKinKdairyKcattleYK2014WKaeWKfb 87

365 —argeXeffectKpleiotropicKorKcloselyKlinkedKñT—KsegregateKwithinKandKacrossKtenKUβKcattleKbreedsYK
2014WKaeWKddb 124

364 xighXresolutionKassociationKmappingKofKnumberKofKteatsKinKpigsKrevealsKregionsKcontrollingK
vertebralKdevelopmentYK2014WKaeWKedb 41

363 wenomeKwideKsNVKanalysisKrevealsKadditionalKvariantsKassociatedKwithKmilkKproductionKtraitsKinK
xolsteinsYK2014WKaeWKfhc 63

362 qccuracyKofKdirectKgenomicKvaluesKforKfunctionalKtraitsKinKrrownKβwissKcattleYKJournalrofrDairyr
ScienceWK2014WKigWKaggdXha 4 17

361 soncordanceKanalysisKforKñT—KdetectionKinKdairyKcattlejKaKcaseKstudyKofKlegKmorphologyYKGeneticsr
SelectionrEvolutionWK2014WKdfWKca 4.9 9

360 qKcombinationKofKtwoKvariantsKinKéó’qwcKisKneededKforKaKpositiveKeffectKonKmeatKqualityKinKpigsYK
2014WKaeWKbi 13

359 somparisonKofKgenomicKpredictionsKusingKgenomicKrelationshipKmatricesKbuiltKwithKdifferentK
weightingKfactorsKtoKaccountKforKlocusXspecificKvariancesYKJournalrofrDairyrScienceWK2014WKigWKfedgXei 4 65

358 ymplementationKandKaccuracyKofKgenomicKselectionYK2014WKdb_XdbaWKβhXβad 43

357 qKgenomeXwideKassociationKstudyKofKcalfKbirthKweightKinKxolsteinKcattleKusingKsingleKnucleotideK
polymorphismsKandKphenotypesKpredictedKfromKauxiliaryKtraitsYKJournalrofrDairyrScienceWK2014WKigWKcaefXgb4 25

(2014-2014)
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356 yncorporatingKheiferKfeedKefficiencyKinKtheKqustralianKselectionKindexKusingKgenomicKselectionYK
JournalrofrDairyrScienceWK2014WKigWKchhcXic 4 20

355 ×nKtheKlimitedKincreaseKinKvalidationKreliabilityKusingKhighXdensityKgenotypesKinKgenomicKbestKlinearK
unbiasedKpredictionjKobservationsKfromKvleckviehKcattleYKJournalrofrDairyrScienceWK2014WKigWKdhgXif 4 15

354 TheKevolutionKofKmethodologiesKforKgenomicKpredictionYKLivestockrScienceWK2014WKaffWKa_Xah 1.7 17

353 TheKdevelopmentKofKgenomicsKappliedKtoKdairyKbreedingYKLivestockrScienceWK2014WKaffWKffXge 1.7 11

352 ufficiencyKofKdifferentKselectionKstrategiesKagainstKboarKtaintKinKpigsYKAnimalWK2014WKhWKaaXi 3.1 12

351 wenomicKselectionKinKaKpigKpopulationKincludingKinformationKfromKslaughteredKfullKsibsKofKboarsK
withinKaKsibXtestingKprogramYKAnimalWK2015WKiWKge_Xi 3.1 4

350 wenomeXunabledKustimatesKofKqdditiveKandKNonadditiveKweneticKVariancesKandKéredictionKofKqppleK
éhenotypesKqcrossKunvironmentsYKG3:rGenes,rGenomes,rGeneticsWK2015WKeWKbgaaXh 3.2 22

349 wenomicKpredictionKforKtickKresistanceKinKrrafordKandKxerefordKcattleYK2015WKicWKbficXg_e 31

348 érospectingKmajorKgenesKinKdairyKbuffaloesYK2015WKafWKhgb 56

347 qKsimpleKmethodKtoKseparateKbaseKpopulationKandKsegregationKeffectsKinKgenomicKrelationshipK
matricesYKGeneticsrSelectionrEvolutionWK2015WKdgWKec 4.9 7

346 wenomicKpredictionKandKgenomeXwideKassociationKstudyKforKdagginessKandKhostKinternalKparasiteK
resistanceKinKNewKZealandKsheepYK2015WKafWKieh 14

345 wenomeXwideKassociationKstudyKforKcalvingKperformanceKusingKhighXdensityKgenotypesKinKdairyKandK
beefKcattleYKGeneticsrSelectionrEvolutionWK2015WKdgWKdg 4.9 40

344 ynvestigationKofKregionsKimpactingKinbreedingKdepressionKandKtheirKassociationKwithKtheKadditiveK
geneticKeffectKforKUnitedKβtatesKandKqustraliaKzerseyKdairyKcattleYK2015WKafWKhac 17

343 βelectionKofKhaplotypeKvariablesKfromKaKhighXdensityKmarkerKmapKforKgenomicKpredictionYKGeneticsr
SelectionrEvolutionWK2015WKdgWKfa 4.9 28

342 weneticKevaluationKwithKmajorKgenesKandKpolygenicKinheritanceKwhenKsomeKanimalsKareKnotK
genotypedKusingKgeneKcontentKmultipleXtraitKr—UéYKGeneticsrSelectionrEvolutionWK2015WKdgWKhi 4.9 19

341 wenomeXwideKassociationKstudyKrevealsKnovelKlociKforKlitterKsizeKandKitsKvariabilityKinKaK—argeKWhiteK
pigKpopulationYK2015WKafWKa_di 48

340 yncludingKdifferentKgroupsKofKgenotypedKfemalesKforKgenomicKpredictionKinKaKNordicKzerseyK
populationYKJournalrofrDairyrScienceWK2015WKihWKi_eaXi 4 14

339 weneticKevaluationKusingKsingleXstepKgenomicKbestKlinearKunbiasedKpredictorKinKqmericanKqngusYK
2015WKicWKbfecXfb 94
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338 qccuracyKofKéredictedKwenomicKrreedingKValuesKinKéurebredKandKsrossbredKéigsYKG3:rGenes,r
Genomes,rGeneticsWK2015WKeWKaegeXhc 3.2 29

337 somparisonKofKiteratedKsingleXstepKandKrayesianKregressionsKonKgenomicKevaluationsKforKageKatKa__K
kgKinKswineYK2015WKicWKdfgeXhc

336 weneticKparametersKforKpredictedKmethaneKproductionKandKlaserKmethaneKdetectorKmeasurementsYK
2015WKicWKaaXb_ 32

335 sanKmultiXsubpopulationKreferenceKsetsKimproveKtheKgenomicKpredictiveKabilityKforKpigsoYK2015WKicWKefahXc_ 3

334 wenomicKanalysisKforKmanagingKsmallKandKendangeredKpopulationsjKaKcaseKstudyKinKTyrolKwreyKcattleYK
FrontiersrinrGeneticsWK2015WKfWKagc 4.5 26

333 weneticKanalysisKandKgenomicKselectionKofKstayabilityKandKproductiveKlifeKinKNewKZealandKewesYK2015
WKicWKcbfhXgg 6

332 qccuracyKofKgenomicKpredictionKusingKderegressedKbreedingKvaluesKestimatedKfromKpurebredKandK
crossbredKoffspringKphenotypesKinKpigsYK2015WKicWKccacXba 9

331 wenomicKpredictionKofKdiseaseKoccurrenceKusingKproducerXrecordedKhealthKdatajKaKcomparisonKofK
methodsYKGeneticsrSelectionrEvolutionWK2015WKdgWKda 4.9 3

330 qrtificialKselectionKonKintroducedKqsianKhaplotypesKshapedKtheKgeneticKarchitectureKinKuuropeanK
commercialKpigsYK2015WKbhbWKb_aeb_ai 18

329 tiscoveringKcandidateKgenesKthatKregulateKresinKcanalKnumberKinKéinusKtaedaKstemsKbyKintegratingK
geneticKanalysisKacrossKenvironmentsWKagesWKandKpopulationsYK2015WKb_eWKfbgXda 35

328 rootstrapKstudyKofKgenomeXenabledKpredictionKreliabilitiesKusingKhaplotypeKblocksKacrossKNordicK
óedKcattleKbreedsYKJournalrofrDairyrScienceWK2015WKihWKgceaXfc 4 9

327 qKcomparisonKofKgenomicKselectionKmodelsKacrossKtimeKinKinteriorKspruceKSéiceaKengelmanniiKˆ�K
glaucaTKusingKunorderedKβNéKimputationKmethodsYK2015WKaaeWKedgXee 58

326
ymprovedKprecisionKofKñT—KmappingKusingKaKnonlinearKrayesianKmethodKinKaKmultiXbreedKpopulationK
leadsKtoKgreaterKaccuracyKofKacrossXbreedKgenomicKpredictionsYKGeneticsrSelectionrEvolutionWK2015WK
dgWKbi

4.9 82

325 wenomeXwideKassociationKstudyKusingKderegressedKbreedingKvaluesKforKcryptorchidismKandK
scrotalZinguinalKherniaKinKtwoKpigKlinesYKGeneticsrSelectionrEvolutionWK2015WKdgWKah 4.9 21

324 qccountingKforKtraitKarchitectureKinKgenomicKpredictionsKofKUβKxolsteinKcattleKusingKaKweightedK
realizedKrelationshipKmatrixYKGeneticsrSelectionrEvolutionWK2015WKdgWKbd 4.9 35

323 éerspectivesKforKwenomicKβelectionKqpplicationsKandKóesearchKinKélantsYK2015WKeeWKaXab 179

322 yncludingKoverseasKperformanceKinformationKinKgenomicKevaluationsKofKqustralianKdairyKcattleYK
JournalrofrDairyrScienceWK2015WKihWKcddcXei 4 18

321 qnKyntegratedKqpproachKtoKumpiricalKrayesianKWholeKwenomeKéredictionKModelingYK2015WKb_WKdiaXeaa 4

(2015-2015)
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320 qlleleKsubstitutionKeffectsKofKywvaWKwxKandKéyTaKmarkersKonKestimatedKbreedingKvaluesKforKweightK
andKreproductionKtraitsKinKsanchimKbeefKcattleYKLivestockrScienceWK2015WKah_WKghXhc 1.7 1

319 sharacterizingKhomozygosityKacrossKUnitedKβtatesWKNewKZealandKandKqustralianKzerseyKcowKandKbullK
populationsYK2015WKafWKahg 15

318 wenomicKselectionKpredictionKaccuracyKinKaKperennialKcropjKcaseKstudyKofKoilKpalmKSulaeisKguineensisK
zacqYTYK2015WKabhWKcigXda_ 57

317 tevelopmentKandKimplementationKofKgenomicKpredictionsKinKbeefKcattleYK2016WKfWKcbXch 32

316
MarkerXrasedKustimatesKóevealKβignificantKNonadditiveKuffectsKinKslonallyKéropagatedKsassavaKSTjK
ymplicationsKforKtheKéredictionKofKTotalKweneticKValueKandKtheKβelectionKofKVarietiesYKG3:rGenes,r
Genomes,rGeneticsWK2016WKfWKcdigXce_f

3.2 21

315 wenomicKselectionKinKcommercialKpigKbreedingYK2016WKfWKaeXbb 56

314 WeightingKβtrategiesKforKβingleXβtepKwenomicKr—UéjKqnKyterativeKqpproachKforKqccurateKsalculationK
ofKwurVKandKwWqβYKFrontiersrinrGeneticsWK2016WKgWKaea 4.5 80

313 ñuantitativeKanalysisKofKshortXKandKlongXdistanceKracingKperformanceKinKyoungKandKadultKhorsesKandK
associationKanalysisKwithKfunctionalKcandidateKgenesKinKβpanishKTrotterKhorsesYK2016WKaccWKcdgXef 7

312 qccuracyKofKgenomicKpredictionKofKpurebredsKforKcrossKbredKperformanceKinKpigsYK2016WKaccWKddcXdea 13

311 éerformanceKofKgenomicKpredictionKwithinKandKacrossKgenerationsKinKmaritimeKpineYK2016WKagWKf_d 58

310 wenomicKselectionKinKtheKwermanK—andraceKpopulationKofKtheKravarianKherdbookYK2016WKidWKdediXdeeg

309 qKhybridKexpectationKmaximisationKandKMsMsKsamplingKalgorithmKtoKimplementKrayesianKmixtureK
modelKbasedKgenomicKpredictionKandKñT—KmappingYK2016WKagWKgdd 12

308 qfterKgenomeXwideKassociationKstudiesjKweneKnetworksKelucidatingKcandidateKgenesKdivergencesK
forKnumberKofKteatsKacrossKtwoKpigKpopulationsYK2016WKidWKaddfXeh 8

307 wenomeXwideKassociationKstudiesKofKgrowthKtraitsKinKthreeKdairyKcattleKbreedsKusingKwholeXgenomeK
sequenceKdataYK2016WKidWKadbfXcg 24

306 wenomicKheritabilitiesKandKgenomicKestimatedKbreedingKvaluesKforKmethaneKtraitsKinKqngusKcattleYK
2016WKidWKi_bXh 27

305 wenomicKselectionKforKtoleranceKtoKheatKstressKinKqustralianKdairyKcattleYKJournalrofrDairyrScienceWK
2016WKiiWKbhdiXbhfb 4 85

304 ValidationKofKsimultaneousKderegressionKofKcowKandKbullKbreedingKvaluesKandKderivationKofK
appropriateKweightsYKJournalrofrDairyrScienceWK2016WKiiWKfd_cXfdai 4 17

303 —essonsKforKlivestockKgenomicsKfromKgenomeKandKtranscriptomeKsequencingKinKcattleKandKotherK
mammalsYKGeneticsrSelectionrEvolutionWK2016WKdhWKei 4.9 18
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302 qssociationKofKsingleKnucleotideKpolymorphismsKwithKformKtraitsKinKthreeKNewKZealandKpopulationsK
ofKradiataKpineKinKtheKpresenceKofKgenotypeKbyKenvironmentKinteractionsYK2016WKabWKa 13

301 MetaXanalysisKofKgenomeXwideKassociationKfromKgenomicKpredictionKmodelsYKAnimalrGeneticsWK2016WK
dgWKcfXdh 2.5 21

300 qdvantagesKofKcontinuousKgenotypeKvaluesKoverKgenotypeKclassesKforKwWqβKinKhigherKpolyploidsjKaK
comparativeKstudyKinKhexaploidKchrysanthemumYK2016WKagWKfgb 15

299 tetectionKofKquantitativeKtraitKlociKforKmaternalKtraitsKusingKhighXdensityKgenotypesKofKrlondeK
dRqquitaineKbeefKcattleYK2016WKagWKhh 23

298 MaximumKdifferenceKanalysisjKaKnewKempiricalKmethodKforKgenomeXwideKassociationKstudiesYK2016WK
aeWKcifXd_f 1

297 qK_YeXMbpKdeletionKonKbovineKchromosomeKbcKisKaKstrongKcandidateKforKstillbirthKinKNordicKóedK
cattleYKGeneticsrSelectionrEvolutionWK2016WKdhWKce 4.9 13

296 éolymorphismsKandKgenesKassociatedKwithKpubertyKinKheifersYK2016WKhfWKcccXi 8

295 wenomicKpredictionKofKbreedingKvaluesKforKcarcassKtraitsKinKNelloreKcattleYKGeneticsrSelectionr
EvolutionWK2016WKdhWKg 4.9 40

294
qKgenomeXwideKassociationKstudyKforKgeneticKsusceptibilityKtoKMycobacteriumKbovisKinfectionKinK
dairyKcattleKidentifiesKaKsusceptibilityKñT—KonKchromosomeKbcYKGeneticsrSelectionrEvolutionWK2016WK
dhWKai

4.9 37

293 uxploitingKbiologicalKpriorsKandKsequenceKvariantsKenhancesKñT—KdiscoveryKandKgenomicKpredictionK
ofKcomplexKtraitsYK2016WKagWKadd 158

292 wenomicKéredictionKqccountingKforKóesidualKxeteroskedasticityYKG3:rGenes,rGenomes,rGeneticsWK
2015WKfWKaXac 3.2 5

291 tifferentiallyKuxpressedKwenesKinKundometriumKandKsorpusK—uteumKofKxolsteinKsowsKβelectedKforK
xighKandK—owKvertilityKqreKunrichedKforKβequenceKVariantsKqssociatedKwithKvertilityYK2016WKidWKai 35

290 qccuracyKofKwenomicKéredictionKinKβwitchgrassKSéanicumKvirgatumK—YTKymprovedKbyKqccountingKforK
—inkageKtisequilibriumYKG3:rGenes,rGenomes,rGeneticsWK2016WKfWKa_diXfb 3.2 24

289 wenomeXwideKassociationKstudyKofKgrowthKandKbodyKcompositionKtraitsKinKrrangusKbeefKcattleYK
LivestockrScienceWK2016WKahcWKdXaa 1.7 18

288 wenomicKselectionKinKaKcommercialKwinterKwheatKpopulationYK2016WKabiWKfdaXea 99

287 qnKuquationKtoKéredictKtheKqccuracyKofKwenomicKValuesKbyKsombiningKtataKfromKMultipleKTraitsWK
éopulationsWKorKunvironmentsYK2016WKb_bWKgiiXhbc 45

286
TargetedKimputationKofKsequenceKvariantsKandKgeneKexpressionKprofilingKidentifiesKtwelveK
candidateKgenesKassociatedKwithKlactationKvolumeWKcompositionKandKcalvingKintervalKinKdairyKcattleYK
2016WKbgWKhaXig

39

285 wenomicKselectionKinKmaritimeKpineYK2016WKbdbWKa_hXaai 65

(2016-2016)

11



284 wenomeXwideKassociationKanalysisKandKpathwaysKenrichmentKforKlactationKpersistencyKinKsanadianK
xolsteinKcattleYKJournalrofrDairyrScienceWK2017WKa__WKaieeXaig_ 4 43

283 saseXcontrolKassociationKmappingKbyKproxyKusingKfamilyKhistoryKofKdiseaseYK2017WKdiWKcbeXcca 121

282 wenomicKpredictionKofKreproductionKtraitsKforKMerinoKsheepYKAnimalrGeneticsWK2017WKdhWKcchXcdh 2.5 4

281 WholeXgenomeKassociationKanalysisKofKporkKmeatKpxKrevealedKthreeKsignificantKregionsKandKseveralK
potentialKgenesKinKvinnishKYorkshireKpigsYK2017WKahWKac 11

280 qpplicationKofKWholeXwenomeKéredictionKMethodsKforKwenomeXWideKqssociationKβtudiesjKqK
rayesianKqpproachYK2017WKbbWKagbXaic 36

279 qccuracyKofKgenomicKpredictionsKinKwyrKSrosKindicusTKdairyKcattleYKJournalrofrDairyrScienceWK2017WKa__WKedgiXedi_4 19

278 ynterleukinKhKhaplotypesKdriveKdivergentKresponsesKinKuterineKendometrialKcellsKandKareKassociatedK
withKsomaticKcellKscoreKinKxolsteinXvriesianKcattleYK2017WKahdWKahXbh 5

277 yncorporatingKtheKsingleXstepKstrategyKintoKaKrandomKregressionKmodelKtoKenhanceKgenomicK
predictionKofKlongitudinalKtraitsYK2017WKaaiWKdeiXdfg 15

276 tetectingKvamilialKqggregationYK2017WKafffWKaccXafi 1

275 wenomicKóelationshipsKandKwr—UéYK2017WKcaaXced 2

274 wenomicKβelectionYK2017WKceeXchd

273 vunctionalKvalidationKofKwéyxréaKandKidentificationKofKaKfunctionalKmutationKinKwéyxréaKforKmilkK
fatKtraitsKinKdairyKcattleYKScientificrReportsWK2017WKgWKhedf 4.9 13

272 qssociationKofKcandidateKgeneKpolymorphismsKwithKmilkKtechnologicalKtraitsWKyieldWKcompositionWK
andKsomaticKcellKscoreKinKytalianKxolsteinXvriesianKsiresYKJournalrofrDairyrScienceWK2017WKa__WKgbgaXgbha 4 21

271 éerformanceKwainsKinKwenomeXWideKqssociationKβtudiesKforK—ongitudinalKTraitsKviaKModelingK
TimeXvariedKeffectsYKScientificrReportsWK2017WKgWKei_ 4.9 21

270 wenomicKéredictionKinKaK—argeKqfricanKMaizeKéopulationYK2017WKegWKbcfaXbcga 17

269 qKé—qwaKmutationKcontributedKtoKstatureKrecoveryKinKmodernKcattleYKScientificrReportsWK2017WKgWKagad_ 4.9 32

268 WholeXgenomeKsequenceXbasedKgenomicKpredictionKinKlayingKchickensKwithKdifferentKgenomicK
relationshipKmatricesKtoKaccountKforKgeneticKarchitectureYKGeneticsrSelectionrEvolutionWK2017WKdiWKh 4.9 33

267 TagKβNéKselectionKforKpredictionKofKtickKresistanceKinKrrazilianKrrafordKandKxerefordKcattleKbreedsK
usingKrayesianKmethodsYKGeneticsrSelectionrEvolutionWK2017WKdiWKdi 4.9 21
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266 wenomicKregionsKunderlyingKsusceptibilityKtoKbovineKtuberculosisKinKxolsteinXvriesianKcattleYK2017WK
ahWKbg 14

265 sowKgenotypingKstrategiesKforKgenomicKselectionKinKaKsmallKdairyKcattleKpopulationYKJournalrofrDairyr
ScienceWK2017WKa__WKdciXdeb 4 27

264 weneticKandKgenomicKanalysisKofKhypertheliaKinKrrownKβwissKcattleYKJournalrofrDairyrScienceWK2017WK
a__WKd_bXdaa 4 6

263 wenomeXwideKassociationKstudyKforKsemenKtraitsKofKtheKbullsKinKshineseKxolsteinYKAnimalrGeneticsWK
2017WKdhWKh_Xhd 2.5 15

262 NovelKharmfulKrecessiveKhaplotypesKforKreproductiveKtraitsKinKpigsYK2017WKacdWKabiXace 11

261 yncorporationKofKcausativeKquantitativeKtraitKnucleotidesKinKsingleXstepKwr—UéYKGeneticsrSelectionr
EvolutionWK2017WKdiWKei 4.9 38

260 MultiXbreedKgenomicKpredictionKusingKrayesKóKwithKsequenceKdataKandKdroppingKvariantsKwithKaK
smallKeffectYKGeneticsrSelectionrEvolutionWK2017WKdiWKg_ 4.9 16

259 qKheuristicKmethodKtoKidentifyKrunsKofKhomozygosityKassociatedKwithKreducedKperformanceKinK
livestockYK2017WKieWKdcahXdccb 10

258 qpplicationKofKaKrayesianKnonXlinearKmodelKhybridKschemeKtoKsequenceKdataKforKgenomicKpredictionK
andKñT—KmappingYK2017WKahWKfah 9

257 TheKimpactKofKtrainingKstrategiesKonKtheKaccuracyKofKgenomicKpredictorsKinKUnitedKβtatesKóedKqngusK
cattleYK2017WKieWKcd_fXcdad 6

256
qKmajorKgeneKforKhostKresponseKtoKporcineKreproductiveKandKrespiratoryKsyndromeKisKnotK
unfavorablyKassociatedKwithKoverallKperformanceKunderKnonchallengingKconditionsKinKcommercialK
pigKlinesYK2017WKieWKbhchXbhdg

6

255 wenomicKpredictionKaccuraciesKinKspaceKandKtimeKforKheightKandKwoodKdensityKofKtouglasXfirKusingK
exomeKcaptureKasKtheKgenotypingKplatformYK2017WKahWKic_ 38

254 wenomicKβelectionKforKYieldKandKβeedKéroteinKsontentKinKβoybeanjKqKβtudyKofKrreedingKérogramK
tataKandKqssessmentKofKéredictionKqccuracyYK2017WKegWKacbeXaccg 40

253 umpiricalKcomparisonKbetweenKdifferentKmethodsKforKgenomicKpredictionKofKnumberKofKpigletsKbornK
aliveKinKmoderateKsizedKbreedingKpopulationsYK2017WKieWKadcdXaddc 4

252 sontributionKofKrareKandKlowXfrequencyKwholeXgenomeKsequenceKvariantsKtoKcomplexKtraitsK
variationKinKdairyKcattleYKGeneticsrSelectionrEvolutionWK2017WKdiWKf_ 4.9 6

251 weneticKeffectsKofKétwvórKandKMqósxaKidentifiedKinKwWqβKrevealingKstrongKassociationsKwithK
semenKproductionKtraitsKinKshineseKxolsteinKbullsYK2017WKahWKfc 17

250 érospectsKforKwenomicKβelectionKinKsassavaKrreedingYK2017WKa_WKplantgenomeb_agY_cY__ae 63

249 wenomeXwideKassociationKstudiesKofKfertilityKandKcalvingKtraitsKinKrrownKβwissKcattleKusingKimputedK
wholeXgenomeKsequencesYK2017WKahWKia_ 26

(2017-2017)
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248 wenomeXwideKassociationKstudyKofKβtayabilityKandKxeiferKéregnancyKinKóedKqngusKcattleYK2018WKifWKhdfXhec 5

247 érospectingKgenesKassociatedKwithKnavelKlengthWKcoatKandKscrotalKcircumferenceKtraitsKinKsanchimK
cattleYKLivestockrScienceWK2018WKba_WKccXch 1.7 4

246 somparingKderegressionKmethodsKforKgenomicKpredictionKofKtestXdayKtraitsKinKdairyKcattleYK2018WK
aceWKigXa_f 14

245 sonsideringKdominanceKinKreducedKsingleXstepKgenomicKevaluationsYK2018WKaceWKaeaXaeh 4

244 wenomicKbreedingKvaluesWKβNéKeffectsKandKgeneKidentificationKforKdiseaseKtraitsKinKcowKtrainingKsetsYK
AnimalrGeneticsWK2018WKdiWKaghXaib 2.5 15

243 wenomicKβelectionYK2018WKdbgXdh_ 4

242 wenomeXwideKassociationKmappingKandKgenomicKpredictionKforKsrβtKresistanceKinKManihotK
esculentaYKScientificrReportsWK2018WKhWKaedi 4.9 45

241 qccuracyKofKgenomicKselectionKtoKpredictKmaizeKsingleXcrossesKobtainedKthroughKdifferentKmatingK
designsYK2018WKacaWKaaecXaafb 34

240 ymprovingKaccuracyKofKgenomicKpredictionKinKrrangusKcattleKbyKaddingKanimalsKwithKimputedK
lowXdensityKβNéKgenotypesYK2018WKaceWKadXbg 10

239 wenomeXwideKassociationKstudyKofKconformationKandKmilkKyieldKinKmixedXbreedKdairyKgoatsYKJournalr
ofrDairyrScienceWK2018WKa_aWKbbacXbbbe 4 23

238 wenotypeKimputationKfromKvariousKlowXdensityKβNéKpanelsKandKitsKimpactKonKaccuracyKofKgenomicK
breedingKvaluesKinKpigsYKAnimalWK2018WKabWKbbceXbbde 3.1 9

237 sandidateKgeneKassociationKanalysesKforKketosisKresistanceKinKxolsteinsYKJournalrofrDairyrScienceWK
2018WKa_aWKebd_Xebdi 4 8

236 renchmarkingKrayesianKgenomeKenabledXpredictionKmodelsKforKageKatKfirstKcalvingKinKNelloreKcowsYK
LivestockrScienceWK2018WKbaaWKgeXgi 1.7 4

235 qKβimpleKTestKydentifiesKβelectionKonKsomplexKTraitsYK2018WKb_iWKcbaXccc 12

234 wenomeXwideKassociationKanalysisKofKsalmonKliceKS—epeophtheirusKsalmonisTKresistanceKinKaKNorthK
qmericanKqtlanticKsalmonKpopulationYK2018WKdiWKacbiXacch 9

233 qccuracyKandKbiasKofKgenomicKpredictionKwithKdifferentKdeXregressionKmethodsYKAnimalWK2018WKabWKaaaaXaaag3.1 5

232 βhortKcommunicationjKwenomicKpredictionKusingKimputedKwholeXgenomeKsequenceKvariantsKinK
rrownKβwissKsattleYKJournalrofrDairyrScienceWK2018WKa_aWKabibXabif 4 13

231 wenomeXwideKassociationKstudiesKtoKidentifyKquantitativeKtraitKlociKaffectingKmilkKproductionKtraitsK
inKwaterKbuffaloYKJournalrofrDairyrScienceWK2018WKa_aWKdccXddd 4 40

Citation Report

14



230 qssociationKofKsopyKNumberKVariationKatKyntronKcKofKWithKNavelK—engthKinYKFrontiersrinrGeneticsWK
2018WKiWKfbg 4.5 9

229 uxpectedKbenefitKofKgenomicKselectionKoverKforwardKselectionKinKconiferKbreedingKandKdeploymentYK
2018WKacWKe_b_hbcb 20

228 wenomeXwideKassociationKstudyKusingKhaplotypeKallelesKforKtheKevaluationKofKreproductiveKtraitsKinK
NeloreKcattleYK2018WKacWKe_b_ahgf 6

227 éotentialKofKwenomeXWideKβtudiesKinKUnrelatedKélusKTreesKofKaKsoniferousKβpeciesWKSzapaneseK
sedarTYK2018WKiWKacbb 10

226 βhortKcommunicationjKβingleXstepKgenomicKevaluationKofKmilkKproductionKtraitsKusingKmultipleXtraitK
randomKregressionKmodelKinKshineseKxolsteinsYKJournalrofrDairyrScienceWK2018WKa_aWKaaadcXaaadi 4 10

225 éyr—UéjKxighXéerformanceKβoftwareKforK—argeXβcaleKweneticKuvaluationKofKqnimalsKandKélantsYK
FrontiersrinrGeneticsWK2018WKiWKbbf 4.5 2

224 uffectKofKxiddenKóelatednessKonKβingleXβtepKweneticKuvaluationKinKanKqdvancedK×penXéollinatedK
rreedingKérogramYK2018WKa_iWKh_bXha_ 19

223 wenomicKpredictionKabilityKforKbeefKfattyKacidKprofileKinKNeloreKcattleKusingKdifferentK
pseudoXphenotypesYK2018WKeiWKdicXe_a 1

222 wenomicKregionsKunderlyingKuniformityKofKyearlingKweightKinKNelloreKcattleKevaluatedKunderK
differentKresponseKvariablesYK2018WKaiWKfai 5

221 TrainingKéopulationK×ptimizationKforKéredictionKofKsassavaKrrownKβtreakKtiseaseKóesistanceKinK
WestKqfricanKslonesYKG3:rGenes,rGenomes,rGeneticsWK2018WKhWKci_cXciac 3.2 17

220 ralancingKselectionKonKaKrecessiveKlethalKdeletionKwithKpleiotropicKeffectsKonKtwoKneighboringK
genesKinKtheKporcineKgenomeYK2018WKadWKea__gffa 14

219 wenomicKβelectionKinKéreliminaryKYieldKTrialsKinKaKWinterKWheatKrreedingKérogramYKG3:rGenes,r
Genomes,rGeneticsWK2018WKhWKbgceXbgdg 3.2 43

218 NovelKgeneticKpolymorphismsKassociatedKwithKcarcassKtraitsKinKgrazingKTexelKsheepYK2018WKadeWKb_bXb_h 19

217 somparisonKofKgenomicKpredictionsKforKlowlyKheritableKtraitsKusingKmultiXstepKandKsingleXstepK
genomicKbestKlinearKunbiasedKpredictorKinKxolsteinKcattleYKJournalrofrDairyrScienceWK2018WKa_aWKh_gfXh_hf4 16

216 wenomicKpredictionsKcombiningKβNéKmarkersKandKcopyKnumberKvariationsKinKNelloreKcattleYK2018WK
aiWKdda 8

215 wenomeXwideKcopyKnumberKvariantKanalysisKrevealsKvariantsKassociatedKwithKa_KdiverseKproductionK
traitsKinKxolsteinKcattleYK2018WKaiWKcad 25

214 wenomicKéredictionKUsingKyndividualX—evelKtataKandKβummaryKβtatisticsKfromKMultipleKéopulationsYK
2018WKba_WKecXfi 6

213 UtilityKofKwholeXgenomeKsequenceKdataKforKacrossXbreedKgenomicKpredictionYKGeneticsrSelectionr
EvolutionWK2018WKe_WKbg 4.9 32

(2018-2018)
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212 weneticKβelectionKtoKunhanceKqnimalKWelfareKUsingKMeatKynspectionKtataKfromKβlaughterKélantsYK
AnimalsWK2018WKhWK 3.1 8

211
βhortKcommunicationjKqssociationKanalysisKofKdiacylglycerolKacyltransferaseKStwqTaTKmutationKonK
chromosomeKadKforKmilkKyieldKandKcompositionKtraitsWKsomaticKcellKscoreWKandKcoagulationK
propertiesKinKxolsteinKbullsYKJournalrofrDairyrScienceWK2018WKa_aWKh_hgXh_ia

4 7

210 yncludingKgeneKnetworksKtoKpredictKcalvingKdifficultyKinKxolsteinWKrrownKβwissKandKzerseyKcattleYK
2018WKaiWKb_ 4

209 wenomicKpredictionKusingKdifferentKestimationKmethodologyWKblendingKandKcrossXvalidationK
techniquesKforKgrowthKtraitsKandKvisualKscoresKinKxerefordKandKrrafordKcattleYK2018WKifWKbegiXbeie 4

208 qKmultiXtraitKrayesianKmethodKforKmappingKñT—KandKgenomicKpredictionYKGeneticsrSelectionr
EvolutionWK2018WKe_WKa_ 4.9 17

207 WeightedKsingleXstepKwWqβKandKgeneKnetworkKanalysisKrevealKnewKcandidateKgenesKforKsemenK
traitsKinKpigsYKGeneticsrSelectionrEvolutionWK2018WKe_WKd_ 4.9 29

206 TheKimpactKofKselectiveKgenotypingKonKtheKresponseKtoKselectionKusingKsingleXstepKgenomicKbestK
linearKunbiasedKpredictionYK2018WKifWKdecbXdedb 5

205 somparingKβNéKpanelsKandKstatisticalKmethodsKforKestimatingKgenomicKbreedKcompositionKofK
individualKanimalsKinKtenKcattleKbreedsYK2018WKaiWKef 10

204 qccuracyKofKwenomicKéredictionKforKvoliarKTerpeneKTraitsKinYKG3:rGenes,rGenomes,rGeneticsWK2018WKhWKbegcXbehc3.2 14

203 ympactKofKéhenotypicKsorrectionKMethodKandKMissingKéhenotypicKtataKonKwenomicKéredictionKofK
MaizeKxybridsYK2018WKehWKadhaXadia 9

202 wenomicKéredictionKofKwrainKYieldKandKtroughtXqdaptationKsapacityKinKβorghumKysKunhancedKbyK
MultiXTraitKqnalysisYK2019WKa_WKiig 26

201 UseKofKaKsingleXstepKapproachKforKintegratingKforeignKinformationKintoKnationalKgenomicKevaluationK
inKxolsteinKcattleYKJournalrofrDairyrScienceWK2019WKa_bWKhageXhahc 4 5

200 ñT—XmappingKandKgenomicKpredictionKforKbovineKrespiratoryKdiseaseKinKUYβYKxolsteinsKusingK
sequenceKimputationKandKfeatureKselectionYK2019WKb_WKeee 3

199 wenomeXwideKassociationKanalysisKforK˛†XhydroxybutyrateKconcentrationKinKMilkKinKxolsteinKdairyK
cattleYK2019WKb_WKeh 16

198 vrequentistKpXvaluesKforKlargeXscaleXsingleKstepKgenomeXwideKassociationWKwithKanKapplicationKtoK
birthKweightKinKqmericanKqngusKcattleYKGeneticsrSelectionrEvolutionWK2019WKeaWKbh 4.9 39

197 ynvitedKreviewjKqdvancesKandKapplicationsKofKrandomKregressionKmodelsjKvromKquantitativeK
geneticsKtoKgenomicsYKJournalrofrDairyrScienceWK2019WKa_bWKgffdXgfhc 4 18

196 MultiXbreedKgenomeXwideKassociationKstudiesKacrossKcountriesKforKelectronicallyKrecordedKbehaviorK
traitsKinKlocalKdualXpurposeKcowsYK2019WKadWKe_bbaigc 3

195 qlternativeKselectionKmethodsKandKexplicitKorKimpliedKeconomicXworthKfunctionsKforKdifferentKtraitsK
inKtreeKbreedingYK2019WKaeWKa 5
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194 sassavaKyieldKtraitsKpredictedKbyKgenomicKselectionKmethodsYK2019WKadWKe_bbdib_ 14

193 WeightedKβingleXβtepKwenomeXWideKqssociationKβtudyKofKβemenKTraitsKinKxolsteinKrullsKofKshinaYK
FrontiersrinrGeneticsWK2019WKa_WKa_ec 4.5 6

192 tetectionKofKaKvrameshiftKteletionKinKtheKweneK—eadsKtoKéreventionKofKβevereKMyopathyKandK
éostnatalKMortalityKinKéigsYKFrontiersrinrGeneticsWK2019WKa_WKabbf 4.5 4

191 yncreasingKtheKaccuracyKofKgenomicKpredictionKinKpureXbredK—imousinKbeefKcattleKbyKincludingK
crossXbredK—imousinKdataKandKaccountingKforKanKvid—KvariantKinKMβTNYKAnimalrGeneticsWK2019WKe_WKfbaXfcc2.5 6

190 NonXtestructiveKuvaluationKTechniquesKandKWhatKTheyKTellKUsKaboutKWoodKéropertyKVariationYK
2019WKa_WKgbh 37

189 rosKtaurusXindicusKhybridizationKcorrelatesKwithKintralocusKsexualXconflictKeffectsKofKéótMiKonK
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