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m Paper IF Citations

359 TF

358 nloserFlookFatFgeneticFtestingFinFlongS íFsyndromeeFwillFoylFdiagnosticsFeverFbeFenoughjTF2009RF
WXVRFWb[]Sc 16

357 tsFitFtimeFtoFdevelopFaFHpathogenicityHFscoreFtoFdistinguishFlongF íFsyndromeFcausingFmutationsF
fromFHbackgroundHFgeneticFnoisejTFHeartpRhythmRF2009RFaRFWYV[S] 6.7 7

356 RescueFofFmutatedFcardiacFionFchannelsFinFinheritedFarrhythmiaFsyndromesTF2010RF]aRFWWYSXX 21

355 reneticFtestingFinFcardiovascularFdiseasesTF2010RFX]RFX[YSc 11

354 spRrWFchannelopathiesTF2010RF[aVRFXa]Sba 63

353 nardiacFsodiumFchannelopathiesTF2010RF[aVRFXXYSYb 136

352 vvomfFminingFandFmappingFsequenceFvariantsFinFvoltageSgatedFpotassiumFchannelsTF2010RFYWRFdVcSWb 3

351 w íéFgeneFwzVoFdatabaseTF2010RFYWRFpWcVWSWV 22

350 lnFpxaminationFofFvnypWFxutationsFandFnommonFVariantsFinFnhronicFíinnitusTF2010RFWRFXYSYb 17

349 tmpactFofFgeneFpatentsFandFlicensingFpracticesFonFaccessFtoFgeneticFtestingFforFlongF íFsyndromeTF
2010RFWXRFéWWWS][ 13

348 íheFyearFinFarrhythmiasSXVVdFpartFttTFHeartpRhythmRF2010RFbRF]YcS[c 6.7

347 lnFinternationalFcompendiumFofFmutationsFinFtheFény]lSencodedFcardiacFsodiumFchannelFinF
patientsFreferredFforFmrugadaFsyndromeFgeneticFtestingTFHeartpRhythmRF2010RFbRFYYS[a 6.7 515

346 wongF íFsyndromeFwithFcompoundFmutationsFisFassociatedFwithFaFmoreFsevereFphenotypeeFaF
uapaneseFmulticenterFstudyTFHeartpRhythmRF2010RFbRFW[WWSc 6.7 89

345 rainSofSfunctionFmutationFé[XXwFinFtheFvnyucSencodedFcardiacFvNlí–OFchannelFviraTWFasFaF
pathogenicFsubstrateFforFuSwaveFsyndromesTFHeartpRhythmRF2010RFbRFW[aaSbW 6.7 208

344 znlyFnonnectTFMolecularpDiagnosispandpTherapyRF2010RFW[RFabSbX 4.5 1

343 zriginFofFtheFéwedishFlongF íFsyndromeFYWWWnUvny WFfounderFmutationTFHeartpRhythmRF2011RFcRF][WSb6.7 25
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342 RXYWnFmutationFinFvny WFcausesFlongF íFsyndromeFtypeFWFandFfamilialFatrialFfibrillationTFHeartp
RhythmRF2011RFcRF[cS]] 6.7 53

341 écreeningFforFcopyFnumberFvariationFinFgenesFassociatedFwithFtheFlongF íFsyndromeeFclinicalF
relevanceTF2011RF]bRF[VSb 69

340
sRéUpsRlFexpertFconsensusFstatementFonFtheFstateFofFgeneticFtestingFforFtheFchannelopathiesFandF
cardiomyopathiesFthisFdocumentFwasFdevelopedFasFaFpartnershipFbetweenFtheFseartFRhythmF
éocietyFNsRéOFandFtheFpuropeanFseartFRhythmFlssociationFNpsRlOTFHeartpRhythmRF2011RFcRFWYVcSYd

6.7 737

339 oevelopmentFofFaFhighFresolutionFmeltingFmethodFforFtheFdetectionFofFgeneticFvariationsFinFwongF
 íFéyndromeTF2011RF[WXRFXVYSb 9

338 pxomeFsequencingFofFionFchannelFgenesFrevealsFcomplexFprofilesFconfoundingFpersonalFriskF
assessmentFinFepilepsyTF2011RFW[]RFWVYaS[c 240

337 ruidelinesFforFgeneticFtestingFofFinheritedFcardiacFdisordersTF2011RFXVRFacWSb 56

336 tnhibitionFofFnonsenseSmediatedFmRylFdecayFbyFantisenseFmorpholinoFoligonucleotidesFrestoresF
functionalFexpressionFofFhpRrFnonsenseFandFframeshiftFmutationsFinFlongS íFsyndromeTF2011RF]VRFXXYSd 22

335
sRéUpsRlFexpertFconsensusFstatementFonFtheFstateFofFgeneticFtestingFforFtheFchannelopathiesFandF
cardiomyopathieseFthisFdocumentFwasFdevelopedFasFaFpartnershipFbetweenFtheFseartFRhythmF
éocietyFNsRéOFandFtheFpuropeanFseartFRhythmFlssociationFNpsRlOTF2011RFWYRFWVbbSWVd

557

334 [–rogressFinFcardiacFelectrophysiologyFandFarrhythmias]TF2011RFa[FéupplFWRFcWSdV 6

333 éuddenFinfantFdeathFsyndromeFandFcardiacFchannelopathieseFfromFmechanismsFtoFpreventionFofF
avoidableFtragediesTF2011RFWRF 3

332 tnheritedFseartFoiseasesTF2011RFXd]SYYb

331 RecurrentFandFqounderFxutationsFinFtheFyetherlandseFtheFwongS íFéyndromeTF2011RFWdRFWVSWa 6

330 –revalenceFofFsnxFandFlongF íFsyndromeFmutationsFinFyoungFsuddenFcardiacFdeathSrelatedFcasesTF
2011RFWX]RF]a]SbX 22

329 ratingSrelatedFmolecularFmotionsFinFtheFextracellularFdomainFofFtheFtvsFchanneleFimplicationsFforF
tvsFchannelopathyTF2011RFXYdRFWYbS]a 20

328 –henotypicalFmanifestationsFofFmutationsFinFtheFgenesFencodingFsubunitsFofFtheFcardiacF
voltageSdependentFwStypeFcalciumFchannelTF2011RFWVcRFaVbSWc 60

327 xzrWeFaFnewFsusceptibilityFgeneFforFmrugadaFsyndromeTF2011RF[RFXaWSc 124

326 oefiningFtheFdisconnectFbetweenFinFvitroFmodelsFandFhumanFarrhythmogenicFdiseaseeFcontextF
mattersTF2011RFWX[RFddYS] 4

325 íheFvoltageSgatedFchannelFaccessoryFproteinFvnypXeFmultipleFionFchannelFpartnersRFmultipleFwaysF
toFlongF íFsyndromeTF2011RFWYRFeYc 18

(2011-2011)
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324 reneticFtestingFforFpotentiallyFlethalRFhighlyFtreatableFinheritedFcardiomyopathiesUchannelopathiesF
inFclinicalFpracticeTF2011RFWXYRFWVXWSYb 151

323 íheF íFandFcorrectedF íFintervalFinFrecoveryFafterFexerciseFinFchildrenTF2011RF[RF[[cS]] 16

322 vnypWFenhancesFphosphatidylinositolF[R]SbisphosphateFN–t–XOFsensitivityFofFtvsFtoFmodulateF
channelFactivityTF2011RFWVcRFdVd]SWVV 87

321 xultipleFsplicingFdefectsFcausedFbyFhpRrFspliceFsiteFmutationFX]dXQWrilFassociatedFwithFlongF íF
syndromeTF2011RFYVVRFsYWXSc 8

320 lFpresumablyFbenignFhumanFetherSaSgoSgoSrelatedFgeneFmutationFNRWbaβOFwithFaFmalignantF
primaryFmanifestationFofFlongF íFsyndromeTF2012RFXXRFYaVSY 3

319 –hylogeneticFandFphysicochemicalFanalysesFenhanceFtheFclassificationFofFrareFnonsynonymousF
singleFnucleotideFvariantsFinFtypeFWFandFXFlongS íFsyndromeTF2012RF]RF]WdSXc 48

318 wongS íFsyndromeeFfromFgeneticsFtoFmanagementTF2012RF]RFcacSbb 349

317 lFpublicFresourceFfacilitatingFclinicalFuseFofFgenomesTF2012RFWVdRFWWdXVSb 154

316 nardiacFionFchannelopathiesFandFtheFsuddenFinfantFdeathFsyndromeTF2012RFXVWXRFc[aWbW 33

315 nlinicalFutilityFofFchromosomalFmicroarrayFanalysisTF2012RFWYVRFeWVc]Sd] 39

314 –revalenceRFmutationFspectrumRFandFcardiacFphenotypeFofFtheFuervellFandFwangeSyielsenFsyndromeF
inFéwedenTF2012RFW[RFWbddScVa 23

313 íheFprevalenceFofFmutationsFinFvny WRFvnysXRFandFény]lFinFanFunselectedFnationalFcohortFofF
youngFsuddenFunexplainedFdeathFcasesTFJournalpofpCardiovascularpElectrophysiologyRF2012RFXYRFWVdXSc 2.7 57

312 lrrhythmiaseFppinephrineFtestFforFsuddenFcardiacFdeathSSisFitFtooFearlyjTF2012RFdRFab]Sa

311 tonFchannelFassociatedFdiseaseseFoverviewFofFmolecularFmechanismsTF2012RFWWXRFaYWdSYY 28

310 íheFcompoundFmutationRFaFmodelFforFacquireFlongF íFsyndromeTF2012RFaRFeWcbSeWcc 1

309 parlyFw íXFnonsenseFmutationFgeneratesFySterminallyFtruncatedFhpRrFchannelsFwithFalteredF
gatingFpropertiesFbyFtheFreinitiationFofFtranslationTF2012RF]YRFbX]SYY 16

308 renotypeSphenotypeFanalysisFofFthreeFnhineseFfamiliesFwithFuervellFandFwangeSyielsenFsyndromeTF
2012RFYRFabSb] 5

307 sighSriskFlongF íFsyndromeFmutationsFinFtheFvvbTWFNvny WOFporeFdisruptFtheFmolecularFbasisFforF
rapidFvNQOFpermeationTF2012RF]WRFdVbaSc] 14
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306 hpRrFvNQOFchannelseFstructureRFfunctionRFandFclinicalFsignificanceTF2012RFdXRFWYdYS[bc 426

305 lFvnypWFmissenseFvariantFNV[btOFcausingFexerciseSinducedFlongF íFsyndromeFNRomanoFβardOTF2012
RFW]aRFeYYS] 4

304 pndSrecoveryF íceFaFusefulFmetricFforFassessingFgeneticFvariantsFofFunknownFsignificanceFinFlongS íF
syndromeTFJournalpofpCardiovascularpElectrophysiologyRF2012RFXYRFaYbS[X 2.7 6

303 xultifocalFectopicF–urkinjeSrelatedFprematureFcontractionseFaFnewFény]lSrelatedFcardiacF
channelopathyTF2012RFaVRFW[[S]a 109

302 tmpairedFionFchannelFfunctionFrelatedFtoFaFcommonFvny WFmutationFSFimplicationsFforFriskF
stratificationFinFlongF íFsyndromeFWTF2012RF]WWRFXaSYY 5

301 noncealedFlongF íFsyndromeFandFintractableFpartialFepilepsyeFaFcaseFreportTF2012RFcbRFWWXcSYW 9

300 nomparativeFanalyticalFutilityFofFoylFderivedFfromFalternativeFhumanFspecimensFforFmolecularF
autopsyFandFdiagnosticsTF2012RFW[RF[]WSb 10

299 –revalenceFofFéignificantFreneticFVariantsFinFnongenitalFwongF íFéyndromeFisFwargelyF
ónderestimatedTF2012RFYRFbX 11

298 zppositeFpffectsFofFtheFé[Sé]FwinkerFandF–t–NXOFonFVoltageSratedFnhannelFqunctioneFvny WUvnypWF
andFztherFnhannelsTF2012RFYRFWX] 22

297 nongenitalFlongS íFsyndromeFinFlddisonMsFdiseaseeFaFnovelFassociationTF2012RFYYRFa]XS]

296 wongF íFéyndromeseFreneticFmasisTF2012RF[RFWSWa 5

295 sowFtoFtnterpretFResultsFofFreneticFíestingFandFnounselFqamiliesTF2012RF[RFdbSWVW

294 tmpactFofFgeneticsFonFtheFclinicalFmanagementFofFchannelopathiesTF2013RFaXRFWadSWcV 216

293 VisualFautomatedFfluorescenceFelectrophoresisFprovidesFsimultaneousFqualityRFquantityRFandF
molecularFweightFspectraFforFgenomicFoylFfromFarchivedFneonatalFbloodFspotsTF2013RFW]RFXcYSdV 3

292 weftFcardiacFsympatheticFdenervationFinFlongF íFsyndromeeFanalysisFofFtherapeuticFnonrespondersTF
2013RFaRFbV]SWW 76

291 –rolongationFofFtheF ícFintervalFpredictsFappropriateFimplantableFcardioverterSdefibrillatorF
therapiesFinFhypertrophicFcardiomyopathyTF2013RFWRFW[dS]] 34

290 tnterpretingFsecondaryFcardiacFdiseaseFvariantsFinFanFexomeFcohortTF2013RFaRFYYbS[a 59

289 nonundrumFofFsuddenFcardiacFdeatheFmakingFsenseFofFmissenseTF2013RFaRFe]cSaY 2

(2013-2012)
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288 yovelFdeletionFmutationFinFtheFcardiacFsodiumFchannelFinactivationFgateFcausesFlongF íFsyndromeTF
2013RFWa]RFYaXS] 7

287 w]Yd´ fsU[bRFaFtruncatedFmutationFofFhumanFetherSaSgoSgoSrelatedFgeneFNhpRrORFdecreasesFhpRrFionF
channelFcurrentsFinFspvFXdYFcellsTF2013RF[VRFXcSYa 7

286 lnFadolescentFwithFpossibleFarrhythmogenicFrightFventricularFdysplasiaFandFlongF íFsyndromeeF
evaluationFandFmanagementTF2013RFWcRFb]Sc

285 tronSdeficiencyFanaemiaRFgastricFhyperplasiaRFandFelevatedFgastrinFlevelsFdueFtoFpotassiumFchannelF
dysfunctionFinFtheFuervellFandFwangeSyielsenFéyndromeTF2013RFXYRFYX]SY[ 20

284 nardiacFchannelopathieseFgeneticFandFmolecularFmechanismsTF2013RF]WbRFWSWW 83

283 nlinicalFutilityFgeneFcardFforeFlongS íFsyndromeFNtypesFWSWYOTF2013RFXWRF 7

282 ResultsFofFgeneticFtestingFinFc]]FconsecutiveFunrelatedFpatientsFreferredFforFlongF íFsyndromeFinFaF
clinicalFlaboratoryTF2013RFWbRF]]YSaW 26

281 xechanismsFofFnardiacFlrrhythmiaTF2013RFdYSWXc

280 naseFrecordsFofFtheFxassachusettsFreneralFsospitalTFnaseFWcSXVWYeFaFYXSyearSoldFwomanFwithF
recurrentFepisodesFofFalteredFconsciousnessTF2013RFYacRFXYV[SWX 5

279 wongF íFsyndromeeFbeyondFtheFcausalFmutationTF2013RF]dWRF[WX]SYd 44

278 nharacterizationFofFXFgeneticFvariantsFofFyaNvOFWT]SarginineFacdFfoundFinFpatientsFwithFcardiacF
arrhythmiasTFJournalpofpCardiovascularpElectrophysiologyRF2013RFX[RFWVYbS[a 2.7 8

277  uantitativeF–nRFasFanFalternativeFinFtheFdiagnosisFofFlongS íFsyndromeTF2013RFXVWYRF[WcaV[ 1

276 –harmacologicalFandFnonSpharmacologicalFtherapyFforFarrhythmiasFinFtheFpediatricFpopulationeF
psRlFandFlp–nSlrrhythmiaFβorkingFrroupFjointFconsensusFstatementTF2013RFW]RFWYYbScX 190

275 lrrhythmiaFriskFinFlongF íFsyndromeeFbeyondFtheFdiseaseScausativeFmutationTF2013RFaRFYWYSa 10

274 reneticFtestingFinFcardiovascularFmedicineeFcurrentFlandscapeFandFfutureFhorizonsTF2013RFXcRFYWbSX] 32

273 pxomeFsequencingFandFsystemsFbiologyFconvergeFtoFidentifyFnovelFmutationsFinFtheFwStypeFcalciumF
channelRFnlnylWnRFlinkedFtoFautosomalFdominantFlongF íFsyndromeTF2013RFaRFXbdScd 80

272 reneticsFofFsuddenFcardiacFdeathFinFchildrenFandFyoungFathletesTF2013RFXYRFW]dSbY 17

271 tntracellularFlí–FbindingFisFrequiredFtoFactivateFtheFslowlyFactivatingFvQFchannelFtNvsOTF2013RFWWVRFWcdXXSb 30
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270 xodificationFbyFvnypWFvariantsFofFtheFhpRrFpotassiumFchannelFresponseFtoFprematureFstimulationF
andFtoFpharmacologicalFinhibitionTF2013RFWRFeVVWb] 16

269 xolecularFandFgeneticFbasisFofFsuddenFcardiacFdeathTF2013RFWXYRFb]ScY 54

268 íheFdiseaseSspecificFphenotypeFinFcardiomyocytesFderivedFfromFinducedFpluripotentFstemFcellsFofF
twoFlongF íFsyndromeFtypeFYFpatientsTF2013RFcRFecYVV] 60

267 wongF íFsyndromeRFcardiovascularFanomalyFandFfindingsFinFpnrSguidedFgeneticFtestingTF2014RF[RFWXXSWXc 4

266 –aralogueFannotationFidentifiesFnovelFpathogenicFvariantsFinFpatientsFwithFmrugadaFsyndromeFandF
catecholaminergicFpolymorphicFventricularFtachycardiaTF2014RF]WRFY]S[[ 31

265 íranslationalFtoxicologyFandFrescueFstrategiesFofFtheFhpRrFchannelFdysfunctioneFbiochemicalFandF
molecularFmechanisticFaspectsTF2014RFY]RFW[bYSc[ 18

264 reneticFcharacteristicsFofFchildrenFandFadolescentsFwithFlongS íFsyndromeFdiagnosedFbyF
schoolSbasedFelectrocardiographicFscreeningFprogramsTF2014RFbRFWVbSWX 19

263 –ositionFofFprematureFterminationFcodonsFdeterminesFsusceptibilityFofFhpRrFmutationsFtoF
nonsenseSmediatedFmRylFdecayFinFlongF íFsyndromeTF2014RF]YdRFWdVSb 11

262 wossSofSfunctionFofFtheFvoltageSgatedFsodiumFchannelFyaVWT]FNchannelopathiesOFinFpatientsFwithF
irritableFbowelFsyndromeTF2014RFW[aRFWa]dSWaac 93

261 lFmissenseFmutationFinFtheFsodiumFchannelF˛†WbFsubunitFrevealsFényWmFasFaFsusceptibilityFgeneF
underlyingFlongF íFsyndromeTFHeartpRhythmRF2014RFWWRFWXVXSd 6.7 28

260 reneticsFofFsuddenFcardiacFdeathFcausedFbyFventricularFarrhythmiasTF2014RFWWRFdaSWWW 52

259 éodiumFchannelsRFcardiacFarrhythmiaRFandFtherapeuticFstrategyTF2014RFbVRFYabSdX 8

258 ooubleFtroubleRFstickFtoFtheFbasicsFshouldFbeFtheFruleGTFHeartpRhythmRF2014RFWWRFXWV]Sa 6.7

257 íheFRoleFofFtheFnardiacFéodiumFnhannelFinF–erinatalFparlyFtnfantFxortalityTF2014RFaRFb[dSb]d 5

256 yovelFvvbTWSphosphatidylinositolF[R]SbisphosphateFinteractionFsitesFuncoveredFbyFchargeF
neutralizationFscanningTF2014RFXcdRFXXb[dSXXb]c 25

255 –henotypeRForiginFandFestimatedFprevalenceFofFaFcommonFlongF íFsyndromeFmutationeFaFclinicalRF
genealogicalFandFmolecularFgeneticsFstudyFincludingFéwedishFR]WcXUvny WFfamiliesTF2014RFW[RFXX 18

254 xutationsFinFoanishFpatientsFwithFlongF íFsyndromeFandFtheFidentificationFofFaFlargeFfounderF
familyFwithFpTqXdwFinFvnysXTF2014RFW]RFYW 11

253 yextFgenerationFsequencingFchallengesFinFtheFanalysisFofFcardiacFsuddenFdeathFdueFtoF
arrhythmogenicFdisordersTF2014RFY]RFYWWWSa 17

(2014-2013)
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252 reneticFvariantsFforFlongF íFsyndromeFamongFinfantsFandFchildrenFfromFaFstatewideFnewbornF
hearingFscreeningFprogramFcohortTF2014RFWa[RF]dVS]TeWSY 8

251 nomputerSmasedFparlyFβarningFéystemFforF–otentiallyFwifeSíhreateningF íF–rolongationTF2014RFYRFeXY]SeX[[ 1

250 íheFvariantFhpRrURW[cβFassociatedFwithFw íéFisFaFmutationFthatFreducesFcurrentFdensityFonF
coSexpressionFwithFtheFβíTF2014RF]YaRFY[cS]a 4

249 pxomeFanalysisSbasedFmolecularFautopsyFinFcasesFofFsuddenFunexplainedFdeathFinFtheFyoungTFHeartp
RhythmRF2014RFWWRFa]]SaX 6.7 101

248 sighFprevalenceFofFtheFény]lFpWbc[vFmutationFinFschoolFchildrenFwithFlongF íFsyndromeFlivingFonF
theFzkinawaFislandsTF2014RFbcRFWdb[Sd 16

247 íheFsafetyFofFmodernFanesthesiaFforFchildrenFwithFlongF íFsyndromeTF2014RFWWdRFdYXSdYc 16

246 ény]lFmutationsFandFpolymorphismsFinFpatientsFwithFventricularFfibrillationFduringFacuteF
myocardialFinfarctionTF2014RFWVRFXVYdS[[ 11

245 nontributionFofFnardiacFéodiumFnhannelF˛†SéubunitFVariantsFtoFmrugadaFéyndromeTF2015RFbdRFXWWcSXd 7

244 lFnommonFxutationFofFwongF íFéyndromeFíypeFWFinFuapanTF2015RFbdRFXVXaSYV 13

243 xutationFlnalysisFofFvny WRFvnysXFandFény]lFrenesFinFíaiwaneseFwongF íFéyndromeF–atientsTF
2015RF]aRF[]VSY 10

242 nomprehensiveFreneticFnharacterizationFofFaFépanishFmrugadaFéyndromeFnohortTF2015RFWVRFeVWYXccc 19

241 yextSgenerationFsequencingFforFtheFdiagnosisFofFcardiacFarrhythmiaFsyndromesTFHeartpRhythmRF
2015RFWXRFWVaXSbV 6.7 23

240 nlwxYFmutationFassociatedFwithFlongF íFsyndromeTFHeartpRhythmRF2015RFWXRF[WdSXX 6.7 79

239 mayesianFmodelsFforFsyndromeSFandFgeneSspecificFprobabilitiesFofFnovelFvariantFpathogenicityTF2015
RFbRF] 19

238 oistinctiveFmalfunctionsFofFcalmodulinFmutationsFassociatedFwithFheartFRyRXSmediatedFarrhythmicF
diseaseTF2015RFWc]VRFXWacSba 22

237 íargetedFnextFgenerationFsequencingFapplicationFinFcardiacFchannelopathieseFlnalysisFofFaFcohortF
ofFautopsySnegativeFsuddenFunexplainedFdeathsTF2015RFX][RF]SWW 25

236 reneticFpurgatoryFandFtheFcardiacFchannelopathieseFpxposingFtheFvariantsFofFuncertainUunknownF
significanceFissueTFHeartpRhythmRF2015RFWXRFXYX]SYW 6.7 112

235 pnhancedFnlassificationFofFmrugadaFéyndromeSlssociatedFandFwongS íFéyndromeSlssociatedF
reneticFVariantsFinFtheFény]lSpncodedFyaNvOWT]FnardiacFéodiumFnhannelTF2015RFcRF]cXSd] 65

Citation Report

8



234 pnhancingFtheF–redictiveF–owerFofFxutationsFinFtheFnSíerminusFofFtheFvny WSpncodedFvvbTWF
VoltageSratedF–otassiumFnhannelTF2015RFcRFWcbSdb 14

233 qactorsFinfluencingFsuccessFofFclinicalFgenomeFsequencingFacrossFaFbroadFspectrumFofFdisordersTF
2015RF[bRFbWbSbXa 244

232 tvsFrainSFandFwossSofSqunctionFinFparlySznsetFwoneFltrialFqibrillationTFJournalpofpCardiovascularp
ElectrophysiologyRF2015RFXaRFbW]SXY 2.7 22

231 seterogeneousF–henotypeFofFwongF íFéyndromeFnausedFbyFtheFvnysXSs]aXRFxutationeF
tmportanceFofFqamilialFreneticFíestingTF2015RFacRFcaWSc 2

230 lssessmentFofFtheFpredictiveFaccuracyFofFfiveFinFsilicoFpredictionFtoolsRFaloneForFinFcombinationRFandF
twoFmetaserversFtoFclassifyFlongF íFsyndromeFgeneFmutationsTF2015RFWaRFY[ 52

229 qenotipoFheterogˆ'neoFdelFsˆ›ndromeFdeF íFlargoFcausadoFporFlaFmutaciˆ‡nFvnysXSs]aXReF
importanciaFdelFestudioFgenˆ'ticoFfamiliarTF2015RFacRFcaWScac 5

228 lFéystematicFReviewFonFtheFnostSpffectivenessFofFreneticFandFplectrocardiogramFíestingFforFwongF
 íFéyndromeFinFtnfantsFandFYoungFldultsTF2015RFWcRFbVVSc 8

227 écreenSbasedFidentificationFandFvalidationFofFfourFnewFionFchannelsFasFregulatorsFofFrenalF
ciliogenesisTF2015RFWXcRF[]]VSd 12

226 reneticFanalysisRFinFsilicoFpredictionRFandFfamilyFsegregationFinFlongF íFsyndromeTF2015RFXYRFbdSc] 12

225 lFcomparisonFofFgeneticFfindingsFinFsuddenFcardiacFdeathFvictimsFandFcardiacFpatientseFtheF
importanceFofFphenotypicFclassificationTF2015RFWbRFY]VSb 16

224 ReducedFóptakeFofFqamilyFécreeningFinFrenotypeSyegativeFVersusFrenotypeS–ositiveFwongF íF
éyndromeTF2015RFX[RF]]cSa[ 8

223 –hysiologicalFandF–athophysiologicalFtnsightsFofFyavWT[FandFyavWT]FnomparisonTF2015RFaRFYW[ 27

222 uFβaveFéyndromeSéusceptibilityFxutationsFVersusFmenignFRareFVariantseFsowFooFβeFoecidejTF2016RFdWSWXV

221 pxomeSbasedFanalysisFofFcardiacFarrhythmiaRFrespiratoryFcontrolRFandFepilepsyFgenesFinFsuddenF
unexpectedFdeathFinFepilepsyTF2016RFbdRF]XXSY[ 162

220 reneticFíestingFforFnardiovascularFnonditionsF–redisposingFtoFéuddenFoeathTF2016RFWb]SWca 1

219 nardiacFsodiumFchannelFpalmitoylationFregulatesFchannelFavailabilityFandFmyocyteFexcitabilityFwithF
implicationsFforFarrhythmiaFgenerationTF2016RFbRFWXVY] 31

218 íheFvnypFqamilyFofFtonFnhannelFRegulatoryFéubunitsTF2016RFWSX[ 1

217 RoleFofFreneticFíestingFinF–atientsFwithFVentricularFlrrhythmiasFinFlpparentlyFyormalFseartsTF2016
RFcRF]W]SXY 0

(2016-2015)
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216 –oreFsizeFmattersFforFpotassiumFchannelFconductanceTF2016RFW[cRFXbbSdW 20

215 reneticFbasisFofFdilatedFcardiomyopathyTF2016RFXX[RF[aWS[bX 50

214 reneticFinvestigationFofFWVVFheartFgenesFinFsuddenFunexplainedFdeathFvictimsFinFaFforensicFsettingTF
2016RFX[RFWbdbSWcVX 41

213 lggregateFpenetranceFofFgenomicFvariantsFforFactionableFdisordersFinFpuropeanFandFlfricanF
lmericansTF2016RFcRFYa[raW]W 41

212 vny WFmutationsFassociatedFwithFuervellFandFwangeSyielsenFsyndromeFandFautosomalFrecessiveF
RomanoSβardFsyndromeFinFtndiaSexpandingFtheFspectrumFofFlongF íFsyndromeFtypeFWTF2016RFWbVRFW]WVSd 7

211 renotypeSbasedFclinicalFmanifestationFandFtreatmentFofFnhineseFlongF íFsyndromeFpatientsFwithF
vny WFmutationsFSFRYcVéFandFβYV]wTF2016RFXaRFb][SaY 4

210 nlinicalFandFgeneticFfeaturesFofFlustralianFfamiliesFwithFlongF íFsyndromeeFlFregistrySbasedFstudyTF
2016RFYXRF[]aS[aW 7

209 éemiconductorFβholeFpxomeFéequencingFforFtheFtdentificationFofFreneticFVariantsFinFnolombianF
–atientsFnlinicallyFoiagnosedFwithFwongF íFéyndromeTFMolecularpDiagnosispandpTherapyRF2016RFXVRFY]YSaX4.5 0

208 qounderFxutationFrenotypingFandFéuddenFnardiacFlrresteFíheF–romiseFofF–recisionFxedicineF
qulfilledForFtheFyextFétepFtntoF–reciseFóncertaintyTF2016RFdRFWVbSd 1

207 –henotypeFguidedFcharacterizationFandFmolecularFanalysisFofFtndianFpatientsFwithFlongF íF
syndromesTF2016RFWaRFcSWc 8

206 uFβaveFéyndromesTF2016RF

205 éuddenFunexpectedFdeathFinFepilepsyFgeneticseFxolecularFdiagnosticsFandFpreventionTFEpilepsiaRF
2016RF]bFéupplFWRFWbSX] 6.4 52

204 nommonFrenotypesFofFwongF íFéyndromeFinFnhinaFandFtheFRoleFofFpnrF–redictionTF2016RFWYYRFbYSc 11

203 reneticFnontrolFofF–otassiumFnhannelsTF2016RFcRFXc]SYVa 5

202 pxerciseFrestrictionsFforFpatientsFwithFinheritedFcardiacFconditionseFnurrentFguidelinesRFchallengesF
andFlimitationsTF2016RFXVdRFXY[S[W 16

201 íheFimpactFofFrecentFadvancesFinFgeneticsFinFunderstandingFdiseaseFmechanismsFunderlyingFtheF
longF íFsyndromesTF2016RFYdbRFabdSdY 8

200 íheFroleFofFhereditaryFvny WFmutationsFinFwaterSrelatedFdeathTF2016RFWYVRFYaWSY 2

199 –atientFzutcomesFqromFaFépecializedFtnheritedFlrrhythmiaFnlinicTF2016RFdRFeVVY[[V 14
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198 vnypWFandFvnypYeFíheFyinFandFyangFofFvoltageSgatedFvNQOFchannelFregulationTF2016RF]baRFWSWY 50

197 nalmodulinFandFnaNXQOFcontrolFofFvoltageFgatedFyaNQOFchannelsTF2016RFWVRF[]S][ 25

196 –henotypeSdrivenFmolecularFautopsyFforFsuddenFcardiacFdeathTF2017RFdWRFXXSXd 21

195 ppilepsySrelatedFsuddenFunexpectedFdeatheFtargetedFmolecularFanalysisFofFinheritedFheartFdiseaseF
genesFusingFnextSgenerationFoylFsequencingTF2017RFXbRFXdXSYV[ 29

194 nalmodulinFlimitsFpathogenicFyaQFchannelFpersistentFcurrentTF2017RFW[dRFXbbSXdY 39

193 xutationFwoadFofFxultipleFtonFnhannelFreneFxutationsFinFmrugadaFéyndromeTF2017RFWYbRFX]aSXaV 14

192 lnesthesiaFforFchildrenFwithFlongF íFsyndromeeFnhallengesFandFsolutionsFfromFpediatricFstudiesTF
2017RFW[RFYSc 0

191 RelevanceFofFmolecularFtestingFinFpatientsFwithFaFfamilyFhistoryFofFsuddenFdeathTF2017RFXbaRFWcSXY 6

190 éystematicFajmalineFchallengeFinFpatientsFwithFlongF íFYFsyndromeFcausedFbyFtheFmostFcommonF
mutationeFaFmulticentreFstudyTF2017RFWdRFWbXYSWbXd 6

189 ósingFhighSresolutionFvariantFfrequenciesFtoFempowerFclinicalFgenomeFinterpretationTF2017RFWdRFWW]WSWW]c 208

188 renotypeSphenotypeFdilemmaFinFaFcaseFofFsuddenFcardiacFdeathFwithFtheFpWV]YvFmutationFandFaF
deletionFinFtheFény]lFgeneTF2017RFXb]RFWcbSWd[ 10

187 tssuesFandFnhallengesFinFoiagnosticFéequencingFforFtnheritedFnardiacFnonditionsTF2017RFaYRFWWaSWXc 6

186 nareFinFépecializedFnentersFandFoataFéharingFtncreaseFlgreementFinFsypertrophicFnardiomyopathyF
reneticFíestFtnterpretationTF2017RFWVRF 27

185 RepeatFgeneticFtestingFwithFtargetedFcaptureFsequencingFinFprimaryFarrhythmiaFsyndromeFandF
cardiomyopathyTF2017RFX]RFWYWYSWYXY 9

184 nlinicalFYieldFofFqamilialFécreeningFlfterFéuddenFoeathFinFYoungFéubjectseFíheFqrenchFpxperienceTF
2017RFWVRF 17

183 tnheritedFseartFoiseasesTF2017RFXbYSYWW

182 tdentificationFandFcharacterizationFofFaFnovelFrecessiveFvny WFmutationFassociatedFwithF
RomanoSβardFwongS íFsyndromeFinFtwoFtranianFfamiliesTF2017RF]VRFdWXSdWc 4

181 oX[XyRFaFvbTWFw íéFmutationFuncoversFaFkeyFresidueFforFtFvoltageFdependenceTF2017RFWWVRFaWSad 8

(2017-2016)
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180 wossSofSqunctionFVariantseFírueFxonogenicFnulpritsFofFwongS íFéyndromeForF–roarrhythmicF
VariantsFRequiringFéecondaryF–rovocationjTF2017RFWVRF 21

179 nancerFdrugsFandF íFprolongationeFweighingFriskFagainstFbenefitTF2017RFWaRFWVddSWWVX 9

178 lnFlutopsyFnaseFofFéuddenFónexpectedFoeathFofFaFYoungFldultFinFaFsotFmatheFxolecularFlnalysisF
ósingFyextSrenerationFoylFéequencingTF2017RFWVRFWWbd][baWbbVXcc[ 4

177 nontributionFofFaFvnysXFvariantFinFgenotypedFlongF íFsyndromeeFRomanoSβardFsyndromeFunderF
doubleFmutationsFandFacquiredFlongF íFsyndromeFunderFheterozygoteTF2017RFbVRFb[Sbd 5

176 xolecularF–athophysiologyFofFnongenitalFwongF íFéyndromeTF2017RFdbRFcdSWY[ 92

175 RegulationFofFvny UvvbFfamilyFvoltageSgatedFvFchannelsFbyFlipidsTF2017RFWc]dRF]caS]db 25

174 wongFnoncodingFRylFNlincRylORFaFnewFparadigmFinFgeneFexpressionFcontrolTF2017RFWbRFWY]SW[Y 141

173 nonsiderationsFwhenFusingFnextSgenerationFsequencingFforFgeneticFdiagnosisFofFlongS íFsyndromeF
inFtheFclinicalFtestingFlaboratoryTF2017RF[a[RFWXcSWY] 5

172 íargetedFnancerFíherapiesFandF íFtntervalF–rolongationeFónveilingFtheFxechanismsFónderlyingF
lrrhythmicFnomplicationsFandFtheFyeedFforFRiskFétratificationFétrategiesTF2017RFYbRFWXWSWY[ 7

171 éuddenFdeathFinFaFyoungFpatientFwithFatrialFfibrillationTF2017RFbRF 0

170 nardiacFnhannelopathiesFandFéuddenFoeatheFRecentFnlinicalFandFreneticFldvancesTF2017RFaRF 63

169 lllelicFnomplexityFinFwongF íFéyndromeeFlFqamilySnaseFétudyTFInternationalpJournalpofpMolecularp
SciencesRF2017RFWcRF 6.3 2

168 HsomozygousRFandFcompoundFheterozygousFmutationFinFYFíurkishFfamilyFwithFuervellFandF
wangeSyielsenFsyndromeeFcaseFreportsHTF2017RFWcRFWW[

167 reneSíargetedFlnalysisFofFnlinicallyFoiagnosedFwongF íFRussianFqamiliesTF2017RF]cRFcWScb 13

166 vny WFreneFVariantsFinFwargeFlsymptomaticF–opulationseFnonsiderationsFforFrenomicFécreeningF
ofFxilitaryFnohortsTF2017RFWcXRFeWbd]SeWcVV 2

165 YieldFofFtheFreneticFíestFinFéuspectedFnatecholaminergicF–olymorphicFVentricularFíachycardiaFandF
tmplicationsFforFíestFtnterpretationTF2018RFWWRFeVVW[X[ 20

164 íheFphenotypeFisFequallyFimportantFinFpromotingFvariantsFfromFbenignFtoFpathogenicFasFwellFasFinF
demotingFvariantsFfromFpathogenicFtoFbenignTFHeartpRhythmRF2018RFW]RF]aXS]aY 6.7 1

163 pxploitingFionFchannelFstructureFtoFassessFrareFvariantFpathogenicityTFHeartpRhythmRF2018RFW]RFcdVScd[ 6.7 1
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162 nardionlassifiereFdiseaseSFandFgeneSspecificFcomputationalFdecisionFsupportFforFclinicalFgenomeF
interpretationTF2018RFXVRFWX[aSWX][ 45

161 íargetedFnextFgenerationFsequencingFinFaFyoungFpopulationFwithFsuspectedFinheritedFmalignantF
cardiacFarrhythmiasTF2018RFXaRFYVYSYWY 6

160
ósingFtheFgenomeFaggregationFdatabaseRFcomputationalFpathogenicityFpredictionFtoolsRFandFpatchF
clampFheterologousFexpressionFstudiesFtoFdemoteFpreviouslyFpublishedFlongF íFsyndromeFtypeFWF
mutationsFfromFpathogenicFtoFbenignTFHeartpRhythmRF2018RFW]RF]]]S]aW

6.7 11

159 lFyewFlpproachFtoFRareFoiseasesFofFnhildreneFíheFóndiagnosedFoiseasesFyetworkTF2018RFWdaRFXdWSXdbTeX 12

158 íheFlongS íFsyndromeFandFexerciseFpracticeeFíheFneverSendingFdebateTFJournalpofpCardiovascularp
ElectrophysiologyRF2018RFXdRF[cdS[da 2.7 9

157 íheFgeneticFarchitectureFofFlongF íFsyndromeeFlFcriticalFreappraisalTF2018RFXcRF[]YS[a[ 58

156 íheFvoltageSgatedFsodiumFchannelFpqShandsFformFanFinteractionFwithFtheFtttStVFlinkerFthatFisF
disturbedFbyFdiseaseScausingFmutationsTF2018RFcRF[[cY 19

155 ónexplainedFcardiacFarresteFaFtaleFofFconflictingFinterpretationsFofFvny WFgeneticFtestFresultsTF2018
RFWVbRFabVSabc 5

154 nardiacFreneticF–redispositionFinFéudden´ tnfantFoeathFéyndromeTF2018RFbWRFWXWbSWXXb 43

153 xechanismsFinFseritableFéodiumFnhannelFoiseasesTF2018RF[bYS[cX

152 tnheritableF–otassiumFnhannelFoiseasesTF2018RF[d[S]VY 1

151 sighSíhroughputFqunctionalFpvaluationFofFvny WFoecryptsFVariantsFofFónknownFéignificanceTF2018
RFWWRFeVVXY[] 40

150 xutationalFandFphenotypicFspectraFofFvnypWFdeficiencyFinFuervellFandFwangeSyielsenFéyndromeFandF
RomanoSβardFéyndromeTF2019RF[VRFWaXSWba 18

149 VariantseFlssociationFβithFnardiacFoisordersTF2018RFdRFWYbX 47

148 qromFrenotypeFtoF–henotypeTF2018RFWWRFeVVXYWa 5

147 nardiacFvoltageSsodiumFchannelFmutationsFassociationFwithFprimaryFelectricalFdiseaseseFluthorsMF
replyTF2018RFXVRFWbVbSWbVc 0

146 reneticFandF–henotypicFnharacterizationFofFnommunityFsospitalF–atientsFβithF íF–rolongationTF
2018RFbRFeVVdbVa 5

145 RoleFofFgeneticFheartFdiseaseFinFsentinelFsuddenFcardiacFarrestFsurvivorsFacrossFtheFageFspectrumTF
2018RFXbVRFXW[SXXV 17

(2018-2018)
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144 yewFonsetFseizuresFinFaFpatientFwithFwongF íFéyndromeFNw íéXOFandFaFpathogenicF
carboxylSterminusFframeshiftFvariantFofFtheFvnysXFgeneTF2018RF]YRFX]YSX]] 1

143 renomeFpditingFofFtnducedF–luripotent´ étemFnellsFtoFoecipherFnardiac´ nhannelopathyFVariantTF
2018RFbXRFaXSb] 61

142 ruidelinesFforFseartFoiseaseFécreeningFinFéchoolsFNunéFXVWaUué–nnéFXVWaOFSFoigestFVersionTF2018RF
cXRFXYc]SX[[[ 10

141 RoleFofFtheFvoltageFsensorFmoduleFinFyaFdomainFtVFonFfastFinactivationFinFsodiumFchannelopathieseF
íheFimplicationFofFclosedSstateFinactivationTF2019RFWYRFYYWSY[Y 11

140 lFRareFnaseFofFtheFoigenicFtnheritanceFofFwongF íFéyndromeFíypeFXFandFíypeFaTF2019RFXVWdRFWYc[WYd 2

139 yextSgenerationFsequencingFusingFmicrofluidicF–nRFenrichmentFforFmolecularFautopsyTF2019RFWdRFWb[ 5

138 épecificFíherapyFmasedFonFtheFrenotypeFinFaFxalignantFqormFofFwongF íYRFnarryingFtheFV[WWxF
xutationTF2019RFaVRFdbdSdcX 4

137
qunctionalFnonsequencesFofFtheFSpTYWdbbyFxutationFwithinFtheF–YFóbiquitylationFxotifeF
oiscrepancyFbetweenFspvXdYFnellsFandFíransgenicFxiceTFInternationalpJournalpofpMolecularpSciences
RF2019RFXVRF

6.3 8

136 sarmonizingFnlinicalFéequencingFandFtnterpretationFforFtheFexpRrpFtttFyetworkTF2019RFWV]RF]ccSaV] 63

135 nharacterizationFofFaFnovelFw íYFvariantFwithFaFselectiveFefficacyFofFmexiletineFtreatmentTF2019RFdRFWXddb 3

134 oiseaseFmodelingFofFcardiacFarrhythmiasFusingFhumanFinducedFpluripotentFstemFcellsTF2019RFWdRFYWYSYYY 4

133 pnhancedFclosedSstateFinactivationFofFmutantFcardiacFsodiumFchannelsFNény]lFyW][WoFandF
RWaYXnOFthroughFdifferentFmechanismsTF2019RFWYVRFccSd] 9

132 lssociationFofFreneticFandFnlinicalFlspectsFofFnongenitalFwongF íFéyndromeFβithFwifeSíhreateningF
lrrhythmiasFinFuapaneseF–atientsTF2019RF[RFX[aSX][ 15

131 étructuresFofFhumanFyaWTbFchannelFinFcomplexFwithFauxiliaryFsubunitsFandFanimalFtoxinsTF2019RFYaYRFWYVYSWYVc 193

130 éystematicFreSevaluationFofFény]lFvariantsFassociatedFwithFmrugadaFsyndromeTFJournalpofp
CardiovascularpElectrophysiologyRF2019RFYVRFWWcSWXb 2.7 24

129 íranscriptionFalterationsFofFvny WFassociatedFwithFimprintedFmethylationFdefectsFinFtheF
meckwithSβiedemannFlocusTF2019RFXWRFWcVcSWcXV 28

128 pmergingFtmplicationsFofFreneticFíestingFinFtnheritedF–rimaryFlrrhythmiaFéyndromesTF2019RFXbRFXYSYY 8

127 reneticFarrhythmiasFcomplicatingFpatientsFwithFdilatedFcardiomyopathyTFHeartpRhythmRF2020RFWbRFYV]SYWX6.7 4
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126
ótilizationFofFtheFgenomeFaggregationFdatabaseRFinFsilicoFtoolsRFandFheterologousFexpressionF
patchSclampFstudiesFtoFidentifyFandFdemoteFpreviouslyFpublishedFtypeFXFlongF íFsyndromeeF
nausativeFvariantsFfromFpathogenicFtoFlikelyFbenignTFHeartpRhythmRF2020RFWbRFYW]SYXY

6.7 1

125 tmprovingFlongF íFsyndromeFdiagnosisFbyFaFpolynomialSbasedFíSwaveFmorphologyFcharacterizationTF
HeartpRhythmRF2020RFWbRFb]XSb]c 6.7 10

124 llterationsFofFyedd[SXSbindingFcapacityFinF–YSmotifFofFyaFWT]FchannelFunderlieFlongF íFsyndromeF
andFmrugadaFsyndromeTF2020RFXXdRFeWY[Yc 3

123 qunctionalFphenotypeFvariationsFofFtwoFnovelFvFbTWFmutationsFidentifiedFinFpatientsFwithFwongF íF
syndromeTF2020RF[YRFXWVSXWa 2

122 éuppressionFofFcardiacFmemorySrelatedFsevereFformFofFtorsadesFdeFpointesFbyFlandiololFinFaFpatientF
withFcongenitalFlongF íFsyndromeFtypeFXTFHeartRhythmpCasepReportsRF2020RFaRF[VbS[WV 1 0

121 reneticFtestingFinF–olynesianFlongF íFsyndromeFprobandsFrevealsFaFlowerFdiagnosticFyieldFandFanF
increasedFprevalenceFofFrareFvariantsTFHeartpRhythmRF2020RFWbRFWYV[SWYWW 6.7 1

120 wowFresolutionFproteinFmappingFandFvmSRbd[YFdrugSproteinFmolecularFinteractionFanalysisFofF
longS íFsyndromeFlinkedFvnysXFmutationsTF2020RFWYRFWcYSWdY 3

119 nlinicalFtmplicationsFandFrenderFoifferencesFofFvny WFpTrlyWaclrgF–athogenicFVariantFinFwongF íF
éyndromeTF2020RFdRF 0

118 éystematicFpvaluationFofFVariantFósingFlnxrUlx–FruidelinesFandFRiskFétratificationFinFwongF íF
éyndromeFíypeFWTF2020RF 0

117 andFwongF íFéyndromeFinFWU[]FlmisheFíheFRoadFqromFtdentificationFtoFtmplementationFofF
nulturallyFlppropriateF–recisionFxedicineTF2020RFWYRFeVVYWYY 2

116 íransethnicFrenomeSβideFlssociationFétudyF–rovidesFtnsightsFinFtheFreneticFlrchitectureFandF
seritabilityFofFwongF íFéyndromeTF2020RFW[XRFYX[SYYc 27

115 qrequencyFofFvny WFvariantsFcausingFlossFofFmethylationFofFtmprintingFnentreFXFinF
meckwithSβiedemannFsyndromeTF2020RFWXRFaY 5

114 nhemicalFmodificationFofFproteinsFbyFinsertionFofFsyntheticFpeptidesFusingFtandemFproteinF
transSsplicingTF2020RFWWRFXXc[ 15

113 reneticFhomozygosityFinFaFdiverseFpopulationeFlnFexperienceFofFlongF íFsyndromeTF2020RFYWaRFWWbSWX[ 1

112 sighSíhroughputFReclassificationFofFény]lFVariantsTF2020RFWVbRFWWWSWXY 32

111 RolesFforFnounterchargeFinFtheFVoltageFéensorFoomainFofFtonFnhannelsTF2020RFWWRFWaV 7

110 tnFsilicoFsystemsFforFpredictingFchemicalSinducedFsideFeffectsFusingFknownFandFpotentialFchemicalF
proteinFinteractionsRFenablingFmechanismFestimationTF2020RF[]RFWYbSW[d 3

109 –almitoylationeFlFqattyFRegulatorFofFxyocardialFplectrophysiologyTF2020RFWWRFWVc 10

(2020-2020)
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108 pxplainingFsuddenFinfantFdeathFwithFcardiacFarrhythmiaseFnompleteFexonFsequencingFofFnineF
cardiacFarrhythmiaFgenesFinFoutchFétoéFcasesFhighlightsFnewFandFknownFoylFvariantsTF2020RF[aRFWVXXaa 4

107 lFrareFcoincidenceeFtheFlongF íFsyndromeFandFcardioSfacioScutaneousFsyndromeTF2020RFYVRFWXVdSWXWW

106 sighSthroughputFdiscoveryFofFtraffickingSdeficientFvariantsFinFtheFcardiacFpotassiumFchannelFvWWTWTF
HeartpRhythmRF2020RFWbRFXWcVSXWcd 6.7 12

105 íheFpmergenceFofFsumanFtnducedF–luripotentFétemFnellSoerivedFnardiomyocytesFNhi–énSnxsOFasFaF
–latformFtoFxodelFlrrhythmogenicFoiseasesTFInternationalpJournalpofpMolecularpSciencesRF2020RFXWRF 6.3 10

104 oeepFxutationalFécanFofFanFVoltageFéensorTF2020RFWYRFeVVXbca 10

103
íargetedFnextFgenerationFsequencingFrevealedFaFnovelFdeletionSframeshiftFmutationFofFvnysXF
geneFinFaFnhineseFsanFfamilyFwithFlongF íFsyndromeeFlFcaseFreportFandFreviewFofFnhineseFcasesTF
2020RFddRFeWdb[d

2

102 ónderstandingFtheFpersonalFandFcommunityFimpactFofFlongF íFsyndromeeFlFperspectiveFfromF
ritxsanFwomenTF2020RFXdRF]aXS]bY 1

101 –seudopolymorphicFβideFnomplexFíachycardiaFinFaFnhildFβithFwong´  í´ éyndromeTF2020RFXRF]dWS]d[

100 étructuralFmasisFforFtheFxodulationFofFsumanFvny [FbyFémallSxoleculeForugsTF2021RFcWRFX]SYbTe[ 17

99 zffSlabelFuseFofFchloroquineRFhydroxychloroquineRFazithromycinFandFlopinavirUritonavirFinFnzVtoSWdF
risksFprolongingFtheF íFintervalFbyFtargetingFtheFhpRrFchannelTF2021RFcdYRFWbYcWY 14

98 pnhancingFrareFvariantFinterpretationFinFinheritedFarrhythmiasFthroughFquantitativeFanalysisFofF
consortiumFdiseaseFcohortsFandFpopulationFcontrolsTF2021RFXYRF[bS]c 13

97 naSsaturatedFcalmodulinFbindsFtightlyFtoFtheFySterminalFdomainFofFlStypeFfibroblastFgrowthFfactorF
homologousFfactorsTF2021RFXdaRFWVV[]c 2

96 oiseaseSlinkedFsupertraffickingFofFaFpotassiumFchannelTF2021RFXdaRFWVV[XY 2

95 ónusualFzverlappingFnardiacFéarcoidosisFandFwongS íFíypeFYFtnducedFVentricularFqibrillationTF2021RF
aVRFc]Scd

94 xodulationFofFtheFtvéFchannelFbyF–t–XFrequiresFtwoFbindingFsitesFperFmonomerTF 0

93 nalmodulinopathyFinFinheritedFarrhythmiaFsyndromesTF2021RFYYRFYYdSY[[

92 –roteomicFandFfunctionalFmappingFofFcardiacFyaVWT]FchannelFphosphorylationFsitesTF2021RFW]YRF 3

91 wongS íFfounderFvariantFíYVdtSvvbTWFwithFdominantFnegativeFpatternFmayFpredisposeFdelayedF
afterdepolarizationsFunderF˛†SadrenergicFstimulationTF2021RFWWRFY]bY 0
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90 tdentifyingFtheFcausesFofFrecurrentFpregnancyFlossFinFconsanguineousFcouplesFusingFwholeFexomeF
sequencingFonFtheFproductsFofFmiscarriageFwithFnoFchromosomalFabnormalitiesTF2021RFWWRFad]X 3

89 xultipleFarrhythmicFandFcardiomyopathicFphenotypesFassociatedFwithFanFény]lFlbY]pFmutationTF
2021RFa]RFWXXSWXb 3

88 xolecularFoiagnosisFofFtnheritedFnardiacFoiseasesFinFtheFpraFofFyextSrenerationFéequencingeFlF
éingleFnenterMsFpxperienceFzverF]FYearsTFMolecularpDiagnosispandpTherapyRF2021RFX]RFYbYSYc] 4.5 1

87 tnheritedFarrhythmiaFsyndromeFpredisposingFtoFsuddenFcardiacFdeathTF2021RFYaRF]XbS]Yc 4

86 íyytYFandFvny WFcoSinheritedFvariantsFinFaFfamilyFwithFhypertrophicFcardiomyopathyFandFlongF íF
phenotypeseFlFcaseFreportTF2021RFXbRFWVVb[Y 0

85 wongF íSéyndromeFβithFíorsadesFdeF–ointesFxanagedFnonsideringFqinancialFnonstraintsFqacedFbyF
theF–atientTFCureusRF2021RFWYRFeW]cdX 1.2

84 reneticFvariantsFassociatedFwithFinheritedFcardiovascularFdisordersFamongFWYRWYWFasymptomaticF
olderFadultsFofFpuropeanFdescentTF2021RFaRF]W 3

83 qunctionalFcrossStalkFbetweenFphosphorylationFandFdiseaseScausingFmutationsFinFtheFcardiacF
sodiumFchannelFyaWT]TF2021RFWWcRF 2

82 renomicFlutopsyFofFéuddenFoeathsFinFYoungFtndividualsTF2021RFaRFWX[bSWX]a 2

81 lFmissenseFvny WFxutationFtmpairsFtnsulinFéecretionFinFyeonatalFoiabetesTF 0

80 lrtificialFtntelligenceRFxachineFwearningFandFoeepFwearningFinFtonFnhannelFmioinformaticsTF2021RFWWRF 1

79 wongF íFsyndromeFwithFpotassiumFvoltageSgatedFchannelFsubfamilyFsFmemberFXFgeneFmutationF
mimickingFrefractoryFepilepsyeFcaseFreportTF2021RFXWRFYYc 1

78 xolecularFdeterminantsFofFtheFmodulationFofFtheFVéoS–oFcouplingFmechanismFofFtheFvVbTWF
channelFbyFtheFvnypWFancillaryFsubunitsTF

77 nompendiumFofFcausativeFgenesFandFtheirFencodedFproteinsFforFcommonFmonogenicFdisordersTF
2021RF 2

76 nalmodulinFtnteractionsFwithFVoltageSratedFéodiumFnhannelsTFInternationalpJournalpofpMolecularp
SciencesRF2021RFXXRF 6.3 1

75 wigandFmodulationFofFvny SencodedFNvbOFpotassiumFchannelsFinFtheFheartFandFnervousFsystemTF
2021RFdVaRFWb[Xbc 1

74 reneticsFofFldultFandFqetalFqormsFofFwongF íFéyndromeTFCardiacpandpVascularpBiologyRF2019RFWS[Y 0.2 1

73 étructuralFbasisFofFcytoplasmicFyaVWT]FandFyaVWT[FregulationTF2021RFW]YRF 7

(2021-2021)
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72 lrrhythmiaFxechanismsFinFsumanFtnducedF–luripotentFétemFnellSoerivedFnardiomyocytesTF2020RF
bbRFYVVSYWa 5

71 ósingFhighSresolutionFvariantFfrequenciesFtoFempowerFclinicalFgenomeFinterpretationTF 4

70 qunctionalFcrosstalkFbetweenFphosphorylationFandFdiseaseScausingFmutationsFinFtheFcardiacFsodiumF
channelFyavWT]TF 1

69 sighFíhroughputFqunctionalFpvaluationFofFvny WFoecryptsFVariantsFofFónknownFéignificanceTF 1

68 sighSthroughputFreclassificationFofFény]lFvariantsTF 0

67 natheterFablationFofFventricularFfibrillationFstormFinFaFlongF íFsyndromeFgenotypeFcarrierFwithF
normalF íFintervalTF2013RF][RFeWSe[ 9

66 reneticFtestingFforFlongF íFsyndromeFandFtheFcategoryFofFcardiacFionFchannelopathiesTF2012RFe[fddd]fadeacb 6

65 wongF íFintervalFinFíurnerFsyndromeSSaFhighFprevalenceFofFw íéFgeneFmutationsTF2013RFcRFeadaW[ 23

64 xutationFinFmx–RXF–romotereFlFMéecondFsitMFforFxanifestationFofF–ulmonaryFlrterialF
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