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433 SupervisedKmethodKforKconstructionKofKmicroR—oXmR—oKnetworkshKapplicationKinKcardiacKtissueK
agingKdatasetYK2014WK_[]bWKa]fX_] 3

432 rynamicKtranscriptionKfactorKactivityKandKnetworksKduringKsrbp_KbreastKoncogenesisKandKtargetedK
therapyYK2014WKdWK]]e[Xf_ 10

431 wntegrationKofKpriorKbiologicalKknowledgeKandKepigeneticKinformationKenhancesKtheKpredictionK
accuracyKofKtheKpayesianKWntKpathwayYK2014WKdWK][abXbf 6

430 SparseKodditiveKαrdinaryKrifferentialKsquationsKforKrynamicKueneKRegulatoryK—etworkK–odelingYK
2014WK][gWKe[[Xe]d 53

429 qascadehKaKRKpackageKtoKstudyWKpredictKandKsimulateKtheKdiffusionKofKaKsignalKthroughKaKtemporalK
geneKnetworkYK2014WKa[WKce]Xa 5

428 oKsystemsKapproachKtoKintegrativeKbiologyhKanKoverviewKofKstatisticalKmethodsKtoKelucidateK
associationKandKarchitectureYK2014WKcbWK_gdXa[d 9

427 ueneK—etworksKwnferenceKthroughKαneKueneticKolgorithmKβerKueneYK2014WK 3

426 wntegrativeKbiologicalKanalysisKforKneuropsychopharmacologyYK2014WKagWKcX_a 16
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425 tungalKuenomicsYK2014WK 0

424 ReconstructingKbiologicalKgeneKregulatoryKnetworkshKwhereKoptimizationKmeetsKbigKdataYK2014WKeWK_gXbe 34

423 oKquantitativeKatlasKofKsvenXskippedKandKvunchbackKexpressionKinKqlogmiaKalbipunctataKSripterahK
βsychodidaeTKblastodermKembryosYK2014WKcWK] 30

422 oKfeatureKselectionKtechniqueKforKinferenceKofKgraphsKfromKtheirKknownKtopologicalKpropertieshK
RevealingKscaleXfreeKgeneKregulatoryKnetworksYK2014WK_e_WK]X]c 37

421 ueneKregulatoryKnetworksKinKtheKimmuneKsystemYK2014WKacWK_]]Xf 46

420 TamoxifenKintegromicsKandKpersonalizedKmedicinehKdynamicKmodularKtransformationsKunderpinningK
responseKtoKtamoxifenKinKbreastKcancerKtreatmentYK2014WK]fWK]cXaa 18

419 payesianKnetworkKpriorhKnetworkKanalysisKofKbiologicalKdataKusingKexternalKknowledgeYK2014WKa[WKfd[Xe 29

418 qomputationalKwntelligenceK–ethodsKforKpioinformaticsKandKpiostatisticsYK2014WK

417 —etworkXbasedKapproachKrevealsKYKchromosomeKinfluencesKprostateKcancerKsusceptibilityYK2014WKcbWK_bXa] 17

416 —ovelKapplicationKofKmultiXstimuliKnetworkKinferenceKtoKsynovialKfibroblastsKofKrheumatoidKarthritisK
patientsYK2014WKeWKb[ 6

415 ReverseKsngineeringK–ethodologyKforKpioinformaticsKpasedKonKueneticKβrogrammingWKrifferentialK
sxpressionKonalysisKandKαtherKStatisticalK–ethodsYK2014WK]d]X]ee

414 pioattractorshKdynamicalKsystemsKtheoryKandKtheKevolutionKofKregulatoryKprocessesYK2014WKcg_WK__deXf] 69

413 sntropicKpiologicalKScorehKaKcellKcycleKinvestigationKforKuR—sKinferenceYK2014WKcb]WK]_gXae 13

412 opproachesKtoKinKvitroKtissueKregenerationKwithKapplicationKforKhumanKdiseaseKmodelingKandKdrugK
developmentYK2014WK]gWKecbXd_ 33

411 oKqlusteringKbasedK–ethodKocceleratingKueneKRegulatoryK—etworkKReconstructionYK2014WK_gWK]ggaX_[[_ 10

410 qhapterKchKTheoryKandK–ethodKofKqompletionKforKaKpooleanKRegulatoryK—etworkKUsingKαbservedK
rataYK2014WK]_aX]bc 1

409 zinearKgroupingKofKpredictorKinstancesKtoKinferKgeneKnetworksYK2015WKbWK]

408 –ethodsKforKbiologicalKdataKintegrationhKperspectivesKandKchallengesYK2015WK]_WK 127
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407 βarameterKsstimationKforKueneKRegulatoryK—etworksKfromK–icroarrayKratahKqoldKShockKResponseK
inKSaccharomycesKcerevisiaeYK2015WKeeWK]bceXg_ 4

406 wnferringKgeneticKarchitectureKfromKsystemsKgeneticsKstudiesYK]agX]d[

405 βredictionKofKtissueXspecificKeffectsKofKgeneKknockoutKonKapoptosisKinKdifferentKanatomicalK
structuresKofKhumanKbrainYK2015WK]dKSupplK]aWKSa 6

404 ReconstructingKzargeXscaleKqellularK—etworksKUsingKaKSparseKopproximationKopproachYK2015WKbfWK_c]X_cd

403 pRo—sKquthKbiologicallyXrelatedKaKprioriKnetworkKenhancementKwithKgraphKcutsKforKgeneKregulatoryK
networkKinferenceYK2015WK]dWKadf 8

402 onKsxtendedKqonstrainedKTotalKzeastXSquaresK–ethodKforKtheKwdentificationKofKueneticK—etworksK
fromK—oisyK–easurementsYK2015WKcbWK][cfaX][cg_

401 Sp–zsqueezerK_hKcontextXsensitiveKcreationKofKkineticKequationsKinKbiochemicalKnetworksYK2015WKgWKdf 19

400 qy—etworkp–ohKaKqytoscapeKappKforKinferringKgeneKregulatoryKnetworksYK2015WK][WK]] 3

399 TutX˛†KinducedKepithelialXmesenchymalKtransitionKmodelingYK2015WKdaeWK[]_[ac

398 —ontrivialKqharacteristicsKsmbeddedKinK–icroarrayKqoexpressionKβrofilesYK2015WKd[bWK[]_[__

397 TimeXrelayedK–odelsKofKueneKRegulatoryK—etworksYK2015WK_[]cWKabe_ea 22

396 ReconstructionKofKtheKtemporalKsignalingKnetworkKinKSalmonellaXinfectedKhumanKcellsYK2015WKdWKea[ 14

395 wnferringKregulatoryKnetworksKfromKexperimentalKmorphologicalKphenotypeshKaKcomputationalK
methodKreverseXengineersKplanarianKregenerationYK2015WK]]WKe][[b_gc 56

394 oKSparseKReconstructionKopproachKforKwdentifyingKueneKRegulatoryK—etworksKUsingKSteadyXStateK
sxperimentKrataYK2015WK][WKe[]a[geg 1

393 –ultiXTargetKonalysisKandKresignKofK–itochondrialK–etabolismYK2015WK][WKe[]aaf_c 7

392 —etworkK–odelingKRevealsKqrossKTalkKofK–oβKyinasesKduringKodaptationKtoKqaspofunginKStressKinK
ospergillusKfumigatusYK2015WK][WKe[]adga_ 48

391 SemiXSupervisedK–ultiXViewKzearningKforKueneK—etworkKReconstructionYK2015WK][WKe[]bb[a] 29

390 ReverseKsngineeringKofKuenomeXwideKueneKRegulatoryK—etworksKfromKueneKsxpressionKrataYK2015
WK]dWKaX__ 52
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389 wnferringKproadKRegulatoryKpiologyKfromKTimeKqourseKratahKvaveKWeKReachedKanKUpperKpoundK
underKqonstraintsKTypicalKofKwnKVivoKStudiesmYK2015WK][WKe[]_eadb 3

388 qou—aqhKoKqhasteKβluginKforKtheK–ultiscaleKSimulationKofKueneKRegulatoryK—etworksKrrivingKtheK
SpatialKrynamicsKofKTissuesKandKqancerYK2015WK]bWKcaXdc 8

387 oKnetworkKmodelKforKangiogenesisKinKovarianKcancerYK2015WK]dWK]]c 47

386 oKreviewKonKcomputationalKsystemsKbiologyKofKpathogenXhostKinteractionsYK2015WKdWK_ac 61

385 wmprovementKofKreliabilitiesKofKregulationsKusingKaKhierarchicalKstructureKinKaKgeneticKnetworkYK2015WK

384 wnferenceKofKgeneKregulatoryKnetworksKviaKmultipleKdataKsourcesKandKaKrecommendationKmethodYK
2015WK 2

383 oKdiscretizedKdifferentialKevolutionKalgorithmKforKtheKinferenceKofKueneKRegulatoryK—etworksYK2015
WK

382 oKtreeXlikeKpayesianKstructureKlearningKalgorithmKforKsmallXsampleKdatasetsKfromKcomplexK
biologicalKmodelKsystemsYK2015WKgWKbg 5

381 βhysicalKandK–athematicalK–odelingKinKsxperimentalKβapersYK2015WK]daWK]ceeXfa 19

380 qontrollingKnetworksKofKnonlinearlyXcoupledKnodesKusingKresponseKsurfacesYK2014WKbWKeceb 1

379 VisionKfromKnextKgenerationKsequencinghKmultiXdimensionalKgenomeXwideKanalysisKforKproducingK
geneKregulatoryKnetworksKunderlyingKretinalKdevelopmentWKagingKandKdiseaseYK2015WKbdWK]Xa[ 43

378 αverviewKofKqomputationalKopproachesKforKwnferenceKofK–icroR—oX–ediatedKandKueneKRegulatoryK
—etworksYK2015WKgeWK]]]X]bc 2

377 RobustKreconstructionKofKcomplexKnetworksKfromKsparseKdataYK2015WK]]bWK[_fe[] 102

376 onalysisKofKreterministicKqyclicKueneKRegulatoryK—etworkK–odelsKwithKrelaysYK2015WK 6

375 qomputationalKSystemsKpiologyKâ��KneuesKtachKinKdenKzebenswissenschaftenYK2015WK_]WKbdXbf

374 αneKgeneticKalgorithmKperKgeneKtoKinferKgeneKnetworksKfromKexpressionKdataYK2015WKbWK] 2

373 qomputationalKapproachesKtoKidentifyKregulatorsKofKplantKstressKresponseKusingKhighXthroughputK
geneKexpressionKdataYK2015WKaXbWK_[X_g 13

372 wnferenceKofKquantitativeKmodelsKofKbacterialKpromotersKfromKtimeXseriesKreporterKgeneKdataYK2015WK
]]WKe][[b[_f 16
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371 oKknowledgeKdrivenKsupervisedKlearningKapproachKtoKidentifyKgeneKnetworkKofKdifferentiallyK
upXregulatedKgenesKduringKneuronalKsenescenceKinKRattusKnorvegicusYKBioSystemsWK2015WK]acWKgX]b 1.9 1

370 oR–orohKUsingKmotifKactivityKdynamicsKtoKinferKgeneKregulatoryKnetworksKfromKgeneKexpressionK
dataYK2015WKfcWKd_Xeb 1

369 RegulatoryKnetworkKinferredKusingKexpressionKdataKofKsmallKsampleKsizehKapplicationKandKvalidationK
inKerythroidKsystemYK2015WKa]WK_caeXbb 7

368 qomputationalKpredictionKofKmolecularKpathogenXhostKinteractionsKbasedKonKdualKtranscriptomeK
dataYK2015WKdWKdc 43

367 StructuralKdeterminantsKofKcriticalityKinKbiologicalKnetworksYK2015WKdWK]_e 22

366 pigKrataKonalyticsKandKwtsKβrospectsKinKqomputationalKβroteomicsYK2015WKcg]Xcgf 9

365 ueneKnetworkKcoherenceKbasedKonKpriorKknowledgeKusingKdirectKandKindirectKrelationshipsYK2015WK
cdWK]b_Xc] 11

364 UncoveringKtransportationKnetworksKfromKtrafficKfluxKbyKcompressedKsensingYK2015WKffWK] 3

363 TheKidentificationKofKcisXregulatoryKelementshKoKreviewKfromKaKmachineKlearningKperspectiveYK
BioSystemsWK2015WK]afWKdX]e 1.9 30

362 oKmultiXviewKgenomicKdataKsimulatorYK2015WK]dWK]c] 7

361 wntegratingK–icroarrayKrataKandKuR—sYK2016WK]aecWK]aeXca 4

360 oK—ewKopproachKtoKzinkKβredictionKinKueneKRegulatoryK—etworksYK2015WKb[bXb]c 6

359 βriorKknowledgeKdrivenKurangerKcausalityKanalysisKonKgeneKregulatoryKnetworkKdiscoveryYK2015WK]dWK_ea 7

358 –iningKueneKRegulatoryK—etworksKbyK—euralK–odelingKofKsxpressionKTimeXSeriesYK2015WK]_WK]adcXea 7

357 oK–ultiXuβUKvittingKSetKolgorithmKforKuR—sKwnferenceYK2015WK 3

356 S–oRTShKreconstructingKdiseaseKresponseKnetworksKfromKmultipleKindividualsKusingKtimeKseriesK
geneKexpressionKdataYK2015WKa]WK]_c[Xe 12

355 SingleXcellKtranscriptionalKanalysisKtoKuncoverKregulatoryKcircuitsKdrivingKcellKfateKdecisionsKinKearlyK
mouseKdevelopmentYK2015WKa]WK][d[Xd 35

354 qonstructingKgeneKnetworkKbasedKonKbiclustersKofKexpressionKdataYK2016WK]cWK
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353 vowKtoKβredictK–olecularKwnteractionsKbetweenKSpeciesmYK2016WKeWKbb_ 22

352 rataXbasedKReconstructionKofKueneKRegulatoryK—etworksKofKtungalKβathogensYK2016WKeWKce[ 5

351 rifferentialKpiphasicKTranscriptionalKvostKResponseKossociatedKwithKqoevolutionKofKvemagglutininK
QuasispeciesKofKwnfluenzaKoKVirusYK2016WKeWK]]de 8

350 StableKueneKRegulatoryK—etworkK–odelingKtromKSteadyXStateKrataYK2016WKaWK 8

349 ueneticK—etworkKwnferenceKUsingKvierarchicalKStructureYK2016WKeWKce 3

348 qomputationalKchallengesKinKmodelingKgeneKregulatoryKeventsYK2016WKeWK]ffX]gc 6

347 ReconstructingKgeneKregulatoryKnetworkKbasedKonKcandidateKautoKselectionKmethodYK2016WK

346 odaptiveKinputKdataKtransformationKforKimprovedKnetworkKreconstructionKwithKinformationK
theoreticKalgorithmsYK2016WK]cWKc[eXc_[

345 SimultaneousKexecutionKmethodKofKgeneKclusteringKandKnetworkKinferenceYK2016WK

344 ReconstructionKofKopinionKdynamicsKnetworkKwithKboundedKconfidenceKviaKcompressiveKsensingYK
2016WK 0

343 oKreviewKofKsimulationKandKmodelingKapproachesKinKmicrobiologyYK2016WKdWKfbcXfca 2

342 wnferenceKofKueneKRegulatoryK—etworksKUsingKqoefficientKofKreterminationWKTsallisKsntropyKandK
piologicalKβriorKynowledgeYK2016WK 2

341 wnferringKphageXbacteriaKinfectionKnetworksKfromKtimeXseriesKdataYK2016WKaWK]d[dcb 8

340 –icrobialKphenomicsKinformationKextractorKS–icroβwsThKaKnaturalKlanguageKprocessingKtoolKforKtheK
automatedKacquisitionKofKprokaryoticKphenotypicKcharactersKfromKtextKsourcesYK2016WK]eWKc_f 11

339 ReverseKengineeringKgeneKregulatoryKnetworksKfromKmeasurementKwithKmissingKvaluesYK2016WK
_[]eWK_ 13

338 TheKzocalKsdgeK–achinehKinferenceKofKdynamicKmodelsKofKgeneKregulationYK2016WK]eWK_]b 14

337 –ultipleKyernelKzearningKolgorithmsKandKTheirKUseKinKpiomedicalKwnformaticsYK2016WKccgXcdb

336 TrSr–whKwnferenceKofKtimeXdelayedKgeneKregulatoryKnetworkKusingKSXsystemKmodelKwithKdelayedK
mutualKinformationYK2016WKe_WK_]fX_c 8
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335 tastKintegrationXbasedKpredictionKbandsKforKordinaryKdifferentialKequationKmodelsYK2016WKa_WK]_[bX][ 14

334 UseKofKsystemsKbiologyKtoKdecipherKhostXpathogenKinteractionKnetworksKandKpredictKbiomarkersYK
2016WK__WKd[[Xd 26

333 pooleanKmodelingKtechniquesKforKproteinKcoXexpressionKnetworksKinKsystemsKmedicineYK2016WK]aWKcccXdg 1

332 oKsupervisedKweightedKsimilarityKmeasureKforKgeneKexpressionsKusingKbiologicalKknowledgeYK2016WK
cgcWK]c[X]d[ 5

331 onKintegratedKapproachKtoKinferKdynamicKproteinXgeneKinteractionsKXKoKcaseKstudyKofKtheKhumanKβcaK
proteinYK2016WK]][WKaX]a 7

330 –athematicalK–odelsKandKqomputationalK–ethodsKforKwnferenceKofKueneticK—etworksYK2016WKa[Xbf

329 –odelingKdynamicKgeneKexpressionKinKSTRsβTα–YqsSKqαszwqαzαRhKqomparingKsingleKandK
multiXobjectiveKsetupsYK2016WK]c]X]fb

328 qrosstalkKpathwayKinferenceKusingKtopologicalKinformationKandKbiclusteringKofKgeneKexpressionK
dataYKBioSystemsWK2016WK]c[WK]X]_ 1.9 6

327 rietXinducedKweightKlossKleadsKtoKaKswitchKinKgeneKregulatoryKnetworkKcontrolKinKtheKrectalKmucosaYK
2016WK][fWK]_dX]aa 11

326 qorrelationXbasedKiterativeKclusteringKmethodsKforKtimeKcourseKdatahKTheKidentificationKofKtemporalK
geneKresponseKmodulesKforKinfluenzaKinfectionKinKhumansYK2016WK]WK_fXag 10

325 oK–ethodKtoKwdentifyKandKonalyzeKpiologicalKβrogramsKthroughKoutomatedKReasoningYK2016WK_WK 30

324 piologicalK—etworksKforKqancerKqandidateKpiomarkersKriscoveryYK2016WK]cWK]Xe 6

323 wntegrativeKapproachKforKinferenceKofKgeneKregulatoryKnetworksKusingKlassoXbasedKrandomK
featuringKandKapplicationKtoKpsychiatricKdisordersYK2016WKgKSupplK_WKc[ 4

322 wnferringKsparseKnetworksKforKnoisyKtransientKprocessesYK2016WKdWK_]gda 4

321 rataKbasedKidentificationKandKpredictionKofKnonlinearKandKcomplexKdynamicalKsystemsYK2016WKdbbWK]Xed 177

320 ReconstructionKofKgeneKregulatoryKmodulesKfromKR—oKsilencingKofKwt—X˛–KmodulatorshKexperimentalK
setXupKandKinferenceKmethodYK2016WK]eWK__f 3

319 —extKgenerationKsequencingKtechnologyKandKgenomewideKdataKanalysishKβerspectivesKforKretinalK
researchYK2016WKccWK]Xa] 39

318 SocialKchoiceKinKdistributedKclassificationKtaskshKrealingKwithKverticallyKpartitionedKdataYK2016WKaa_WKcdXe] 8
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317 –icroarrayKrataKonalysisYK2016WK 1

316 wnferringKcausalKmolecularKnetworkshKempiricalKassessmentKthroughKaKcommunityXbasedKeffortYK
2016WK]aWKa][Xf 158

315 wncorporatingKbiologicalKknowledgeKforKconstructionKofKfuzzyKnetworksKofKgeneKassociationsYK2016WK
b_WK]bbX]cc 9

314 RelativeKstabilityKofKnetworkKstatesKinKpooleanKnetworkKmodelsKofKgeneKregulationKinKdevelopmentYK
BioSystemsWK2016WK]b_X]baWK]cX_b 1.9 29

313 –akingKsenseKofKgenomesKofKparasiticKwormshKTacklingKbioinformaticKchallengesYK2016WKabWKddaXdfd 27

312 –oqhahK–olecularKqharacterizationKofKUnknownKβathwaysYK2016WK_aWK_g]Xe 8

311 —ewK–ethodKforKxointK—etworkKonalysisKRevealsKqommonKandKrifferentKqoexpressionKβatternsK
amongKuenesKandKβroteinsKinKpreastKqancerYK2016WK]cWKebaXcb 15

310 resignKofKβrobabilisticKpooleanK—etworksKpasedKonK—etworkKStructureKandKSteadyXStateK
βrobabilitiesYK2017WK_fWK]gddX]ge] 27

309 ueneKcoXexpressionKanalysisKforKfunctionalKclassificationKandKgeneXdiseaseKpredictionsYK2018WK]gWKcecXcg_ 377

308 opplyingKattractorKdynamicsKtoKinferKgeneKregulatoryKinteractionsKinvolvedKinKcellularK
differentiationYKBioSystemsWK2017WK]ccWK_gXb] 1.9 2

307 oKsystemKofKrecurrentKneuralKnetworksKforKmodularisingWKparameterisingKandKdynamicKanalysisKofK
cellKsignallingKnetworksYKBioSystemsWK2017WK]caX]cbWKdX_c 1.9 1

306 pioinformaticsKfromKaKpigKrataKβerspectivehK–eetingKtheKqhallengeYK2017WKabgXacg

305 oKSToTwSTwqozKtRo–sWαRyKtαRKroToKw—TsuRoTwα—KTvRαUuvKuRoβvwqozK–αrszSKWwTvK
oββzwqoTwα—KTαKqo—qsRKus—α–wqSYK2017WK]]WK]d]X]fb 13

304 ueneSβwrsRKXKgeneKregulatoryKnetworkKinferenceKbenchmarkingKwithKcontrolledKnetworkKandKdataK
propertiesYK2017WK]aWK]a[bX]a]_ 9

303 ue—wqshKoK—ovelKtrameworkKforKueneK—etworkKwnferenceKbyKqlusteringWKsxhaustiveKSearchWKandK
–ultivariateKonalysisYK2017WK_bWKf[gXfa[ 1

302 tromKuenesKtoK—etworkshKqharacterizingKueneXRegulatoryKwnteractionsKinKβlantsYK2017WK]d_gWK]X]] 0

301 svaluationKofKartificialKtimeKseriesKmicroarrayKdataKforKdynamicKgeneKregulatoryKnetworkKinferenceYK
2017WKb_dWK]X]d 2

300 oKhybridKframeworkKforKreverseKengineeringKofKrobustKueneKRegulatoryK—etworksYK2017WKegWK]cX_e 4
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299 TheKfeasibilityKofKgenomeXscaleKbiologicalKnetworkKinferenceKusingKuraphicsKβrocessingKUnitsYK2017WK
]_WKf 4

298 packwardXstochasticXdifferentialXequationKapproachKtoKmodelingKofKgeneKexpressionYK2017WKgcWK[a_b]f 3

297 utrX—ethKoKnovelKsemanticKsimilarityKmethodologyKforKtheKanalysisKofKgeneKnetworksYK2017WKdfWKe]Xf_ 6

296
revelopmentalKswitchingKinβhysarumKpolycephalumhKβetriKnetKanalysisKofKsingleKcellKtrajectoriesKofK
geneKexpressionKindicatesKresponsivenessKandKgeneticKplasticityKofKtheKWaddingtonKquasipotentialK
landscapeYK2017WKc[WKbdb[[a

7

295 tastKandKvighlyKScalableKpayesianK–rβKonKaKuβUKβlatformYK2017WK 1

294 ueneKcoXopeningKnetworkKdeciphersKgeneKfunctionalKrelationshipsYK2017WK]aWK_b_fX_bag 11

293 ueneticsKandKsvolutionKofKSocialKpehaviorKinKwnsectsYK2017WKc]WK_]gX_ag 26

292 qhangesKinKueneKsxpressionKinKSpaceKandKTimeKαrchestrateKsnvironmentallyK–ediatedKShapingKofK
RootKorchitectureYK2017WK_gWK_agaX_b]_ 27

291 ReverseKengineeringKhighlightsKpotentialKprinciplesKofKlargeKgeneKregulatoryKnetworkKdesignKandK
learningYK2017WKaWK]e 7

290 oKtimeKseriesKdrivenKdecomposedKevolutionaryKoptimizationKapproachKforKreconstructingK
largeXscaleKgeneKregulatoryKnetworksKbasedKonKfuzzyKcognitiveKmapsYK2017WK]fWK_b] 17

289 sstimatingKgenomeXwideKregulatoryKactivityKfromKmultiXomicsKdataKsetsKusingKmathematicalK
optimizationYK2017WK]]WKb] 8

288 qomputationalKdynamicKapproachesKforKtemporalKomicsKdataKwithKapplicationsKtoKsystemsKmedicineYK
2017WK][WK_[ 18

287 qomputingKaKWormhKReverseXsngineeringKβlanarianKRegenerationYK2017WKdaeXdcb 7

286 –oreKthanKmeetsKtheKeyehKsmergentKpropertiesKofKtranscriptionKfactorsKnetworksKinKorabidopsisYK
2017WK]fd[WKdbXeb 5

285 qomputationalKinferenceKofKgeneKregulatoryKnetworkshKopproachesWKlimitationsKandKopportunitiesYK
2017WK]fd[WKb]Xc_ 48

284 pioinformaticsYK2017WK 0

283 wnferringKtranscriptionalKlogicKfromKmultipleKdynamicKexperimentsYK2017WKaaWKabaeXabbb 1

282 TheKobilityKofKrifferentKwmputationK–ethodsKtoKβreserveKtheKSignificantKuenesKandKβathwaysKinK
qancerYK2017WK]cWKagdXb[b 5
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281 wmprovingKuR—KreXconstructionKbyKminingKhiddenKregulatoryKsignalsYK2017WK]]WK]ebX]f] 2

280 wnferenceKofKgeneticKnetworksKfromKtimeXseriesKofKgeneKexpressionKlevelsKusingKrandomKforestsYK
2017WK 3

279 roubleKimpacthKnaturalKmolluscicideKforKschistosomiasisKvectorKcontrolKalsoKimpedesKdevelopmentK
ofKSchistosomaKmansoniKcercariaeKintoKadultKparasitesYK2017WK]]WKe[[[cefg 14

278 pioinformaticsKToolsKforKrataKonalysisYK2017WKaagXac]

277 Siu—ethKoKsignalingKnetworkKdataKsimulatorKtoKenableKsignalingKnetworkKinferenceYK2017WK]_WKe[]eee[] 5

276 qellKcycleKtimeKseriesKgeneKexpressionKdataKencodedKasKcyclicKattractorsKinKvopfieldKsystemsYK2017WK
]aWKe][[cfbg 8

275 wnferringKgeneKregulatoryKnetworksKfromKsingleXcellKdatahKaKmechanisticKapproachYK2017WK]]WK][c 32

274 onKimprovedKpayesianKnetworkKmethodKforKreconstructingKgeneKregulatoryKnetworkKbasedKonK
candidateKautoKselectionYK2017WK]fWKfbb 17

273 ueneKRegulatoryK—etworkKwnferenceKfromKβerturbedKTimeXSeriesKsxpressionKrataKviaKαrderedK
rynamicalKsxpansionKofK—onXSteadyKStateKoctorsYK2018WK]cWK][gaX]][d 1

272 –achineKlearningKforKbioinformaticsKandKneuroimagingYK2018WKfWKe]_bf 14

271 UsingKevolutionaryKgenomicsWKtranscriptomicsWKandKsystemsKbiologyKtoKrevealKgeneKnetworksK
underlyingKfungalKdevelopmentYK2018WKa_WK_bgX_db 7

270 wndependenceKscreeningKforKhighKdimensionalKnonlinearKadditiveKαrsKmodelsKwithKapplicationsKtoK
dynamicKgeneKregulatoryKnetworksYK2018WKaeWK_da[X_dbb 0

269 —etworkKStructureKwnferenceWKoKSurveyYK2018WKc]WK]Xag 53

268 zargeKscaleKmodelingKofKgeneticKnetworksKusingKgeneKknockoutKdataYK2018WK

267 SparseKdynamicalKpoltzmannKmachineKforKreconstructingKcomplexKnetworksKwithKbinaryKdynamicsYK
2018WKgeWK[a_a]e 12

266 rynamicKmodelingKandKnetworkKapproachesKforKomicsKtimeKcourseKdatahKoverviewKofKcomputationalK
approachesKandKapplicationsYK2018WK]gWK][c]X][df 15

265 wdentifyingKaKβrobabilisticKpooleanKThresholdK—etworkKtromKSamplesYK2018WK_gWKfdgXff] 14

264 ReconstructingKueneticKRegulatoryK—etworksKUsingKTwoXStepKolgorithmsKwithKtheKrifferentialK
squationK–odelsKofK—euralK—etworksYK2018WK][WKf_aXfac 3

(2018-2017)

21



263 zatentKVariableKTimeXvaryingK—etworkKwnferenceYK2018WK 3

262 ueneKnetworksKmodelingKofKmicroarrayKtimeKseriesKusingKtuzzyKurangerKcausalityYK2018WK

261 αnKdynamicKnetworkKmodelingKofKstationaryKmultivariateKprocessesYK2018WKc]WKfc[Xfcc 1
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