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458 qetailedJanalysisJofJaJcontiguousJ]]WzbJregionJofJtheJmaizeJgenomeXJPLoStGeneticsVJ2009VJbVJe[ZZZd]e 6 34

457 popyJnumberJvariationJshapesJgenomeJdiversityJinJnrabidopsisJoverJimmediateJfamilyJgenerationalJ
scalesXJ2010VJ]VJaa[Wb_ 117

456 qivergenceJofJgeneJregulationJthroughJchromosomalJrearrangementsXJBMCtGenomicsVJ2010VJ[[VJcde 4.5 15

455  tructureJandJexpressionJofJtheJmaizeJRZeaJmaysJyXSJ ×NWdomainJproteinJgeneJfamilygJevidenceJforJ
theJexistenceJofJtwoJdivergentJclassesJofJ ×NJproteinsJinJplantsXJ2010VJ[ZVJ]cf 66

454 teneticallyJmodifiedJmythsJandJrealitiesXJ2010VJ]dVJbabWb[ 22

453 —epeatJsubtractionWmediatedJsequenceJcaptureJfromJaJcomplexJgenomeXJPlanttJournalVJ2010VJc]VJefeWfZf6.9 73

452 sromJgenomicsJtoJcropJbreedingXJ2010VJ]eVJ[aaWb 14

451 —iceJstructuralJvariationgJaJcomparativeJanalysisJofJstructuralJvariationJbetweenJriceJandJthreeJofJitsJ
closestJrelativesJinJtheJgenusJOryzaXJPlanttJournalVJ2010VJc_VJffZW[ZZ_ 6.9 38

450 tenomeWwideJpatternsJofJgeneticJvariationJamongJeliteJmaizeJinbredJlinesXJ2010VJa]VJ[Z]dW_Z 365

449 teneJcopyWnumberJpolymorphismJinJnatureXJ2010VJ]ddVJ_][_W][ 106

448 uighWthroughputJgeneticJmappingJofJmutantsJviaJquantitativeJsingleJnucleotideJpolymorphismJ
typingXJGeneticsVJ2010VJ[eaVJ[fW]c 4 56

447 ®heJpsychedelicJgenesJofJmaizeJredundantlyJpromoteJcarbohydrateJexportJfromJleavesXJGeneticsVJ
2010VJ[ebVJ]][W_] 4 28

446 “ervasiveJgeneJcontentJvariationJandJcopyJnumberJvariationJinJmaizeJandJitsJundomesticatedJ
progenitorXJ2010VJ]ZVJ[cefWff 236

445 NonadditiveJproteinJaccumulationJpatternsJinJzaizeJRZeaJmaysJyXSJhybridsJduringJembryoJ
developmentXJ2010VJfVJcb[[W]] 39

444 uighJthroughputJqNnJsequencinggJ®heJnewJsequencingJrevolutionXJ2010VJ[dfVJaZdW]] 60

443 nJruropeanJperspectiveJonJmaizeJhistoryXJ2011VJ__aVJ]][We 62

442 vdentificationJandJcharacterizationJofJputativeJpv“xJgenesJinJmaizeXJ2011VJ_eVJddWed 73
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441 vnsideJtheJposJlocusJinJ“oaceaeXJ2011VJ[eZVJ_fWab 44

440 propJgenomeJsequencinggJlessonsJandJrationalesXJ2011VJ[cVJddWee 194

439 sastWforwardJgeneticsJenabledJbyJnewJsequencingJtechnologiesXJ2011VJ[cVJ]e]We 169

438 ®argetedJanalysisJofJnucleotideJandJcopyJnumberJvariationJbyJexonJcaptureJinJallotetraploidJwheatJ
genomeXJ2011VJ[]VJ—ee 113

437 tenomeJqiversityJinJzaizeXJ2011VJ]Z[[VJ[W[Z 6

436 tenomeJsizeJandJtransposableJelementJcontentJasJdeterminedJbyJhighWthroughputJsequencingJinJ
maizeJandJZeaJluxuriansXJ2011VJ_VJ][fW]f 136

435
nnJintegratedJgenomicVJproteomicJandJbiochemicalJanalysisJofJRUSW_WcareneJbiosynthesisJinJ itkaJ
spruceJR“iceaJsitchensisSJgenotypesJthatJareJresistantJorJsusceptibleJtoJwhiteJpineJweevilXJPlantt
JournalVJ2011VJcbVJf_cWae

6.9 79

434 ndditiveJinheritanceJofJhistoneJmodificationsJinJnrabidopsisJthalianaJintraWspecificJhybridsXJPlantt
JournalVJ2011VJcdVJcf[WdZZ 6.9 41

433 ueterosisgJoneJboatJatJaJtimeVJorJaJrisingJtidelXJ2011VJ[efVJfZZWfZ] 11

432 qeJnovoJgenomeJsequencingJandJcomparativeJgenomicsJofJdateJpalmJR“hoenixJdactyliferaSXJ2011VJ
]fVJb][Wd 300

431 NuclearJqNnJcontentJinJtheJpolyploidJcomplexJ®urneraJulmifoliaJR®urneraJyXVJ“assifloraceaeSXJ2011VJ
]fcVJ]]bW]_Z 5

430 tlobalJtranscriptomeJanalysisJofJtwoJameiotic[JallelesJinJmaizeJanthersgJdefiningJstepsJinJmeioticJ
entryJandJprogressionJthroughJprophaseJvXJ2011VJ[[VJ[]Z 24

429 tenomeWwideJpatternsJofJgeneticJvariationJinJsweetJandJgrainJsorghumJR orghumJbicolorSXJ2011VJ
[]VJ—[[a 194

428 tenomeWwideJexpressionJquantitativeJtraitJlociJRe”®ySJanalysisJinJmaizeXJBMCtGenomicsVJ2011VJ[]VJ__c 4.5 54

427 qetectionJofJcopyJnumberJvariationsJinJriceJusingJarrayWbasedJcomparativeJgenomicJhybridizationXJ
BMCtGenomicsVJ2011VJ[]VJ_d] 4.5 56

426 aptuX plineWWanJ—JpackageJforJaptuJdyeJbiasJnormalizationXJ2011VJ]dVJ[[fbW]ZZ 4

425 teneJexpressionJbiomarkersJprovideJsensitiveJindicatorsJofJinJplantaJnitrogenJstatusJinJmaizeXJPlantt
PhysiologyVJ2011VJ[bdVJ[ea[Wb] 6.6 70

424 —eferenceWguidedJassemblyJofJfourJdiverseJnrabidopsisJthalianaJgenomesXJ2011VJ[ZeVJ[Z]afWba 190
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423 nJrobustVJsimpleJgenotypingWbyWsequencingJRto SJapproachJforJhighJdiversityJspeciesXJPLoStONEVJ
2011VJcVJe[f_df 3.7 3791

422 od_Wzo[dJnearWisogenicJlinesJdemonstrateJdispersedJstructuralJvariationJinJmaizeXJPlanttPhysiologyVJ
2011VJ[bcVJ[cdfWfZ 6.6 57

421 qiversityJinJcopyJnumberJandJstructureJofJaJsilkwormJmorphogeneticJgeneJasJaJresultJofJ
domesticationXJGeneticsVJ2011VJ[edVJfcbWdc 4 18

420 tenomicJtoolsJforJtheJanalysisJofJgeneticJdiversityXJ2011VJfVJ[bfW[c] 8

419 ®heJcompositionJandJoriginsJofJgenomicJvariationJamongJindividualsJofJtheJsoybeanJreferenceJ
cultivarJWilliamsJe]XJPlanttPhysiologyVJ2011VJ[bbVJcabWbb 6.6 111

418 zolecularJpharacterizationJofJaJqiverseJzaizeJvnbredJyineJpollectionJandJitsJ“otentialJ×tilizationJ
forJ tressJ®oleranceJvmprovementXJ2011VJb[VJ]bcfW]be[ 43

417 ueritableJepigeneticJvariationJamongJmaizeJinbredsXJPLoStGeneticsVJ2011VJdVJe[ZZ]_d] 6 118

416 qifferentialJgeneJexpressionJandJepiregulationJofJalphaJzeinJgeneJcopiesJinJmaizeJhaplotypesXJPLoSt
GeneticsVJ2011VJdVJe[ZZ][_[ 6 30

415 ndvancesJinJonpWbasedJphysicalJmappingJandJmapJintegrationJstrategiesJinJplantsXJ2012VJ]Z[]VJ[eaeba 28

414  N“JmarkersJandJtheirJimpactJonJplantJbreedingXJ2012VJ]Z[]VJd]e_fe 236

413 pomplementationJcontributesJtoJtranscriptomeJcomplexityJinJmaizeJRZeaJmaysJyXSJhybridsJrelativeJ
toJtheirJinbredJparentsXJ2012VJ]]VJ]aabWba 97

412 —epeatJassociatedJsmallJ—NnsJvaryJamongJparentsJandJfollowingJhybridizationJinJmaizeXJ2012VJ[ZfVJ[ZaaaWf 104

411 tenomeWwideJanalysisJofJsyntenicJgeneJdeletionJinJtheJgrassesXJ2012VJaVJ]cbWdd 111

410 vnJwithJtheJoldVJinJwithJtheJnewgJtheJpromiscuityJofJtheJduplicationJprocessJengendersJdiverseJ
pathwaysJforJnovelJgeneJcreationXJ2012VJ]Z[]VJ_a[f_] 30

409 rvolutionaryJvmplicationsJofJzechanisticJzodelsJofJ®rWzediatedJuybridJvncompatibilityXJ2012VJ
]Z[]VJcfe[fe 14

408  tructuralJvariantsJinJtheJsoybeanJgenomeJlocalizeJtoJclustersJofJbioticJstressWresponseJgenesXJPlantt
PhysiologyVJ2012VJ[bfVJ[]fbW_Ze 6.6 140

407 ““—eb]]JencodesJaJchloroplastWtargetedJpentatricopeptideJrepeatJproteinJnecessaryJforJmaizeJ
embryogenesisJandJvegetativeJdevelopmentXJ2012VJc_VJbea_Wbd 42

406 —eliableJtransientJtransformationJofJintactJmaizeJleafJcellsJforJfunctionalJgenomicsJandJ
experimentalJstudyXJPlanttPhysiologyVJ2012VJ[bfVJ[_ZfW[e 6.6 19
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405 ®eosinteJasJaJmodelJsystemJforJpopulationJandJecologicalJgenomicsXJ2012VJ]eVJcZcW[b 50

404 phangesJinJgenomeJcontentJgeneratedJviaJsegregationJofJnonWallelicJhomologsXJPlanttJournalVJ2012
VJd]VJ_fZWf 6.9 21

403  equenceWbasedJmarkerJdevelopmentJinJwheatgJadvancesJandJapplicationsJtoJbreedingXJ2012VJ_ZVJ[Zd[Wee 98

402 nrrayWcomparativeJgenomeJhybridizationJrevealsJgenomeJvariationsJbetweenJaJcitrusJbudJmutantJ
andJitsJparentalJcultivarXJ2012VJeVJ[_dfW[_ed 6

401 ncceleratingJtheJdomesticationJofJforestJtreesJinJaJchangingJworldXJ2012VJ[dVJcaWd] 85

400 popyJnumberJvariationJofJmultipleJgenesJatJ—hg[JmediatesJnematodeJresistanceJinJsoybeanXJ2012VJ
__eVJ[]ZcWf 376

399 WholeWgenomeJsequencingJandJgeneticJvariantJanalysisJofJaJ”uarterJuorseJmareXJBMCtGenomicsVJ
2012VJ[_VJde 4.5 47

398 teneJcopyJnumberJvariationJandJitsJsignificanceJinJcyanobacterialJphylogenyXJ2012VJ[]VJ[dd 25

397 tenomeWwideJassociationJmappingJofJfloweringJtimeJandJnorthernJcornJleafJblightJR etosphaeriaJ
turcicaSJresistanceJinJaJvastJcommercialJmaizeJgermplasmJsetXJ2012VJ[]VJbc 55

396 ndvancesJinJidentifyingJandJexploitingJnaturalJgeneticJvariationXJ2012VJ[fbW]Zb

395 vdentifyingJtheJ“hylogeneticJpontextJofJWholeWtenomeJquplicationsJinJ“lantsXJ2012VJddWf] 1

394 zaizeJRZeaJzaysSJasJaJzodelJforJ tudyingJtheJvmpactJofJteneJandJ—egulatoryJ equenceJyossJ
sollowingJWholeWtenomeJquplicationXJ2012VJ[_dW[ab 4

393 zaizeJRZeaJmaysJyXSJgenomeJdiversityJasJrevealedJbyJ—NnWsequencingXJPLoStONEVJ2012VJdVJe__Zd[ 3.7 123

392 rxploringJtheJgeneticJcharacteristicsJofJtwoJrecombinantJinbredJlineJpopulationsJviaJhighWdensityJ
 N“JmarkersJinJmaizeXJPLoStONEVJ2012VJdVJeb]ddd 3.7 23

391 WhyJassemblingJplantJgenomeJsequencesJisJsoJchallengingXJ2012VJ[VJa_fWbf 84

390 ueterosisgJzanyJtenesVJzanyJzechanismsâ��rndJtheJ earchJforJanJ×ndiscoveredJ×nifyingJ®heoryXJ
2012VJ]Z[]VJ[W[] 44

389 ®heJsirstJ®enJYearsJofJ“lantJtenomeJ equencingJandJ“rospectsJforJtheJNextJqecadeXJ2012VJ[W[b 4

388 pomparativeJpopulationJgenomicsJofJmaizeJdomesticationJandJimprovementXJ2012VJaaVJeZeW[[ 600
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387 zaizeJgeneticJdiversityJandJassociationJmappingJusingJtransposableJelementJinsertionJ
polymorphismsXJ2012VJ[]aVJ[b][W_d 21

386 qevelopmentJofJpachyteneJsv uJmapsJforJsixJmaizeJchromosomesJandJtheirJintegrationJwithJotherJ
maizeJmapsJforJinsightsJintoJgenomeJstructureJvariationXJ2012VJ]ZVJ_c_WeZ 9

385 ®heJpassavaJtenomegJpurrentJ“rogressVJsutureJqirectionsXJ2012VJbVJeeWfa 215

384 sractionationJmutagenesisJandJsimilarJconsequencesJofJmechanismsJremovingJdispensableJorJ
lessWexpressedJqNnJinJplantsXJ2012VJ[bVJ[_[Wf 145

383 NonWrandomJdistributionJofJextensiveJchromosomeJrearrangementsJinJorassicaJnapusJdependsJonJ
genomeJorganizationXJPlanttJournalVJ2012VJdZVJcf[WdZ_ 6.9 33

382
ueterosisJmanifestationJduringJearlyJnrabidopsisJseedlingJdevelopmentJisJcharacterizedJbyJ
intermediateJgeneJexpressionJandJenhancedJmetabolicJactivityJinJtheJhybridsXJPlanttJournalVJ2012VJ
d[VJccfWe_

6.9 95

381  pecificJchangesJinJtotalJandJmitochondrialJproteomesJareJassociatedJwithJhigherJlevelsJofJ
heterosisJinJmaizeJhybridsXJPlanttJournalVJ2012VJd]VJdZWe_ 6.9 33

380 rmergingJknowledgeJfromJgenomeJsequencingJofJcropJspeciesXJ2012VJbZVJ]bZWcc 30

379 pharacterizationJofJheteroticJquantitativeJtraitJlociJinJmaizeJbyJevaluationJofJnearWisogenicJlinesJandJ
theirJcrossesJatJtwoJcompetitionJlevelsXJ2012VJ[]aVJ_bWad 4

378 qistributionVJfunctionalJimpactVJandJoriginJmechanismsJofJcopyJnumberJvariationJinJtheJbarleyJ
genomeXJ2013VJ[aVJ—be 81

377 pomprehensiveJgenotypingJofJtheJ× nJnationalJmaizeJinbredJseedJbankXJ2013VJ[aVJ—bb 337

376 pharacterizationJandJevolutionaryJanalysisJofJorassicaJspeciesWdivergedJsequencesJcontainingJ
simpleJrepeatJunitsXJ2013VJ_bVJ[cdW[db 1

375  tatusJofJmolecularJbreedingJforJimprovingJwatrophaJcurcasJandJbiodieselXJ2013VJ]cVJ__]W_a_ 27

374 ®oJtheJbeatJofJaJdifferentJdrumgJdeterminantsJimplicatedJinJtheJasymmetricJsequenceJdivergenceJ
ofJpaenorhabditisJelegansJparalogsXJ2013VJ[_VJd_ 8

373 rxtensiveJgenomicJcharacterizationJofJaJsetJofJnearWisogenicJlinesJforJheteroticJ”®yJinJmaizeJRZeaJ
maysJyXSXJBMCtGenomicsVJ2013VJ[aVJc[ 4.5 11

372 tenomicJphangesJinJ—esponseJtoJ[[ZJpyclesJofJ electionJforJ eedJ“roteinJandJOilJponcentrationJinJ
zaizeXJ2013VJ][dW]_c 10

371 ®heJhighJpolyphenolJcontentJofJgrapevineJcultivarJtannatJberriesJisJconferredJprimarilyJbyJgenesJ
thatJareJnotJsharedJwithJtheJreferenceJgenomeXJ2013VJ]bVJadddWee 88

370 ueterogeneityJinJtheJentireJgenomeJforJthreeJgenotypesJofJpeachJ[“runusJpersicaJRyXSJoatsch]JasJ
distinguishedJfromJsequenceJanalysisJofJgenomicJvariantsXJBMCtGenomicsVJ2013VJ[aVJdbZ 4.5 15
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369 pombinedJlinkageJandJassociationJmappingJrevealsJcandidatesJforJ cmv[VJaJmajorJlocusJinvolvedJinJ
resistanceJtoJsugarcaneJmosaicJvirusJR pzVSJinJmaizeXJ2013VJ[_VJ[c] 49

368 vntraspecificJvariationJofJrecombinationJrateJinJmaizeXJ2013VJ[aVJ—[Z_ 134

367 tenomeWwideJcopyJnumberJvariationsJinJOryzaJsativaJyXJBMCtGenomicsVJ2013VJ[aVJcaf 4.5 22

366 ×psJandJdownsJofJaJtranscriptionalJlandscapeJshapeJironJdeficiencyJassociatedJchlorosisJofJtheJ
maizeJinbredsJod_JandJzo[dXJ2013VJ[_VJ][_ 9

365 uighJpresenceYabsenceJgeneJvariabilityJinJdefenseWrelatedJgeneJclustersJofJpucumisJmeloXJBMCt
GenomicsVJ2013VJ[aVJde] 4.5 24

364 nJonpJphysicalJmapJofJausJriceJcultivarJQxasalathQVJandJtheJmapWbasedJgenomicJsequenceJofJ
QxasalathQJchromosomeJ[XJPlanttJournalVJ2013VJdcVJcffWdZe 6.9 10

363 popyJnumberJvariationJinJtranscriptionallyJactiveJregionsJofJsexualJandJapomicticJooecheraJ
demonstratesJindependentlyJderivedJapomicticJlineagesXJ2013VJ]bVJ_eZeW]_ 14

362 nccessingJcomplexJcropJgenomesJwithJnextWgenerationJsequencingXJ2013VJ[]cVJ[W[[ 210

361 vnsightsJfromJtheJ oybeanJRtlycineJmaxJandJtlycineJsojaSJtenomeXJ2013VJ[ddW]Za 8

360 ®heJ“lantJNucleusJatJWarJandJ“eacegJtenomeJOrganizationJinJtheJvnterphaseJNucleusXJ2013VJ[_W_[ 2

359 ZeaJmaysJRyXSJ“[JlocusJforJcobJglumeJcolorJidentifiedJasJaJpostWdomesticationJselectionJtargetJwithJ
anJeffectJonJtemperateJmaizeJgenomesXJ2013VJ[VJ[bW]a 9

358 nJbountifulJharvestgJgenomicJinsightsJintoJcropJdomesticationJphenotypesXJ2013VJcaVJadWdZ 244

357 vmprovingJfruitJandJwinegJwhatJdoesJgenomicsJhaveJtoJofferlXJ2013VJ]fVJ[fZWc 50

356 ®heJdynamicsJofJy®—JretrotransposonJaccumulationJacrossJ]bJmillionJyearsJofJpanicoidJgrassJ
evolutionXJ2013VJ[[ZVJ[faW]Za 66

355 “rogressJtowardJunderstandingJheterosisJinJcropJplantsXJ2013VJcaVJd[Wee 267

354 —etrotransposonWrelatedJgeneticJdistanceJandJhybridJperformanceJinJsunflowerJRuelianthusJannuusJ
yXSXJ2013VJ[f]VJ]efW_Z_ 10

353 teneJrxpressionJandJueterosisJinJzaizeJuybridsXJ2013VJbfWea 3

352 vntegratingJâ��Omicsâ��JqataJandJrxpressionJ”®yJtoJ×nderstandJzaizeJueterosisXJ2013VJebW[Z_
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351 ueterosisgJ®heJpaseJforJ ingleWteneJOverdominanceXJ2013VJ[_dW[b] 8

350 WheatJZappergJaJflexibleJonlineJtoolJforJcolinearityJstudiesJinJgrassJgenomesXJ2013VJ[_VJ[[Wd 8

349 nrrayWoasedJuighW®hroughputJqNnJzarkersJandJtenotypingJ“latformsJforJperealJteneticsJandJ
tenomicsXJ2013VJ[[Wbb 13

348 popyJnumberJvariationJinJpotatoJWJanJasexuallyJpropagatedJautotetraploidJspeciesXJPlanttJournalVJ
2013VJdbVJeZWef 6.9 35

347 qissectionJofJngronomicJ®raitsJinJpropsJbyJnssociationJzappingXJ2013VJ[[fW[a] 2

346 ueterosisWassociatedJproteomeJanalysesJofJmaizeJRZeaJmaysJyXSJseminalJrootsJbyJquantitativeJ
labelWfreeJypWz XJ2013VJf_VJ]fbW_Z] 27

345  witchgrassJgenomicJdiversityVJploidyVJandJevolutiongJnovelJinsightsJfromJaJnetworkWbasedJ N“J
discoveryJprotocolXJPLoStGeneticsVJ2013VJfVJe[ZZ_][b 6 481

344 tenerationJofJtandemJdirectJduplicationsJbyJreversedWendsJtranspositionJofJmaizeJacJelementsXJ
PLoStGeneticsVJ2013VJfVJe[ZZ_cf[ 6 31

343 zendelianJandJnonWzendelianJregulationJofJgeneJexpressionJinJmaizeXJPLoStGeneticsVJ2013VJfVJe[ZZ_]Z]6 66

342 phangesJinJnucleosomeJpositionJatJtranscriptionalJstartJsitesJofJspecificJgenesJinJZeaJmaysJ
mediatorJofJparamutation[JmutantsXJ2013VJeVJ_feWaZe 10

341 sreezingJ®oleranceJinJtheJ®riticeaeXJ2013VJffW[]a

340 uighWthroughputJdigitalJ“p—JinJaJlowWcostJandJpracticalJformatJintroductionXJ2013VJ]aVJefWf_ 4

339 rpigeneticJandJgeneticJinfluencesJonJqNnJmethylationJvariationJinJmaizeJpopulationsXJ2013VJ]bVJ]de_Wfd 174

338 ”ualitativeJandJ”uantitativeJ®raitJ“olymorphismsJinJzaizeXJ2013VJaZbWaa] 1

337 tenomicJpredictionJinJmaizeJbreedingJpopulationsJwithJgenotypingWbyWsequencingXJ2013VJ_VJ[fZ_W]c 170

336 rditorQsJchoicegJrvaluatingJtheJpotentialJforJadverseJinteractionsJwithinJgeneticallyJengineeredJ
breedingJstacksXJPlanttPhysiologyVJ2013VJ[c[VJ[bedWfa 6.6 32

335 nJdevelopmentalJtranscriptionalJnetworkJforJmaizeJdefinesJcoexpressionJmodulesXJPlanttPhysiology
VJ2013VJ[c[VJ[e_ZWa_ 6.6 63

334 nluminumJtoleranceJinJmaizeJisJassociatedJwithJhigherJzn®r[JgeneJcopyJnumberXJ2013VJ[[ZVJb]a[Wc 199
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333 vonomicJpharacterizationJofJzaizeJxernelsJinJtheJvntermatedJod_Jˆ�Jzo[dJ“opulationXJ2013VJb_VJ]ZeW]]Z 48

332 ®heJrequirementJofJWuv—yY[JforJembryogenesisJisJdependentJonJgeneticJbackgroundJinJmaizeXJ
PLoStONEVJ2013VJeVJecd_cf 3.7 22

331 qevelopmentJofJvnsertionJandJqeletionJzarkersJbasedJonJoiparentalJ—esequencingJforJsineJ
zappingJ eedJWeightJinJ oybeanXJ2014VJdVJplantgenome]Z[aXZaXZZ[a 10

330  equenceJandJionomicJanalysisJofJdivergentJstrainsJofJmaizeJinbredJlineJod_JwithJanJalteredJgrowthJ
phenotypeXJPLoStONEVJ2014VJfVJefcde] 3.7 8

329 teneticJanchoringJofJwholeWgenomeJshotgunJassembliesXJFrontierstintGeneticsVJ2014VJbVJ]Ze 4.5 40

328  tructuralJvariationsJinJplantJgenomesXJ2014VJ[_VJ]fcW_Zd 128

327 yinkageJdisequilibriumJwithJlinkageJanalysisJofJmultilineJcrossesJrevealsJdifferentJmultiallelicJ”®yJ
forJhybridJperformanceJinJtheJflintJandJdentJheteroticJgroupsJofJmaizeXJGeneticsVJ2014VJ[feVJ[d[dW_a 4 58

326 nJpowerfulJtoolJforJgenomeJanalysisJinJmaizegJdevelopmentJandJevaluationJofJtheJhighJdensityJcZZJ
kJ N“JgenotypingJarrayXJBMCtGenomicsVJ2014VJ[bVJe]_ 4.5 168

325 qiscoveryJofJnovelJtranscriptsJandJgametophyticJfunctionsJviaJ—NnWseqJanalysisJofJmaizeJ
gametophyticJtranscriptomesXJ2014VJ[bVJa[a 58

324 teneticJqeterminantsJforJrnzymaticJqigestionJofJyignocellulosicJoiomassJnreJvndependentJofJ
®hoseJforJyigninJnbundanceJinJaJzaizeJ—ecombinantJvnbredJ“opulationXJPlanttPhysiologyVJ2014VJ[cbVJ[adbW[aed6.6 39

323 vnsightsJintoJtheJmaizeJpanWgenomeJandJpanWtranscriptomeXJ2014VJ]cVJ[][W_b 336

322 NonsyntenicJgenesJdriveJhighlyJdynamicJcomplementationJofJgeneJexpressionJinJmaizeJhybridsXJ
2014VJ]cVJ_f_fWae 43

321 pharacterizationJofJpolyploidJwheatJgenomicJdiversityJusingJaJhighWdensityJfZVZZZJsingleJnucleotideJ
polymorphismJarrayXJ2014VJ[]VJdedWfc 1136

320 NextJtenerationJ equencingJandJtermplasmJ—esourcesXJ2014VJ_cfW_fZ

319 popyJnumberJpolymorphismJinJplantJgenomesXJ2014VJ[]dVJ[W[e 122

318 WholeJgenomeJcomparisonJbetweenJtableJandJwineJgrapesJrevealsJaJcomprehensiveJcatalogJofJ
structuralJvariantsXJ2014VJ[aVJd 79

317 ®heJapplicationJofJgenomeWwideJ N“JgenotypingJmethodsJinJstudiesJonJlivestockJgenomesXJ2014VJ
bbVJ[fdW]Ze 18

316 tenomeWwideJpatternsJofJlargeWsizeJpresenceYabsenceJvariantsJinJsorghumXJ2014VJbcVJ]aW_d 17

(2014-2013)
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315 vnsightsJintoJtheJeffectsJofJlongWtermJartificialJselectionJonJseedJsizeJinJmaizeXJGeneticsVJ2014VJ[feVJaZfW][4 25

314 tenomeWwideJanalysisJofJradiationWinducedJmutationsJinJriceJROryzaJsativaJyXJsspXJindicaSXJ2014VJ[ZVJdfbWeZb 13

313 nnalysisJofJnaturalJandJinducedJvariationJinJtomatoJglandularJtrichomeJflavonoidsJidentifiesJaJgeneJ
notJpresentJinJtheJreferenceJgenomeXJ2014VJ]cVJ_]d]Web 32

312 ×nravelingJgenomicJcomplexityJatJaJquantitativeJdiseaseJresistanceJlocusJinJmaizeXJGeneticsVJ2014VJ
[feVJ___Waa 4 35

311 NucleotideJpolymorphismJandJcopyJnumberJvariantJdetectionJusingJexomeJcaptureJandJ
nextWgenerationJsequencingJinJtheJpolyploidJgrassJ“anicumJvirgatumXJPlanttJournalVJ2014VJdfVJff_W[ZZe 6.9 32

310  tructuralJdynamicsJatJtheJberryJcolourJlocusJinJVitisJviniferaJyXJsomaticJvariantsXJ2014VJ]ZVJaebWafb 26

309 qifferentialJanalysisJofJproteomesJandJmetabolomesJrevealsJadditivelyJbalancedJnetworkingJforJ
metabolismJinJmaizeJheterosisXJ2014VJ[_VJ_fedWaZZ[ 12

308 tlobalJgenomicJdiversityJofJOryzaJsativaJvarietiesJrevealedJbyJcomparativeJphysicalJmappingXJ
GeneticsVJ2014VJ[fcVJf_dWaf 4 9

307 zaizeJearlyJendospermJgrowthJandJdevelopmentgJfromJfertilizationJthroughJcellJtypeJ
differentiationXJ2014VJ[Z[VJ[]bfWda 51

306 “olyploidyJandJnoveltygJtottliebQsJlegacyXJ2014VJ_cfVJ 115

305 popyJnumberJvariationJdetectionJusingJnextJgenerationJsequencingJreadJcountsXJ2014VJ[bVJ[Zf 59

304 nnalyticalJmethodJevaluationJandJdiscoveryJofJvariationJwithinJmaizeJvarietiesJinJtheJcontextJofJ
foodJsafetygJtranscriptJprofilingJandJmetabolomicsXJ2014VJc]VJ]ffdW_ZZf 12

303  tructuralJvariationJandJgenomeJcomplexitygJisJdispensableJreallyJdispensablelXJ2014VJ[eVJ_[Wc 72

302 rxplorationJofJpresenceYabsenceJvariationJandJcorrespondingJpolymorphicJmarkersJinJsoybeanJ
genomeXJ2014VJbcVJ[ZZfW[f 19

301 tenomicJvariantsJofJgenesJassociatedJwithJthreeJhorticulturalJtraitsJinJappleJrevealedJbyJgenomeJ
reWsequencingXJ2014VJ[VJ[aZab 25

300 ®heJdistributionJandJimpactJofJcommonJcopyWnumberJvariationJinJtheJgenomeJofJtheJdomesticatedJ
appleVJzalusJxJdomesticaJoorkhXJBMCtGenomicsVJ2015VJ[cVJeae 4.5 15

299 ®argetedJ equencingJ—evealsJyargeW caleJ equenceJ“olymorphismJinJzaizeJpandidateJtenesJforJ
oiomassJ“roductionJandJpompositionXJPLoStONEVJ2015VJ[ZVJeZ[_][]Z 3.7 22

298 yossJofJfunctionJofJ[WsruJvvbJhasJmoreJimpactJonJpostWharvestJinulinJdegradationJinJpichoriumJ
intybusJthanJcopyJnumberJvariationJofJitsJcloseJparalogJ[WsruJvvaXJ2015VJcVJabb 5

Citation Report

10



297
—epetitiveJqNnJandJ“lantJqomesticationgJVariationJinJpopyJNumberJandJ“roximityJtoJtenesJofJ
y®—W—etrotransposonsJamongJWildJandJpultivatedJ unflowerJRuelianthusJannuusSJtenotypesXJ2015VJ
dVJ__ceWe]

27

296 tenomeJreWsequencingJandJbioinformaticsJanalysisJofJaJnutraceuticalJriceXJ2015VJ]fZVJfbbWcd 6

295 tenomeWwideJpatternsJofJgeneticJvariationJamongJsilkwormsXJ2015VJ]fZVJ[bdbWed 3

294 teneticJmappingJinJgrapevineJusingJ N“JmicroarrayJintensityJvaluesXJ2015VJ_bVJ[ 14

293  ingleWcopyJgeneJbasedJbZJxJ N“JchipJforJgeneticJstudiesJandJmolecularJbreedingJinJriceXJ2015VJbVJ[[cZZ 88

292 ®ransposonJvnsertionsVJ tructuralJVariationsVJandJ N“sJpontributeJtoJtheJrvolutionJofJtheJzelonJ
tenomeXJ2015VJ_]VJ]dcZWda 50

291 teneticJqeterminantsJofJtheJNetworkJofJ“rimaryJzetabolismJandJ®heirJ—elationshipsJtoJ“lantJ
“erformanceJinJaJzaizeJ—ecombinantJvnbredJyineJ“opulationXJ2015VJ]dVJ[e_fWbc 105

290 “lantJzolecularJoiologyJnpplicationsJinJuorticulturegJnnJOverviewXJ2015VJ[[_W[]f 1

289 “nVJmarkersJinJ orghumJbicolourgJgenomeJpatternVJaffectedJgenesJandJpathwaysVJandJgeneticJ
linkageJmapJconstructionXJ2015VJ[]eVJc]_W_d 13

288 WholeJgenomeJsequencesJinJpulseJcropsgJaJglobalJcommunityJresourceJtoJexpediteJtranslationalJ
genomicsJandJknowledgeWbasedJcropJimprovementXJ2015VJ_dVJ[b]fW_f 21

287 vdentificationJandJcharacterizationJofJpresenceYabsenceJvariationJinJmaizeJgenotypeJzo[dXJ2015VJ
_dVJbZ_Wb[b 4

286 uighWresolutionJgeneticJmappingJofJmaizeJpanWgenomeJsequenceJanchorsXJ2015VJcVJcf[a 142

285 ®heJnewJinsightsJintoJtheJoysterJantimicrobialJdefensegJpellularVJmolecularJandJgeneticJviewXJ2015VJ
acVJbZWca 65

284 tenomeJ izeJandJtheJ—oleJofJ®ransposableJrlementsXJ2015VJe[W[Zc 1

283 NaturalJVariationJofJ“lantJzetabolismgJteneticJzechanismsVJvnterpretiveJpaveatsVJandJrvolutionaryJ
andJzechanisticJvnsightsXJPlanttPhysiologyVJ2015VJ[cfVJ[abcWce 6.6 31

282 uomologuesJofJpotatoJchromosomeJbJshowJvariableJcollinearityJinJtheJeuchromatinVJbutJdramaticJ
absenceJofJsequenceJsimilarityJinJtheJpericentromericJheterochromatinXJBMCtGenomicsVJ2015VJ[cVJ_da 4.5 15

281 teneticJpropertiesJofJtheJzntvpJmaizeJpopulationgJaJnewJplatformJforJhighJdefinitionJ”®yJmappingJ
inJZeaJmaysXJ2015VJ[cVJ[cd 144

280 tenomeJwideJpolymorphismsJandJyieldJheterosisJinJriceJROryzaJsativaJsubspXJindicaSXJ2015VJeVJ[[dW[]b 1

(2015-2015)
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279 pNVJandJ tructuralJVariationJinJ“lantsgJ“rospectsJofJNt JnpproachesXJ2015VJ][[W]_] 4

278 tenomeJevolutionJinJmaizegJfromJgenomesJbackJtoJgenesXJ2015VJccVJ_]fWa_ 44

277 nJmaizeJwallWassociatedJkinaseJconfersJquantitativeJresistanceJtoJheadJsmutXJ2015VJadVJ[b[Wd 217

276 uighJpolymorphismJinJbigJdefensinJgeneJexpressionJrevealsJpresenceWabsenceJgeneJvariabilityJ
R“nVSJinJtheJoysterJprassostreaJgigasXJ2015VJafVJ]_[We 26

275 vntegratedJviewsJinJplantJbreedinggJfromJtheJperspectiveJofJbiotechnologyXJ2015VJacdWaec 1

274
nrabidopsisJthalianaJpopulationJanalysisJrevealsJhighJplasticityJofJtheJgenomicJregionJspanningJ
z u]VJn®_t[eb_ZJandJn®_t[eb_bJgenesJandJprovidesJevidenceJforJNnu—WdrivenJrecurrentJpNVJ
eventsJoccurringJinJthisJlocationXJBMCtGenomicsVJ2016VJ[dVJef_

4.5 14

273 zolecularJandJtenomicJ®oolsJ“rovideJvnsightsJonJpropJqomesticationJandJrvolutionXJ2016VJ[_bVJ[e[W]]_ 2

272 NaturalJnllelicJVariationsJinJuighlyJ“olyploidyJ accharumJpomplexXJ2016VJdVJeZa 28

271 vdentificationJofJ esameJtenomicJVariationsJfromJtenomeJpomparisonJofJyandraceJandJVarietyXJ
2016VJdVJ[[cf 32

270 teneJpopyWNumberJphangesJinJrvolutionXJ2016VJ[W[[

269 rxpressionJandJdiversificationJanalysisJrevealsJtransposableJelementsJplayJimportantJrolesJinJtheJ
originJofJyycopersiconWspecificJlnc—NnsJinJtomatoXJ2016VJ]ZfVJ[aa]Wbb 66

268 tenomeWwideJrecombinationJdynamicsJareJassociatedJwithJphenotypicJvariationJinJmaizeXJ2016VJ
][ZVJ[Ze_Wfa 55

267 zaizeJpanWtranscriptomeJprovidesJnovelJinsightsJintoJgenomeJcomplexityJandJquantitativeJtraitJ
variationXJ2016VJcVJ[ef_c 41

266 zaizeJpytolinesJ×nmaskJxeyJNuclearJtenesJ®hatJnreJunderJtheJpontrolJofJ—etrogradeJ ignalingJ
“athwaysJinJ“lantsXJ2016VJeVJ_]bcW_]dZ 6

265 rxploitingJtheJgreatJpotentialJofJ equenceJpaptureJdataJbyJaJnewJtoolVJ ×“r—Wpn“XJ2017VJ]aVJe[Wf[ 6

264 “olyploidygJ“itfallsJandJpathsJtoJaJparadigmXJ2016VJ[Z_VJ[[acWcc 183

263 tenomeWwideJanalysisJofJqongxiangJwildJriceJROryzaJrufipogonJtriffXSJtoJinvestigateJlostYacquiredJ
genesJduringJriceJdomesticationXJ2016VJ[cVJ[Z_ 26

262 zolecularJzarkersJandJ®heirJnpplicationsXJ2016VJ[_dW[bd 1
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261 tenomeJnnalysisJofJ“lantsXJ2016VJ[W]d

260 “arentWofWOriginWrffectJroughJendospermJzutantsJinJzaizeXJGeneticsVJ2016VJ]ZaVJ]][W_[ 4 12

259 ®heJpangenomeJofJanJagronomicallyJimportantJcropJplantJorassicaJoleraceaXJ2016VJdVJ[__fZ 240

258 qraftJnssemblyJofJrliteJvnbredJyineJ“u]ZdJ“rovidesJvnsightsJintoJtenomicJandJ®ranscriptomeJ
qiversityJinJzaizeXJ2016VJ]eVJ]dZZW]d[a 139

257 ®heJimpactJandJoriginJofJcopyJnumberJvariationsJinJtheJOryzaJspeciesXJBMCtGenomicsVJ2016VJ[dVJ]c[ 4.5 23

256 ”uantitativeJ“roteomicsJofJZeaJmaysJuybridsJrxhibitingJqifferentJyevelsJofJueterosisXJ2016VJ[bVJ]aabWba 8

255 tenesJandJ mallJ—NnJ®ranscriptsJrxhibitJqosageWqependentJrxpressionJ“atternJinJzaizeJ
popyWNumberJnlterationsXJGeneticsVJ2016VJ]Z_VJ[[__Wad 4 8

254 tenomeWwideJqNnJpolymorphismJinJtheJindicaJriceJvarietiesJ—tqWd JandJ®aifengJoJasJrevealedJbyJ
wholeJgenomeJreWsequencingXJ2016VJbfVJ[fdW]Zd 12

253 ®owardsJplantJpangenomicsXJ2016VJ[aVJ[ZffW[Zb 130

252 tenomeJ—eductionJ×ncoversJaJyargeJqispensableJtenomeJandJndaptiveJ—oleJforJpopyJNumberJ
VariationJinJnsexuallyJ“ropagatedJ olanumJtuberosumXJ2016VJ]eVJ_eeWaZb 126

251 rxploringJstructuralJvariantsJinJenvironmentallyJsensitiveJgeneJfamiliesXJ2016VJ_ZVJ[fW]a 6

250 ®heJbigJfiveJofJtheJmonocotJgenomesXJ2016VJ_ZVJ__WaZ 8

249 ®echnologicalJndvancesJinJ tudyingJteneJ“oolJqiversityJandJvtsJrxploitationXJ2016VJ[afW[cf

248 ®heJpangenomeJofJhexaploidJbreadJwheatXJPlanttJournalVJ2017VJfZVJ[ZZdW[Z[_ 6.9 206

247  tructureJandJOriginJofJtheJyocusJandJvtsJ—oleJinJrvolutionJofJtrainJpolorJinJzaizeXJGeneticsVJ2017VJ
]ZcVJ[_bW[bZ 4 27

246 “ostWpolyploidisationJmorphotypeJdiversificationJassociatesJwithJgeneJcopyJnumberJvariationXJ2017
VJdVJa[eab 42

245 ×nbiasedJxWmerJnnalysisJ—evealsJphangesJinJpopyJNumberJofJuighlyJ—epetitiveJ equencesJquringJ
zaizeJqomesticationJandJvmprovementXJ2017VJdVJa]aaa 9

244 tenomeWwideJgeneJexpressionJpatternsJinJdikaryonJofJtheJbasidiomyceteJfungusJ“leurotusJ
ostreatusXJ2017VJaeVJ_eZW_fZ 6

(2017-2016)
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243 rnhancingJgeneticJgainJinJtheJeraJofJmolecularJbreedingXJ2017VJceVJ]ca[W]ccc 111

242  patialJzappingJandJ“rofilingJofJzetaboliteJqistributionsJduringJterminationXJPlanttPhysiologyVJ
2017VJ[daVJ]b_]W]bae 6.6 31

241 ®argetedJdeepJsequencingJofJfloweringJregulatorsJinJorassicaJnapusJrevealsJextensiveJcopyJnumberJ
variationXJ2017VJaVJ[dZZ[_ 25

240 tenomeWwideJnssociationJ tudiesJinJzaizegJ“raiseJandJ targazeXJ2017VJ[ZVJ_bfW_da 172

239  tabilityJofJ ingleW“arentJteneJrxpressionJpomplementationJinJzaizeJuybridsJuponJWaterJqeficitJ
 tressXJPlanttPhysiologyVJ2017VJ[d_VJ[]adW[]bd 6.6 15

238 popyJnumberJvariationJandJdiseaseJresistanceJinJplantsXJ2017VJ[_ZVJ]adfW]afZ 33

237
teneJcopyJnumberJvariationsJinJadaptiveJevolutiongJ®heJgenomicJdistributionJofJgeneJcopyJnumberJ
variationsJrevealedJbyJgeneticJmappingJandJtheirJadaptiveJroleJinJanJundomesticatedJspeciesVJwhiteJ
spruceJR“iceaJglaucaSXJ2017VJ]cVJbfefWcZZ[

16

236 pomplexityJofJgeneticJmechanismsJconferringJnonuniformityJofJrecombinationJinJmaizeXJ2017VJdVJ[]Zb 7

235 zaizeJRZeaJmaysJyXSJgenomeJsizeJindicatedJbyJ[eZWbpJknobJabundanceJisJassociatedJwithJfloweringJ
timeXJ2017VJdVJbfba 14

234 pontributionsJofJZeaJmaysJsubspeciesJmexicanaJhaplotypesJtoJmodernJmaizeXJ2017VJeVJ[eda 62

233 nssessmentJofJgeneJcopyJnumberJvariationJofJ cotsJpineJthaumatinWlikeJproteinJgeneJusingJ
realWtimeJ“p—JbasedJmethodsXJ2017VJ[_VJ[ 3

232 tenomicJanalysisJofJmaizeJlinesJintroducedJinJtheJearlyJstagesJofJaJbreedingJprogrammeXJ2017VJ[_cVJeabWecZ 1

231 pNVsJintoJtheJwildgJscreeningJtheJgenomesJofJconiferJtreesJR“iceaJsppXSJrevealsJfewerJgeneJcopyJ
numberJvariationsJinJhybridsJandJlinksJtoJadaptationXJBMCtGenomicsVJ2017VJ[eVJfd 4.5 18

230 propJoreedingJphipsJandJtenotypingJ“latformsgJ“rogressVJphallengesVJandJ“erspectivesXJ2017VJ[ZVJ[ZadW[Zca 229

229 ×nravelingJgeneJfunctionJinJagriculturalJspeciesJusingJgeneJcoWexpressionJnetworksXJ2017VJ[ecZVJb_Wc_ 34

228 WholeWgenomeJsequencingJandJ NVJgenotypingJofJQNebbioloQJRVitisJviniferaJyXSJclonesXJ2017VJdVJ[d]fa 42

227 rxtensiveJgeneJcontentJvariationJinJtheJorachypodiumJdistachyonJpanWgenomeJcorrelatesJwithJ
populationJstructureXJ2017VJeVJ][ea 168

226 nnalysisJofJ“lantJ“anWtenomesJandJ®ranscriptomesJwithJtr®_uOzOyOt×r Wr ®VJaJplusteringJ
 olutionJforJ equencesJofJtheJ ameJ peciesXJ2017VJeVJ[ea 44
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225 zy“nWoasedJnnalysisJofJpopyJNumberJVariationJinJ“lantJ“opulationsXJ2017VJeVJ]]] 12

224 ”®yJforJzaizeJzidparentJueterosisJinJtheJueteroticJ“atternJnmericanJqentJˆ�JruropeanJslintJunderJ
pornJoorerJ“ressureXJ2017VJeVJbd_ 7

223 nJpomprehensiveJnnalysisJofJnlternativeJ plicingJinJ“aleopolyploidJzaizeXJ2017VJeVJcfa 43

222 ®ranscriptomicsJandJnlternativeJ plicingJnnalysesJ—evealJyargeJqifferencesJbetweenJzaizeJyinesJ
od_JandJzo[dJinJ—esponseJtoJnphidJvnfestationXJ2017VJeVJ[d_e 24

221 purrentJ tatusJandJphallengesJinJvdentifyingJqiseaseJ—esistanceJtenesJinXJ2017VJeVJ[dee 53

220 uighW®hroughputJ—esequencingJofJzaizeJyandracesJatJtenomicJ—egionsJnssociatedJwithJsloweringJ
®imeXJPLoStONEVJ2017VJ[]VJeZ[cef[Z 3.7 8

219 zappingJofJimportantJtaxonomicJandJproductivityJtraitsJusingJgenicJandJnonWgenicJtransposableJ
elementJmarkersJinJpeanutJRnrachisJhypogaeaJyXSXJPLoStONEVJ2017VJ[]VJeZ[ec[[_ 3.7 32

218  ubstantialJcontributionJofJgeneticJvariationJinJtheJexpressionJofJtranscriptionJfactorsJtoJ
phenotypicJvariationJrevealedJbyJe—qWtWn XJ2017VJ[eVJ[f] 29

217 pomparativeJtenomicsJofJanJ×nusualJoiogeographicJqisjunctionJinJtheJpottonJ®ribeJRtossypieaeSJ
YieldsJvnsightsJintoJtenomeJqownsizingXJ2017VJfVJ__]eW__aa 13

216 oarleyJRuordeumJvulgareJyXSJvmprovementJ“astVJ“resentJandJsutureXJ2017VJ 4

215 oringingJNewJ“lantJVarietiesJtoJzarketgJ“lantJoreedingJandJ electionJ“racticesJndvanceJoeneficialJ
pharacteristicsJwhileJzinimizingJ×nintendedJphangesXJ2017VJbdVJ]fZcW]f][ 38

214 qarkJperiodJtranscriptomicJandJmetabolicJprofilingJofJtwoJdiverseJaccessionsXJ2018VJ]VJeZZZ_] 2

213  ingleW“arentJrxpressionJvsJaJteneralJzechanismJqrivingJrxtensiveJpomplementationJofJ
NonWsyntenicJtenesJinJzaizeJuybridsXJ2018VJ]eVJa_[Wa_dXea 21

212 rfficientJgenomeWwideJgenotypingJstrategiesJandJdataJintegrationJinJcropJplantsXJ2018VJ[_[VJaffWb[[ 38

211 qevelopmentJandJcharacterizationJofJvnqelJmarkersJforJyupinusJluteusJyXJRsabaceaeSJandJ
crossWspeciesJamplificationJinJotherJyupinJspeciesXJ2018VJ_[VJaaWad 7

210 qiverseJphromosomalJyocationsJofJ”uantitativeJ®raitJyociJforJ®oleranceJtoJzaizeJchloroticJmottleJ
virusJinJsiveJzaizeJ“opulationsXJ2018VJ[ZeVJdaeWdbe 14

209 sineJmappingJofJ—f]VJaJmajorJlocusJcontrollingJpollenJfertilityJrestorationJinJsorghumJn[JcytoplasmVJ
encodesJaJ““—JgeneJandJitsJvalidationJthroughJexpressionJanalysisXJ2018VJ[_dVJ[aeW[c[ 9

208 pircularJ—NnsJmediatedJbyJtransposonsJareJassociatedJwithJtranscriptomicJandJphenotypicJ
variationJinJmaizeXJ2018VJ][dVJ[]f]W[_Zc 59

(2018-2017)
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207 ®heJlimitedJroleJofJdifferentialJfractionationJinJgenomeJcontentJvariationJandJfunctionJinJmaizeJ
RZeaJmaysJyXSJinbredJlinesXJPlanttJournalVJ2018VJf_VJ[_[W[a[ 6.9 31

206 ®heJzaizeJ“anWtenomeXJ2018VJ[_W]f 6

205  everalJphasedJsi—NnJannotationJmethodsJcanJfrequentlyJmisidentifyJ]aJnucleotideJ
si—NnWdominatedJlociXJ2018VJ]VJeZZ[Z[ 9

204 rvaluationJofJteneticJVariationJamongJ orghumJVarietiesJfromJ outhwestJphinaJviaJtenomeJ
—esequencingXJ2018VJ[[VJ[dZZfe 4

203 qraftJnssemblyJofJtheJs]JruropeanJzaizeJtenomeJ equenceJandJvtsJpomparisonJtoJtheJod_J
tenomeJ equencegJnJpharacterizationJofJtenotypeW pecificJ—egionsXJ2018VJ_W[] 2

202 teneticJnnalysisJofJ ugarcaneJmosaicJvirusJ—esistanceJinJtheJWisconsinJqiversityJ“anelJofJzaizeXJ
2018VJbeVJ[eb_W[ecb 13

201  pecificJy®—W—etrotransposonsJ howJpopyJNumberJVariationsJbetweenJWildJandJpultivatedJ
 unflowersXJGenesVJ2018VJfVJ 4.2 14

200  haredJandJgeneticallyJdistinctJZeaJmaysJtranscriptomeJresponsesJtoJongoingJandJpastJlowJ
temperatureJexposureXJBMCtGenomicsVJ2018VJ[fVJdc[ 4.5 10

199 VariabilityJofJp“aJr“ “ JexpressionJinJgeneticallyJengineeredJsoybeanJRtlycineJmaxJyXJzerrillSXJ
2018VJ]dVJb[[Wb]a 5

198 zutatorWoasedJ®ransposonJqisplaygJnJteneticJ®oolJforJrvolutionaryJandJpropWvmprovementJ tudiesJ
inJzaizeXJ2018VJcZVJdffWeZf 2

197 ®heJmaizeJW]]JgenomeJprovidesJaJfoundationJforJfunctionalJgenomicsJandJtransposonJbiologyXJ
2018VJbZVJ[]e]W[]ee 114

196 rxtensiveJintraspecificJgeneJorderJandJgeneJstructuralJvariationsJbetweenJzo[dJandJotherJmaizeJ
genomesXJ2018VJbZVJ[]efW[]fb 201

195 nnalysisJofJrxtremeJ“henotypeJoulkJpopyJNumberJVariationJRX“WpNVSJvdentifiedJtheJnssociationJofJ
withJ—esistanceJtoJtossQsJWiltJofJzaizeXJ2018VJfVJ[[Z 10

194 teneJquplicationJandJrvolutionJqynamicsJinJtheJuomeologousJ—egionsJuarboringJzultipleJ
“rolaminJandJ—esistanceJteneJsamiliesJinJuexaploidJWheatXJ2018VJfVJcd_ 39

193 ®andemJquplicateJtenesJinJzaizeJnreJnbundantJandJqateJtoJ®woJqistinctJ“eriodsJofJ®imeXJ2018VJeVJ_ZafW_Zbe 8

192 NovelJseaturesJandJponsiderationsJforJr—nJandJ—egulationJofJpropsJ“roducedJbyJtenomeJrditingXJ
2018VJcVJdf 51

191 sindingJinvisibleJquantitativeJtraitJlociJwithJmissingJdataXJ2018VJ[cVJ][Z]W][[] 25

190  equenceJanalysisJofJruropeanJmaizeJinbredJlineJs]JprovidesJnewJinsightsJintoJmolecularJandJ
chromosomalJcharacteristicsJofJpresenceYabsenceJvariantsXJBMCtGenomicsVJ2018VJ[fVJ[[f 4.5 17
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189  equenceJqiversityJandJ tructuralJVariationXJ2018VJ[ZfW[]] 1

188 ®heJrvolutionaryJponsequencesJofJ®ransposonW—elatedJ“ericentromerJrxpansionJinJzelonXJ2018VJ
[ZVJ[beaW[bfb 7

187 ®ransposableJelementsJcontributeJtoJdynamicJgenomeJcontentJinJmaizeXJPlanttJournalVJ2019VJ[ZZVJ[Zb]W[Zcb6.9 46

186 tenotypingWbyWsequencingJandJ N“WarraysJareJcomplementaryJforJdetectingJquantitativeJtraitJlociJ
byJtaggingJdifferentJhaplotypesJinJassociationJstudiesXJ2019VJ[fVJ_[e 16

185 vdentificationJandJcharacterizationJofJaJfastWneutronWinducedJmutantJwithJelevatedJseedJproteinJ
contentJinJsoybeanXJ2019VJ[_]VJ]fcbW]fe_ 3

184 zultipleJzaizeJ—eferenceJtenomesJvmpactJtheJvdentificationJofJVariantsJbyJtenomeWWideJ
nssociationJ tudyJinJaJqiverseJvnbredJ“anelXJ2019VJ[]VJ[eZZcf 10

183 rvolutionJofJtheJpellJWallJteneJsamiliesJofJtrassesXJ2019VJ[ZVJ[]Zb 12

182 “lantJ“angenomegJvmpactsJonJ“henotypesJandJrvolutionXJ2019VJab_Wade 15

181 —obustJnonWsyntenicJgeneJexpressionJpatternsJinJdiverseJmaizeJhybridsJduringJrootJdevelopmentXJ
2020VJd[VJecbWedc 1

180 ®ranscriptomicJandJpresenceYabsenceJvariationJinJtheJbarleyJgenomeJassessedJfromJmultiWtissueJ
m—NnJsequencingJandJtheirJpowerJtoJpredictJphenotypicJtraitsXJBMCtGenomicsVJ2019VJ]ZVJded 4.5 5

179 rxpressionJprofilesJofJcellWwallJrelatedJgenesJvaryJbroadlyJbetweenJtwoJcommonJmaizeJinbredsJ
duringJstemJdevelopmentXJBMCtGenomicsVJ2019VJ]ZVJdeb 4.5 3

178 trassJ equencingJ“rojectsXJ2019VJ[[W]a

177 ®heJ®annatJgenomegJ×nravellingJitsJuniqueJcharacteristicsXJ2019VJ[]VJZ[Z[c 1

176 rxploringJandJrxploitingJ“anWgenomicsJforJpropJvmprovementXJ2019VJ[]VJ[bcW[cf 99

175 oioinformaticsJasJaJ®oolJtoJpounterJplimateJphangegJphallengesJandJ“rospectsXJ2019VJa[bWa_[

174 tOOtngJnJplatformJtoJsynthesizeJmappingJexperimentsJandJidentifyJgenomicJstructuralJdiversityXJ
2019VJ[bVJe[ZZcfaf 9

173 pircularJ—NnsJexhibitJextensiveJintraspecificJvariationJinJmaizeXJ2019VJ]bZVJcfWde 6

172 vmprovementJofJnitrogenJuseJefficiencyJinJmaizeJusingJmolecularJandJphysiologicalJapproachesXJ
2019VJdeVJ]c_W]da 4

(2019-2018)

17



171 qenseJgenotypingWbyWsequencingJlinkageJmapsJofJtwoJ yntheticJWdfeaˆ�OpataJreferenceJ
populationsJprovideJinsightsJintoJwheatJstructuralJdiversityXJ2019VJfVJ[df_ 22

170 VariationalJvnferenceJforJpoupledJuiddenJzarkovJzodelsJnppliedJtoJtheJwointJqetectionJofJpopyJ
NumberJVariationsXJ2019VJ[bVJ 3

169 oreedingJorassicaJjunceaJandJoXJrapaJforJ ustainableJOilseedJ“roductionJinJtheJphangingJplimategJ
“rogressJandJ“rospectsXJ2019VJ]dbW_cf 2

168 uighJthroughputJgenotypingJofJstructuralJvariationsJinJaJcomplexJplantJgenomeJusingJanJoriginalJ
nffymetrix´fiJaxiom´fiJarrayXJBMCtGenomicsVJ2019VJ]ZVJeae 4.5 8

167 uighJfrequencyJqNnJrearrangementJatJcreatesJaJnovelJalleleJforJ”ualityJ“roteinJzaizeJbreedingXJ
2019VJ]VJacZ 4

166 nJsystemsJbiologyJapproachJuncoversJaJgeneJcoWexpressionJnetworkJassociatedJwithJcellJwallJ
degradabilityJinJmaizeXJPLoStONEVJ2019VJ[aVJeZ]]dZ[[ 3.7 1

165 ponnectingJgenomeJstructuralJvariationJwithJcomplexJtraitsJinJcropJplantsXJ2019VJ[_]VJd__WdbZ 53

164 ®heJroleJofJgenomicJstructuralJvariationJinJtheJgeneticJimprovementJofJpolyploidJcropsXJ2019VJdVJ[]dW[aZ 27

163 nJzegabaseW caleJqeletionJisJnssociatedJwithJ“henotypicJVariationJofJzultipleJ®raitsJinJzaizeXJ
GeneticsVJ2019VJ][[VJ_ZbW_[c 4 0

162 zodelingJcopyJnumberJvariationJinJtheJgenomicJpredictionJofJmaizeJhybridsXJ2019VJ[_]VJ]d_W]ee 7

161 nnJupdatedJgeneJatlasJforJmaizeJrevealsJorganWspecificJandJstressWinducedJgenesXJPlanttJournalVJ
2019VJfdVJ[[baW[[cd 6.9 54

160 teneJcopyJnumberJvariationsJinvolvedJinJbalsamJpoplarJR“opulusJbalsamiferaJyXSJadaptiveJ
variationsXJ2019VJ]eVJ[adcW[afZ 12

159 tenomicJsequenceJandJcopyJnumberJevolutionJduringJhybridJcropJdevelopmentJinJsunflowersXJ
2019VJ[]VJbaWcb 18

158 nJhighWqualityJcucumberJgenomeJassemblyJenhancesJcomputationalJcomparativeJgenomicsXJ2020VJ
]fbVJ[ddW[f_ 21

157 ®heJpomegranateJR“unicaJgranatumJyXSJdraftJgenomeJdissectsJgeneticJdivergenceJbetweenJsoftWJ
andJhardWseededJcultivarsXJ2020VJ[eVJfbbWfce 29

156 tenesJandJgeneJmodelsVJanJimportantJdistinctionXJ2020VJ]]eVJbZWbb 6

155 yongWreadJsequencingJrevealsJgenomicJstructuralJvariationsJthatJunderlieJcreationJofJqualityJ
proteinJmaizeXJ2020VJ[[VJ[d 19

154 ®heJhybridJproteinJinteractomeJcontributesJtoJriceJheterosisJasJepistaticJeffectsXJPlanttJournalVJ
2020VJ[Z]VJ[[cW[]e 6.9 6
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153  uperW“angenomeJbyJvntegratingJtheJWildJ ideJofJaJ peciesJforJncceleratedJpropJvmprovementXJ
2020VJ]bVJ[aeW[be 87

152 uaplotypeJstructureJinJcommercialJmaizeJbreedingJprogramsJinJrelationJtoJkeyJfounderJlinesXJ2020VJ
[__VJbadWbc[ 7

151 ®heJ“astVJ“resentVJandJsutureJofJzaizeJvmprovementgJqomesticationVJtenomicsVJandJsunctionalJ
tenomicJ—outesJtowardJpropJrnhancementXJ2020VJ[VJ[ZZZ[Z 34

150 “rospectsJofJnextJgenerationJsequencingJinJlentilJbreedingXJ2020VJadVJfZa_WfZb_ 3

149 zassiveJgeneJpresenceWabsenceJvariationJshapesJanJopenJpanWgenomeJinJtheJzediterraneanJ
musselXJ2020VJ][VJ]db 42

148 vmprovedJorassicaJoleraceaJwZ JassemblyJrevealsJsignificantJchangingJofJy®—W—®JdynamicsJinJ
differentJmorphotypesXJ2020VJ[__VJ_[edW_[ff 14

147 ruropeanJmaizeJgenomesJhighlightJintraspeciesJvariationJinJrepeatJandJgeneJcontentXJ2020VJb]VJfbZWfbd 34

146 “angenomicsJinJpropJ“lantsXJ2020VJ[ 1

145 tenomeWwideJvariationsJanalysisJofJsorghumJcultivarJuongyingziJforJbrewingJzoutaiJliquorXJ2020VJ
[bdVJ[f 3

144 uighWqualityJchromosomeWscaleJassemblyJofJtheJwalnutJRwuglansJregiaJyXSJreferenceJgenomeXJ2020VJ
fVJ 33

143 pNVmapgJnJzethodJandJ oftwareJ®oJqetectJandJzapJpopyJNumberJVariantsJfromJ egregationJ
qataXJGeneticsVJ2020VJ][aVJbc[Wbdc 4 1

142 nJc]xJgenicW N“JchipJarrayJforJgeneticJstudiesJandJbreedingJapplicationsJinJpigeonpeaJRpajanusJ
cajanJyXJzillspXSXJ2020VJ[ZVJafcZ 11

141 yowJyongJ®erminalJ—epeatJRy®—SW—etrotransposonJrxpressionJinJyeavesJofJtheJzarineJ“hanerogamJ
yXJ2020VJ[ZVJ 2

140 “resenceWabsenceJpolymorphismsJofJsingleWcopyJgenesJinJtheJstonyJcoralJncroporaJdigitiferaXJBMCt
GenomicsVJ2020VJ][VJ[be 4.5 3

139 nJcomputationalJgenomeWwideJanalysisJofJlongJterminalJrepeatsJretrotransposonJexpressionJinJ
sunflowerJrootsJRuelianthusJannuusJyXSXJ2020VJ[aeVJ[_W]_ 7

138  egmentalJduplicationsJareJhotJspotsJofJcopyJnumberJvariantsJaffectingJbarleyJgeneJcontentXJPlantt
JournalVJ2020VJ[Z_VJ[Zd_W[Zee 6.9 3

137 “atternsJofJpresenceWabsenceJvariantsJinJ×plandJcottonXJ2020VJc_VJ[cZZW[cZ_ 1

136 “anWgenomicsJofJplantsJandJitsJapplicationsXJ2020VJ]ebW_Zc 1
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135 nthpNVgJnJzapJofJqNnJpopyJNumberJVariationsJinJtheJnrabidopsisJtenomeXJ2020VJ_]VJ[dfdW[e[f 13

134 nssemblyJofJ®ranscriptomesJsromJaJod_JzaizeJyineJvntrogressedJWithJaJ”®yJforJ—esistanceJtoJtrayJ
yeafJ potJqiseaseJ—evealsJaJpandidateJnlleleJofJaJyectinJ—eceptorWyikeJxinaseXJ2020VJ[[VJ[f[ 2

133 sungalJevolutiongJcellularVJgenomicJandJmetabolicJcomplexityXJ2020VJfbVJ[[feW[]_] 27

132 NewJresourcesJforJgeneticJstudiesJinJmaizeJRZeaJmaysJyXSgJaJgenomeWwideJzaizecuWcZxJsingleJ
nucleotideJpolymorphismJarrayJandJitsJapplicationXJPlanttJournalVJ2021VJ[ZbVJ[[[_W[[]] 6.9 2

131 nJNewJpatalogJofJ tructuralJVariantsJinJ[V_Z[JnX´ thalianaJyinesJfromJnfricaVJrurasiaVJandJNorthJ
nmericaJ—evealsJaJ ignatureJofJoalancingJ electionJatJqefenseJ—esponseJtenesXJ2021VJ_eVJ[afeW[b[[ 8

130  ingleWparentJexpressionJdrivesJdynamicJgeneJexpressionJcomplementationJinJmaizeJhybridsXJPlantt
JournalVJ2021VJ[ZbVJf_W[Zd 6.9 5

129 nJcopyJnumberJvariantJatJtheJu“qnWq[]JlocusJconfersJcompactJplantJarchitectureJinJcottonXJ2021VJ
]]fVJ]Zf[W][Z_ 8

128 teneticJVariationJandJ×nintendedJ—iskJinJtheJpontextJofJOldJandJNewJoreedingJ®echniquesXJ2021VJ
aZVJceW[Ze 5

127 vnducedJzutagenesisJinJqateJ“almJR“hoenixJdactyliferaJyXSJoreedingXJ2021VJ[][W[ba

126 uowJtheJpanWgenomeJisJchangingJcropJgenomicsJandJimprovementXJ2021VJ]]VJ_ 43

125 ®ranscriptomeWwideJanalysisJofJepitranscriptomeJandJtranslationalJefficiencyJassociatedJwithJ
heterosisJinJmaizeXJ2021VJd]VJ]f__W]fac 7

124 —eferenceWbasedJ”×antificationJOfJgeneJqispensabilityJR”×OqSXJ2021VJ[dVJ[e 2

123 yargeWscaleJreconstructionJofJchromatinJstructuresJofJmaizeJtemperateJandJtropicalJinbredJlinesXJ
2021VJd]VJ_be]W_bfc 0

122 propJpangenomesXXJ2021VJ]bVJbdWc_ 5

121 tenomeJassemblyJofJtheJmaizeJinbredJlineJn[eeJprovidesJaJnewJreferenceJgenomeJforJfunctionalJ
genomicsXJ

120  tabilityJofJqNnJmethylationJandJchromatinJaccessibilityJinJstructurallyJdiverseJmaizeJgenomesXJ

119 OxfordJNanoporeJandJoionanoJtenomicsJtechnologiesJevaluationJforJplantJstructuralJvariationJ
detectionXJ 0

118 nJheterochromaticJknobJreducingJtheJfloweringJtimeJinJmaizeXJ 2
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117 WidespreadJimprintingJofJtransposableJelementsJandJvariableJgenesJinJtheJmaizeJendospermXJPLoSt
GeneticsVJ2021VJ[dVJe[ZZfaf[ 6 2

116 pomparativeJtranscriptomeJanalysisJofJtwoJcontrastingJmaizeJinbredJlinesJprovidesJinsightsJonJ
molecularJmechanismsJofJstalkJrotJresistanceXJPhytoFrontiersVJ 0

115  tabilityJofJqNnJmethylationJandJchromatinJaccessibilityJinJstructurallyJdiverseJmaizeJgenomesXJ
2021VJ[[VJ 0

114 ueterosisJinJtenomicJrragJndvancesJinJtheJzolecularJ×nderstandingJandJ®echniquesJforJ—apidJ
rxploitationXJ2021VJaZVJ][eW]a] 0

113 tenomicJvariationJwithinJtheJmaizeJstiffWstalkJheteroticJgermplasmJpoolXJ2021VJ[aVJe]Z[[a 1

112  hapingJtheJbiologyJofJcitrusgJvXJtenomicJdeterminantsJofJevolutionXJ2021VJ[aVJe]Z[Za 2

111 ”uantitativeJresistanceJlociJtoJsouthernJrustJmappedJinJaJtemperateJmaizeJdiversityJpanelXJ2021VJ 2

110  timulatoryJrffectsJofJnndrogensJonJrelJ“rimaryJOvarianJqevelopmentJWJfromJ“henotypesJtoJ
tenotypesXJ

109 qeJnovoJassemblyVJannotationVJandJcomparativeJanalysisJofJ]cJdiverseJmaizeJgenomesXJ2021VJ_d_VJcbbWcc] 40

108 tenomeJassemblyJofJtheJmaizeJinbredJlineJn[eeJprovidesJaJnewJreferenceJgenomeJforJfunctionalJ
genomicsXJ2021VJ[ZVJadWad 3

107 zegabaseWscaleJpresenceWabsenceJvariationJwithJ®ripsacumJoriginJwasJunderJselectionJduringJ
maizeJdomesticationJandJadaptationXJ2021VJ]]VJ]_d 6

106 vnJsilicoJanalysisJenablingJinformedJdesignJforJgenomeJeditingJinJmedicinalJcannabishJgeneJfamiliesJ
andJvariantJcharacterisationXJPLoStONEVJ2021VJ[cVJeZ]bda[_ 3.7 3

105 tWn JforJgeneticsJofJcomplexJquantitativeJtraitsgJtenomeJtoJpangenomeJandJ N“sJtoJ VsJandJ
kWmersXJ2021VJa_VJe][ZZ[Zf 1

104 —esistanceJtoJoioticJ tressgJ®heoryJandJnpplicationsJinJzaizeJoreedingXJ2021VJ[]fW[db 1

103 pallingJlargeJindelsJinJ[ZadJnrabidopsisJwithJvndelrnsemblerXJ2021VJafVJ[ZedfW[Zefa 1

102 tenomicsJofJyongWJandJ hortW®ermJndaptationJinJzaizeJandJ®eosintesXJ2020VJ]ZfZVJ]efW_[[ 3

101 tenomeJrvolutionJandJ“olyploidyXJ2016VJ]__W]cf 1

100 —apidVJnffordableVJandJ calableJtenotypingJforJtermplasmJrxplorationJinJzaizeXJ2018VJ_[Wac 3
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99 nssociationJzappingJofJteneticJ—esourcesgJnchievementsJandJsutureJ“erspectivesXJ2014VJ]ZdW]_b 21

98 zaizeJgenomeJmappedXJ 3

97 phromosomeWscaleJgenomeJassemblyJprovidesJinsightsJintoJryeJbiologyVJevolutionVJandJagronomicJ
potentialXJ 10

96 ®andemJquplicateJtenesJinJzaizeJareJnbundantJandJqateJtoJ®woJqistinctJ“eriodsJofJ®imeXJ 1

95 tenotypingWbyWsequencingJandJ N“WarraysJareJcomplementaryJforJdetectingJquantitativeJtraitJlociJ
byJtaggingJdifferentJhaplotypesJinJassociationJstudiesXJ 1

94 tenomeJwideJanalysisJofJta[WsJmodifiersJinJmaizeXJ 1

93 ®ransposableJelementsJcontributeJtoJdynamicJgenomeJcontentJinJmaizeXJ 5

92 NonWuomologyWoasedJ“redictionJofJteneJsunctionsXJ 2

91 ruropeanJmaizeJgenomesJunveilJpanWgenomicJdynamicsJofJrepeatsJandJgenesXJ 3

90 pNVmapgJaJmethodJandJsoftwareJtoJdetectJandJmapJcopyJnumberJvariantsJfromJsegregationJdataXJ 1

89 uighWqualityJchromosomeWscaleJassemblyJofJtheJwalnutJRwuglansJregiaJySJreferenceJgenomeXJ 2

88 zaizeJnestedJintrogressionJlibraryJprovidesJevidenceJforJtheJinvolvementJofliguleless[inJresistanceJ
toJnorthernJleafJblightXJ 1

87 zaizeJRZeaJmaysJyXSJtenomeJqiversityJasJ—evealedJbyJ—NnW equencingXJ2014VJ_]fW_bc 1

86 WholeWgenomeJresequencinggJpurrentJstatusJandJfutureJprospectsJinJgenomicsWassistedJcropJ
improvementXJ2016VJ[edW][[ 2

85 [ZJreasonsJtoJbeJtantalizedJbyJtheJod_JmaizeJgenomeXJPLoStGeneticsVJ2009VJbVJe[ZZZd]_ 6 16

84 vndependentJintroductionsJandJadmixturesJhaveJcontributedJtoJadaptationJofJruropeanJmaizeJandJ
itsJnmericanJcounterpartsXJPLoStGeneticsVJ2017VJ[_VJe[ZZcccc 6 45

83 uighWresolutionJgenotypingJviaJwholeJgenomeJhybridizationsJtoJmicroarraysJcontainingJlongJ
oligonucleotideJprobesXJPLoStONEVJ2010VJbVJe[a[de 3.7 10

82 nJlargeJmaizeJRZeaJmaysJyXSJ N“JgenotypingJarraygJdevelopmentJandJgermplasmJgenotypingVJandJ
geneticJmappingJtoJcompareJwithJtheJod_JreferenceJgenomeXJPLoStONEVJ2011VJcVJe]e__a 3.7 422
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81 teneJmappingJviaJbulkedJsegregantJ—NnW eqJRo —W eqSXJPLoStONEVJ2012VJdVJe_caZc 3.7 212

80 pharacterizationJofJgeneticJdiversityJandJlinkageJdisequilibriumJofJZmyOXaJandJZmyOXbJlociJinJ
maizeXJPLoStONEVJ2013VJeVJeb_fd_ 3.7 15

79 VitisJphylogenomicsgJhybridizationJintensitiesJfromJaJ N“JarrayJoutperformJgenotypeJcallsXJPLoSt
ONEVJ2013VJeVJedeceZ 3.7 36

78 zultipleJserineJtransposaseJdimersJassembleJtheJtransposonWendJsynapticJcomplexJduringJv WfamilyJ
transpositionXJ2018VJdVJ 2

77 uostJ—esistanceXJ2021VJaafWba_

76 tenomeWwideJanalysisJofJdeletionsJinJmaizeJpopulationJrevealsJabundantJgeneticJdiversityJandJ
functionalJimpactXJ2021VJ[_bVJ]d_ 0

75 —eferencesXJ2011VJ_a[W_ac

74 WhyJnssemblingJ“lantJtenomeJ equencesJvsJ oJphallengingXJ2014VJ]dWba

73 zaizeJRZeaJzaysJyXSJtenomeJqiversityJasJ—evealedJbyJ—NnW equencingXJ2014VJ]ffW_]b

72 qNnJandJtheJOriginJofJVariationXJ2016VJdbW[Zd

71 ×nbiasedJxWmerJnnalysisJ—evealsJphangesJinJpopyJNumberJofJuighlyJ—epetitiveJ equencesJquringJ
zaizeJqomesticationJandJvmprovementXJ

70  tructureJandJoriginJofJtheJWhiteJpapJlocusJandJitsJroleJinJevolutionJofJgrainJcolorJinJmaizeXJ

69 qarkJperiodJtranscriptomicJandJmetabolicJprofilingJofJtwoJdiverseJrutremaJsalsugineumJaccessionsXJ

68 yimitedJroleJofJdifferentialJfractionationJinJgenomeJcontentJvariationJandJfunctionJinJmaizeJRZeaJ
maysJyXSJinbredJlinesXJ 1

67 nJsynthesisJofJmappingJexperimentsJrevealsJextensiveJgenomicJstructuralJdiversityJinJtheJzimulusJ
guttatusJspeciesJcomplexXJ

66  everalJphasedJsi—NnJannotationJmethodsJcanJfrequentlyJmisidentifyJ]aJnucleotideJ
si—NnWdominatedJ“un JlociXJ

65 uighJthroughputJgenotypingJofJstructuralJvariationsJinJaJcomplexJplantJgenomeJusingJanJoriginalJ
nffymetrix´fiJnxiom´fiJarrayXJ

64 uighlyJtenotypeWJandJ®issueWspecificJ ingleW“arentJrxpressionJqrivesJqynamicJteneJrxpressionJ
pomplementationJinJzaizeJuybridsXJ 0

(-2012)
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63 tenomeWwideJvariationsJanalysisJofJspecialJwaxyJsorghumJcultivarJuongyingziJforJbrewingJzoutaiJ
liquorXJ

62 vnvestigatingJtheJ®ranscriptomicJandJrxpressionJ“resenceWnbsenceJVariationJrxistJinJwapaneseJrelJ
RnnguillaJjaponicaSVJaJ“rimitiveJ®eleostXJ2021VJ]_VJfa_Wfba 0

61 zolecularJzarkerJ—esourcesJandJ®heirJnpplicationXJ2020VJ[ZdW[]a

60 —eferenceWbasedJ”×antificationJOfJgeneJqispensabilityJR”×OqSXJ

59 WidespreadJimprintingJofJtransposableJelementsJandJyoungJgenesJinJtheJmaizeJendospermXJ

58 poreJcircadianJclockJandJlightJsignalingJgenesJbroughtJintoJgeneticJlinkageJacrossJtheJgreenJ
lineageXJ 0

57 “opulationJgeneticsJofJtransposableJelementJloadgJaJmechanisticJaccountJofJobservedJ
overdispersionXJ

56 qiscoveryJandJValidationJofJaJ—ecessivelyJvnheritedJzajorWrffectJ”®yJponferringJ—esistanceJtoJ
zaizeJyethalJNecrosisJRzyNSJqiseaseXJFrontierstintGeneticsVJ2021VJ[]VJdcdee_ 4.5 0

55 vnWqepthJ equenceJnnalysisJofJoreadJWheatJtenesXJInternationaltJournaltoftMoleculartSciencesVJ
2021VJ]]VJ 6.3 2

54 rvolutionaryJpatternJofJtheJpresenceJandJabsenceJgenesJinJsragariaJspeciesXJCanadiantJournaltoft
PlanttScienceVJ 1

53 zolecularzechanismsJofJuostJ—esistanceJtoJoiotrophsXJ2021VJddW]_]

52 nJueterochromaticJxnobJ—educingJtheJsloweringJ®imeJinJzaizeXXJFrontierstintGeneticsVJ2021VJ[]VJdffce[ 4.5

51 tenomicJstructuralJvariationJinJtomatoJandJitsJroleJinJplantJimmunityXJMoleculartHorticultureVJ2022VJ
]VJ 0

50 “angenomicsJinJzicrobialJandJpropJ—esearchgJ“rogressVJnpplicationsVJandJ“erspectivesXXJGenesVJ
2022VJ[_VJ 4.2 1

49 qraftJgenomeJsequenceJofJvndianJmulberryJRzorusJindicaSJprovidesJaJresourceJforJfunctionalJandJ
translationalJgenomicsXXJGenomicsVJ2022VJ[[Z_ac 4.3 1

48 sullJvssueJ“qsXJPhytoFrontiersVJ2021VJ[VJ]bZW_cd

47 ndvancesJandJnpplicationsJofJ ingleWcellJOmicsJ®echnologiesJinJ“lantJ—esearchXXJPlanttJournalVJ2022
VJ 6.9 1

46  ingleWparentJexpressionJcomplementationJcontributesJtoJphenotypicJheterosisJinJmaizeJhybridsXXJ
PlanttPhysiologyVJ2022VJ 6.6 0
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41 vmage_bXpdfXJ2018VJ
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27 Video[Xz“aXJ2018VJ

26 OxfordJNanoporeJandJoionanoJtenomicsJtechnologiesJevaluationJforJplantJstructuralJvariationJ
detectionXXJBMCtGenomicsVJ2022VJ]_VJ_[d 4.5 0

25 rxpressionJcomplementationJofJgeneJpresenceYabsenceJpolymorphismsJinJhybridsJcontributesJ
importantlyJtoJheterosisJinJsunflowerXJJournaltoftAdvancedtResearchVJ2022VJ 13 0

24 pomparativeJtranscriptomeJanalysisJofJtwoJmaizeJgenotypesJwithJdifferentJtoleranceJtoJsaltJstressXJ
CerealtResearchtCommunicationsVJ[ 1.1

23 VariationJinJleafJtranscriptomeJresponsesJtoJelevatedJozoneJcorrespondsJwithJphysiologicalJ
sensitivityJtoJozoneJacrossJmaizeJinbredJlinesXXJGeneticsVJ2022VJ 4 0

22 poreJcircadianJclockJandJlightJsignalingJgenesJbroughtJintoJgeneticJlinkageJacrossJtheJgreenJ
lineageXJPlanttPhysiologyVJ 6.6 0

21 srangi“nNeVJaJtoolJforJcreatingJaJpanreferenceJusingJleftJbehindJreadsXJ

20
vdentificationJandJcharacterizationJofJlongWvnqelsJthroughJwholeJgenomeJresequencingJtoJfacilitateJ
fineWmappingJofJaJ”®yJforJplantJheightJinJsoybeanJRtlycineJmaxJyXJzerrXSXJJournaltoftIntegrativet
AgricultureVJ2022VJ][VJ[fZ_W[f[]

3.2

19 “opulationJgeneticsJofJtransposableJelementJloadgJnJmechanisticJaccountJofJobservedJ
overdispersionXJPLoStONEVJ2022VJ[dVJeZ]dZe_f 3.7 0

18  olvingJtheJgrandJchallengeJofJphenotypicJintegrationgJallometryJacrossJscalesXJ2022VJ[bZVJ[c[W[cf 0

17 ®hreeJtypesJofJgenesJunderlyingJtheJtametophyteJfactor[JlocusJcauseJunilateralJcrossJ
incompatibilityJinJmaizeXJ2022VJ[_VJ 1

16 nJpanWZeaJgenomeJmapJforJenhancingJmaizeJimprovementXJ2022VJ]_VJ 1

15 sineJmappingJofJaJstripeJrustJresistanceJgeneJYrZz[dbJinJbreadJwheatXJ 0

14 nJviewJofJtheJpanWgenomeJofJdomesticatedJcowpeaJRVignaJunguiculataJ[yX]JWalpXSXJ 1

13 sunctionalJ tudyJofJyipoxygenaseWzediatedJ—esistanceJagainstJsusariumJverticillioidesJandJ
nspergillusJflavusJvnfectionJinJzaizeXJ2022VJ]_VJ[Zefa 0

12 popyJnumberJvariationsJofJy——sv“[JgeneJandJtheJrelationshipJwithJgrowthJtraitsJinJfourJphineseJ
sheepXJ[We 0

11  martJbreedingJapproachesJinJpostWgenomicsJeraJforJdevelopingJclimateWresilientJfoodJcropsXJ[_VJ 0

10 tenomeJwideJassociationJstudyJrevealsJstructuralJchromosomeJvariationsJRJ pVsJSJwithJphenotypicJ
effectsJinJwheatJRJ®riticumJaestivumJyXSXJ 0
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9 popyJNumberJVariationJamongJ—esistanceJtenesJnnaloguesJinJorassicaJnapusXJ2022VJ[_VJ]Z_d 0

8 ×nveilingJtheJcharacteristicsJofJpopcornJbyJgenomeJreWsequencingJandJintegratingJtheJr ®sJandJ
proteomeJdataXJ 0

7 —etrotransposonsgJuowJtheJcontinuousJevolutionaryJfrontJshapesJplantJgenomesJforJresponseJtoJ
heatJstressXJ[_VJ 1

6 nJsingleJsilkJandJmultipleJpollenWexpressedJ“zrsJatJtheJta[JlocusJmodulateJmaizeJunilateralJ
crossWincompatibilityXJ 0
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