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l Paper IF Citations

533 S ×JonalysisJwithJruplicatedJtishJuenomeshJrifferentiationJofJS ×sVJ×aralogousJSequenceJ
VariantsVJandJ’ultisiteJVariantsXJ2010VJ_aaW_cZ 2

532 S ×JriscoveryJthroughJreJ ovoJreepJSequencingJUsingJtheJnextJuenerationJofJr oJSequencersXJ
2010VJdgWgZ 1

531 OriginJandJueneticJriversityJofJ×igJpreedsXJ2010VJ 9

530 TransgenicJpigsJasJmodelsJforJtranslationalJbiomedicalJresearchXJ2010VJffVJdcaWdb 182

529 UtilizationJofJnextWgenerationJsequencingJplatformsJinJplantJgenomicsJandJgeneticJvariantJ
discoveryXJ2010VJ2cVJccaWceZ 105

528 ossignmentJofJchromosomalJlocationsJforJunassignedJS ×sYscaffoldsJbasedJonJpairWwiseJlinkageJ
disequilibriumJestimatesXJ2010VJ__VJ_e_ 12

527 ×igJgenomeJsequenceWWanalysisJandJpublicationJstrategyXJ2010VJ__VJbaf 116

526 qopyJnumberJvariationJinJtheJporcineJgenomeJinferredJfromJaJdZJkJS ×JpeadqhipXJ2010VJ__VJcga 86

525 ynobbedJacrosomeJdefectJisJassociatedJwithJaJregionJcontainingJtheJgenesJSTy_ebJandJvsqW2JonJ
porcineJchromosomeJ_cXJ2010VJ__VJdgg 17

524 oJgenomeWwideJassociationJstudyJonJandrostenoneJlevelsJinJpigsJrevealsJaJclusterJofJcandidateJ
genesJonJchromosomeJdXJ2010VJ__VJb2 73

523 ’assiveJparallelJsequencingJinJanimalJgeneticshJwherefromsJandJwheretosXJ2010VJb_VJcd_Wg 37

522 onalysisJofJtheJnonWrecombiningJYJchromosomeJdefinesJpolymorphismsJinJdomesticJpigJbreedshJ
ancestralJbasesJidentifiedJbyJcomparativeJsequencingXJ2010VJb_VJd_gW2g 14

521 uenomeWwideJS ×JdetectionJinJtheJgreatJtitJ×arusJmajorJusingJhighJthroughputJsequencingXJ2010VJ
_gJSupplJ_VJfgWgg 71

520 ×olydactylJinheritanceJinJtheJpigXJ2010VJ_Z_VJbdgWec 8

519 odvancesJinJporcineJgenomicsJandJproteomicsWWaJtoolboxJforJdevelopingJtheJpigJasJaJmodelJ
organismJforJmolecularJbiomedicalJresearchXJ2010VJgVJ2ZfW_g 118

518 ueneticJcontrolJofJhostJresistanceJtoJporcineJreproductiveJandJrespiratoryJsyndromeJvirusJR×ééSVSJ
infectionXJ2010VJ_cbVJ_d_Wg 52

517 TheJpigJasJaJmodelJanimalJforJstudyingJcognitionJandJneurobehavioralJdisordersXJ2011VJeVJacgWfa 49
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516 TheJdistalJendJofJporcineJchromosomeJdpJisJinvolvedJinJtheJregulationJofJskatoleJlevelsJinJboarsXJ
2011VJ_2VJac 20

515 uenomeJwideJS ×JdiscoveryVJanalysisJandJevaluationJinJmallardJRonasJplatyrhynchosSXJ2011VJ_2VJ_cZ 55

514 ’olecularJpiologyhJonimalXJ2011VJeg2Wege

513 svaluationJofJapproachesJforJidentifyingJpopulationJinformativeJmarkersJfromJhighJdensityJS ×J
chipsXJ2011VJ_2VJbc 52

512 WholeWgenomeJassociationJanalysesJforJlifetimeJreproductiveJtraitsJinJtheJpigXJ2011VJfgVJgffWgc 63

511 uenomeWwideJfootprintsJofJpigJdomesticationJandJselectionJrevealedJthroughJmassiveJparallelJ
sequencingJofJpooledJr oXJPLoSuONEVJ2011VJdVJe_bef2 3.7 103

510 sxtentJofJlinkageJdisequilibriumJandJeffectiveJpopulationJsizeJinJtinnishJzandraceJandJtinnishJ
YorkshireJpigJbreedsXJ2011VJfgVJdZgW_b 84

509 uenomicJriversityJinJ×igJRSusJscrofaSJandJitsJqomparisonJwithJvumanJandJotherJzivestockXJ2011VJ_2VJ_afWbd 25

508 ossociationJofJcWhydroxytryptamineJRserotoninSJreceptorJbJRcWvTébSJgeneJpolymorphismsJwithJ
asthmaXJ2011VJ_dVJdaZWf 7

507 uenomicJregionsJassociatedJwithJventroWcranialJchronicJpleuritisJinJpigXJ2011VJ_2fVJa_bWf 3

506 wdentificationJofJhighJutilityJS ×sJforJpopulationJassignmentJandJtraceabilityJpurposesJinJtheJpigJ
usingJhighWthroughputJsequencingXJ2011VJb2VJd_aW2Z 37

505 ueneticJdiversityJinJtheJsuropeanJwildJboarJSusJscrofahJphylogeographyVJpopulationJstructureJandJ
wildJxJdomesticJhybridizationXJ2011VJb_VJ_2cW_ae 73

504 uenomeWwideJgeneticJmarkerJdiscoveryJandJgenotypingJusingJnextWgenerationJsequencingXJ2011VJ
_2VJbggWc_Z 1723

503 oJdWbpJdeletionJinJtheJTYé×_JgeneJcausesJtheJbrownJcolourationJphenotypeJinJqhineseJindigenousJ
pigsXJ2011VJ_ZdVJfd2Wf 40

502 ×artialJshortWreadJsequencingJofJaJhighlyJinbredJwberianJpigJandJgenomicsJinferenceJthereofXJ2011VJ
_ZeVJ2cdWdb 15

501 WholeWgenomeJS ×JassociationJanalysisJofJreproductionJtraitsJinJtheJtinnishJzandraceJpigJbreedXJ
GeneticsuSelectionuEvolutionVJ2011VJbaVJb2 4.9 26

500 TheJreceptorJlocusJforJsscherichiaJcoliJtbabYtbacJinJtheJpigJmapsJdistalJtoJtheJ’UqbWz’z JregionXJ
2011VJ22VJ_22Wg 29

499 SequencingJtechnologiesJandJgenomeJsequencingXJ2011VJc2VJb_aWac 426
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498 wdentificationVJutilisationJandJmappingJofJnovelJtranscriptomeWbasedJmarkersJfromJblackcurrantJ
RéibesJnigrumSXJ2011VJ__VJ_be 27

497 UsingJS ×JarrayJdataJtoJtestJforJhostJgeneticJandJbreedJeffectsJonJ×orcineJéeproductiveJandJ
éespiratoryJSyndromeJViremiaXJ2011VJcJSupplJbVJS2f 2

496 oJfirstJgenerationJintegratedJmapJofJtheJrainbowJtroutJgenomeXJ2011VJ_2VJ_fZ 47

495 TheJdevelopmentJandJcharacterizationJofJaJdZyJS ×JchipJforJchickenXJ2011VJ_2VJ2eb 147

494 zargeJscaleJgenomeWwideJassociationJandJzrzoJmappingJstudyJidentifiesJàTzsJforJboarJtaintJandJ
relatedJsexJsteroidsXJ2011VJ_2VJad2 37

493 onalysisJofJmuscleJandJovaryJtranscriptomeJofJSusJscrofahJassemblyVJannotationJandJmarkerJ
discoveryXJ2011VJ_fVJabaWc_ 19

492 ’ultiWethnicJstudiesJinJcomplexJtraitsXJ2011VJ2ZVJé2ZdW_a 51

491 TheJpigJgenomeJprojectJhasJplentyJtoJsquealJaboutXJ2011VJ_abVJgW_f 13

490 oJsingleJnucleotideJpolymorphismJsetJforJpaternalJidentificationJtoJreduceJtheJcostsJofJtraitJ
recordingJinJcommercialJpigJbreedingXJ2011VJfgVJ_dd_Wf 12

489 ’icrosatelliteJmappingJofJquantitativeJtraitJlociJaffectingJfemaleJreproductiveJtractJcharacteristicsJ
inJ’eishanJxJzargeJWhiteJtR2SJpigsXJ2012VJgZVJaeWbb 11

488 oJhighJdensityJS ×JarrayJforJtheJdomesticJhorseJandJextantJ×erissodactylahJutilityJforJassociationJ
mappingVJgeneticJdiversityVJandJphylogenyJstudiesXJ2012VJfVJe_ZZ2bc_ 156

487 SingleJnucleotideJpolymorphismJassociationJstudyJforJbackfatJandJintramuscularJfatJcontentJinJtheJ
regionJbetweenJSW2ZgfJandJSW_ff_JonJpigJchromosomeJdXJ2012VJgZVJ_Zf_We 7

486 éegionsJofJhomozygosityJinJtheJporcineJgenomehJconsequenceJofJdemographyJandJtheJ
recombinationJlandscapeXJ2012VJfVJe_ZZa_ZZ 178

485 oJcommonJdatasetJforJgenomicJanalysisJofJlivestockJpopulationsXJ2012VJ2VJb2gWac 59

484 StrongJsignaturesJofJselectionJinJtheJdomesticJpigJgenomeXJ2012VJ_ZgVJ_gc2gWad 367

483  ewJphenotypesJforJnewJbreedingJgoalsJinJpigsXJ2012VJdVJcacWba 56

482 TheJpighJaJmodelJforJhumanJinfectiousJdiseasesXJ2012VJ2ZVJcZWe 573

481 ueneticJmappingJofJquantitativeJtraitJlociJRàTzSJforJbodyWweightJinJotlanticJsalmonJRSalmoJsalarSJ
usingJaJdXcJyJS ×JarrayXJ2012VJacfWacgVJd_WeZ 50
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480 onJassociationJandJhaplotypeJanalysisJofJporcineJmaternalJinfanticidehJaJmodelJforJhumanJpuerperalJ
psychosismXJ2012VJ_cgpVJgZfW2e 7

479 uenomeWwideJlinkageJanalysisJofJàTzJforJgrowthJandJbodyJcompositionJemployingJtheJ
×orcineS ×dZJpeadqhipXJ2012VJ_aVJb_ 24

478 oJdefectJinJdystrophinJcausesJaJnovelJporcineJstressJsyndromeXJ2012VJ_aVJ2aa 25

477 sstimationJofJlinkageJdisequilibriumJinJfourJUSJpigJbreedsXJ2012VJ_aVJ2b 104

476 oJgenomeWwideJdetectionJofJcopyJnumberJvariationsJusingJS ×JgenotypingJarraysJinJswineXJ2012VJ
_aVJ2ea 69

475 uenomeWwideJS ×JdiscoveryJinJwalnutJwithJanJouS ×JpipelineJupdatedJforJS ×JdiscoveryJinJ
allogamousJorganismsXJ2012VJ_aVJacb 34

474 WholeJgenomeJS ×JdiscoveryJandJanalysisJofJgeneticJdiversityJinJTurkeyJR’eleagrisJgallopavoSXJ
2012VJ_aVJag_ 49

473 uenomeWwideJassociationJstudyJforJTJlymphocyteJsubpopulationsJinJswineXJ2012VJ_aVJbff 17

472 revelopmentJofJaJgeneticJtoolJforJproductJregulationJinJtheJdiverseJpritishJpigJbreedJmarketXJ2012VJ
_aVJcfZ 25

471 oJgenomeJwideJassociationJstudyJforJbackfatJthicknessJinJwtalianJzargeJWhiteJpigsJhighlightsJnewJ
regionsJaffectingJfatJdepositionJincludingJneuronalJgenesXJ2012VJ_aVJcfa 64

470 vighWresolutionJautosomalJradiationJhybridJmapsJofJtheJpigJgenomeJandJtheirJcontributionJtoJtheJ
genomeJsequenceJassemblyXJ2012VJ_aVJcfc 14

469 oJhighJdensityJrecombinationJmapJofJtheJpigJrevealsJaJcorrelationJbetweenJsexWspecificJ
recombinationJandJuqJcontentXJ2012VJ_aVJcfd 113

468 oJcomprehensiveJsurveyJofJcopyJnumberJvariationJinJ_fJdiverseJpigJpopulationsJandJidentificationJ
ofJcandidateJcopyJnumberJvariableJgenesJassociatedJwithJcomplexJtraitsXJ2012VJ_aVJeaa 76

467  ovelJapproachJforJderivingJgenomeJwideJS ×JanalysisJdataJfromJarchivedJbloodJspotsXJ2012VJcVJcZa 9

466 qonsistentJdivergenceJtimesJandJalleleJsharingJmeasuredJfromJcrossWspeciesJapplicationJofJS ×J
chipsJdevelopedJforJthreeJdomesticJspeciesXJ2012VJ_2VJ__bcWcZ 38

465 ×orcineJarthrogryposisJmultiplexJcongenitaJRo’qShJnewJdiagnosticJtestJandJnarrowedJcandidateJ
regionXJ2012VJ2dVJ2bfWc2 4

464 wdentificationJofJ ucleotideJVariationJinJuenomesJUsingJ extWuenerationJSequencingXJ2012VJ2ceW2ed

463 wdentificationJofJgenomeWwideJcopyJnumberJvariationsJamongJdiverseJpigJbreedsJbyJarrayJquvXJ
2012VJ_aVJe2c 38
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462 oJgenomeWwideJassociationJstudyJidentifiesJtwoJnovelJpromisingJcandidateJgenesJaffectingJ
sscherichiaJcoliJtbabYtbacJsusceptibilityJinJswineXJPLoSuONEVJ2012VJeVJea2_2e 3.7 27

461
wdentificationJandJassociationJanalysisJofJseveralJhundredJsingleJnucleotideJpolymorphismsJwithinJ
candidateJgenesJforJbackJfatJthicknessJinJwtalianJzargeJWhiteJpigsJusingJaJselectiveJgenotypingJ
approachXJ2012VJgZVJ2bcZWdb

59

460 uenomeWwideJassociationJstudyJforJintramuscularJfattyJacidJcompositionJinJanJwberianJˆ�JzandraceJ
crossXJ2012VJgZVJ2ffaWga 54

459 qhillingJrateJeffectsJonJporkJloinJtendernessJinJcommercialJprocessingJplantsXJ2012VJgZVJ2fb2Wg 15

458 uenomeWwideJassociationJstudyJofJswineJfarrowingJtraitsXJ×artJwhJgeneticJandJgenomicJparameterJ
estimatesXJ2012VJgZVJaacaWg 27

457 UncontrolledJadmixtureJandJlossJofJgeneticJdiversityJinJaJlocalJVietnameseJpigJbreedXJ2012VJ2VJgd2Wec 13

456 uenomeWwideJassociationJstudyJofJswineJfarrowingJtraitsXJ×artJwwhJpayesianJanalysisJofJmarkerJdataXJ
2012VJgZVJaadZWe 41

455 oJwholeWgenomeJassociationJstudyJforJpigJreproductiveJtraitsXJ2012VJbaVJ_fW2d 112

454 retectionJofJaJquantitativeJtraitJlocusJassociatedJwithJresistanceJtoJoscarisJsuumJinfectionJinJpigsXJ
2012VJb2VJafaWg_ 12

453 revelopmentJofJaJbbyJS ×JassayJfocussingJonJtheJanalysisJofJaJvarroaWspecificJdefenceJbehaviourJinJ
honeyJbeesJRopisJmelliferaJcarnicaSXJ2012VJ_2VJa2aWa2 35

452 TheJdesignJandJcrossWpopulationJapplicationJofJaJgenomeWwideJS ×JchipJforJtheJgreatJtitJ×arusJ
majorXJ2012VJ_2VJecaWeZ 46

451 WholeJgenomeJsequencingJforJquantifyingJgermlineJmutationJfrequencyJinJhumansJandJmodelJ
specieshJcautiousJoptimismXJ2012VJecZVJgdW_Zd 23

450 éecombinationJratesJacrossJporcineJautosomesJinferredJfromJhighWdensityJlinkageJmapsXJ2012VJbaVJd2ZWa 19

449 ’olecularJtoolsJandJanalyticalJapproachesJforJtheJcharacterizationJofJfarmJanimalJgeneticJdiversityXJ
2012VJbaVJbfaWcZ2 82

448 uenomeWwideJassociationJscanJandJphasedJhaplotypeJconstructionJforJquantitativeJtraitJlociJ
affectingJboarJtaintJinJthreeJpigJbreedsXJ2012VJ_aVJ22 34

447 uenomeWwideJsingleJnucleotideJpolymorphismJanalysisJrevealsJrecentJgeneticJintrogressionJfromJ
domesticJpigsJintoJ orthwestJsuropeanJwildJboarJpopulationsXJ2013VJ22VJfcdWdd 84

446 ’odellingJandJvisualizingJfineWscaleJlinkageJdisequilibriumJstructureXJ2013VJ_bVJ_eg 3

445 éeintroductionsJandJgeneticJintrogressionJfromJdomesticJpigsJhaveJshapedJtheJgeneticJpopulationJ
structureJofJ orthwestJsuropeanJwildJboarXJ2013VJ_bVJba 33
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444 uenotypeJimputationJaccuracyJinJaJt2JpigJpopulationJusingJhighJdensityJandJlowJdensityJS ×J
panelsXJ2013VJ_bVJaf 35

443 svolutionaryJdynamicsJofJcopyJnumberJvariationJinJpigJgenomesJinJtheJcontextJofJadaptationJandJ
domesticationXJ2013VJ_bVJbbg 92

442 ueneticJdissectionJofJgrowthJtraitsJinJaJqhineseJindigenousJˆ�JcommercialJbroilerJchickenJcrossXJ
2013VJ_bVJ_c_ 42

441 uenomeWwideJS ×JvalidationJandJmantleJtissueJtranscriptomeJanalysisJinJtheJsilverWlippedJpearlJ
oysterVJ×inctadaJmaximaXJ2013VJ_cVJdbeWcf 25

440 wmprovedJestimationJofJinbreedingJandJkinshipJinJpigsJusingJoptimizedJS ×JpanelsXJ2013VJ_bVJg2 26

439 uenomicJselectionJusingJlowJdensityJmarkerJpanelsJwithJapplicationJtoJaJsireJlineJinJpigsXJGeneticsu
SelectionuEvolutionVJ2013VJbcVJ2f 4.9 42

438 uenomeWwideJanalysisJofJporcineJbackfatJandJintramuscularJfatJfattyJacidJcompositionJusingJ
highWdensityJgenotypingJandJexpressionJdataXJ2013VJ_bVJfbc 38

437 uenomeWwideJandJlocalJpatternJofJlinkageJdisequilibriumJandJpersistenceJofJphaseJforJaJranishJpigJ
breedsXJ2013VJ_bVJ__c 33

436 ’easuringJinbreedingJandJinbreedingJdepressionJonJpigJgrowthJfromJpedigreeJorJS ×WderivedJ
metricsXJ2013VJ_aZVJabgWdZ 71

435 opplicationsJofJnextWgenerationJsequencingJtoJphylogeographyJandJphylogeneticsXJ2013VJddVJc2dWaf 426

434  extWgenerationJsequencinghJtheJfutureJofJmolecularJgeneticsJinJpoultryJproductionJandJfoodJ
safetyXJ2013VJg2VJcd2We2 51

433 ueneticJdiversityJanalysisJofJeliteJsuropeanJmaizeJRZeaJmaysJzXSJinbredJlinesJusingJotz×VJSSéVJandJ
S ×JmarkersJrevealsJascertainmentJbiasJforJaJsubsetJofJS ×sXJ2013VJ_2dVJ_aaWb_ 67

432 ueneticJanalysisJofJbehaviorJtraitsJinJswineJproductionXJ2013VJ_ceVJ2fWae 24

431 ×orcineJcolonizationJofJtheJomericashJaJdZkJS ×JstoryXJ2013VJ__ZVJa2_WaZ 42

430 uenomicJpredictionJinJanimalsJandJplantshJsimulationJofJdataVJvalidationVJreportingVJandJ
benchmarkingXJ2013VJ_gaVJabeWdc 251

429 uenomeWwideJpredictionJofJageJatJpubertyJandJreproductiveJlongevityJinJsowsXJ2013VJbbVJafeWge 29

428 ’olecularJadvancesJinJàTzJdiscoveryJandJapplicationJinJpigJbreedingXJ2013VJ2gVJ2_cW2b 43

427 SwitchgrassJgenomicJdiversityVJploidyVJandJevolutionhJnovelJinsightsJfromJaJnetworkWbasedJS ×J
discoveryJprotocolXJ2013VJgVJe_ZZa2_c 481
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426 SignaturesJofJdiversifyingJselectionJinJsuropeanJpigJbreedsXJ2013VJgVJe_ZZabca 131

425 zinkageJdisequilibriumJandJhaplotypeJblockJstructureJinJsixJcommercialJpigJlinesXJ2013VJg_VJabgaWcZ_ 44

424 uenomeJsequencingJrevealsJfineJscaleJdiversificationJandJreticulationJhistoryJduringJspeciationJinJ
SusXJ2013VJ_bVJé_Ze 97

423 tarmWbyWfarmJanalysisJofJmicrosatelliteVJmtr oJandJS ×JgenotypeJdataJrevealsJinbreedingJandJ
crossbreedingJasJthreatsJtoJtheJsurvivalJofJaJnativeJSpanishJpigJbreedXJ2013VJbbVJ2cgWdd 19

422 zivestockJandJtheJpromiseJofJgenomicsXJ2013VJcdVJccdWdd 6

421 oJgenomeWwideJassociationJstudyJtoJdetectJgeneticJvariationJforJpostpartumJdysgalactiaJsyndromeJ
inJfiveJcommercialJpigJbreedingJlinesXJ2013VJbbVJcZ2Wf 8

420 risentanglingJtwoJàTzJonJporcineJchromosomeJ_2JforJbackfatJfattyJacidJcompositionXJ2013VJ2bVJ_dfWfd 8

419 preedingJandJueneticsJSymposiumhJnetworksJandJpathwaysJtoJguideJgenomicJselectionXJ2013VJg_VJcaeWc2 46

418 ’ethodsJofJtagS ×JselectionJandJotherJvariablesJaffectingJimputationJaccuracyJinJswineXJ2013VJ_bVJf 33

417 qonservationJgenomicJanalysisJofJdomesticJandJwildJpigJpopulationsJfromJtheJwberianJ×eninsulaXJ
2013VJ_bVJ_Zd 63

416 OpportunitiesJforJgenomeWwideJselectionJforJpigJbreedingJinJdevelopingJcountriesXJ2013VJg_VJbd_eW2e 4

415 tineJmappingJandJsingleJnucleotideJpolymorphismJeffectsJestimationJonJpigJchromosomesJ_VJbVJeVJ
fVJ_eJandJXXJ2013VJadVJc__Wg 7

414 ×olymorphismJinJtheJszOVzdJgeneJisJassociatedJwithJaJmajorJàTzJeffectJonJfattyJacidJcompositionJ
inJpigsXJPLoSuONEVJ2013VJfVJecadfe 3.7 36

413 ueneticJdiversityVJlinkageJdisequilibriumJandJselectionJsignaturesJinJchineseJandJWesternJpigsJ
revealedJbyJgenomeWwideJS ×JmarkersXJPLoSuONEVJ2013VJfVJecdZZ_ 3.7 143

412 uenomeWwideJassociationJanalysesJforJfattyJacidJcompositionJinJporcineJmuscleJandJabdominalJfatJ
tissuesXJPLoSuONEVJ2013VJfVJedcccb 3.7 34

411 svaluationJofJS ×JrataJfromJtheJ’alusJwnfiniumJorrayJwdentifiesJqhallengesJforJueneticJonalysisJofJ
qomplexJuenomesJofJ×olyploidJOriginXJPLoSuONEVJ2013VJfVJedebZe 3.7 15

410 uenotypingJbyJgenomeJreducingJandJsequencingJforJoutbredJanimalsXJPLoSuONEVJ2013VJfVJedecZZ 3.7 51

409 uenomeWwideJassociationJstudyJforJcytokinesJandJimmunoglobulinJuJinJswineXJPLoSuONEVJ2013VJfVJeebfbd3.7 10
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408 oJgenomeWwideJassociationJstudyJpointsJoutJtheJcausalJimplicationJofJSOXgJinJtheJsexWreversalJ
phenotypeJinJXXJpigsXJPLoSuONEVJ2013VJfVJeegff2 3.7 12

407 reJnovoJsequencingVJcharacterizationVJandJcomparisonJofJinflorescenceJtranscriptomesJofJqornusJ
canadensisJandJqXJfloridaJRqornaceaeSXJPLoSuONEVJ2013VJfVJef2deb 3.7 10

406 uenomeWwideJassociationJofJmeatJqualityJtraitsJandJtendernessJinJswineXJ2013VJg_VJbZbaWcZ 44

405 resignJandJcharacterizationJofJaJc2yJS ×JchipJforJgoatsXJPLoSuONEVJ2014VJgVJefd22e 3.7 121

404 oJpowerfulJtoolJforJgenomeJanalysisJinJmaizehJdevelopmentJandJevaluationJofJtheJhighJdensityJdZZJ
kJS ×JgenotypingJarrayXJ2014VJ_cVJf2a 168

403 uenomeJsequencingJandJanalysisJofJ’angalicaVJaJfattyJlocalJpigJofJvungaryXJ2014VJ_cVJed_ 30

402 ×opulationJhistoryJandJgenomicJsignaturesJforJhighWaltitudeJadaptationJinJTibetanJpigsXJ2014VJ_cVJfab 81

401 uenomeWwideJassociationJstudyJidentifiesJàTzsJforJspVJofJpackfatJThicknessJandJaverageJdailyJgainJ
inJrurocJpigsXJ2014VJcZVJ_aZfW_a_c 3

400 r oJ’arkersJforJtoodJ×roductsJouthenticationXJ2014VJdVJcegWcgd 46

399 oJspliceJmutationJinJtheJ×vyu_JgeneJcausesJhighJglycogenJcontentJandJlowJmeatJqualityJinJpigJ
skeletalJmuscleXJ2014VJ_ZVJe_ZZbe_Z 56

398 ’ixedJmodelJmethodsJforJgenomicJpredictionJandJvarianceJcomponentJestimationJofJadditiveJandJ
dominanceJeffectsJusingJS ×JmarkersXJPLoSuONEVJ2014VJgVJefeddd 3.7 60

397 revelopmentJofJtheJcatfishJ2cZyJS ×JarrayJforJgenomeWwideJassociationJstudiesXJ2014VJeVJ_ac 74

396 zinkageJdisequilibriumJpatternsJandJpersistenceJofJphaseJinJpurebredJandJcrossbredJpigJRSusJ
scrofaSJpopulationsXJ2014VJ_cVJ_2d 25

395 oJgenomewideJassociationJstudyJforJaverageJdailyJgainJinJwtalianJzargeJWhiteJpigsXJ2014VJg2VJ_afcWgb 47

394 oJresourceJofJsingleWnucleotideJpolymorphismsJforJrainbowJtroutJgeneratedJbyJrestrictionWsiteJ
associatedJr oJsequencingJofJdoubledJhaploidsXJ2014VJ_bVJcffWgd 41

393 ’utationJdiscoveryJforJ’endelianJtraitsJinJnonWlaboratoryJanimalshJaJreviewJofJachievementsJupJtoJ
2Z_2XJ2014VJbcVJ_ceWeZ 26

392 ×ersistencyJofJaccuracyJofJgenomicJbreedingJvaluesJforJdifferentJsimulatedJpigJbreedingJprogramsJ
inJdevelopingJcountriesXJ2014VJ_a_VJadeWef 12

391 oJgenomeWwideJassociationJstudyJrevealsJaJnovelJcandidateJgeneJforJspermJmotilityJinJpigsXJ2014VJ
_c_VJ2Z_We 22

(2014-2013)
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390 oJgenomeWwideJlinkageJanalysisJforJreproductiveJtraitsJinJt2JzargeJWhiteJˆ�J’eishanJcrossJgiltsXJ
2014VJbcVJ_g_We 31

389 uenomeWwideJassociationJanalysisJforJgrowthVJmuscularityJandJmeatJqualityJinJ×iˆ'trainJpigsXJ2014VJ
bcVJacZWd 13

388 SingleWnucleotideJpolymorphismJdiscoveryJinJzeptographiumJlongiclavatumVJaJmountainJpineJ
beetleWassociatedJsymbioticJfungusVJusingJwholeWgenomeJresequencingXJ2014VJ_bVJbZ_W_Z 13

387 wdentifyingJgeneticJlociJcontrollingJneonatalJpassiveJtransferJofJimmunityJusingJaJhybridJgenotypingJ
strategyXJ2014VJbcVJabZWg 4

386  ewJinsightJintoJtheJSSqfJgeneticJdeterminationJofJfattyJacidJcompositionJinJpigsXJGeneticsu
SelectionuEvolutionVJ2014VJbdVJ2f 4.9 13

385 onJS ×WbasedJsecondWgenerationJgeneticJmapJofJraphniaJmagnaJandJitsJapplicationJtoJàTzJanalysisJ
ofJphenotypicJtraitsXJ2014VJ_cVJ_Zaa 39

384 oJwholeJgenomicJscanJtoJdetectJselectionJsignaturesJbetweenJperkshireJandJyoreanJnativeJpigJ
breedsXJ2014VJcdVJ2a 10

383 éecombinationJofJtheJporcineJXJchromosomehJaJhighJdensityJlinkageJmapXJ2014VJ_cVJ_bf 11

382 wnvestigationsJonJtheJpatternJofJlinkageJdisequilibriumJandJselectionJsignaturesJinJtheJgenomesJofJ
uermanJ×iˆ'trainJpigsXJ2014VJ_a_VJbeaWf2 9

381 occuracyJofJestimationJofJgenomicJbreedingJvaluesJinJpigsJusingJlowWdensityJgenotypesJandJ
imputationXJ2014VJbVJd2aWa_ 32

380 wdentificationJofJàTzJaffectingJresistanceYsusceptibilityJtoJacuteJoctinobacillusJpleuropneumoniaeJ
infectionJinJswineXJ2014VJ2cVJ_fZWg_ 15

379 OnJtheJrelationshipJbetweenJanJosianJhaplotypeJonJchromosomeJdJthatJreducesJandrostenoneJ
levelsJinJboarsJandJtheJdifferentialJexpressionJofJSUzT2o_JinJtheJtestisXJ2014VJ_cVJb 6

378 revelopmentJandJvalidationJofJaJhighJdensityJS ×JgenotypingJarrayJforJotlanticJsalmonJRSalmoJ
salarSXJ2014VJ_cVJgZ 153

377 oJgenomeWwideJscanJforJsignaturesJofJselectionJinJqhineseJindigenousJandJcommercialJpigJbreedsXJ
2014VJ_cVJe 48

376 oreJevaluationsJonJyoungJgenotypedJanimalsJbenefitingJfromJtheJpastJgenerationsmXJ2014VJgeVJagaZWb2 37

375 oppliedJanimalJgenomicshJresultsJfromJtheJfieldXJ2014VJ2VJ_ZcWag 81

374 qopyJnumberJvariantsJinJaJhighlyJinbredJwberianJporcineJstrainXJ2014VJbcVJaceWdd 17

373 uenomewideJassociationJandJidentificationJofJcandidateJgenesJforJovulationJrateJinJswineXJ2014VJ
g2VJaeg2WfZa 24
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372 ’iningJtheJpigJgenomeJtoJinvestigateJtheJdomesticationJprocessXJ2014VJ__aVJbe_Wfb 18

371 éapidJscreeningJforJphenotypeWgenotypeJassociationsJbyJlinearJtransformationsJofJgenomicJ
evaluationsXJ2014VJ_cVJ2bd 33

370 retectionJofJgenomeWwideJcopyJnumberJvariationsJinJtwoJchickenJlinesJdivergentlyJselectedJforJ
abdominalJfatJcontentXJ2014VJ_cVJc_e 28

369 vighWresolutionJassociationJmappingJofJnumberJofJteatsJinJpigsJrevealsJregionsJcontrollingJ
vertebralJdevelopmentXJ2014VJ_cVJcb2 41

368 WholeWgenomeJsequenceJanalysisJrevealsJdifferencesJinJpopulationJmanagementJandJselectionJofJ
suropeanJlowWinputJpigJbreedsXJ2014VJ_cVJdZ_ 33

367 TheJporcineJinnateJimmuneJsystemhJanJupdateXJ2014VJbcVJa2_Wba 151

366 oJgenomeWwideJassociationJstudyJofJproductionJtraitsJinJaJcommercialJpopulationJofJzargeJWhiteJ
pigshJevidenceJofJhaplotypesJaffectingJmeatJqualityXJGeneticsuSelectionuEvolutionVJ2014VJbdVJ_2 4.9 60

365 tromJS ×JcoWassociationJtoJé oJcoWexpressionhJnovelJinsightsJintoJgeneJnetworksJforJintramuscularJ
fattyJacidJcompositionJinJporcineXJ2014VJ_cVJ2a2 31

364 revelopmentJandJevaluationJofJtheJfirstJhighWthroughputJS ×JarrayJforJcommonJcarpJRqyprinusJ
carpioSXJ2014VJ_cVJaZe 79

363 onalysisJofJtheJgeneticsJofJboarJtaintJrevealsJbothJsingleJS ×sJandJregionalJeffectsXJ2014VJ_cVJb2b 20

362 UntanglingJtheJhybridJnatureJofJmodernJpigJgenomeshJaJmosaicJderivedJfromJbiogeographicallyJ
distinctJandJhighlyJdivergentJSusJscrofaJpopulationsXJ2014VJ2aVJbZfgW_Z2 32

361 uenomicJanalysisJrevealsJselectionJforJosianJgenesJinJsuropeanJpigsJfollowingJhumanWmediatedJ
introgressionXJ2014VJcVJbag2 97

360 oJhighWdensityJS ×JgenotypingJarrayJforJriceJbiologyJandJmolecularJbreedingXJ2014VJeVJcb_Wca 168

359 uenomicJinformationJinJpigJbreedinghJScienceJmeetsJindustryJneedsXJ2014VJ_ddVJgbW_ZZ 23

358 ossociationsJbetweenJsingleJnucleotideJpolymorphismsJinJaaJcandidateJgenesJandJmeatJqualityJ
traitsJinJcommercialJpigsXJ2014VJbcVJcZfW_d 16

357 osianJlowWandrostenoneJhaplotypeJonJpigJchromosomeJdJdoesJnotJunfavorablyJaffectJproductionJ
andJreproductionJtraitsXJ2014VJbcVJfebWe 1

356 UsingJhaplotypesJforJtheJpredictionJofJallelicJidentityJtoJfineWmapJàTzhJcharacterizationJandJ
propertiesXJGeneticsuSelectionuEvolutionVJ2014VJbdVJbc 4.9 3

355 sfficiencyJofJdifferentJselectionJstrategiesJagainstJboarJtaintJinJpigsXJ2014VJfVJ__Wg 12

(2014-2014)
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354 uenomicJselectionJinJaJpigJpopulationJincludingJinformationJfromJslaughteredJfullJsibsJofJboarsJ
withinJaJsibWtestingJprogramXJ2015VJgVJecZWg 4

353 uenomicJinbreedingJcoefficientsJbasedJonJtheJdistributionJofJtheJlengthJofJrunsJofJhomozygosityJinJ
aJclosedJlineJofJwberianJpigsXJGeneticsuSelectionuEvolutionVJ2015VJbeVJf_ 4.9 26

352 SoftwareJsolutionsJforJtheJlivestockJgenomicsJS ×JarrayJrevolutionXJ2015VJbdVJabaWca 16

351 sfficiencyJofJgenomicJpredictionJforJboarJtaintJreductionJinJranishJzandraceJpigsXJ2015VJbdVJdZeW_d 6

350 wmplementingJmetaWanalysisJfromJgenomeWwideJassociationJstudiesJforJporkJqualityJtraitsXJ2015VJgaVJcdZeW_e 12

349 wmputationJofJgenotypesJinJranishJpurebredJandJtwoWwayJcrossbredJpigsJusingJlowWdensityJpanelsXJ
GeneticsuSelectionuEvolutionVJ2015VJbeVJcb 4.9 9

348 oJstudyJofJvertebraJnumberJinJpigsJconfirmsJtheJassociationJofJvertninJandJrevealsJadditionalJàTzXJ
2015VJ_dVJ_2g 28

347 uenomeWwideJassociationJstudyJrevealsJaJlocusJforJnasalJcarriageJofJStaphylococcusJaureusJinJ
ranishJcrossbredJpigsXJ2015VJ__VJ2gZ 8

346 occuracyJofJ×redictedJuenomicJpreedingJValuesJinJ×urebredJandJqrossbredJ×igsXJ2015VJcVJ_cecWfa 29

345 sstimationJofJodditiveVJrominanceVJandJwmprintingJueneticJVarianceJUsingJuenomicJrataXJ2015VJcVJ2d2gWae 24

344 qomparisonJofJiteratedJsingleWstepJandJpayesianJregressionsJonJgenomicJevaluationsJforJageJatJ_ZZJ
kgJinJswineXJ2015VJgaVJbdecWfa

343 uenomewideJassociationJanalysisJforJaverageJbirthJintervalJandJstillbirthJinJswineXJ2015VJgaVJc2gWbZ 10

342 éelationshipsJamongJandJvariationJwithinJrareJbreedsJofJswineXJ2015VJgaVJaf_ZWa 9

341 occuracyJofJgenomicJpredictionJusingJderegressedJbreedingJvaluesJestimatedJfromJpurebredJandJ
crossbredJoffspringJphenotypesJinJpigsXJ2015VJgaVJaa_aW2_ 9

340 uenomeJWideJossociationJonalysisJéevealsJ ewJ×roductionJTraitJuenesJinJaJ’aleJrurocJ
×opulationXJPLoSuONEVJ2015VJ_ZVJeZ_ag2Ze 3.7 28

339 sxomeJqaptureJwithJveterologousJsnrichmentJinJ×igJRSusJscrofaSXJPLoSuONEVJ2015VJ_ZVJeZ_aga2f 3.7 1

338
éeducedJéepresentationJzibrariesJfromJr oJ×oolsJonalysedJwithJ extJuenerationJSemiconductorJ
pasedWSequencingJtoJwdentifyJS ×sJinJsxtremeJandJrivergentJ×igsJforJpackJtatJThicknessXJ2015VJ
2Z_cVJgcZeae

11

337 occuracyJofJgenomeWenabledJpredictionJexploringJpurebredJandJcrossbredJpigJpopulationsXJ2015VJ
gaVJbdfbWg_ 6
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336 uenomeWwideJassociationJanalysesJforJboarJtaintJcomponentsJandJtesticularJtraitsJrevealedJregionsJ
havingJpleiotropicJeffectsXJ2015VJ_dVJad 16

335 ×orcineJmodelsJofJmuscularJdystrophyXJ2015VJcdVJ__dW2d 25

334 uenomeWwideJassociationJanalysesJforJmeatJqualityJtraitsJinJqhineseJsrhualianJpigsJandJaJWesternJ
rurocJˆ�JRzandraceJˆ�JYorkshireSJcommercialJpopulationXJGeneticsuSelectionuEvolutionVJ2015VJbeVJbb 4.9 41

333 qopyJnumberJvariationsJinJhighJandJlowJfertilityJbreedingJboarsXJ2015VJ_dVJ2fZ 18

332 UsingJgenomeWwideJmeasuresJofJcoancestryJtoJmaintainJdiversityJandJfitnessJinJendangeredJandJ
domesticJpigJpopulationsXJ2015VJ2cVJgeZWf_ 53

331 SusceptibilityJlociJforJumbilicalJherniaJinJswineJdetectedJbyJgenomeWwideJassociationXJ2015VJc_VJ_ZZZW_ZZd 2

330 ortificialJselectionJonJintroducedJosianJhaplotypesJshapedJtheJgeneticJarchitectureJinJsuropeanJ
commercialJpigsXJ2015VJ2f2VJ2Z_c2Z_g 18

329 àualityJcontrolJofJgenotypesJusingJheritabilityJestimatesJofJgeneJcontentJatJtheJmarkerXJ2015VJ_ggVJdecWf_ 19

328 oJflexibleJmultiWspeciesJgenomeWwideJdZyJS ×JchipJdevelopedJfromJpooledJresequencingJofJ2bZJ
sucalyptusJtreeJgenomesJacrossJ_2JspeciesXJ2015VJ2ZdVJ_c2eWbZ 88

327 TheJdevelopmentJandJcharacterizationJofJaJceyJsingleJnucleotideJpolymorphismJarrayJforJrainbowJ
troutXJ2015VJ_cVJdd2We2 131

326 revelopmentVJvalidationJandJgeneticJanalysisJofJaJlargeJsoybeanJS ×JgenotypingJarrayXJ2015VJf_VJd2cWad 97

325 oJsystemsJgeneticsJstudyJofJswineJillustratesJmechanismsJunderlyingJhumanJphenotypicJtraitsXJ
2015VJ_dVJff 10

324 SingleJnucleotideJpolymorphismJanalysisJofJyoreanJnativeJchickensJusingJnextJgenerationJ
sequencingJdataXJ2015VJb2VJbe_We 9

323 uenomeWwideJassociationJanalysisJrevealsJgeneticJlociJandJcandidateJgenesJforJmeatJqualityJtraitsJ
inJqhineseJzaiwuJpigsXJ2015VJ2dVJ_f_WgZ 35

322 ueneticJmappingJinJgrapevineJusingJS ×JmicroarrayJintensityJvaluesXJ2015VJacVJ_ 14

321 SingleWcopyJgeneJbasedJcZJyJS ×JchipJforJgeneticJstudiesJandJmolecularJbreedingJinJriceXJScientificu
ReportsVJ2015VJcVJ__dZZ 4.9 88

320 TésShJwdentificationJofJriscriminatoryJandJwnformativeJS ×sJfromJ×opulationJuenomicJrataXJ2015VJ
_ZdVJde2Wd 17

319 oJgenomeWwideJassociationJstudyJinJlargeJwhiteJandJlandraceJpigJpopulationsJforJnumberJpigletsJ
bornJaliveXJPLoSuONEVJ2015VJ_ZVJeZ__ebdf 3.7 25

(2015-2015)
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318 TheJchimericalJgenomeJofJwslaJdelJqocoJferalJpigsJRqostaJéicaSVJanJisolatedJpopulationJsinceJ_egaJ
butJwithJremarkableJlevelsJofJdiversityXJ2015VJ2bVJ2adbWef 11

317 uenomicJselectionJforJboarJtaintJcompoundsJandJcarcassJtraitsJinJaJcommercialJpigJpopulationXJ
2015VJ_ebVJ_ZW_e 23

316 uenomicJSelectionVJaJ ewJsraJforJ×orkJàualityJwmprovementXJ2015VJaVJ2eWae 5

315 uenomeWwideJassociationJstudyJusingJderegressedJbreedingJvaluesJforJcryptorchidismJandJ
scrotalYinguinalJherniaJinJtwoJpigJlinesXJGeneticsuSelectionuEvolutionVJ2015VJbeVJ_f 4.9 21

314 ’aximizingJcrossbredJperformanceJthroughJpurebredJgenomicJselectionXJGeneticsuSelectionu
EvolutionVJ2015VJbeVJ_d 4.9 22

313 oJhiddenJ’arkovJapproachJforJascertainingJcS ×JgenotypesJfromJé oJsequenceJdataJinJtheJ
presenceJofJallelicJimbalanceJbyJexploitingJlinkageJdisequilibriumXJ2015VJ_dVJd_ 1

312 oJgenomeWwideJscanJforJsignaturesJofJdirectionalJselectionJinJdomesticatedJpigsXJ2015VJ_dVJ_aZ 47

311  otJollJSqwrJ×igsJoreJqreatedJsquallyhJTwoJwndependentJ’utationsJinJtheJortemisJueneJqauseJSqwrJ
inJ×igsXJ2015VJ_gcVJa_e_Wg 32

310 oJmetaJanalysisJofJgenomeWwideJassociationJstudiesJforJlimbJboneJlengthsJinJfourJpigJpopulationsXJ
2015VJ_dVJgc 19

309 oJsingleWnucleotideJpolymorphismWbasedJapproachJforJrapidJandJcostWeffectiveJgeneticJwolfJ
monitoringJinJsuropeJbasedJonJnoninvasivelyJcollectedJsamplesXJ2015VJ_cVJ2gcWaZc 67

308 payesianJuWoSJandJnetworkJanalysisJrevealedJnewJcandidateJgenesJforJnumberJofJteatsJinJpigsXJ
2015VJcdVJ_2aWa2 26

307 resignJofJaJgyJilluminaJpeadqhipJforJpolarJbearsJRUrsusJmaritimusSJfromJéorJandJtranscriptomeJ
sequencingXJ2015VJ_cVJcfeWdZZ 34

306 SexualJdimorphismJinJlivestockJspeciesJselectedJforJeconomicallyJimportantJtraitsXJ2016VJgbVJadfbWadg2 16

305 ueneticJriversityJonalysisJofJSouthJandJsastJosianJruckJ×opulationsJUsingJvighlyJ×olymorphicJ
’icrosatelliteJ’arkersXJ2016VJ2gVJbe_Wf 9

304
svaluationJofJuenomeWsnabledJSelectionJforJpacterialJqoldJWaterJriseaseJéesistanceJUsingJ
×rogenyJ×erformanceJrataJinJéainbowJTrouthJwnsightsJonJuenotypingJ’ethodsJandJuenomicJ
×redictionJ’odelsXJ2016VJeVJgd

68

303 sfficientJgenomicJpredictionJbasedJonJwholeWgenomeJsequenceJdataJusingJsplitWandWmergeJ
payesianJvariableJselectionXJGeneticsuSelectionuEvolutionVJ2016VJbfVJbg 4.9 27

302 uenomicsJinJtheJcommonJcarpXJ2016VJ2beW2eb 1

301 sffectJofJcandidateJgeneJpolymorphismsJonJreproductiveJtraitsJinJaJzargeJWhiteJpigJpopulationXJ
2016VJfeVJ_bccW_bda 4
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300 uenomeWwideJassociationJstudyJrevealsJregionsJassociatedJwithJgestationJlengthJinJtwoJpigJ
populationsXJ2016VJbeVJ22aWd 6

299 onalysisJofJtheJporcineJo×Oo2JgeneJexpressionJinJliverVJpolymorphismJidentificationJandJ
associationJwithJfattyJacidJcompositionJtraitsXJ2016VJbeVJcc2Wg 15

298 uenomewideJsingleJnucleotideJpolymorphismJdiscoveryJinJotlanticJsalmonJRSalmoJsalarShJvalidationJ
inJwildJandJfarmedJomericanJandJsuropeanJpopulationsXJ2016VJ_dVJ_ZZ2W__ 79

297 TwentyJyearsJofJartificialJdirectionalJselectionJhaveJshapedJtheJgenomeJofJtheJwtalianJzargeJWhiteJ
pigJbreedXJ2016VJbeVJ_f_Wg_ 16

296 occuracyJofJgenomicJpredictionJofJpurebredsJforJcrossJbredJperformanceJinJpigsXJ2016VJ_aaVJbbaWbc_ 13

295 oJcomparisonJofJmethodsJtoJestimateJgenomicJrelationshipsJusingJpedigreeJandJmarkersJinJ
livestockJpopulationsXJ2016VJ_aaVJbc2Wbd2 9

294 uenomeWwideJpatternsJofJcopyJnumberJvariationJinJtheJqhineseJyakJgenomeXJ2016VJ_eVJaeg 32

293 sxpressionWbasedJuWoSJidentifiesJvariantsVJgeneJinteractionsJandJkeyJregulatorsJaffectingJ
intramuscularJfattyJacidJcontentJandJcompositionJinJporcineJmeatXJScientificuReportsVJ2016VJdVJa_fZa 4.9 38

292 opplicationJofJsingleWstepJgenomicJevaluationJforJcrossbredJperformanceJinJpigXJ2016VJgbVJgadWbf 33

291 uenomicJselectionJinJpigshJstateJofJtheJartJandJperspectivesXJ2016VJ_cVJ2__W2a2 33

290 ofterJgenomeWwideJassociationJstudieshJueneJnetworksJelucidatingJcandidateJgenesJdivergencesJ
forJnumberJofJteatsJacrossJtwoJpigJpopulationsXJ2016VJgbVJ_bbdWcf 8

289 uenomewideJassociationJanalysisJofJsowJlactationJperformanceJtraitsJinJlinesJofJYorkshireJpigsJ
divergentlyJselectedJforJresidualJfeedJintakeJduringJgrowWfinishJphaseXJ2016VJgbVJ2a_eWa_ 4

288 ueneticJparametersJandJtrendsJforJproductionJandJreproductionJtraitsJofJaJzandraceJherdJinJqhinaXJ
2016VJ_cVJ_ZdgW_Zec 8

287 uenomeWwideJmappingJofJcopyJnumberJvariationsJinJcommercialJhybridJpigsJusingJaJhighWdensityJ
S ×JgenotypingJarrayXJ2016VJc2VJfcWg2 3

286 qonservationJprioritiesJofJwberoamericanJpigJbreedsJandJtheirJancestorsJbasedJonJmicrosatelliteJ
informationXJ2016VJ__eVJ_bW2b 9

285 éevealingJnewJcandidateJgenesJforJreproductiveJtraitsJinJpigshJcombiningJpayesianJuWoSJandJ
functionalJpathwaysXJGeneticsuSelectionuEvolutionVJ2016VJbfVJg 4.9 37

284 TheJroleJofJmitochondrialJr oJcopyJnumberVJvariantsVJandJhaplotypesJinJfarmJanimalJ
developmentalJoutcomeXJ2016VJcdJSupplVJS_aaWbd 8

283
uenomeWwideJsingleJnucleotideJpolymorphismJRS ×SJidentificationJandJcharacterizationJinJaJ
nonWmodelJorganismVJtheJofricanJbuffaloJRSyncerusJcafferSVJusingJnextJgenerationJsequencingXJ2016
VJf_VJcgcWdZa

8

(2016-2016)

15



282 ’etaWanalysisJofJgenomeWwideJassociationJfromJgenomicJpredictionJmodelsXJ2016VJbeVJadWbf 21

281 snsembleJteatureJSelectionJusingJéankJoggregationJ’ethodsJforJ×opulationJuenomicJrataXJ2016VJ 0

280 uenomeWwideJassociationJstudiesJforJfattyJacidJmetabolicJtraitsJinJfiveJdivergentJpigJpopulationsXJ
ScientificuReportsVJ2016VJdVJ2be_f 4.9 21

279 uenomewideJassociationJstudiesJforJhematologicalJtraitsJandJTJlymphocyteJsubpopulationsJinJaJ
rurocJˆ�JsrhualianJtJresourceJpopulationXJ2016VJgbVJcZ2fWcZb_ 7

278 ossigningJbreedJoriginJtoJallelesJinJcrossbredJanimalsXJGeneticsuSelectionuEvolutionVJ2016VJbfVJd_ 4.9 26

277 uenomicJevaluationJbyJincludingJdominanceJeffectsJandJinbreedingJdepressionJforJpurebredJandJ
crossbredJperformanceJwithJanJapplicationJinJpigsXJGeneticsuSelectionuEvolutionVJ2016VJbfVJg2 4.9 42

276 éefiningJgenomewideJassociationJforJgrowthJandJfatJdepositionJtraitsJinJanJtJpigJpopulationXJ2016VJ
gbVJ_afeWge 6

275 qrossbreedJevaluationsJinJsingleWstepJgenomicJbestJlinearJunbiasedJpredictorJusingJadjustedJ
realizedJrelationshipJmatricesXJ2016VJgbVJgZgW_g 27

274 uenomeWwideJstudyJonJintramuscularJfatJinJwtalianJzargeJWhiteJpigJbreedJusingJtheJ×orcineS ×dZJ
peadqhipXJ2016VJ_aaVJ2eeWf2 23

273 ×opulationJstructureJandJgenomeJcharacterizationJofJlocalJpigJbreedsJinJéussiaVJpelorussiaVJ
yazakhstanJandJUkraineXJGeneticsuSelectionuEvolutionVJ2016VJbfVJ_d 4.9 25

272
qomparisonJofJhostJgeneticJfactorsJinfluencingJpigJresponseJtoJinfectionJwithJtwoJ orthJomericanJ
isolatesJofJporcineJreproductiveJandJrespiratoryJsyndromeJvirusXJGeneticsuSelectionuEvolutionVJ2016VJ
bfVJba

4.9 28

271 ueneticJarchitectureJofJfattyJacidJcompositionJinJtheJlongissimusJdorsiJmuscleJrevealedJbyJ
genomeWwideJassociationJstudiesJonJdiverseJpigJpopulationsXJGeneticsuSelectionuEvolutionVJ2016VJbfVJc 4.9 34

270
TranscriptomeJanalysisJandJmolecularJmarkerJdiscoveryJinJSolanumJincanumJandJSXJaethiopicumVJ
twoJcloseJrelativesJofJtheJcommonJeggplantJRSolanumJmelongenaSJwithJinterestJforJbreedingXJ2016VJ
_eVJaZZ

44

269 ueneticJdiversityJanalysisJofJtwoJcommercialJbreedsJofJpigsJusingJgenomicJandJpedigreeJdataXJ
GeneticsuSelectionuEvolutionVJ2016VJbfVJ2b 4.9 42

268 revelopmentJandJuseJofJmolecularJmarkershJpastJandJpresentXJ2016VJadVJ2gZWaZ2 120

267 uenomeWwideJassociationJandJidentificationJofJcandidateJgenesJforJageJatJpubertyJinJswineXJ2016VJ
_eVJcZ 27

266 riversityJanalysisJandJgenomicJpredictionJofJSclerotiniaJresistanceJinJsunflowerJusingJaJnewJ2c´ yJ
S ×JgenotypingJarrayXJ2016VJ_2gVJa_eW2g 15

265 uenomicJdiversityJandJdifferentiationJofJaJmanagedJislandJwildJboarJpopulationXJ2016VJ__dVJdZWe 28
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264 S ×JwdentificationJfromJ extWuenerationJSequencingJratasetsXJ2017VJ2ffWaZe

263 ’inimumJsampleJsizesJforJpopulationJgenomicshJanJempiricalJstudyJfromJanJomazonianJplantJ
speciesXJ2017VJ_eVJ__adW__be 113

262 recipheringJtheJregulationJofJporcineJgenesJinfluencingJgrowthVJfatnessJandJyieldWrelatedJtraitsJ
throughJgeneticalJgenomicsXJ2017VJ2fVJ_aZW_b2 4

261 S ×JorrayJrevelopmentVJuenotypingVJrataJonalysisVJandJopplicationsXJ2017VJaZfWaae 2

260
oJsetJofJ2ZJmultiplexedJsingleJnucleotideJpolymorphismJRS ×SJmarkersJspecificallyJselectedJforJtheJ
identificationJofJtheJwildJboarJRSusJscrofaJscrofaSJandJtheJdomesticJpigJRSusJscrofaJdomesticusSXJ
2017VJgVJde_Wdec

5

259 wntegrationJofJliverJgeneJcoWexpressionJnetworksJandJeuWosJanalysesJhighlightedJcandidateJ
regulatorsJimplicatedJinJlipidJmetabolismJinJpigsXJScientificuReportsVJ2017VJeVJbdcag 4.9 18

258 sxploringJtheJgeneticsJofJfeedJefficiencyJandJfeedingJbehaviourJtraitsJinJaJpigJlineJhighlyJselectedJ
forJperformanceJcharacteristicsXJ2017VJ2g2VJ_ZZ_W_Z__ 31

257 vostJuenomeJwnfluenceJonJuutJ’icrobialJqompositionJandJ’icrobialJ×redictionJofJqomplexJTraitsJinJ
×igsXJ2017VJ2ZdVJ_daeW_dbb 69

256 revelopmentJofJaJ’ediumJrensityJqombinedWSpeciesJS ×JorrayJforJ×acificJandJsuropeanJOystersJRJ
andJSXJ2017VJeVJ22ZgW22_f 40

255 ueneJnetworksJforJtotalJnumberJbornJinJpigsJacrossJdivergentJenvironmentsXJ2017VJ2fVJb2dWbac 2

254 vostJgeneticsJofJresponseJtoJporcineJreproductiveJandJrespiratoryJsyndromeJinJnurseryJpigsXJ2017VJ
2ZgVJ_ZeW__a 13

253 payesianJanalysisJofJpigJgrowthJcurvesJcombiningJpedigreeJandJgenomicJinformationXJ2017VJ2Z_VJabWbZ 4

252 StatusJandJfutureJperspectivesJofJsingleJnucleotideJpolymorphismsJRS ×sSJmarkersJinJfarmedJ
fisheshJWayJaheadJusingJnextJgenerationJsequencingXJ2017VJdVJf_Wfd 9

251 twtShJoJdataJminingJmethodJforJinformativeJmarkerJselectionJinJhighJdimensionalJpopulationJ
genomicJdataXJ2017VJgZVJ_bdW_cb 8

250 ZikaJVirusJqausesJ×ersistentJwnfectionJinJ×orcineJqonceptusesJandJmayJwmpairJvealthJinJOffspringXJ
2017VJ2cVJeaWfd 29

249 revelopmentJandJvalidationJofJaJnovelJS ×JpanelJforJtheJgeneticJcharacterizationJofJwtalianJchickenJ
breedsJbyJnextWgenerationJsequencingJdiscoveryJandJarrayJgenotypingXJ2017VJgdVJafcfWafdd 4

248 oJgenomeWwideJassociationJstudyJidentifiesJgenomicJlociJassociatedJwithJbackfatJthicknessVJcarcassJ
weightVJandJbodyJweightJinJtwoJcommercialJpigJpopulationsXJ2017VJcfVJbggWcZf 21

247 uenomeWwideJTargetJsnrichmentWaidedJqhipJresignhJaJddJyJS ×JqhipJforJqashmereJuoatXJScientificu
ReportsVJ2017VJeVJfd2_ 4.9 5

(2017-2017)
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246 uenomeWwideJgeneticJstructureJandJdifferentiallyJselectedJregionsJamongJzandraceVJsrhualianVJandJ
’eishanJpigsJusingJspecificWlocusJamplifiedJfragmentJsequencingXJScientificuReportsVJ2017VJeVJ_ZZda 4.9 6

245 oJcomparativeJintegratedJgeneWbasedJlinkageJandJlocusJorderingJbyJlinkageJdisequilibriumJmapJforJ
theJ×acificJwhiteJshrimpVJzitopenaeusJvannameiXJScientificuReportsVJ2017VJeVJ_ZadZ 4.9 25

244 oJsurveyJofJsingleJnucleotideJpolymorphismsJidentifiedJfromJwholeWgenomeJsequencingJandJtheirJ
functionalJeffectJinJtheJporcineJgenomeXJ2017VJbfVJbZbWb__ 7

243 uenomicJevaluationJusingJS ×WJandJhaplotypeWbasedJgenomicJrelationshipJmatricesJinJaJclosedJlineJ
ofJrurocJpigsXJ2017VJffVJ_bdcW_beb 7

242 ossociationJofJgeneticJvariantsJandJexpressionJlevelsJofJporcineJtop×bJandJtop×cJgenesXJ2017VJbfVJddZWddf 4

241 wmputationWpasedJWholeWuenomeJSequenceJossociationJStudyJéediscoveredJtheJ’issingJàTzJforJ
zumbarJ umberJinJSutaiJ×igsXJScientificuReportsVJ2017VJeVJd_c 4.9 28

240
sfficiencyJofJS ×JandJSSéWbasedJanalysisJofJgeneticJdiversityVJpopulationJstructureVJandJ
relationshipsJamongJcowpeaJRVignaJunguiculataJRzXSJWalpXSJgermplasmJfromJsastJofricaJandJwwToJ
inbredJlinesXJ2017VJ2ZVJ_ZeW_2f

7

239
ueneticJanalysisJofJteatJnumberJinJpigsJrevealsJsomeJdevelopmentalJpathwaysJindependentJofJ
vertebraJnumberJandJseveralJlociJwhichJonlyJaffectJaJspecificJsideXJGeneticsuSelectionuEvolutionVJ2017
VJbgVJb

4.9 13

238 uenomeWwideJdetectionJofJgeneticJmarkersJassociatedJwithJgrowthJandJfatnessJinJfourJpigJ
populationsJusingJfourJapproachesXJGeneticsuSelectionuEvolutionVJ2017VJbgVJ2_ 4.9 29

237 UseJofJmultiWtraitJandJrandomJregressionJmodelsJtoJidentifyJgeneticJvariationJinJtoleranceJtoJ
porcineJreproductiveJandJrespiratoryJsyndromeJvirusXJGeneticsuSelectionuEvolutionVJ2017VJbgVJae 4.9 14

236 ueneticJdiversityVJextentJofJlinkageJdisequilibriumJandJpersistenceJofJgameticJphaseJinJqanadianJ
pigsXJ2017VJ_fVJd 25

235 OriginJandJphylogeneticJstatusJofJtheJlocalJoshantiJrwarfJpigJRor×SJofJuhanaJbasedJonJgeneticJ
analysisXJ2017VJ_fVJ_ga 7

234 uenomeWwideJassociationJstudyJconfirmJmajorJàTzJforJbackfatJfattyJacidJcompositionJonJSSq_bJinJ
rurocJpigsXJ2017VJ_fVJadg 21

233 wdentificationJofJnewJsingleJnucleotideJpolymorphismsJaffectingJtotalJnumberJbornJandJcandidateJ
genesJrelatedJtoJovulationJrateJinJqhineseJsrhualianJpigsXJ2017VJbfVJbfWcb 17

232 ristinguishingJmigrationJeventsJofJdifferentJtimingJforJwildJboarJinJtheJpalkansXJ2017VJbbVJ2cgW2eZ 6

231 sstimatesJofJtheJactualJrelationshipJbetweenJhalfWsibsJinJaJpigJpopulationXJ2017VJ_abVJ_ZgW__f 3

230 ossessmentJofJgeneticJdifferentiationJandJgeneticJassignmentJofJcommercialJrainbowJtroutJstrainsJ
usingJaJS ×JpanelXJ2017VJbdfVJ_2ZW_2c 3

229 uenomeWwideJassociationJstudiesJidentifyJsusceptibilityJlociJaffectingJrespiratoryJdiseaseJinJqhineseJ
srhualianJpigsJunderJnaturalJconditionsXJ2017VJbfVJaZWae 16
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228  ovelJharmfulJrecessiveJhaplotypesJforJreproductiveJtraitsJinJpigsXJ2017VJ_abVJ_2gW_ac 11

227 ueneJengineeringJinJswineJforJagricultureXJ2017VJ_dVJ2eg2W2fZb 2

226 uenomeWwideJS ×JdataJunveilsJtheJglobalizationJofJdomesticatedJpigsXJGeneticsuSelectionuEvolutionVJ
2017VJbgVJe_ 4.9 63

225 recipheringJtheJgeneticJregulationJofJperipheralJbloodJtranscriptomeJinJpigsJthroughJexpressionJ
genomeWwideJassociationJstudyJandJalleleWspecificJexpressionJanalysisXJ2017VJ_fVJgde 15

224 TheJroleJofJgenomicsJinJpigJimprovementXJ2017VJceVJ2adZ 2

223 SimilarJueneticJorchitectureJwithJSharedJandJUniqueJàuantitativeJTraitJzociJforJpacterialJqoldJ
WaterJriseaseJéesistanceJinJTwoJéainbowJTroutJpreedingJ×opulationsXJ2017VJfVJ_cd 40

222 qonstructionJandJevaluationJofJaJhighWdensityJS ×JarrayJforJtheJ×acificJoysterJRqrassostreaJgigasSXJ
PLoSuONEVJ2017VJ_2VJeZ_ebZZe 3.7 35

221 UseJofJhaplotypesJtoJidentifyJregionsJharbouringJlethalJrecessiveJvariantsJinJpigsXJGeneticsuSelectionu
EvolutionVJ2017VJbgVJce 4.9 5

220 éegularizedJquantileJregressionJforJS ×JmarkerJestimationJofJpigJgrowthJcurvesXJ2017VJfVJcg 4

219 uenomeWwideJassociationJstudyJinJanJt2JrurocJxJ×ietrainJresourceJpopulationJforJeconomicallyJ
importantJmeatJqualityJandJcarcassJtraitsXJ2017VJgcVJcbcWccf 18

218 uenomewideJassociationJofJpigletJresponsesJtoJinfectionJwithJoneJofJtwoJporcineJreproductiveJandJ
respiratoryJsyndromeJvirusJisolatesXJ2017VJgcVJ_dWaf 20

217 oJgenomeWwideJassociationJstudyJofJreproductiveJtraitsJinJaJYorkshireJpigJpopulationXJ2018VJ2ZgVJdeWe2 6

216 ’olecularJpopulationJstructureJforJferalJswineJinJtheJUnitedJStatesXJ2018VJf2VJf2_Wfa2 10

215 UtilityJofJpooledJsequencingJforJassociationJmappingJinJnonmodelJorganismsXJ2018VJ_fVJf2cWfae 29

214 sxpressionJanalysisJofJcandidateJgenesJforJfattyJacidJcompositionJinJadiposeJtissueJandJ
identificationJofJregulatoryJregionsXJScientificuReportsVJ2018VJfVJ2Zbc 4.9 41

213 ×opulationJuenomicsJofJonimalJromesticationJandJpreedJrevelopmentXJ2018VJeZgWeca 2

212 uenomeWwideJassociationsJidentifyJnovelJcandidateJlociJassociatedJwithJgeneticJsusceptibilityJtoJ
tuberculosisJinJwildJboarXJScientificuReportsVJ2018VJfVJ_gfZ 4.9 11

211 uenomicJpredictionJofJpigletJresponseJtoJinfectionJwithJoneJofJtwoJporcineJreproductiveJandJ
respiratoryJsyndromeJvirusJisolatesXJGeneticsuSelectionuEvolutionVJ2018VJcZVJa 4.9 6

(2018-2017)
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210 ×owerJandJprecisionJofJàTzJmappingJinJsimulatedJmultipleJporcineJt2JcrossesJusingJwholeWgenomeJ
sequenceJinformationXJ2018VJ_gVJ22 4

209 oJwholeWgenomeJassociationJstudyJforJlitterJsizeJandJlitterJweightJtraitsJinJpigsXJ2018VJ2__VJfeWge 9

208 uenomeWwideJassociationJstudiesVJmetaWanalysesJandJderivedJgeneJnetworkJforJmeatJqualityJandJ
carcassJtraitsJinJpigsXJ2018VJcfVJ__ZZ 9

207 qombinedJuWoSJandJzrzoJapproachesJtoJimproveJgenomeWwideJquantitativeJtraitJlociJdetectionJ
affectingJcarcassJandJmeatJqualityJtraitsJinJpigXJ2018VJ_acVJ_bfW_cf 7

206 uenotypingWbyWsequencingJthroughJtranscriptomicshJimplementationJinJaJrangeJofJcropJspeciesJwithJ
varyingJreproductiveJhabitsJandJploidyJlevelsXJ2018VJ_dVJfeeWffg 22

205 outomaticJdelineationJofJbrainJregionsJonJ’éwJandJ×sTJimagesJfromJtheJpigXJ2018VJ2gbVJc_Wcf 14

204 ×orcineJYWchromosomeJvariationJisJconsistentJwithJtheJoccurrenceJofJpaternalJgeneJflowJfromJ
nonWosianJtoJosianJpopulationsXJ2018VJ_2ZVJdaWed 9

203 uenomeWwideJassociationJstudyJrevealsJgeneticJlociJandJcandidateJgenesJforJaverageJdailyJgainJinJ
rurocJpigsXJ2018VJa_VJbfZWbff 9

202 uenomeWwideJdetectionJofJselectiveJsignaturesJinJaJrurocJpigJpopulationXJ2018VJ_eVJ2c2fW2cac 9

201 votspotsJofJrecentJhybridizationJbetweenJpigsJandJwildJboarsJinJsuropeXJScientificuReportsVJ2018VJfVJ_eae24.9 25

200 uenomeWwideJassociationJstudiesJandJmetaWanalysisJuncoversJnewJcandidateJgenesJforJgrowthJandJ
carcassJtraitsJinJpigsXJPLoSuONEVJ2018VJ_aVJeZ2Zcced 3.7 7

199 éequiredJpropertiesJforJmarkersJusedJtoJcalculateJunbiasedJestimatesJofJtheJgeneticJcorrelationJ
betweenJpopulationsXJGeneticsuSelectionuEvolutionVJ2018VJcZVJdc 4.9 8

198 zivestockJ2XZJWJgenomeJeditingJforJfitterVJhealthierVJandJmoreJproductiveJfarmedJanimalsXJ2018VJ_gVJ2Zb 65

197 varnessingJlongitudinalJinformationJtoJidentifyJgeneticJvariationJinJtoleranceJofJpigsJtoJ×orcineJ
éeproductiveJandJéespiratoryJSyndromeJvirusJinfectionXJGeneticsuSelectionuEvolutionVJ2018VJcZVJcZ 4.9 9

196 sxtentJofJthirdWorderJlinkageJdisequilibriumJinJaJcompositeJlineJofJwberianJpigsXJ2018VJ_gVJdZ 1

195 TheJgeneticJconnectednessJcalculatedJfromJgenomicJinformationJandJitsJeffectJonJtheJaccuracyJofJ
genomicJpredictionXJPLoSuONEVJ2018VJ_aVJeZ2Z_bZZ 3.7 2

194 uenomicJdataJrevealsJlargeJsimilaritiesJamongJqanadianJandJtrenchJmaternalJpigJlinesXJ2018VJgfVJfZgWf_e 1

193 zinkageJdisequilibriumJpatternJandJgenomeWwideJassociationJmappingJforJmeatJtraitsJinJmultipleJ
porcineJtJcrossesXJ2018VJbgVJbZaWb_2 4
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192 ueneticJdiversityVJpopulationJstructureJandJphylogeneticJrelationshipsJofJthreeJindigenousJpigJ
breedsJfromJxiangxiJ×rovinceVJqhinaVJinJaJworldwideJpanelJofJpigsXJ2018VJbgVJ2ecW2fa 8

191 opplicationsJandJefficienciesJofJtheJfirstJcatJdayJr oJarrayXJScientificuReportsVJ2018VJfVJeZ2b 4.9 26

190 riscoveryJofJS ×sJforJindividualJidentificationJbyJreducedJrepresentationJsequencingJofJmooseJ
RolcesJalcesSXJPLoSuONEVJ2018VJ_aVJeZ_geadb 3.7 8

189 UsingJgenomeJwideJassociationJstudiesJtoJidentifyJcommonJàTzJregionsJinJthreeJdifferentJgeneticJ
backgroundsJbasedJonJwberianJpigJbreedXJPLoSuONEVJ2018VJ_aVJeZ_gZ_fb 3.7 8

188 ueneticJrelationshipsJofJantibodyJresponseVJviremiaJlevelVJandJweightJgainJinJpigsJexperimentallyJ
infectedJwithJporcineJreproductiveJandJrespiratoryJsyndromeJvirus_XJ2018VJgdVJacdcWacf_ 9

187 releteriousJallelesJinJtheJcontextJofJdomesticationVJinbreedingVJandJselectionXJ2019VJ_2VJdW_e 36

186 oJuenomicsJ×erspectiveJonJ×igJromesticationXJ2019VJ 3

185 ’arketJrriversJandJriscoveringJTechnologiesJinJ’eatJSpeciesJwdentificationXJ2019VJ_2VJ2b_dW2b2g 10

184 uenomeJSequencingJTechnologiesJinJzivestockJvealthJSystemXJ2019VJaagWabf

183  extWuenerationJSequencingJVisWˆ WVisJVeterinaryJvealthJ’anagementXJ2019VJbdaWbeZ

182 ueneticJriversityJofJwndigenousJ×igsJfromJSouthJqhinaJoreaJéevealedJbyJS ×JorrayXJAnimalsVJ2019VJ
gVJ 3.1 11

181 wmprovingJaccuracyJofJdirectJandJmaternalJgeneticJeffectsJinJgenomicJevaluationsJusingJpooledJ
boarJsemenhJaJsimulationJstudy_XJ2019VJgeVJa2aeWa2bc 1

180 oJfunctionalJregulatoryJvariantJofJ’YvaJinfluencesJmuscleJfiberWtypeJcompositionJandJ
intramuscularJfatJcontentJinJpigsXJ2019VJ_cVJe_ZZf2eg 30

179 ueneticsJwithoutJgenesmJTheJcentralityJofJgeneticJmarkersJinJlivestockJgeneticsJandJgenomicsXJ2019
VJb_VJcZ 3

178 zandscapeJofJzociJandJqandidateJuenesJforJ’uscleJtattyJocidJqompositionJinJ×igsJéevealedJbyJ
’ultipleJ×opulationJossociationJonalysisXJ2019VJ_ZVJ_Zde 2

177 éeviewhJinnovationJthroughJresearchJinJtheJ orthJomericanJporkJindustryXJ2019VJ_aVJ2gc_W2gdd 2

176 éediscoverJandJéefineJàTzsJforJ×igJScrotalJverniaJbyJwncreasingJaJSpeciallyJresignedJtJ×opulationJ
andJUsingJWholeWuenomeJSequenceJwmputationJTechnologyXJ2019VJ_ZVJfgZ 2

175 uenomicJdiversityVJlinkageJdisequilibriumJandJselectionJsignaturesJinJsuropeanJlocalJpigJbreedsJ
assessedJwithJaJhighJdensityJS ×JchipXJScientificuReportsVJ2019VJgVJ_acbd 4.9 46

(2019-2018)
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174 ×erformanceJofJwholeJgenomeJpredictionJforJgrowthJtraitsJinJaJcrossbredJchickenJpopulationXJ2019
VJgfVJ_gdfW_gec 4

173 onJexonicJsplicingJenhancerJmutationJinJcausesJaberrantJalternativeJsplicingJandJsevereJcongenitalJ
hypothyroidismJinJpamaJpigsXJ2019VJ_2VJ 4

172 oJnewJchickenJccyJS ×JgenotypingJarrayXJ2019VJ2ZVJb_Z 13

171 uenomeWWideJossociationJStudyJéevealsJqandidateJuenesJforJurowthJéelevantJTraitsJinJ×igsXJ2019VJ
_ZVJaZ2 19

170 uenomeWWideJSignaturesJofJSelectionJretectionJinJThreeJSouthJqhinaJwndigenousJ×igsXJ2019VJ_ZVJ 9

169 uenomeWWideJS ×JriscoveryJinJwndigenousJqattleJpreedsJofJSouthJofricaXJ2019VJ_ZVJ2ea 10

168 palancingJselectionJatJaJprematureJstopJmutationJinJtheJmyostatinJgeneJunderliesJaJrecessiveJlegJ
weaknessJsyndromeJinJpigsXJ2019VJ_cVJe_ZZeecg 10

167 ossessingJSusJscrofaJdiversityJamongJcontinentalJUnitedJStatesVJandJ×acificJislandsJpopulationsJ
usingJmolecularJmarkersJfromJaJgeneJbanksJcollectionXJScientificuReportsVJ2019VJgVJa_ea 4.9 2

166 ueneticsJandJvealthXJ2019VJb2Wbg

165 uWoSJforJ’eatJandJqarcassJTraitsJUsingJwmputedJSequenceJzevelJuenotypesJinJ×ooledJt2WresignsJ
inJ×igsXJ2019VJgVJ2f2aW2fab 13

164 occuracyJofJgenomicJpredictionsJusingJdifferentJimputationJerrorJratesJinJaquacultureJbreedingJ
programshJoJsimulationJstudyXJ2019VJcZaVJ22cW2aZ 11

163 qombiningJgenomeWwideJassociationJanalysesJandJgeneJinteractionJnetworksJtoJrevealJnewJgenesJ
associatedJwithJcarcassJtraitsVJmeatJqualityJandJfattyJacidJprofilesJinJpigsXJ2019VJ22ZVJ_fZW_fg 6

162 ueneticJcorrelationJofJfattyJacidJcompositionJwithJgrowthVJcarcassVJfatJdepositionJandJmeatJqualityJ
traitsJbasedJonJuWoSJdataJinJsixJpigJpopulationsXJ2019VJ_cZVJbeWcc 31

161 S ×sJassociatedJwithJbodyJweightJandJbackfatJthicknessJinJtwoJpigJbreedsJidentifiedJbyJaJ
genomeWwideJassociationJstudyXJ2019VJ___VJ_cfaW_cfg 7

160 StrategiesJforJwithinWlitterJselectionJofJpigletsJusingJultraWlowJdensityJS ×JpanelsXJ2019VJ22ZVJ_eaW_eg 1

159 ueneticJcontrolJofJlongissimusJdorsiJmuscleJgeneJexpressionJvariationJandJjointJanalysisJwithJ
phenotypicJquantitativeJtraitJlociJinJpigsXJ2019VJ2ZVJa 16

158 wdentificationJofJfactorsJassociatedJwithJvirusJlevelJinJtonsilsJofJpigsJexperimentallyJinfectedJwithJ
porcineJreproductiveJandJrespiratoryJsyndromeJvirusXJ2019VJgeVJcadWcbe 3

157 SelectingJtheJhologenomeJtoJbreedJforJanJimprovedJfeedJefficiencyJinJpigsWoJnovelJselectionJindexXJ
2020VJ_aeVJ_bW22 15
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156 ossessmentJofJrelationshipsJbetweenJpigsJbasedJonJpedigreeJandJgenomicJinformationXJ2020VJ_bVJdgeWeZc 2

155 éunsJofJhomozygosityJislandsJinJwtalianJcosmopolitanJandJautochthonousJpigJbreedsJidentifyJ
selectionJsignaturesJinJtheJporcineJgenomeXJ2020VJ2bZVJ_Zb2_g 12

154 zociJossociatedJWithJontibodyJéesponseJinJteralJSwineJRSJwnfectedJWithXJFrontiersuinuVeterinaryu
ScienceVJ2020VJeVJccbdeb 3.1 3

153 OptimizingJgenomicJreferenceJpopulationsJtoJimproveJcrossbredJperformanceXJGeneticsuSelectionu
EvolutionVJ2020VJc2VJdc 4.9 3

152 SingleWstepJgenomeWwideJassociationJstudyJforJsocialJgeneticJeffectsJandJdirectJgeneticJeffectsJonJ
growthJinJzandraceJpigsXJScientificuReportsVJ2020VJ_ZVJ_bgcf 4.9 7

151 wdentificationJofJstrongJcandidateJgenesJforJbackfatJandJintramuscularJfattyJacidJcompositionJinJ
threeJcrossesJbasedJonJtheJwberianJpigXJScientificuReportsVJ2020VJ_ZVJ_agd2 4.9 11

150 uenomeJWideJossessmentJofJueneticJVariationJandJ×opulationJristinctivenessJofJtheJ×igJtamilyJinJ
SouthJofricaXJ2020VJ__VJabb 7

149 onJimprovedJpigJreferenceJgenomeJsequenceJtoJenableJpigJgeneticsJandJgenomicsJresearchXJ2020VJ
gVJ 60

148 ueneticJriversityJandJoncestralJStudyJforJyoreanJ ativeJ×igsJUsingJdZyJS ×JqhipXJAnimalsVJ2020VJ
_ZVJ 3.1 2

147 uenomeWWideJonalysisJéevealsJvumanW’ediatedJwntrogressionJfromJWesternJ×igsJtoJwndigenousJ
qhineseJpreedsXJ2020VJ__VJ 6

146 ueneticJimprovementJofJlivestockVJfromJconventionalJbreedingJtoJbiotechnologicalJapproachesXJ
2020VJagaWbZc 2

145 revelopmentJofJaJlowWdensityJpanelJforJgenomicJselectionJofJpigsJinJéussiaXJ2020VJbVJ2dbW2eb 1

144 WholeJgenomeJresequencingJofJtheJwranianJnativeJdogsJandJwolvesJtoJunravelJvariomeJduringJdogJ
domesticationXJ2020VJ2_VJ2Ze 1

143 wntrogressionJofJsasternJqhineseJandJSouthernJqhineseJhaplotypesJcontributesJtoJtheJ
improvementJofJfertilityJandJimmunityJinJsuropeanJmodernJpigsXJ2020VJgVJ 12

142 ’ixedJancestryJfromJwildJandJdomesticJlineagesJcontributesJtoJtheJrapidJexpansionJofJinvasiveJ
feralJswineXJ2020VJ2gVJ__ZaW___g 10

141 ’atchingJSTéJandJS ×JgenotypingJtoJdiscriminateJbetweenJwildJboarVJdomesticJpigsJandJtheirJ
recentJhybridsJforJforensicJpurposesXJScientificuReportsVJ2020VJ_ZVJa_ff 4.9 12

140 ’odernJgeneticJandJgenomicJimprovementJofJtheJpigXJ2020VJ2bgW2d2 2

139 wnferenceJofJpreedJStructureJinJtarmJonimalshJsmpiricalJqomparisonJbetweenJS ×JandJ
’icrosatelliteJ×erformanceXJ2020VJ__VJ 8

(2020-2020)
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138 qonservationJuenomicJonalysisJofJtheJqroatianJwndigenousJplackJSlavonianJandJTuropoljeJ×igJ
preedsXJ2020VJ__VJ2d_ 10

137 revelopmentJofJaJdbJS VJpanelJforJbreedJauthenticationJinJwberianJpigsJandJtheirJderivedJmeatJ
productsXJ2020VJ_deVJ_Zf_c2 8

136 opplyingJanJassociationJweightJmatrixJinJweightedJgenomicJpredictionJofJboarJtaintJcompoundsXJ
2021VJ_afVJbb2Wbca 0

135 uenomicsJforJtoodJSecurityJWithJsfficientJandJSustainableJzivestockJ×roductionXJ2021VJ22gW2bb 0

134 revelopmentJofJaJedkJolpacaJRSJSingleJ ucleotideJ×olymorphismsJRS ×sSJ’icroarrayXJ2021VJ_2VJ 1

133 TheJlongWtermJeffectsJofJgenomicJselectionhJéesponseJtoJselectionVJadditiveJgeneticJvarianceJandJ
geneticJarchitectureXJ 1

132 wntegratedJuenomeWWideJonalysisJofJ’icroé oJsxpressionJàuantitativeJTraitJzociJinJ×igJ
zongissimusJrorsiJ’uscleXJ2021VJ_2VJdbbZg_ 1

131 qharacterizationJofJaJhaplotypeWreferenceJpanelJforJgenotypingJbyJlowWpassJsequencingJinJSwissJ
zargeJWhiteJpigsXJ

130 vowJarrayJdesignJcreatesJS ×JascertainmentJbiasXJPLoSuONEVJ2021VJ_dVJeZ2bc_ef 3.7 11

129 qharacterizationJofJaJhaplotypeWreferenceJpanelJforJgenotypingJbyJlowWpassJsequencingJinJSwissJ
zargeJWhiteJpigsXJ2021VJ22VJ2gZ 3

128 qlassicalVJ’olecularVJandJuenomicJqytogeneticsJofJtheJ×igVJaJqlinicalJ×erspectiveXJAnimalsVJ2021VJ__VJ 3.1 3

127 riscriminationJofJsingleWpointJmutationsJinJunamplifiedJgenomicJr oJviaJqasgJimmobilizedJonJaJ
grapheneJfieldWeffectJtransistorXJ2021VJcVJe_aWe2c 16

126 uenomeWwideJdetectionJofJq VJregionsJandJtheirJpotentialJassociationJwithJgrowthJandJfatnessJ
traitsJinJrurocJpigsXJ2021VJ22VJaa2 5

125 SingleWStepJuenomeJWideJossociationJStudyJwdentifiesJàTzJSignalsJforJUntrimmedJandJTrimmedJ
ThighJWeightJinJwtalianJqrossbredJ×igsJforJrryWquredJvamJ×roductionXJAnimalsVJ2021VJ__VJ 3.1 0

124 resignJandJevaluationJofJaJcustomJcZyJwnfiniumJS ×JarrayJforJeggWtypeJchickensXJ2021VJ_ZZVJ_Z_Zbb 0

123 oJfurtherJlookJatJquantitativeJtraitJlociJforJgrowthJandJfatnessJtraitsJinJaJWhiteJrurocJˆ�JsrhualianJtJ
intercrossJpopulationXJ2021VJ_W_2 0

122 oJfurtherJsurveyJofJtheJquantitativeJtraitJlociJaffectingJswineJbodyJsizeJandJcarcassJtraitsJinJfiveJ
relatedJpigJpopulationsXJ2021VJc2VJd2_Wda2 2

121 qanineJueneticsJandJuenomicsXJ
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120 ueneticJrelationshipJbetweenJpurebredJandJsyntheticJpigsJforJgrowthJperformanceJusingJsingleJ
stepJmethodXJ2021VJabVJgdeWgeb 0

119 qomparisonJofJthreeJstatisticalJapproachesJforJfeatureJselectionJforJfineWscaleJgeneticJpopulationJ
assignmentJinJfourJpigJbreedsXJ2021VJcaVJagc 2

118 vighWdensityJsingleJnucleotideJpolymorphismJchipWbasedJconservationJgeneticJanalysisJofJ
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