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n Paper IF Citations

420 yultiresistantHqnterobacteriaceaefHnewHthreatHofHanHoldHproblemVH2008THbTHbacUbe 72

419 oyclobutanoneHmimicsHofHpenicillinsfHeffectsHofHsubstitutionHonHconformationHandHhemiketalH
stabilityVH2008THc]THbecXUd[ 33

418
íheHw–HelementTHaHcomplexHgeneticHregionHconferringHtransferableHresistanceHtoHcarbapenemsTH
aminoglycosidesTHandHfluoroquinolonesHinHwlebsiellaHpneumoniaeVHAntimicrobialvAgentsvandv
ChemotherapyTH2008THa[TH]_[cUe

5.9 56

417 mrrivalHofHwlebsiellaHpneumoniaeHproducingHw}oHcarbapenemaseHinHtheHUnitedHwingdomVH2008THb[THY[bYU_ 109

416 poHoíβUyHbetaUlactamasesHhydrolyseHertapenemkVH2008THb[THYYaaUb 20

415 unHvitroHactivityHofHyqYX]bHversusHotherHbetaUlactamsHagainstHpenicillinUresistantHátreptococcusH
pneumoniaeHserotypesHexhibitingHhigherHamoxicillinHthanHpenicillinHyuoVH2008THb[THYYabUd 4

414 }lasmidUencodedHcarbapenemUhydrolyzingHbetaUlactamaseH{βmU_dHinHanHimipenemUsusceptibleH
wlebsiellaHpneumoniaeHstrainHfromHnelgiumVHAntimicrobialvAgentsvandvChemotherapyTH2008THa[TH]_b]U_ 5.9 56

413 wlebsiellaHpneumoniaeHoarbapenemaseTHoanadaVH2009THYaTHd[cUe 28

412 oharacterizationHofHblaw}oUcontainingHwlebsiellaHpneumoniaeHisolatesHdetectedHinHdifferentH
institutionsHinHtheHqasternHUámVH2009THb]TH_[cU]c 176

411
yolecularHepidemiologyHofHw}oUproducingHwlebsiellaHpneumoniaeHisolatesHinHtheHUnitedHátatesfH
clonalHexpansionHofHmultilocusHsequenceHtypeH[adVHAntimicrobialvAgentsvandvChemotherapyTH2009TH
a]TH]]baUcX

5.9 421

410 qmergenceHofHw}oUproducingH}seudomonasHaeruginosaHinHírinidadHandHíobagoVH2009TH_cTH[bcXUY 53

409
seneticHorganizationHofHtransposaseHregionsHsurroundingHblaw}oHcarbapenemaseHgenesHonH
plasmidsHfromHwlebsiellaHstrainsHisolatedHinHaHzewHYorkHoityHhospitalVHAntimicrobialvAgentsvandv
ChemotherapyTH2009THa]THYeedU[XX_

5.9 127

408 zovelHgeneticHenvironmentHofHtheHcarbapenemUhydrolyzingHbetaUlactamaseHw}oU[HamongH
qnterobacteriaceaeHinHohinaVHAntimicrobialvAgentsvandvChemotherapyTH2009THa]TH_]]]Ud 5.9 153

407
áurveillanceHofHcarbapenemUresistantH}seudomonasHaeruginosaHisolatesHfromH}uertoHRicanHyedicalH
oenterHtospitalsfHdisseminationHofHw}oHandHuy}UYdHbetaUlactamasesVHAntimicrobialvAgentsvandv
ChemotherapyTH2009THa]THYbbXU_

5.9 72

406 rirstHdescriptionsHofHblaw}oHinHRaoultellaHsppVHPRVHplanticolaHandHRVHornithinolyticaQfHreportHfromHtheH
áqzíRYHmntimicrobialHáurveillanceH}rogramVH2009TH_cTH_Y[eU]X 81

405 unHvitroHactivityHofHtheH{beta}UlactamaseHinhibitorHzβxYX_HagainstHw}oU[HcarbapenemaseHandH
qnterobacteriaceaeHexpressingHw}oHcarbapenemasesVH2009THb_TH][bUe 145

404 íheHspreadHofHwlebsiellaHpneumoniaeHcarbapenemasesfHaHtaleHofHstrainsTHplasmidsTHandHtransposonsVH
2009TH_eTHYc]eU_Y 49
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403
rirstHreportHonHaHhyperepidemicHcloneHofHw}oU]UproducingHwlebsiellaHpneumoniaeHinHusraelH
geneticallyHrelatedHtoHaHstrainHcausingHoutbreaksHinHtheHUnitedHátatesVHAntimicrobialvAgentsvandv
ChemotherapyTH2009THa]THdYdU[X

5.9 142

402 qmergenceHinHutalyHofHwlebsiellaHpneumoniaeHsequenceHtypeH[adHproducingHw}oU]HoarbapenemaseVH
2009TH_cTH]ce]U_ 91

401 qmergenceHofHwlebsiellaHpneumoniaeHáí[adHwithHw}oU[HinH}olandVHAntimicrobialvAgentsvandv
ChemotherapyTH2009THa]TH_abaUc 5.9 54

400 petectionHofHplasmidUmediatedHw}oUproducingHwlebsiellaHpneumoniaeHinH{ttawaTHoanadafHevidenceH
ofHintrahospitalHtransmissionVH2009TH_cTHYe[XU[ 38

399 RegionalHdisseminationHofHw}oUproducingHwlebsiellaHpneumoniaeVHAntimicrobialvAgentsvandv
ChemotherapyTH2009THa]TH_aYYU] 5.9 38

398 }henotypicHandHenzymaticHcomparativeHanalysisHofHtheHnovelHw}oHvariantHw}oUaHandHitsHevolutionaryH
variantsTHw}oU[HandHw}oU_VHAntimicrobialvAgentsvandvChemotherapyTH2009THa]THaacUb[ 5.9 106

397 unterspeciesHspreadHofHwlebsiellaHpneumoniaeHcarbapenemaseHgeneHinHaHsingleHpatientVH2009TH_eTHYc]bUd 77

396 oarbapenemasesHinHqnterobacteriaceaefHmctivityTHqpidemiologyTHandHxaboratoryHpetectionVH2009TH
]YTHaaUb[ 28

395 {utbreakHofHinfectionsHdueHtoHw}oU[UproducingHwlebsiellaHpneumoniaeHinHaHhospitalHinHoreteH
PsreeceQVH2009THadTH[Y]Ue 106

394 qmergenceHofHclonallyHrelatedHwlebsiellaHpneumoniaeHisolatesHofHsequenceHtypeH[adHproducingH
plasmidUmediatedHw}oHcarbapenemaseHinHzorwayHandHáwedenVH2009THb]THba_Ud 128

393 íheHrealHthreatHofHwlebsiellaHpneumoniaeHcarbapenemaseUproducingHbacteriaVH2009THeTH[[dU]b 1105

392 RiskHfactorsHandHclinicalHimpactHofHwlebsiellaHpneumoniaeHcarbapenemaseUproducingHwVH
pneumoniaeVH2009TH]XTHYYdXUa 229

391 [w}oHcarbapenemasesfHwhatHisHatHstakeHinHclinicalHmicrobiologyk]VH2010THadTH]eU_a 13

390 sqáHextendedUspectrumH˛†UlactamasesHinHmcinetobacterHbaumanniiHisolatesHinHnelgiumVHAntimicrobialv
AgentsvandvChemotherapyTH2010THa_TH_dc[Ud 5.9 74

389 petectionHofHw}oHinHmcinetobacterHsppVHinH}uertoHRicoVHAntimicrobialvAgentsvandvChemotherapyTH
2010THa_THY]a_Uc 5.9 152

388 rirstHoutbreakHofHwlebsiellaHpneumoniaeHcarbapenemaseHPw}oQUproducingHwVHpneumoniaeHinH
sermanyVH2010TH[eTHab]UcX 67

387 tospitalHoutbreakHcausedHbyHwlebsiellaHpneumoniaeHproducingHw}oU[HbetaUlactamaseHresistantHtoH
colistinVH2010THcbTHcXU] 105

386 qmergenceHofHw}oUproducingHwlebsiellaHpneumoniaeHinHutalyVH2010TH]TH_X 29
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385
oharacterizationHofHantimicrobialHresistanceHinHáalmonellaHentericaHfoodHandHanimalHisolatesHfromH
oolombiafHidentificationHofHaHqnrnYeUmediatedHquinoloneHresistanceHmarkerHinHtwoHnovelHserovarsVH
FEMSvMicrobiologyvLettersTH2010TH]Y]THYXUe

2.9 43

384 íransferHofHcarbapenemUresistantHplasmidHfromHwlebsiellaHpneumoniaeHáí[adHtoHqscherichiaHcoliHinH
patientVH2010THYbTHYXY_Uc 103

383 qmergenceHofHw}oUproducingH}seudomonasHaeruginosaHinHtheHUnitedHátatesVHAntimicrobialvAgentsv
andvChemotherapyTH2010THa_TH]Xc[ 5.9 69

382 }lasmidHpwp–uxHencodingHw}oU]HandHíqyUYHconfersHcarbapenemHresistanceHinHanHextremelyH
drugUresistantHepidemicHwlebsiellaHpneumoniaeHstrainVH2010THbaTH[_]Ud 67

381 petectionHofHtheHnewHmetalloUbetaUlactamaseHΩuyUYeHalongHwithHw}oU[THoyYU[HandHoíβUyUYaHinH
wlebsiellaHpneumoniaeVH2010THbaTHYbX_Uc 57

380 áusceptibilityHprofilesTHmolecularHepidemiologyTHandHdetectionHofHw}oUproducingHqscherichiaHcoliH
isolatesHfromHtheHzewHYorkHoityHvicinityVH2010TH_dTH_bX_Uc 22

379
qvaluationHofHaHpzmHmicroarrayTHtheHcheckUpointsHqánxWw}oHarrayTHforHrapidHdetectionHofHíqyTHátΩTH
andHoíβUyHextendedUspectrumHbetaUlactamasesHandHw}oHcarbapenemasesVHAntimicrobialvAgentsv
andvChemotherapyTH2010THa_TH]XdbUe[

5.9 76

378 mHsimpleHphenotypicHmethodHforHtheHdifferentiationHofHmetalloUbetaUlactamasesHandHclassHmHw}oH
carbapenemasesHinHqnterobacteriaceaeHclinicalHisolatesVH2010THbaTHYbb_UcY 156

377 olonalHdisseminationHofHwlebsiellaHpneumoniaeHcarbapenemaseHw}oU]HinHxongHneachTHoaliforniaVH
2010TH_dTHb[]Ua 15

376 unHvivoHacquisitionHofHaHplasmidUmediatedHblaPw}oU[QHgeneHamongHclonalHisolatesHofHáerratiaH
marcescensVH2010TH_dTH[a_bUe 20

375 seneticHfactorsHassociatedHwithHelevatedHcarbapenemHresistanceHinHw}oUproducingHwlebsiellaH
pneumoniaeVHAntimicrobialvAgentsvandvChemotherapyTH2010THa_TH_[XYUc 5.9 118

374 oompleteHnucleotideHsequenceHofHwlebsiellaHpneumoniaeHmultidrugHresistanceHplasmidHpw}X_dTH
carryingHblaw}oU[THblaptmUYTHqnrn_THandHarmmVHAntimicrobialvAgentsvandvChemotherapyTH2010THa_TH]ebcUe5.9 92

373 qmergenceHofHclonallyHrelatedHwlebsiellaHpneumoniaeHisolatesHofHsequenceHtypeH[adHproducingH
w}oU[HcarbapenemaseHinHnelgiumVH2010THbaTH]bYU[ 19

372 mntimicrobialHsusceptibilityHpatternsHofHw}oUproducingHorHoíβUyUproducingHqnterobacteriaceaeVH
2010THYbTHbYUa 42

371 oompleteHnucleotideHsequenceHofHw}oU]UencodingHplasmidHpwp–uxHinHtheHepidemicHwlebsiellaH
pneumoniaeHsequenceHtypeH[adVHAntimicrobialvAgentsvandvChemotherapyTH2010THa_TH__e]Ub 5.9 90

370 oarbapenemUresistantHw}oU[UproducingHqscherichiaHcoliHinHaHíelHmvivHyedicalHoenterTH[XXaHtoH[XXdVH
AntimicrobialvAgentsvandvChemotherapyTH2010THa_TH[bdcUeY 5.9 33

369 zeisseriaHmeningitidisHwithHreducedHsusceptibilityHtoHquinolonesHinHáingaporeVH2010THbaTH]b[U_ 7

368 qmergenceHofHblaHw}oU]Uín__XYaHassociatedHwithHaHpw}z]W_UlikeHplasmidHwithinHáí]d_HandHáí]ddH
wlebsiellaHpneumoniaeHclonesHinHápainVH2010THbaTHYbXdUY_ 66
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367 WorldwideHdiversityHofHwlebsiellaHpneumoniaeHthatHproduceHbetaUlactamaseHblaw}oU[HgeneVH2010TH
YbTHY]_eUab 249

366 petectionHofHaHcommonHplasmidHcarryingHblaw}oU[HinHqnterobacteriaceaeHisolatesHfromHdistinctH
citiesHinHohinaVH2010THYbTH[ecU]XY 9

365 unHvivoHselectionHofHimipenemUresistantHwlebsiellaHpneumoniaeHproducingHextendedUspectrumH
betaUlactamaseHoíβUyUYaHandHplasmidUencodedHptmUYHcephalosporinaseVH2010TH]aTH[baUd 18

364 qmergenceHofHwlebsiellaHpneumoniaeHofHaHnovelHsequenceHtypeHPáí]d]QHproducingHΩuyU_THw}oU[HandH
oyYU_H˛†UlactamasesVH2010TH]bTHac]U_ 26

363 RelationshipHbetweenHautolysisHandHteicoplaninHactivityHagainstHátaphylococcusHepidermidisVH2010TH
]bTHac_Ua

362 ResistanceHtoHcephalosporinsHandHcarbapenemsHinHsramUnegativeHbacterialHpathogensVH2010TH]XXTH]cYUe 302

361 mlarmingH˛†UlactamaseUmediatedHresistanceHinHmultidrugUresistantHqnterobacteriaceaeVH2010THY]THaadUb_ 296

360 petectionHandHtreatmentHoptionsHforHwlebsiellaHpneumoniaeHcarbapenemasesHPw}osQfHanHemergingH
causeHofHmultidrugUresistantHinfectionVH2010THbaTHYYYeU[a 357

359 [oarbapenemasesHinHenterobacteriaceae]VH2010THYcHáupplH_THáYa_Ub[ 19

358 íheHaccessoryHgenomeHofH}seudomonasHaeruginosaVH2010THc_THb[YU_Y 183

357
petectionHofHtheHw}oHgeneHinHqscherichiaHcoliTHwlebsiellaHpneumoniaeTH}seudomonasHaeruginosaTH
andHmcinetobacterHbaumanniiHduringHaH}oRUbasedHnosocomialHsurveillanceHstudyHinH}uertoHRicoVH
AntimicrobialvAgentsvandvChemotherapyTH2011THaaTH[ebdUcX

5.9 72

356 {utbreakHofHáalmonellaHentericaHserotypeHunfantisHproducingHmrmmHYbáHRzmHmethylaseHandH
oíβUyUYaHextendedUspectrumH˛†UlactamaseHinHaHneonatologyHwardHinHoonstantineTHmlgeriaVH2011TH]dTHY]aUe 29

355 w}oU[HcarbapenemaseUproducingHwlebsiellaHpneumoniaeHisolatesHfromHpatientsHwithHoysticHribrosisVH
2011THYXTHY_XU[ 14

354 íheHoíβUyHconundrumfHdisseminationHofHplasmidsHandHqscherichiaHcoliHclonesVH2011THYcTHd]Uec 160

353 olinicalHimpactHandHmolecularHbasisHofHantimicrobialHresistanceHinHnonUbaumanniiHmcinetobacterVH
2011THbTH_eaUaYY 42

352 átatusHreportHonHcarbapenemasesfHchallengesHandHprospectsVH2011THeTHaaaUcX 76

351 untercontinentalHspreadHfromHusraelHtoHoolombiaHofHaHw}oU]UproducingHwlebsiellaHpneumoniaeHstrainVH
2011THYcTHa[Ub 47

350 w}oU[HproducingHwlebsiellaHpneumoniaeHandHqscherichiaHcoliHcoUinfectionHinHaHcatheterUrelatedH
infectionVH2011THYcTH]dXU[ 7

(2011-2010)
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349 olonalHdisseminationHofHwlebsiellaHpneumoniaeHáí[adHharbouringHw}oU[HinHmrgentinaVH2011THYcTHYa[XU_ 80

348 seneticHdiversityHofHcarbapenemUhydrolysingH˛†UlactamasesHinHmcinetobacterHbaumanniiHfromH
RomanianHhospitalsVH2011THYcTHYa[_Ud 31

347 mnalysisHofHantibioticHresistanceHregionsHinHsramUnegativeHbacteriaVH2011TH]aTHd[XUaa 228

346 {ccurrenceHofHw}oU[UproducingHwlebsiellaHpneumoniaeHstrainsHinHhospitalHwastewaterVH2011THccTH[dY 52

345 RapidHdetectionHofHblaw}oHcarbapenemaseHgenesHbyHinternallyHcontrolledHrealUtimeH}oRHassayHusingH
bactecHbloodHcultureHbottlesVH2011TH_eTH[_dXU_ 25

344 WideHdisseminationHofH}seudomonasHaeruginosaHproducingHbetaUlactamaseHblaw}oU[HgeneHinH
oolombiaVHAntimicrobialvAgentsvandvChemotherapyTH2011THaaTHa]aXU] 5.9 57

343 zovelHgeneticHenvironmentHofHtheHplasmidUmediatedHw}oU]HgeneHdetectedHinHqscherichiaHcoliHandH
oitrobacterHfreundiiHisolatesHfromHohinaVH2011TH]XTHacaUdX 24

342 w}oU[UproducingHwlebsiellaHpneumoniaeHisolatedHfromHaHozechHpatientHpreviouslyHhospitalizedHinH
sreeceHandHinHvivoHselectionHofHcolistinHresistanceVH2011THabTH]bYUa 16

341 runctionalHcharacterizationHofHín__XYTHaHín]UbasedHtransposonHinvolvedHinHblaw}oHgeneH
mobilizationVHAntimicrobialvAgentsvandvChemotherapyTH2011THaaTHa]cXU] 5.9 116

340 mnHupdateHofHtheHevolvingHepidemicHofHblaw}oU[UcarryingHwlebsiellaHpneumoniaeHinHsreeceH
P[XXeUYXQVH2011THbbTHYaYXU] 141

339 }lasmidHcomparisonHandHmolecularHanalysisHofHwlebsiellaHpneumoniaeHharbouringHblaPw}oQHfromH
zewHYorkHoityHandHíorontoVH2011THbbTHY[c]Uc 40

338 o{[UdependentHmethicillinUresistantHátaphylococcusHaureusVH2011THbbTHbcbUc 1

337 yolecularHcharacteristicsHofHw}oUproducingHqnterobacteriaceaeHatHtheHearlyHstageHofHtheirH
disseminationHinH}olandTH[XXdU[XXeVHAntimicrobialvAgentsvandvChemotherapyTH2011THaaTHa_e]Ue 5.9 71

336 pisseminationHandHyolecularHqpidemiologyHofHw}oU}roducingHwlebsiellaHpneumoniaeHoollectedHinH
}uertoHRicoHyedicalHoenterHtospitalsHduringHaHYUYearH}eriodVH2011TH[XYYTHYUd 3

335 oíβUyUe]THaHoíβUyHvariantHlackingHpenicillinHhydrolyticHactivityVHAntimicrobialvAgentsvandv
ChemotherapyTH2011THaaTHYdbYUb 5.9 20

334 {utbreakHofHwlebsiellaHpneumoniaeHcarbapenemaseH[UproducingHwVHpneumoniaeHwithHhighHqnrH
prevalenceHinHaHohineseHhospitalVH2011THbXTHeccUed[ 29

333 }lasmidUmediatedHcarbapenemUhydrolysingH˛†UlactamaseHw}oU[HinHaHwlebsiellaHpneumoniaeHisolateH
fromHáwitzerlandVH2011THbbTHbcaUb 14

332 qmergenceHofHwlebsiellaHpneumoniaeHcoproducingHw}oU[HandHYbáHrRzmHmethylaseHmrmmHinH}olandVH
AntimicrobialvAgentsvandvChemotherapyTH2011THaaTH__]Ub 5.9 27
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331 íransferHofHw}oU[HoarbapenemaseHfromHwlebsiellaHpneumoniaeHtoHqscherichiaHcoliHinHaHpatientfHfirstH
caseHinHquropeVH2011TH_eTH[X_XU[ 26

330 yolecularHdissectionHofHanHoutbreakHofHcarbapenemUresistantHenterobacteriaceaeHrevealsH
untergenusHw}oHcarbapenemaseHtransmissionHthroughHaHpromiscuousHplasmidVH2011TH[THeXX[X_UYY 134

329
pisseminationHofHblaw}oU[HbyHtheHspreadHofHwlebsiellaHpneumoniaeHclonalHcomplexH[adHclonesH
Páí[adTHáíYYTHáí_]cQHandHplasmidsHPuncruuTHunczTHuncxWyQHamongHqnterobacteriaceaeHspeciesHinHnrazilVH
AntimicrobialvAgentsvandvChemotherapyTH2011THaaTH]aceUd]

5.9 142

328 mHcarbapenemUresistantHwlebsiellaHpneumoniaeHepidemicHcloneHinHverusalemfHsequenceHtypeHaY[H
carryingHaHplasmidHencodingHaacPbOQUubVH2012THbcTHdedUeXY 52

327 petectionHofHblaw}oU[HinHaHcarbapenemUresistantHwluyveraHgeorgianaVH2012THbcTH[ccbUc 14

326 seneticHcontextsHofHblazpyUYVHAntimicrobialvAgentsvandvChemotherapyTH2012THabTHbXbaUcgHauthorH
replyHbXcY 5.9 47

325 oarbapenemUresistantHsramUnegativeHbacilliHinHoanadaH[XXeUYXfHresultsHfromHtheHoanadianH
zosocomialHunfectionHáurveillanceH}rogramHPozuá}QVH2012THbcTHY]aeUbc 72

324 seneticHcharacteristicsHofHoneHhighlyHmultiUdrugUresistantHstrainHofHwlebsiellaHozaenaeVH2012THbYTHY]X]UY]Xa 5

323 yolecularHcharacterizationHofHnewlyHemergedHblaw}oU[UproducingHwlebsiellaHpneumoniaeHinH
áingaporeVH2012THaXTH_caUb 42

322 }artialHexcisionHofHblaw}oHfromHín__XYHinHcarbapenemUresistantHwlebsiellaHpneumoniaeVH
AntimicrobialvAgentsvandvChemotherapyTH2012THabTHYb]aUd 5.9 29

321 qnvironmentalHw}oUproducingHqscherichiaHcoliHisolatesHinH}ortugalVHAntimicrobialvAgentsvandv
ChemotherapyTH2012THabTHYbb[U] 5.9 49

320 RoleHofHuáwpncHandHdeletionsHinHblaw}oHgeneHexpressionVHAntimicrobialvAgentsvandvChemotherapyTH
2012THabTH_ca]Ue 5.9 90

319 qmergenceHofHresistanceHtoHfosfomycinHusedHasHadjunctHtherapyHinHw}oHwlebsiellaHpneumoniaeH
bacteraemiafHreportHofHthreeHcasesVH2012THbcTH[cccUe 55

318 {riginHandHevolutionHofHantibioticHresistancefHtheHcommonHmechanismsHofHemergenceHandHspreadHinH
waterHbodiesVHFrontiersvinvMicrobiologyTH2012TH]THYd 5.7 222

317 wlebsiellaHpneumoniaeHcarbapenemaseHPw}oQUproducingHwlebsiellaHpneumoniaefHaHreviewHofH
epidemiologicalHandHclinicalHaspectsVH2012THY[THbb]UcY 32

316 oharacterizationHofHaHnovelHwlebsiellaHpneumoniaeHsequenceHtypeH_cbHcarryingHbothHblaHw}oU[HandH
blaHuy}U_VH2012TH]YTHYdbcUc[ 23

315 RapidHevolutionHandHspreadHofHcarbapenemasesHamongHqnterobacteriaceaeHinHquropeVH2012THYdTH_Y]U]Y 599

314 oarbapenemasesHinHwlebsiellaHpneumoniaeHandHotherHqnterobacteriaceaefHanHevolvingHcrisisHofH
globalHdimensionsVH2012TH[aTHbd[UcXc 777

(2012-2011)
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313 petectionHofH}VHaeruginosaHharboringHblaHoíβUyU[THblaHsqáUYHandHblaHsqáUaTHblaHuy}UYHandHblaHá}yUYH
causingHinfectionsHinHnrazilianHtertiaryUcareHhospitalVH2012THY[THYcb 58

312 nloodstreamHinfectionsHcausedHbyHcarbapenemaseUproducingHwlebsiellaHpneumoniaefHaHclinicalH
perspectiveVH2012THYXTHY]e]U_X_ 44

311 qmergenceHofHqscherichiaHcoliHsequenceHtypeH_YXHPáí_YXQHwithHw}oU[H˛†UlactamaseVH2012TH]eTH[_cUaX 42

310 zosocomialHoutbreakHofHwlebsiellaHpneumoniaeHharbouringHblaPw}oU]QHinHrranceHsubsequentHtoHaH
patientHtransferHfromHutalyVH2012TH]eTH__dUe 12

309 usolationHofHmeticillinUresistantHátaphylococcusHaureusHsequenceHtypeHeHinHpigsHinHíaiwanVH2012TH]eTH__eUaY 8

308 rirstHclonalHspreadHofHw}oUproducingH}seudomonasHaeruginosaHinHnuenosHmiresTHmrgentinaVH2012TH
Y[TH[XX]Ua 7

307 íheHroleHofHinternationalHtravelHinHtheHworldwideHspreadHofHmultiresistantHqnterobacteriaceaeVH2012TH
bcTH[XeXUYXX 189

306 qxtraintestinalHpathogenicHqscherichiaHcolifHanHupdateHonHantimicrobialHresistanceTHlaboratoryH
diagnosisHandHtreatmentVH2012THYXTHYYbaUcb 93

305 rirstHoanadianHoutbreakHofHqnterobacteriaceaeUexpressingHwlebsiellaHpneumoniaeHcarbapenemaseH
typeH]VH2012TH[]THYYcU[X 14

304 {verviewHofHtheHepidemiologyHandHtheHthreatHofHwlebsiellaHpneumoniaeHcarbapenemasesHPw}oQH
resistanceVH2012THaTHY]]U_Y 50

303 yultidrugHresistanceHgenesTHincludingHblaPw}oQHandHblaPoíβQUyU[THamongHwlebsiellaHpneumoniaeH
isolatedHinHRecifeTHnrazilVH2012TH_aTHac[Ud 37

302 unterUhospitalHoutbreakHofHwlebsiellaHpneumoniaeHproducingHw}oU[HcarbapenemaseHinHurelandVH2012TH
bcTH[]bcUc[ 25

301 RapidHdetectionHofHwlebsiellaHpneumoniaeHcarbapenemaseHgenesHinHenterobacteriaceaeHdirectlyH
fromHbloodHcultureHbottlesHbyHrealUtimeH}oRVH2012THY]cTHb[cU][ 19

300 JáilentJHdisseminationHofHwlebsiellaHpneumoniaeHisolatesHbearingHwVHpneumoniaeHcarbapenemaseHinH
aHlongUtermHcareHfacilityHforHchildrenHandHyoungHadultsHinHzortheastH{hioVH2012THa_THY]Y_U[Y 65

299 udentificationHofHblaHw}oU[HonHdifferentHplasmidsHofHthreeHyorganellaHmorganiiHisolatesVH2012TH]YTHcecUdX] 10

298 typerendemicHcloneHofHw}oHproducingHwlebsiellapneumoniaeHáíH[adHinHnuenosHmiresHhospitalsVH
2012THY[TH_eeUaXY 8

297 unHvivoHtransmissionHofHaHplasmidHcontainingHtheHw}oU[HgeneHinHaHsingleHpatientVH2013THYTH]aU]d 0

296 qmergenceHofH}seudomonasHaeruginosaHwithHw}oUtypeHcarbapenemaseHinHaHteachingHhospitalfHanH
dUyearHstudyVH2013THb[THYabaUYacX 9
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295 qmergenceHofHblaUín__XYaHinHwlebsiellaHpneumoniaeHáíaY[HinHtheHmunicipalHwastewaterHtreatmentH
plantHandHinHtheHuniversityHhospitalHofHaHtownHinHcentralHutalyVH2013THYTH[YcU[[X 14

294 oompleteHnucleotideHsequenceHofHaHblaw}oUharboringHuncu[HplasmidHandHitsHdisseminationHinHzewH
verseyHandHzewHYorkHhospitalsVHAntimicrobialvAgentsvandvChemotherapyTH2013THacTHaXYeU[a 5.9 68

293 íheHestablishmentHofHaHduplexHrealUtimeH}oRHassayHforHrapidHandHsimultaneousHdetectionHofHblazpyH
andHblaw}oHgenesHinHbacteriaVH2013THY[TH]X 16

292
oharacterizationHofHcarbapenemasesTHextendedHspectrumH˛†UlactamasesHandHmolecularH
epidemiologyHofHcarbapenemUnonUsusceptibleHqnterobacterHcloacaeHinHaHohineseHhospitalHinH
ohongqingVH2013THY_THYUc

37

291 oarbapenemasesfHaHworldwideHthreatVH2013THYYTHb_]U_ 1

290
}romoterHdeletionsHofHwlebsiellaHpneumoniaeHcarbapenemaseHPw}oQUencodingHgenesHPblaw}oHU[QH
andHeffluxHpumpHPmcrmnQHonH˛†UlactamHsusceptibilityHinHw}oUproducingHqnterobacteriaceaeVHFEMSv
MicrobiologyvLettersTH2013TH]_dTHY[XUb

2.9 7

289 qnterobacteriaceaeHthatHproduceHnewerH˛†UlactamasesVH2013THabUbe

288 oompleteHnucleotideHsequenceHofHtheHfirstHw}oU[UHandHátΩUY[UencodingHuncβHplasmidTHpwpáeXTHfromH
wlebsiellaHpneumoniaeVHAntimicrobialvAgentsvandvChemotherapyTH2013THacTHbYdU[X 5.9 34

287 UpdateHofHtheHmolecularHepidemiologyHofHw}oU[UproducingHwlebsiellaHpneumoniaeHinHnrazilfHspreadH
ofHclonalHcomplexHYYHPáíYYTHáí_]cHandHáí]_XQVH2013THbdTH]Y[Ub 95

286 oarbapenemUresistantHwlebsiellaHpneumoniaeHharbouringHblaw}oU]HandHblaΩuyU[HfromHcentralHutalyVH
2013THcaTH[YdU[Y 20

285 íheHrouteHofHantimicrobialHresistanceHfromHtheHhospitalHeffluentHtoHtheHenvironmentfHfocusHonHtheH
occurrenceHofHw}oUproducingHmeromonasHsppVHandHqnterobacteriaceaeHinHsewageVH2013THcbTHdXUa 114

284 oarbapenemaseUproducingHqnterobacteriaceaefHnowHthatHtheHstormHisHfinallyHhereTHhowHwillHtimelyH
detectionHhelpHusHfightHbackkVH2013THdTH[cU]e 44

283 mHnosocomialHoutbreakHofHw}oU[UproducingHwlebsiellaHpneumoniaeHinHaHohineseHhospitalfH
disseminationHofHáíYYHandHemergenceHofHáí]cTHáí]e[HandHáí]eaVH2013THYeTHqaXeUYa 85

282 qxtendedHspectrumH˛†UlactamasesTHcarbapenemasesHandHmobileHgeneticHelementsHresponsibleHforH
antibioticsHresistanceHinHsramUnegativeHbacteriaVH2013TH]eTHYY]U[[ 54

281 pisseminationHofHtheHw}oU[HcarbapenemaseHinHnonUwlebsiellaHpneumoniaeHenterobacterialHisolatesH
fromHoolombiaVH2013TH_[THaeUb[ 17

280 oompleteHsequenceHofHtwoHw}oUharbouringHplasmidsHfromH}seudomonasHaeruginosaVH2013THbdTHYcacUb[ 45

279 olinicalHsignificanceHofHinfectionsHcausedHbyHplasmidUmediatedHmmpoH˛†UlactamasesHandH
extendedUspectrumH˛†UlactamaseUproducingHqscherichiaHcoliVH2013TH_YTH[dcUeY 4

278 ˛†UlactamaseUmediatedHResistancefHmHniochemicalTHqpidemiologicalHandHseneticH{verviewVH2013THYeTHYb_U[Xd 52
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277 nxu}UuuHisHaHhighlyHpotentHinhibitorHofHwlebsiellaHpneumoniaeHcarbapenemaseHPw}oU[QVHAntimicrobialv
AgentsvandvChemotherapyTH2013THacTH]]edU_XY 5.9 9

276 rirstHoutbreakHofHw}oU[UproducingHwlebsiellaHpneumoniaeHsequenceHtypeH[adHinHaHhospitalHinHáouthH
woreaVH2013THaYTH]dccUe 27

275 w}oU_HusHencodedHwithinHaHtruncatedHín__XYHinHanHuncxWyHplasmidTHpzqY[dXTHisolatedHfromH
qnterobacterHcloacaeHandHáerratiaHmarcescensVHAntimicrobialvAgentsvandvChemotherapyTH2013THacTH]cU_Y 5.9 45

274 }olyclonalHoutbreakHofHw}oU]UproducingHqnterobacterHcloacaeHatHaHsingleHhospitalHinHyontrealTH
–uebecTHoanadaVH2013THaYTH[_XbUd 18

273
yodifiedHtodgeHtestHversusHindirectHcarbapenemaseHtestfHprospectiveHevaluationHofHaHphenotypicH
assayHforHdetectionHofHwlebsiellaHpneumoniaeHcarbapenemaseHPw}oQHinHqnterobacteriaceaeVH2013TH
aYTHY[eYU]

36

272 oompleteHsequenceHofHaHblaPw}oU[QUharboringHuncruuPwYQHplasmidHfromHaHwlebsiellaHpneumoniaeH
sequenceHtypeH[adHstrainVHAntimicrobialvAgentsvandvChemotherapyTH2013THacTHYa_[Ua 5.9 46

271 JátormyHwatersHaheadJfHglobalHemergenceHofHcarbapenemasesVHFrontiersvinvMicrobiologyTH2013TH_TH_d 5.7 280

270 qpidemiologyHandHmolecularHcharacterizationHofHbacteremiaHdueHtoHcarbapenemUresistantHwlebsiellaH
pneumoniaeHinHtransplantHrecipientsVH2013THY]TH[bYeU]] 88

269
oompleteHnucleotideHsequencesHofHblaw}oU_UHandHblaw}oUaUharboringHunczHandHuncβHplasmidsHfromH
wlebsiellaHpneumoniaeHstrainsHisolatedHinHzewHverseyVHAntimicrobialvAgentsvandvChemotherapyTH2013
THacTH[beUcb

5.9 68

268 RapidHexpansionHofHw}oU[UproducingHwlebsiellaHpneumoniaeHisolatesHinHtwoHíexasHhospitalsHdueHtoH
clonalHspreadHofHáí[adHandHáí]XcHlineagesVH2013THYeTH[eaUc 45

267 mntibioticHresistanceHshapingHmultiUlevelHpopulationHbiologyHofHbacteriaVHFrontiersvinvMicrobiologyTH
2013TH_THYa 5.7 118

266 }revalenciaHdeHbacteriasHsramHnegativasHportadorasHdelHgenHblaw}oHenHhospitalesHdeHoolombiaVH
2013TH]_THdY 5

265 ΩirulenceHofHwlebsiellaHpneumoniaeHisolatesHharboringHblaHw}oU[HcarbapenemaseHgeneHinHaH
oaenorhabditisHelegansHmodelVH2013THdTHebcd_c 27

264 [áurveillanceHofHcarbapenemUresistantHenterobacteriaHinHstoolHculturesHinHaHuniversityHhospitalHinH
áantiagoTHohile]VH2013TH]XTHYX]Ub 2

263 qpidemiologyHofHcarbapenemaseUproducingHqnterobacteriaceaeHandHmcinetobacterHbaumanniiHinH
yediterraneanHcountriesVH2014TH[XY_TH]Xacd_ 99

262 ín__XYHcarryingHblaw}oHisHinsertedHwithinHanotherHinsertionHinHpwp–uxHandHrelatedHplasmidsVH2014TH
a[TH___dUe 15

261 oompleteHsenomeHáequenceHofHaHwlebsiellaHpneumoniaeHusolateHwithHohromosomallyHqncodedH
oarbapenemHResistanceHandHoolibactinHáynthesisHxociVH2014TH[TH 9

260 unHvivoHmulticlonalHtransferHofHblaPw}oU]QHfromHwlebsiellaHpneumoniaeHtoHqscherichiaHcoliHinHsurgeryH
patientsVH2014TH[XTH{b]]Ua 35
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259 oarbapenemUresistantHqnterobacterHcloacaeHisolatesHproducingHw}oU]THzorthHpakotaTHUámVH2014TH
[XTHYad]Ua 22

258 }opulationHstructureHofHw}oUproducingHwlebsiellaHpneumoniaeHisolatesHfromHmidwesternHUVáVH
hospitalsVHAntimicrobialvAgentsvandvChemotherapyTH2014THadTH_ebYUa 5.9 61

257 qmergenceHofHw}oUproducingHwlebsiellaHpneumoniaeHinHUruguayfHinfectionHcontrolHandHmolecularH
characterizationVH2014TH[THadUb] 18

256 oarbapenemHResistanceHinHzonUrermentativeHnacterialHápeciesHandHinHqnterobacteriaceaeHusolatesH
fromHtospitalizedH}atientsHinHpifferentHtealthUoareHáettingsVH2014THdcTH[]aU_Y

255 yixHandHmatchHofHw}oU[HencodingHplasmidsHinHqnterobacteriaceaeUcomparativeHgenomicsVH2014THceTH[aaUbX 28

254
oomparativeHanalysisHofHtheHcompleteHgenomeHofHw}oU[UproducingHwlebsiellaHpneumoniaeHwpY]H
revealsHremarkableHgenomeHplasticityHandHaHwideHrepertoireHofHvirulenceHandHresistanceH
mechanismsVH2014THYaTHa_

83

253 yicrobiologicalHandHseneticHoharacterizationHofHoarbapenemUResistantHwlebsiellaHpneumoniaeH
usolatedHrromH}ediatricH}atientsVH2014TH]THeYXU_ 13

252 yolecularHdissectionHofHtheHevolutionHofHcarbapenemUresistantHmultilocusHsequenceHtypeH[adH
wlebsiellaHpneumoniaeVH2014THYYYTH_eddUe] 230

251 oharacterizationHofHw}oU[UproducingHqscherichiaHcoliTHoitrobacterHfreundiiTHqnterobacterHcloacaeTH
qnterobacterHaerogenesTHandHwlebsiellaHoxytocaHisolatesHfromHaHohineseHtospitalVH2014TH[XTH[b_Ue 18

250 rirstHreportHofHw}oU[HoarbapenemaseUproducingHwlebsiellaHpneumoniaeHinHvapanVHAntimicrobialv
AgentsvandvChemotherapyTH2014THadTH[ebYU] 5.9 21

249 oharacterizationHofHtheHblaw}oU[HandHblaw}oU]HgenesHandHtheHnovelHblaw}oUYaHgeneHinHwlebsiellaH
pneumoniaeVH2014THb]THedYUedc 8

248 qxpansionHandHevolutionHofHaHvirulentTHextensivelyHdrugUresistantHPpolymyxinHnUresistantQTH–nráYUTH
oíβUyU[UTHandHw}oU[UproducingHwlebsiellaHpneumoniaeHáíYYHinternationalHhighUriskHcloneVH2014THa[TH[a]XUa 83

247 unHmemoriamfHvohnH}VH–uinnTHypVH2014THadTHc_dUaX

246 ΩirulenceHandHtransferabilityHofHresistanceHdeterminantsHinHaHnovelHwlebsiellaHpneumoniaeHsequenceH
typeHYY]cHinHohinaVH2014TH[XTHYaXUa 20

245 uáqcpYUmediatedHtranspositionHofHblaw}oHintoHtheHchromosomeHofHaHclinicalHisolateHofHmcinetobacterH
baumanniiHfromH}uertoHRicoVH2014THb]THYb__UYb_d 19

244 mntibioticUresistantHgramUnegativeHbacterialHinfectionsHinHpatientsHwithHcancerVH2014THaeHáupplHaTHá]]aUe 70

243
oompleteHnucleotideHsequencesHofHtwoHblaw}oU[UbearingHunczH}lasmidsHisolatedHfromHsequenceH
typeH__[HwlebsiellaHpneumoniaeHclinicalHstrainsHfourHyearsHapartVHAntimicrobialvAgentsvandv
ChemotherapyTH2014THadTH[eadUbX

5.9 15

242 udentificationHofHtheHfirstHimportedHw}oU]HwlebsiellaHpneumoniaeHfromHtheHUámHtoHíaiwanVH2014TH__TH_]YUa 7
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241 untegronUborneHtransmissionHofHΩqnUYHextendedUspectrumH˛†UlactamaseHinH}seudomonasHaeruginosaH
inHaHtertiaryHcareHhospitalHinHundiaVHAntimicrobialvAgentsvandvChemotherapyTH2014THadTHbebbUe 5.9 7

240 qpidemicHwlebsiellaHpneumoniaeHáí[adHisHaHhybridHstrainVH2014THaTHeXY]aaUY_ 141

239 rirstHisolateHofHw}oU[UproducingHwlebsiellaHpneumonaieHsequenceHtypeH[]HfromHtheHmmericasVH2014TH
a[TH]_d]Ua 36

238 oarbapenemaseUproducingHwlebsiellaHpneumoniaefHmolecularHandHgeneticHdecodingVH2014TH[[THbdbUeb 281

237 qmergenceHofHaHmultiresistantHw}oU]HandHΩuyUYHcarbapenemaseUproducingHqscherichiaHcoliHstrainHinH
ápainVH2014THbeTHYce[Ua 29

236
oompleteHsequenceHofHaHw}oUproducingHunczHmultidrugUresistantHplasmidHfromHanHepidemicH
qscherichiaHcoliHsequenceHtypeHY]YHstrainHinHohinaVHAntimicrobialvAgentsvandvChemotherapyTH2014TH
adTH[_[[Ua

5.9 53

235 w}oU]HcarbapenemaseHharboredHinHruukHplasmidHfromHwlebsiellaHpneumoniaeHáíaY[HandHqscherichiaH
coliHáí_]HinHtheHsameHpatientVH2014TH[XTH]ccUd[ 9

234 oharacterizationHofHcarbapenemUresistantHmcinetobacterHbaumanniiHinHnrazilHP[XXdU[XYYQfH
countrywideHspreadHofH{βmU[]UproducingHclonesHPooYaHandHooceQVH2014THceTH_bdUc[ 56

233 yolecularHsurveyHofHtheHdisseminationHofHtwoHblaw}oUharboringHuncrumHplasmidsHinHzewHverseyHandH
zewHYorkHhospitalsVHAntimicrobialvAgentsvandvChemotherapyTH2014THadTH[[deUe_ 5.9 49

232 oarbapenemaseUproducingHwlebsiellaHpneumoniaeVH2014THbTHdX 18

231 íheHín]UfamilyHofHReplicativeHíransposonsVH2015TH]TH 53

230 yolecularHcharacterizationHofHmultidrugUresistantHwlebsiellaHpneumoniaeHisolatesVH2015TH_bTHcaeUbd 26

229 [yolecularHcharacterizationHofHanHoutbreakHofHcarbapenemUresistantHwlebsiellaHpneumoniaeHinHaH
tertiaryHcareHhospitalHinHyedellˆ›nTHoolombia]VH2015TH]aTH_ebUaX_ 7

228 íheHín]UfamilyHofHReplicativeHíransposonsVH2015THbe]Uc[b 8

227 oompleteHsequencesHofHw}oU[UencodingHplasmidHpb[dUw}oHandHoíβUyUaaUencodingHpb[dUoíβyH
coexistedHinHwlebsiellaHpneumoniaeVHFrontiersvinvMicrobiologyTH2015THbTHd]d 5.7 41

226 zaturalHΩariantsHofHtheHw}oU[HoarbapenemaseHhaveHqvolvedHuncreasedHoatalyticHqfficiencyHforH
oeftazidimeHtydrolysisHatHtheHoostHofHqnzymeHátabilityVH2015THYYTHeYXX_e_e 63

225 unHvivoHhorizontalHdisseminationHofHtheHblaHgeneHcarriedHonHdiverseHgeneticHplatformsHamongHclinicalH
isolatesHofHqnterobacteriaceaeVH2015TH]TH[YXU[Y] 5

224
mnHoutbreakHofHinfectionsHcausedHbyHextensivelyHdrugUresistantHwlebsiellaHpneumoniaeHstrainsH
duringHaHshortHperiodHofHtimeHinHaHohineseHteachingHhospitalfHepidemiologyHstudyHandHmolecularH
characteristicsVH2015THd[TH[_XU_

20
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223 unsertionHáequenceHuá[bHReorganizesH}lasmidsHinHolinicallyHusolatedHyultidrugUResistantHnacteriaHbyH
ReplicativeHíranspositionVH2015THbTHeXXcb[ 177

222 qvaluationHofHantimicrobialHcombinationsHagainstHcolistinUresistantHcarbapenemaseHPw}oQUproducingH
wlebsiellaHpneumoniaeVH2015TH[cTH]_dUa[ 2

221 yolecularHepidemiologyHofHwlebsiellaHpneumoniaeHcarbapenemaseUproducingHqnterobacteriaceaeH
inHdifferentHfacilitiesHinHáouthernHnrazilVH2015TH_]THY]cU_X 9

220 qmergenceHofHblaw}oHcarbapenemaseHgenesHinHmustraliaVH2015TH_aTHY]XUb 38

219 pisseminationHofHhighUriskHclonesHofHextensivelyHdrugUresistantH}seudomonasHaeruginosaHinH
colombiaVHAntimicrobialvAgentsvandvChemotherapyTH2015THaeTH[_[YUa 5.9 42

218
wlebsiellaHpneumoniaeHcarbapenemaseHPw}oQUproducingHwVHpneumoniaeHatHaHsingleHinstitutionfH
insightsHintoHendemicityHfromHwholeUgenomeHsequencingVHAntimicrobialvAgentsvandvChemotherapyTH
2015THaeTHYbabUb]

5.9 107

217
pwnuáY]THaHw}oU[UencodingHplasmidHfromHwlebsiellaHpneumoniaeHsequenceHtypeHd]]THcarryingH
ín__XYbHinsertedHintoHanHβerHsiteUspecificHrecombinationHlocusVHAntimicrobialvAgentsvandv
ChemotherapyTH2015THaeTHa[[bU]Y

5.9 9

216 qmergenceHandHspreadHofHw}oU[UproducingH}seudomonasHaeruginosaHisolatesHinHaHnrazilianH
teachingHhospitalVH2015TH]TH]X_U]Xb 11

215 oarbapenemaseU}roducingHwlebsiellaHpneumoniaeTHaHweyH}athogenHáetHforHslobalHzosocomialH
pominanceVHAntimicrobialvAgentsvandvChemotherapyTH2015THaeTHadc]Ud_ 5.9 441

214 }opulationHátructureHofHwlebsiellaHpneumoniaeHoausingHnloodstreamHunfectionsHatHaHzewHYorkHoityH
íertiaryHoareHtospitalfHpiversificationHofHyultidrugUResistantHusolatesVH2015THa]TH[XbXUc 49

213 qmergingHbroadUspectrumHresistanceHinH}seudomonasHaeruginosaHandHmcinetobacterHbaumanniifH
yechanismsHandHepidemiologyVH2015TH_aTHabdUda 430

212
rirstHreportHofHaHclinicalTHmultidrugUresistantHqnterobacteriaceaeHisolateHcoharboringHfosfomycinH
resistanceHgeneHfosm]HandHcarbapenemaseHgeneHblaw}oU[HonHtheHsameHtransposonTHínYc[YVH
AntimicrobialvAgentsvandvChemotherapyTH2015THaeTH]]dU_]

5.9 31

211 íheHroleHofHepidemicHresistanceHplasmidsHandHinternationalHhighUriskHclonesHinHtheHspreadHofH
multidrugUresistantHqnterobacteriaceaeVH2015TH[dTHabaUeY 449

210 yolecularHepidemiologyHofHw}oU[UproducingHqnterobacteriaceaeHPnonUwlebsiellaHpneumoniaeQH
isolatedHfromHnrazilVH2015THd[TH][bU]X 24

209 oarbapenemaseUproducingHsramUnegativeHbacteriafHcurrentHepidemicsTHantimicrobialHsusceptibilityH
andHtreatmentHoptionsVH2015THYXTH_XcU[a 72

208 umpactHofHcarbapenemHresistanceHonHepidemiologyHandHoutcomesHofHnonbacteremicHwlebsiellaH
pneumoniaeHinfectionsVH2015TH_]THYXcbUdX 13

207 {utbreakHofHw}oU]H}roducingHoarbapenemUResistantHwlebsiellaHpneumoniaeHinHaHUáH}ediatricH
tospitalVH2015TH_TH]]XUd 24

206 udentificationHandHcharacterizationHofHgeneticHstructuresHcodingHforHcarbapenemasesHinH
qnterobacteriaHfromHoentralHsreeceVH2015THdYTH_cUe 1
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205
uncreasingHresistanceHrateHtoHcarbapenemHamongHbloodHcultureHisolatesHofHwlebsiellaHpneumoniaeTH
mcinetobacterHbaumanniiHandH}seudomonasHaeruginosaHinHaHuniversityUaffiliatedHhospitalHinHohinaTH
[XX_U[XYYVH2015THbdTHYYaU[X

19

204
petectionHofHw}oHoarbapenemaseHinHusolatedHrromHolinicalHáamplesHUsingHyodifiedHtodgeHíestHandH
noronicHmcidH}henotypicHyethodsHandHíheirHoomparisonHWithHtheH}olymeraseHohainHReactionVH2016
THeTHe[c[_e

7

203 [olonalHrelationshipHandHdetectionHofHblaw}oHgeneHinHstrainsHofHwlebsiellaHpneumoniaeHresistantHtoH
carbapenemsTHatHaHhospitalHinHΩenezuela]VH2016TH]]THa[_Ua]X 1

202 átructuralHandHrunctionalHmspectsHofHolassHmHoarbapenemasesVH2016THYcTHYXXbU[d 71

201 slobalHpisseminationHofHoarbapenemaseU}roducingHwlebsiellaHpneumoniaefHqpidemiologyTHseneticH
oontextTHíreatmentH{ptionsTHandHpetectionHyethodsVHFrontiersvinvMicrobiologyTH2016THcTHdea 5.7 357

200 senomeHáequencingHofHrourHyultidrugUResistantHusolatesHfromHtospitalizedH}atientsHinHnrazilVH
FrontiersvinvMicrobiologyTH2016THcTHYb_e 5.7 7

199 oarbapenemUResistantTHsramUzegativeHnacilliVH2016THe]UYYe 0

198
petectionHofHantimicrobialHresistanceHgenesHinHbetalactamaseUHandHcarbapenemaseUproducingH
wlebsiellaHpneumoniaeHbyHpatientHsurveillanceHculturesHatHanHintensiveHcareHunitHinHRioHdeHvaneiroTH
nrazilVH2016THa[TH[d_U[e[

5

197 mnH{utbreakHofHunfectionsHoausedHbyHaHwlebsiellaHpneumoniaeHáíYYHoloneHooproducingHwlebsiellaH
pneumoniaeHoarbapenemaseU[HandHRmtnHinHaHohineseHíeachingHtospitalVH2016THY[eTH[X]]Ue 27

196 íheHRasputinHqffectfHWhenHoommensalsHandHáymbiontsHnecomeH}arasiticVH2016TH 6

195 oharacterizationHofHtheHgeneticHenvironmentHofHtheHblaw}oU[HgeneHamongHwlebsiellaHpneumoniaeH
isolatesHfromHaHohineseHtospitalVH2016TH[XTH]d_Ud 27

194 petectionHofHoarbapenemaseHsenesHinHmquaticHqnvironmentsHinHRioHdeHvaneiroTHnrazilVHAntimicrobialv
AgentsvandvChemotherapyTH2016THbXTH_]dXU] 5.9 30

193 íacklingHantimicrobialHresistanceHinHlowerHurinaryHtractHinfectionsfHtreatmentHoptionsVH2016THY_THb[YU][ 12

192 qmergenceHofHcarbapenemaseUproducingHurinaryHisolatesHatHaHtertiaryHcareHhospitalHinHphakaTH
nangladeshVH2016TH[dTHe_Ued 15

191
ResultsHfromHtheHoanadianHzosocomialHunfectionHáurveillanceH}rogramHonH
oarbapenemaseU}roducingHqnterobacteriaceaeTH[XYXHtoH[XY_VHAntimicrobialvAgentsvandv
ChemotherapyTH2016THbXTHbcdcUbce_

5.9 43

190 íheHspreadHofHw}oUproducingHqnterobacteriaceaeHinHápainfHWsáHanalysisHofHtheHemergingHhighUriskH
clonesHofHwlebsiellaHpneumoniaeHáíYYWw}oU[THáíYXYWw}oU[HandHáíaY[Ww}oU]VH2016THcYTH]]e[U]]ee 50

189 mHclusterHofHw}oU[HandHΩuyU[UproducingHwlebsiellaHpneumoniaeHáíd]]HisolatesHfromHtheHpediatricH
serviceHofHaHΩenezuelanHtospitalVH2016THYbTHaea 16

188 zestedHRussianHpollUxikeHseneticHyobilityHprivesHRapidHpisseminationHofHtheHoarbapenemH
ResistanceHseneHblaw}oVHAntimicrobialvAgentsvandvChemotherapyTH2016THbXTH]cbcUcd 5.9 166
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187 torizontalHíransferHofHoarbapenemaseUqncodingH}lasmidsHandHoomparisonHwithHtospitalH
qpidemiologyHpataVHAntimicrobialvAgentsvandvChemotherapyTH2016THbXTH_eYXUe 5.9 45

186 oharacterizationHofHw}oUencodingHplasmidsHfromHtwoHendemicHsettingsTHsreeceHandHutalyVH2016THcYTH[d[_U]X 29

185 yolecularHdissectionHofHblaw}oU[UbearingHplasmidsHevolvingHinHwlebsiellaHpneumoniaeHisolatedHatH
oneHteachingHhospitalHinHáhanghaiTHohinaVHFEMSvMicrobiologyvLettersTH2016TH]b]TH 2.9 2

184 ohromobacteriumHsppVHharbourHmmblerHclassHmH˛†UlactamasesHshowingHhighHidentityHwithHw}oVH2016TH
cYTHY_e]Ub 15

183 yolecularHtypingHandHgeneticHenvironmentHofHtheHblaw}oHgeneHinHohileanHisolatesHofHwlebsiellaH
pneumoniaeVH2016TH_TH[dU]_ 16

182 qscherichiaHcolifHanHoldHfriendHwithHnewHtidingsVH2016TH_XTH_]cU_b] 132

181 wlebsiellaHpneumoniaeHusolateHfromHaHzewHYorkHoityHtospitalHnelongingHtoHáequenceHíypeH[adHandH
oarryingHblaw}oU[HandHblaΩuyU_VHAntimicrobialvAgentsvandvChemotherapyTH2016THbXTHYe[_Uc 5.9 11

180 w}oUxikeHoarbapenemaseU}roducingHqnterobacteriaceaeHoolonizingH}atientsHinHquropeHandHusraelVH
AntimicrobialvAgentsvandvChemotherapyTH2015THbXTHYeY[Uc 5.9 31

179 poubleHoopiesHofHblaPw}oU]Qffín__XYaHonHanHuncβ]H}lasmidHinHwlebsiellaHpneumoniaeHáuccessfulH
oloneHáíaY[HfromHutalyVHAntimicrobialvAgentsvandvChemotherapyTH2016THbXTHb_bUe 5.9 21
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