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355 “ryza”uWrphJriceJproteomeJdatabaseJbasedJonJshotgunJproteogenomicsXJBMCvPlantvBiologyVJ2011VJ
__VJda 5.3 60

354 ossessingJtheJcontributionJofJalternativeJsplicingJtoJproteomeJdiversityJinJorabidopsisJthalianaJ
usingJproteomicsJdataXJBMCvPlantvBiologyVJ2011VJ__VJf2 5.3 30

Citation Report

8



353  ynchronizationJofJcytoplasmicJandJtransferredJmitochondrialJribosomalJproteinJgeneJexpressionJinJ
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proteomicsJuncoversJtheJmysteriesJofJriceJandJplantJbiologyXJ2011VJ__VJ_daZWbg 82

345 ”lantJorganelleJproteomicshJcollaboratingJforJoptimalJcellJfunctionXJ2011VJaZVJee2Wfca 75

344 qomprehensiveJproteomicsXJ2011VJ22VJaWf 72

343 orabidopsisJmethyltransferaseJfingerprintsJbyJaffinityWbasedJproteinJprofilingXJ2011VJbZfVJ22ZWc 13

342 ”roteomicsJbyJmassJspectrometryWWgoJbigJorJgoJhomemXJ2011VJccVJfa2Wb_ 12

341 ’extJgenerationJfunctionalJproteomicsJinJnonWmodelJplantshJoJsurveyJonJtechniquesJandJ
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329 xasmonateJcontrolsJpolypeptideJpatterningJinJundamagedJtissueJinJwoundedJorabidopsisJleavesXJ
PlantvPhysiologyVJ2011VJ_cdVJ_egeWfZe 6.6 55

328 àheJphosphoglucanJphosphataseJlikeJsexJtour2JdephosphorylatesJstarchJatJtheJqaWpositionJinJ
orabidopsisXJ2011VJ2aVJbZgdW___ 95

327 àheJureenqut2JresourceVJaJphylogenomicallyJderivedJinventoryJofJproteinsJspecificJtoJtheJplantJ
lineageXJ2011VJ2fdVJ2_b2eWag 80

326 ià—o–JproteinJprofileJanalysisJofJorabidopsisJrootsJrevealsJnewJaspectsJcriticalJforJironJ
homeostasisXJPlantvPhysiologyVJ2011VJ_ccVJf2_Wab 6.6 177

325 uappedJspectralJdictionariesJandJtheirJapplicationsJforJdatabaseJsearchesJofJtandemJmassJspectraXJ
2011VJ_ZVJ‘__ZXZZ222Z 20

324 àheJchloroplastJimportJreceptorJàocgZJpartiallyJrestoresJtheJaccumulationJofJàoc_cgJclientJ
proteinsJinJtheJorabidopsisJthalianaJppi2JmutantXJ2011VJbVJ2c2Wda 26

323 àheJseedJproteomeJwebJportalXJFrontiersvinvPlantvScienceVJ2012VJaVJgf 6.2 14

322 uelWbasedJandJgelWfreeJquantitativeJproteomicsJapproachesJatJaJglanceXJ2012VJ2Z_2VJbgbce2 127

321 reterminingJdegradationJandJsynthesisJratesJofJarabidopsisJproteinsJusingJtheJkineticsJofJ
progressiveJ_c’JlabelingJofJtwoWdimensionalJgelWseparatedJproteinJspotsXJ2012VJ__VJ‘___XZ_ZZ2c 52

320 ”ositionalJcorrelationJanalysisJimprovesJreconstructionJofJfullWlengthJtranscriptsJandJalternativeJ
isoformsJfromJnoisyJarrayJsignalsJorJshortJreadsXJ2012VJ2fVJg2gWae 6

319 pep2prohJtheJhighWthroughputJproteomicsJdataJprocessingVJanalysisVJandJvisualizationJtoolXJFrontiersv
invPlantvScienceVJ2012VJaVJ_2a 6.2 25

318 oJproteogenomicJsurveyJofJtheJ‘edicagoJtruncatulaJgenomeXJ2012VJ__VJgaaWbb 24
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317 àheJproteinJexpressionJlandscapeJofJtheJorabidopsisJrootXJ2012VJ_ZgVJdf__Wf 115

316  ystemsJαnderstandingJofJwsoprenoidJ”athwayJ—egulationJinJorabidopsisXJ2012VJbecWbg_ 1

315 àheJormadilloJrepeatJgeneJZoyJwXwyJpromotesJorabidopsisJearlyJembryoJandJendospermJ
developmentJthroughJaJdistinctiveJgametophyticJmaternalJeffectXJ2012VJ2bVJbZ2dWba 15

314 snablingJcomputationalJproteomicsJbyJpublicJandJlocalJdataJmanagementJsystemsXJ2012VJcVJ2dd 1

313 qommonJandJspecificJproteinJaccumulationJpatternsJinJdifferentJalbinoYpaleWgreenJmutantsJrevealsJ
regulonJorganizationJatJtheJproteomeJlevelXJPlantvPhysiologyVJ2012VJ_dZVJ2_fgW2Z_ 6.6 24

312 —econstructionJofJorabidopsisJmetabolicJnetworkJmodelsJaccountingJforJsubcellularJ
compartmentalizationJandJtissueWspecificityXJ2012VJ_ZgVJaagWbb 203

311 ”lantJscienceXJqhloroplastJdeliveryJbyJα” XJScienceVJ2012VJaafVJd22Wa 33.3 8

310 “ppositeJstereoselectivitiesJofJdirigentJproteinsJinJorabidopsisJandJschizandraJspeciesXJ2012VJ2feVJaagceWe2 63

309 oJribosomeWbindingVJaQJtranslationalJenhancerJhasJaJàWshapedJstructureJandJengagesJinJaJ
longWdistanceJ—’oW—’oJinteractionXJ2012VJfdVJgf2fWb2 46

308
“nJtheJdiscordanceJofJmetabolomicsJwithJproteomicsJandJtranscriptomicshJcopingJwithJincreasingJ
complexityJinJlogicVJchemistryVJandJnetworkJinteractionsJscientificJcorrespondenceXJPlantvPhysiology
VJ2012VJ_cfVJ__agWbc

6.6 146

307 ”axrbVJaJdatabaseJofJproteinJabundanceJaveragesJacrossJallJthreeJdomainsJofJlifeXJ2012VJ__VJbg2WcZZ 351

306 qharacteristicsJandJsignificanceJofJintergenicJpolyadenylatedJ—’oJtranscriptionJinJorabidopsisXJ
PlantvPhysiologyVJ2013VJ_d_VJ2_ZW2b 6.6 18

305 ”lantJ ystemsJpiologyXJ2012VJ

304 qomparativeJlargeJscaleJcharacterizationJofJplantJversusJmammalJproteinsJrevealsJsimilarJandJ
idiosyncraticJ’W˛–WacetylationJfeaturesXJ2012VJ__VJ‘___XZ_c_a_ 110

303 “rganellarJ”roteomicshJqloseJwnsightsJintoJtheJ patialJpreakdownJandJtunctionalJrynamicsJofJ”lantJ
”rimaryJ‘etabolismXJ2012VJaceWaef

302 wnferenceJandJvalidationJofJproteinJidentificationsXJ2012VJ__VJ_ZgeW_Zb 26

301  ingleWcellWtypeJproteomicshJtowardJaJholisticJunderstandingJofJplantJfunctionXJ2012VJ__VJ_d22WaZ 32

300 ”lantJandJbacterialJsystemsJbiologyJasJplatformJforJplantJsyntheticJbioRtechnoSlogyXJ2012VJ_dZVJfZWgZ 24
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299 ”roteomicsJandJitsJapplicationJinJplantJbiotechnologyXJ2012VJccWdc

298 ”roteomicJanalysisJofJdarkJresponseJinJorabidopsisJcellJsuspensionJculturesXJ2012VJ_dgVJ_dgZWe 5

297 ”roteomicJanalysisJofJanJunsequencedJplantWW‘angiferaJindicaXJ2012VJecVJcegaWd 16

296 ’anoflowJlowJpressureJhighJpeakJcapacityJsingleJdimensionJzqW‘ Y‘ JplatformJforJ
highWthroughputVJinWdepthJanalysisJofJmammalianJproteomesXJ2012VJfbVJc_aaWg 47

295 oddressingJstatisticalJbiasesJinJnucleotideWderivedJproteinJdatabasesJforJproteogenomicJsearchJ
strategiesXJ2012VJ__VJc22_Wab 61

294 oreJweJreadyJforJgenomeWscaleJmodelingJinJplantsmXJ2012VJ_g_W_g2VJcaWeZ 49

293 zabelWfreeJproteinJquantitationJusingJweightedJspectralJcountingXJMethodsvinvMolecularvBiologyVJ
2012VJfgaVJa2_Wb_ 1.4 21

292 àargetedJproteomeJinvestigationJviaJselectedJreactionJmonitoringJmassJspectrometryXJ2012VJecVJabgcWc_a 52

291 ‘utationJofJtheJcytosolicJribosomalJproteinWencodingJ—” _ZpJgeneJaffectsJshootJmeristematicJ
functionJinJorabidopsisXJBMCvPlantvBiologyVJ2012VJ_2VJ_dZ 5.3 19

290 àheJscopeJofJthingsJtoJcomehJ’ewJparadigmsJinJbiotechnologyXJ2012VJ_gWab 1

289 àheJbiologicalJrolesJofJglutaredoxinsXJBiochemicalvJournalVJ2012VJbbdVJaaaWbf 3.8 82

288
‘assJspectrometricJimagingJasJaJhighWspatialJresolutionJtoolJforJfunctionalJgenomicshJ
àissueWspecificJgeneJexpressionJofJààeJinferredJfromJheterogeneousJdistributionJofJmetabolitesJinJ
orabidopsisJflowersXJ2012VJbVJbebWbf_

18

287 VonJ“rganenJundJ“rganellenhJ”roteomanalysenJinJ”flanzenXJ2012VJ_fVJdZaWdZd

286 àheJorabidopsisJwnformationJ—esourceJRàow—ShJimprovedJgeneJannotationJandJnewJtoolsXJ2012VJbZVJr_2Z2W_Z 1348

285 ynownJandJnovelJpostWtranscriptionalJregulatoryJsequencesJareJconservedJacrossJplantJfamiliesXJ
2012VJ_fVJadfWfb 49

284 slectrochemicalJantioxidantJdetectionJtechniqueJbasedJonJguanineWbondedJgrapheneJandJmagneticJ
nanoparticlesJcompositeJmaterialsXJ2012VJ_aeVJba_fW2d 13

283 refiningJtheJboundariesJandJcharacterizingJtheJlandscapeJofJfunctionalJgenomeJexpressionJinJ
vascularJtissuesJofJ”opulusJusingJshotgunJproteomicsXJ2012VJ__VJbbgWdZ 31

282 àranslationJinitiationJfactorJotewtRisoSbsJisJinvolvedJinJselectiveJm—’oJtranslationJinJorabidopsisJ
thalianaJseedlingsXJ2012VJeVJea_dZd 29
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281 wntegratedJsequenceWstructureJmotifsJsufficeJtoJidentifyJmicro—’oJprecursorsXJ2012VJeVJea2ege 26

280 urandJqhallengesJinJ”lantJ ystemsJpiologyhJqlosingJtheJqircleRsSXJFrontiersvinvPlantvScienceVJ2012VJaVJac 6.2 15

279 àheJ—iceJ”roteogenomicsJratabaseJ“ryza”uWrphJrevelopmentVJsxpansionVJandJ’ewJteaturesXJ
FrontiersvinvPlantvScienceVJ2012VJaVJdc 6.2 16

278 ”lantJ”roteinJonalysisXJ2012VJ 2

277 wmpactJofJWholeJuenomeJ”roteinJonalysisJonJueneJriscoveryJofJriseaseJ‘odelsXJ2012VJbe_WcaZ 0

276 àheJvα”“JinitiativeJonJ‘odelJ“rganismJ”roteomesVJi‘“”XJ2012VJ_2VJabZWc 8

275 oJproteogenomicJapproachJtoJmapJtheJproteomeJofJanJunsequencedJpathogenJWJzeishmaniaJ
donovaniXJ2012VJ_2VJfa2Wbb 39

274 uenericJcomparisonJofJproteinJinferenceJenginesXJ2012VJ__VJ“__ZXZZeZff 18

273 qontrolJofJorabidopsisJrootJdevelopmentXJAnnualvReviewvofvPlantvBiologyVJ2012VJdaVJcdaWgZ 30.7 407

272 ”redictionJofJbiologicalJfunctionsJofJ hewanellaWlikeJproteinJphosphatasesJR helphsSJacrossJ
differentJdomainsJofJlifeXJ2012VJ_2VJ__W2a 11

271 tzαVJaJnegativeJfeedbackJregulatorJofJtetrapyrroleJbiosynthesisVJisJphysicallyJlinkedJtoJtheJfinalJ
stepsJofJtheJ‘gRUUSWbranchJofJthisJpathwayXJ2012VJcfdVJ2__Wd 79

270 ‘assJspectrumJsequentialJsubtractionJspeedsJupJsearchingJlargeJpeptideJ‘ Y‘ JspectraJdatasetsJ
againstJlargeJnucleotideJdatabasesJforJproteogenomicsXJ2012VJ_eVJdaaWbb 24

269 wntegrativeJsystemsJbiologyhJanJattemptJtoJdescribeJaJsimpleJweedXJ2012VJ_cVJ_d2We 35

268 ‘appingJgeneJactivityJofJorabidopsisJrootJhairsXJ2013VJ_bVJ—de 71

267 ”roteomicsJofJmodelJandJcropJplantJspecieshJstatusVJcurrentJlimitationsJandJstrategicJadvancesJforJ
cropJimprovementXJ2013VJgaVJcW_g 68

266 àheJneedJforJagricultureJphenotypinghJLmovingJfromJgenotypeJtoJphenotypeLXJ2013VJgaVJ2ZWag 17

265 —ootJqharactersXJ2013VJdeW_a_ 9

264 oJq—àW”q—JassayJforJtheJexpressionJofJallJ‘alJdJ_JisoallergenJgenesXJBMCvPlantvBiologyVJ2013VJ_aVJc_ 5.3 32
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263 àranscriptJfeaturesJaloneJenableJaccurateJpredictionJandJunderstandingJofJgeneJexpressionJinJ XJ
cerevisiaeXJ2013VJ_bJ upplJ_cVJ _ 18

262 ”roteomicsJinJdecipheringJtheJauxinJcommitmentJinJtheJorabidopsisJthalianaJrootJgrowthXJ2013VJ_2VJbdfcWeZ_ 6

261 ”roteomicsJofJnonmodelJplantJspeciesXJ2013VJ_aVJddaWea 43

260 ”arallelJproteomicJandJphosphoproteomicJanalysesJofJsuccessiveJstagesJofJmaizeJleafJ
developmentXJ2013VJ2cVJ2egfWf_2 74

259 àowardJaJgenomeWwideJlandscapeJofJtranslationalJcontrolXJ2013VJcVJaZ_2aZ2 41

258 ”roteomeJcoverageJofJtheJmodelJplantJorabidopsisJthalianahJimplicationsJforJshotgunJproteomicJ
studiesXJ2013VJegVJ_gcWg 4

257  uccinateJdehydrogenaseJassemblyJfactorJ2JisJneededJforJassemblyJandJactivityJofJmitochondrialJ
complexJwwJandJforJnormalJrootJelongationJinJorabidopsisXJPlantvJournalVJ2013VJeaVJb2gWb_ 6.9 56

256 onalysisJofJmetabolicJfluxJusingJdynamicJlabellingJandJmetabolicJmodellingXJ2013VJadVJ_eafWcZ 42

255 ”roteinJanalysisJbyJshotgunYbottomWupJproteomicsXJ2013VJ__aVJ2abaWgb 902

254 αsingJ”rot‘oXJtoJcreateJhighWmassWaccuracyJprecursorJalignmentsJfromJlabelWfreeJquantitativeJ
massJspectrometryJdataJgeneratedJinJshotgunJproteomicsJexperimentsXJNaturevProtocolsVJ2013VJfVJcgcWdZ_18.8 22

253 vighWconfidenceJdeJnovoJpeptideJsequencingJusingJpositiveJchargeJderivatizationJandJtandemJ‘ J
spectraJmergingXJ2013VJfcVJbcaZWe 19

252 regradationJrateJofJmitochondrialJproteinsJinJorabidopsisJthalianaJcellsXJ2013VJ_2VJabbgWcg 53

251 onJaffinityJpullWdownJapproachJtoJidentifyJtheJplantJcyclicJnucleotideJinteractomeXJMethodsvinv
MolecularvBiologyVJ2013VJ_Z_dVJ_ccWea 1.4 2

250 –uantitativeJproteomicsWbasedJanalysisJsupportsJaJsignificantJroleJofJuàuJproteinsJinJregulationJofJ
opoJresponseJinJorabidopsisJrootsXJ2013VJ_2VJ_bfeWcZ_ 25

249 ueneJexpressionJprofilesJduringJembryoJdevelopmentJinJprassicaJnapusXJ2013VJ_a2VJnYaWnYa 1

248 pringingJproteomicsJintoJtheJclinichJtheJneedJforJtheJfieldJtoJfinallyJtakeJitselfJseriouslyXJ2013VJeVJaffWg_ 13

247 àranslationalJ—egulationJofJqytoplasmicJm—’osXJ2013VJ__VJeZ_dc 48

246 sxtensiveJmassJspectrometryWbasedJanalysisJofJtheJfissionJyeastJproteomehJtheJ
 chizosaccharomycesJpombeJ”eptideotlasXJ2013VJ_2VJ_eb_Wc_ 21

Citation Report

14



245 ‘o q”JgatorhJanJoverviewJofJtheJorabidopsisJproteomicJaggregationJportalXJFrontiersvinvPlantv
ScienceVJ2013VJbVJb__ 6.2 11

244 ”rofilingJproteinJkinasesJandJotherJoà”JbindingJproteinsJinJorabidopsisJusingJocylWoà”JprobesXJ
2013VJ_2VJ2bf_Wgd 28

243 ”uttingJtheJpiecesJtogetherhJhighWperformanceJzqW‘ Y‘ JprovidesJnetworkWVJpathwayWVJandJ
proteinWlevelJperspectivesJinJ”opulusXJ2013VJ_2VJ_ZdW_g 21

242 qecropiaJpeltataJaccumulatesJstarchJorJsolubleJglycogenJbyJdifferentiallyJregulatingJstarchJ
biosyntheticJgenesXJ2013VJ2cVJ_bZZW_c 18

241 orabidopsisJ—ootXJ2013VJ2W_W2W_e

240 uenomeWwideJexpressionJofJtranscriptomesJandJtheirJcoWexpressionJpatternJinJsubtropicalJmaizeJ
RZeaJmaysJzXSJunderJwaterloggingJstressXJ2013VJfVJeeZbaa 48

239 àheJproteomeJlandscapeJofJuiardiaJlambliaJencystationXJ2013VJfVJefa2Ze 31

238 oJpurificationJstrategyJforJanalysisJofJtheJr’oY—’oWassociatedJsubWproteomeJfromJchloroplastsJofJ
mustardJcotyledonsXJFrontiersvinvPlantvScienceVJ2014VJcVJcce 6.2 3

237 αsingJtheJ αpcellularJdatabaseJforJorabidopsisJproteinsJtoJlocalizeJtheJregJproteaseJfamilyXJ
FrontiersvinvPlantvScienceVJ2014VJcVJagd 6.2 13

236 –uantitativeJproteomicsJrevealsJtheJeffectJofJproteinJglycosylationJinJsoybeanJrootJunderJfloodingJ
stressXJFrontiersvinvPlantvScienceVJ2014VJcVJd2e 6.2 50

235 qoWordinationJandJdivergenceJofJcellWspecificJtranscriptionJandJtranslationJofJgenesJinJarabidopsisJ
rootJcellsXJ2014VJ__bVJ__ZgW2a 9

234  electedJreactionJmonitoringJtoJdetermineJproteinJabundanceJinJorabidopsisJusingJtheJorabidopsisJ
proteotypicJpredictorXJPlantvPhysiologyVJ2014VJ_dbVJc2cWad 6.6 28

233 ossociationJ‘appinghJoJ’ewJ”aradigmJforJrissectionJofJqomplexJàraitsJinJqropsXJ2014VJ_W2Z 3

232 —educedJrormancycJencodesJaJproteinJphosphataseJ2qJthatJisJrequiredJforJseedJdormancyJinJ
orabidopsisXJ2014VJ2dVJbad2Wec 56

231 uenerationJofJVvvJantibodiesJagainstJtheJorabidopsisJthalianaJseedJstorageJproteinsXJ2014VJfbVJfaWga 11

230 uenomicsJandJbioinformaticsJresourcesJforJtranslationalJscienceJinJ—osaceaeXJ2014VJfVJbgWdb 16

229 onalysisJofJsubcellularJmetaboliteJdistributionsJwithinJorabidopsisJthalianaJleafJtissuehJaJprimerJforJ
subcellularJmetabolomicsXJMethodsvinvMolecularvBiologyVJ2014VJ_Zd2VJcecWgd 1.4 23

228 oJ”henotypicVJ‘olecularJandJpiochemicalJqharacterizationJofJtheJtirstJqisgenicJ cabW—esistantJ
oppleJVarietyJâ��ualaâ��XJ2014VJa2VJdegWdgZ 11
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227 wsJthereJaJmetabolicJrequirementJforJphotorespiratoryJenzymeJactivitiesJinJheterotrophicJtissuesmXJ
2014VJeVJ2bfWc_ 18

226
”roteinJidentificationJandJquantificationJbyJdataWindependentJacquisitionJandJmultiWparallelJ
collisionWinducedJdissociationJmassJspectrometryJR‘ RsSSJinJtheJchloroplastJstromaJproteomeXJ2014VJ
gfVJegWfg

41

225 àheJmetabolicJacclimationJofJorabidopsisJthalianaJtoJarsenateJisJsensitizedJbyJtheJlossJofJ
mitochondrialJzw”“o‘wrsJrsvYr—“us’o s2VJaJkeyJenzymeJinJoxidativeJmetabolismXJ2014VJaeVJdfbWgc 22

224 ”lantJproteomicshJfromJgenomeJsequencingJtoJproteomeJdatabasesJandJrepositoriesXJMethodsvinv
MolecularvBiologyVJ2014VJ_Ze2VJ2gWb2 1.4 6

223 rynamicJproteomicsJemphasizesJtheJimportanceJofJselectiveJm—’oJtranslationJandJproteinJ
turnoverJduringJorabidopsisJseedJgerminationXJ2014VJ_aVJ2c2Wdf 94

222 vi—wstJzqW‘ JenablesJdeepJproteomeJcoverageJandJunbiasedJproteogenomicsXJ2014VJ__VJcgWd2 171

221 onJautomatedJproteogenomicJmethodJusesJmassJspectrometryJtoJrevealJnovelJgenesJinJZeaJmaysXJ
2014VJ_aVJ_ceWde 69

220 àemporalJrynamicsJofJurowthJandJ”hotosynthesisJ uppressionJinJ—esponseJtoJxasmonateJ
 ignalingXJPlantvPhysiologyVJ2014VJ_dcVJ_aZ2W_a_b 6.6 135

219 ”roteogenomicshJconceptsVJapplicationsJandJcomputationalJstrategiesXJ2014VJ__VJ___bW2c 481

218 –uantitativeJanalysisJofJproteinJturnoverJinJplantsXJ2014VJ_bVJcegWg2 41

217 ”roteinJabundanceJchangesJandJubiquitylationJtargetsJidentifiedJafterJinhibitionJofJtheJproteasomeJ
withJsyringolinJoXJ2014VJ_aVJ_c2aWad 26

216 ”lantJsystemsJbiologyhJinsightsVJadvancesJandJchallengesXJ2014VJ2bZVJaaWcb 55

215 àheJemergenceJofJproteomeWwideJtechnologieshJsystematicJanalysisJofJproteinsJcomesJofJageXJ2014
VJ_cVJbcaWdb 67

214 o—oq’eWbasedJinferenceVJusingJcuratedJmicroarrayJdataVJofJorabidopsisJthalianaJrootJ
transcriptionalJregulatoryJnetworksXJBMCvPlantvBiologyVJ2014VJ_bVJge 5.3 29

213
’WàerminalWorientedJproteogenomicsJofJtheJmarineJbacteriumJroseobacterJdenitrificansJ“ch__bJ
usingJ’W uccinimidyloxycarbonylmethylStrisR2VbVdWtrimethoxyphenylSphosphoniumJbromideJRà‘””SJ
labelingJandJdiagonalJchromatographyXJ2014VJ_aVJ_adgWf_

31

212 sxpressionJofJmajorJphotosyntheticJandJsaltWresistanceJgenesJinJinvasiveJreedJlineagesJgrownJ
underJelevatedJq“2JandJtemperatureXJ2014VJbVJb_d_We2 10

211 zineageWspecificJsequenceJevolutionJandJexonJedgeJconservationJpartiallyJexplainJtheJrelationshipJ
betweenJevolutionaryJrateJandJexpressionJlevelJinJoX´ thalianaXJ2015VJ2bVJaZgaW_Zd 5

210 rualJuseJofJpeptideJmassJspectrahJ”roteinJatlasJandJgenomeJannotationXJ2015VJ2VJ2_W2b 9
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209 V“zJcVJ’“J_JR2Z_cSXJ2015VJcVJ

208 uelWbasedJproteomicsJinJplantshJtimeJtoJmoveJonJfromJtheJtraditionXJFrontiersvinvPlantvScienceVJ2015VJ
dVJadg 6.2 28

207 ”roteasomeJtargetingJofJproteinsJinJorabidopsisJleafJmesophyllVJepidermalJandJvascularJtissuesXJ
FrontiersvinvPlantvScienceVJ2015VJdVJaed 6.2 31

206 —oleJofJpioinformaticJàoolsJandJratabasesJinJqottonJ—esearchXJ2015VJaZaWaae 0

205 orabidopsisJthalianaJandJomicsJapproacheshJaJreviewXJ2015VJcVJ 4

204 –uantitativeJ”roteomicsJonalysisJofJqamelinaJsativaJ eedsJ“verexpressingJtheJouuaJueneJtoJ
wdentifyJtheJ”roteomicJpasisJofJwncreasedJYieldJandJ tressJàoleranceXJ2015VJ_bVJ2dZdW_d 18

203 àheJbiologicalJfunctionsJofJ’aa_ZJWJtromJaminoWterminalJacetylationJtoJhumanJdiseaseXJ2015VJcdeVJ_ZaWa_ 46

202 slucidationJofJobioticJ tressJ ignalingJinJ”lantsXJ2015VJ 0

201 àheJbiologicalJfunctionsJofJ’aa_Zâ��fromJaminoWterminalJacetylationJtoJhumanJdiseaseXJ2015VJ

200 oJ‘ethodJofJoccountingJforJsnzymeJqostsJinJtluxJpalanceJonalysisJ—evealsJolternativeJ”athwaysJ
andJ‘etaboliteJ toresJinJanJwlluminatedJorabidopsisJzeafXJPlantvPhysiologyVJ2015VJ_dgVJ_de_Wf2 6.6 28

199 wmprovedJevidenceWbasedJgenomeWscaleJmetabolicJmodelsJforJmaizeJleafVJembryoVJandJendospermXJ
FrontiersvinvPlantvScienceVJ2015VJdVJ_b2 6.2 39

198 αnmaskingJalternativeJsplicingJinsideJproteinWcodingJexonsJdefinesJexitronsJandJtheirJroleJinJ
proteomeJplasticityXJ2015VJ2cVJggcW_ZZe 98

197 wnvestigationJofJ”lantJobioticJ tressJàoleranceJbyJ”roteomicsJandJ”hosphoproteomicsXJ2015VJecWg2

196 orabidopsisJthalianahJoJ‘odelJforJ”lantJ—esearchXJ2015VJ_W2d 4

195 ”roteinJturnoverJinJplantJbiologyXJ2015VJ_VJ_cZ_e 55

194 ”osttranslationalJ‘odificationsJofJqhloroplastJ”roteinshJonJsmergingJtieldXJPlantvPhysiologyVJ2015VJ
_dfVJedfWec 6.6 26

193 sxploitingJtheJmultiplexingJcapabilitiesJofJtandemJmassJtagsJforJhighWthroughputJestimationJofJ
cellularJproteinJabundancesJbyJmassJspectrometryXJ2015VJfcVJ_ZZW_Ze 2

192 qurrentJchallengesJandJfutureJperspectivesJofJplantJandJagriculturalJbiotechnologyXJ2015VJaaVJaaeWb2 61
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191 wntegratingJm—’oJandJ”roteinJ equencingJsnablesJtheJretectionJandJ–uantitativeJ”rofilingJofJ
’aturalJ”roteinJ equenceJVariantsJofJ”opulusJtrichocarpaXJ2015VJ_bVJca_fW2d 4

190 àowardJtheJcompleteJcharacterizationJofJhostJcellJproteinsJinJbiotherapeuticsJviaJaffinityJ
depletionsVJzqW‘ Y‘ VJandJmultivariateJanalysisXJ2015VJeVJ__2fWae 31

189 2WvydroxyJocidsJinJ”lantJ‘etabolismXJ2015VJ_aVJeZ_f2 50

188 oJgenericJapproachJforJLshotgunLJanalysisJofJtheJsolubleJproteomeJofJplantJcellJsuspensionJ
culturesXJ2015VJgebVJbfWcd 1

187 onalysisJofJgeneJexpressionJchangesJinJpeachJleavesJinJresponseJtoJ”lumJpoxJvirusJinfectionJusingJ
—’oW eqXJ2015VJ_dVJ_dbWed 49

186 piochemicalJ”ropertiesJofJqommonJandJàartaryJpuckwheathJqenteredJwithJpuckwheatJ”roteomicsXJ
2016VJ2agW2cg 2

185 qommentaryhJ”rimaryJàranscriptsJofJmicro—’osJsncodeJ—egulatoryJ”eptidesXJFrontiersvinvPlantv
ScienceVJ2016VJeVJ_bad 6.2 15

184 ‘eselectJWJoJ—apidJandJsffectiveJ‘ethodJforJtheJ eparationJofJtheJ‘ainJzeafJàissueJàypesXJFrontiersv
invPlantvScienceVJ2016VJeVJ_eZ_ 6.2 9

183 ”roteogenomicshJwntegratingJ’extWuenerationJ equencingJandJ‘assJ pectrometryJtoJqharacterizeJ
vumanJ”roteomicJVariationXJ2016VJgVJc2_Wbc 67

182 ‘aizeJ“XwroàwVsJ à—s  2JvomologsJsnhanceJqadmiumJàoleranceJinJorabidopsisJthroughJ
octivationJofJaJ”utativeJ o‘WrependentJ‘ethyltransferaseJueneXJPlantvPhysiologyVJ2016VJ_e_VJ_decWfc 6.6 24

181 ”roteomicJandJfunctionalJanalysisJofJprolineJdehydrogenaseJ_JlinkJprolineJcatabolismJtoJ
mitochondrialJelectronJtransportJinJorabidopsisJthalianaXJBiochemicalvJournalVJ2016VJbeaVJ2d2aWab 3.8 29

180 ”redictiveJbiophysicalJmodelingJandJunderstandingJofJtheJdynamicsJofJm—’oJtranslationJandJitsJ
evolutionXJ2016VJbbVJgZa_WgZbg 52

179 ogriculturalJ”roteomicsJVolumeJ_XJ2016VJ

178 ”roteomicJàoolsJforJtheJwnvestigationJofJ’oduleJ“rganogenesisXJ2016VJ_aeW_cc

177 recodingJs“—tJtranslationJWJfromJsmallJproteinsJtoJgeneJregulationXJ2016VJ_aVJ_Zc_W_Zcg 41

176 wntegrationJofJomicJnetworksJinJaJdevelopmentalJatlasJofJmaizeXJScienceVJ2016VJacaVJf_bWf 33.3 232

175 àheJcQαà—JwntronJofJorabidopsisJuuà_JominotransferaseJsnhancesJ”romoterJoctivityJbyJ—ecruitingJ
—’oJ”olymeraseJwwXJPlantvPhysiologyVJ2016VJ_e2VJa_aW2e 6.6 21

174 qomplementaryJ”ostJàranscriptionalJ—egulatoryJwnformationJisJretectedJbyJ”α’qvW”JandJ
—ibosomeJ”rofilingXJ2016VJdVJ2_dac 17

Citation Report

18



173 onJsasyJ‘ethodJforJ”lantJ”olysomeJ”rofilingXJ2016VJ 6

172 ’itrateW—egulatedJulutaredoxinsJqontrolJorabidopsisJ”rimaryJ—ootJurowthXJPlantvPhysiologyVJ2016VJ
_eZVJgfgWgg 6.6 39

171 àheJsmergingJWorldJofJ mallJ“—tsXJ2016VJ2_VJa_eWa2f 70

170 ”roteomicsJofJterpenoidJbiosynthesisJandJsecretionJinJtrichomesJofJhigherJplantJspeciesXJ2016VJ
_fdbVJ_ZagWbg 17

169 àissueWspecificJ”roteogenomicJonalysisJofJ”lutellaJxylostellaJzarvalJ‘idgutJαsingJaJ‘ultialgorithmJ
”ipelineXJ2016VJ_cVJ_eg_WfZe 12

168 ”roteomicsJandJtranscriptomicsJanalysesJofJorabidopsisJfloralJbudsJuncoverJimportantJfunctionsJofJ
o—opwr“” w J y”_Wzwys_XJBMCvPlantvBiologyVJ2016VJ_dVJd_ 5.3 7

167
ulutaredoxinJ _cJwsJwnvolvedJinJteW JqlusterJàransferJinJ‘itochondriaJwnfluencingJzipoicJ
ocidWrependentJsnzymesVJ”lantJurowthVJandJorsenicJàoleranceJinJorabidopsisXJPlantvPhysiologyVJ
2016VJ_eZVJ_2fbWgg

6.6 43

166  eedJrormancyJinJorabidopsisJwsJqontrolledJbyJolternativeJ”olyadenylationJofJr“u_XJPlantv
PhysiologyVJ2016VJ_eZVJgbeWcc 6.6 46

165 àheJintriguingJrealmJofJproteinJbiogenesishJtacingJtheJgreenJcoWtranslationalJproteinJmaturationJ
networksXJ2016VJ_fdbVJca_WcZ 15

164 ”roteogenomicsJfromJaJbioinformaticsJanglehJoJgrowingJfieldXJ2017VJadVJcfbWcgg 52

163 sxtensiveJtranslationalJregulationJduringJseedJgerminationJrevealedJbyJpolysomalJprofilingXJNewv
PhytologistVJ2017VJ2_bVJ2aaW2bb 9.8 46

162 zabelWfreeJdeepJshotgunJproteomicsJrevealsJproteinJdynamicsJduringJtomatoJfruitJtissuesJ
developmentXJPlantvJournalVJ2017VJgZVJagdWb_e 6.9 45

161  hotgunJproteomicsJofJtheJbarleyJseedJproteomeXJ2017VJ_fVJbb 34

160 ’WterminalJ”roteomicsJossistedJ”rofilingJofJtheJαnexploredJàranslationJwnitiationJzandscapeJinJ
orabidopsisJthalianaXJ2017VJ_dVJ_ZdbW_ZfZ 31

159 ‘ethodsVJàoolsJandJqurrentJ”erspectivesJinJ”roteogenomicsXJ2017VJ_dVJgcgWgf_ 82

158 onalysisJofJproteinJcomplexesJinJorabidopsisJleavesJusingJsizeJexclusionJchromatographyJandJ
labelWfreeJproteinJcorrelationJprofilingXJ2017VJ_ddVJfW_f 37

157 sngineeringJcentralJmetabolismJWJaJgrandJchallengeJforJplantJbiologistsXJPlantvJournalVJ2017VJgZVJebgWeda6.9 48

156  rvdJandJ rveJqontributeJtoJonchoringJ uccinateJrehydrogenaseJtoJtheJwnnerJ‘itochondrialJ
‘embraneJinJorabidopsisJthalianaXJPlantvPhysiologyVJ2017VJ_eaVJ_ZgbW__Zf 6.6 21

(2017-2016)

19



155 ”hotorespirationXJMethodsvinvMolecularvBiologyVJ2017VJ 1.4 1

154 wnvestigatingJtheJ—oleJofJtheJ”hotorespiratoryJ”athwayJinJ’onWphotosyntheticJàissuesXJMethodsvinv
MolecularvBiologyVJ2017VJ_dcaVJ2_eW22c 1.4

153 qonstructionJandJ“ptimizationJofJaJzargeJueneJqoexpressionJ’etworkJinJ‘aizeJαsingJ—’oW eqJ
rataXJPlantvPhysiologyVJ2017VJ_ecVJcdfWcfa 6.6 31

152 oJqautionaryJàaleJonJtheJwnclusionJofJVariableJ”osttranslationalJ‘odificationsJinJ
ratabaseWrependentJ earchesJofJ‘assJ pectrometryJrataXJ2017VJcfdVJbaaWbc2 9

151 qhangesJinJspecificJproteinJdegradationJratesJinJorabidopsisJthalianaJrevealJmultipleJrolesJofJzon_J
inJmitochondrialJproteinJhomeostasisXJPlantvJournalVJ2017VJfgVJbcfWbe_ 6.9 28

150 —esourcehJ‘appingJtheJàriticumJaestivumJproteomeXJPlantvJournalVJ2017VJfgVJdZ_Wd_d 6.9 37

149 ”roteogenomicJonalysisJureatlyJsxpandsJtheJwdentificationJofJ”roteinsJ—elatedJtoJ—eproductionJinJ
theJopogamousJternJsspXXJFrontiersvinvPlantvScienceVJ2017VJfVJaad 6.2 17

148 αnravellingJ”roteinW”roteinJwnteractionJ’etworksJzinkedJtoJoliphaticJandJwndoleJulucosinolateJ
piosyntheticJ”athwaysJinJorabidopsisXJFrontiersvinvPlantvScienceVJ2017VJfVJ2Z2f 6.2 11

147 ”roteogenomicsJproducesJcomprehensiveJandJhighlyJaccurateJproteinWcodingJgeneJannotationJinJaJ
completeJgenomeJassemblyJofJ‘alasseziaJsympodialisXJ2017VJbcVJ2d2gW2dba 32

146 ridehydrophenylalanineVJanJabundantJmodificationJinJtheJbetaJsubunitJofJplantJ
polygalacturonasesXJ2017VJ_2VJeZ_e_ggZ 6

145 ”roteomicJanalysisJofJflowersJatJtwoJdevelopmentalJstagesJinJàhermopsisJturcicaJRtabaceaeSXJ2017VJ
b_VJ2abW2ba 1

144 piologyJinJploomhJoJ”rimerJonJtheJ‘odelJ ystemXJ2018VJ2ZfVJ_aaeW_abg 17

143 ‘ultiW“micsJrrivenJossemblyJandJonnotationJofJtheJ andalwoodJRSJuenomeXJPlantvPhysiologyVJ2018VJ
_edVJ2ee2W2eff 6.6 31

142 ”roteomicJanalysisJandJfoodWgradeJenzymesJofJ‘oringaJoleiferJzamXJaJzamXJflowerXJ2018VJ__cVJffaWfgZ 20

141 oJcodeJforJtranscriptionJelongationJspeedXJ2018VJ_cVJf_Wgb 19

140  ampleJ”reparationJforJonalysisJofJtheJ”lantJ‘itochondrialJ‘embraneJ”roteomeXJMethodsvinv
MolecularvBiologyVJ2018VJ_dgdVJ_daW_fa 1.4 2

139  ystemsJpiologyhJ”rinciplesJandJopplicationsJinJ”lantJ—esearchXJ2018VJaWbZ 2

138 sthyleneJ—eceptorsVJqà—sJandJsw’2JàargetJ”roteinJwdentificationJandJ–uantificationJàhroughJ
”arallelJ—eactionJ‘onitoringJruringJàomatoJtruitJ—ipeningXJFrontiersvinvPlantvScienceVJ2018VJgVJ_d2d 6.2 25

Citation Report

20



137 releteriousJvariationJshapesJtheJgenomicJlandscapeJofJintrogressionXJ2018VJ_bVJe_ZZeeb_ 53

136 “micsJopplicationsJforJ ystemsJpiologyXJ2018VJ 7

135 ”roteomicsJinJ ystemsJpiologyXJ2018VJ__Z2VJa_Wbg 8

134 wmpactJofJdroughtJandJsaltJstressJonJtheJbiosynthesisJofJalkaloidsJinJqhelidoniumJmajusJzXJ2018VJ
_c2VJ2ZbW2_2 16

133 ”roteomicJprofileJofJ”iperJtuberculatumJR”iperaceaeSXJ2018VJefVJ__eW_2b 2

132 ’anobodyWrirectedJ pecificJregradationJofJ”roteinsJbyJtheJ2d W”roteasomeJinJ”lantsXJFrontiersvinv
PlantvScienceVJ2018VJgVJ_aZ 6.2 22

131 àheJαseJofJ”roteomicJàoolsJtoJoddressJqhallengesJtacedJinJqlonalJ”ropagationJofJàropicalJqropsJ
throughJ omaticJsmbryogenesisXJ2018VJdVJ 8

130  hotgunJ”roteomicJonalysisJvighlightsJtheJ—olesJofJzongWzivedJm—’osJandJreJ’ovoJàranscribedJ
m—’osJinJ—iceJ eedsJuponJwmbibitionXJ2019VJdZVJ2cfbW2cgd 8

129 “micsJàechnologiesJforJobioticJ tressJàoleranceJinJ”lantshJqurrentJ tatusJandJ”rospectsXJ2019VJ_Wab 9

128 ouxinJwnducesJWidespreadJ”roteomeJ—emodelingJinJorabidopsisJ eedlingsXJ2019VJ_gVJe_gZZ_gg 7

127 wmprovingJ ilkwormJuenomeJonnotationJαsingJaJ”roteogenomicsJopproachXJ2019VJ_fVJaZZgWaZ_g 7

126 “nJtheJwmpactJofJtheJ”angenomeJandJonnotationJriscrepanciesJWhileJpuildingJ”roteinJ equenceJ
ratabasesJforJpacteriaJ”roteogenomicsXJ2019VJ_ZVJ_b_Z 2

125 sssentialsJofJpioinformaticsVJVolumeJwwwXJ2019VJ

124 w—s WmediatedJcapWindependentJtranslationVJaJpathJleadingJtoJhiddenJproteomeXJ2019VJ__VJg__Wg_g 56

123 ”lantJproteomicshJoJguideJtoJimproveJtheJproteomeJcoverageXJ2019VJbcWde 5

122 ”roteomicsJandJ”roteogenomicsJonalysisJofJ weetpotatoJRJwpomoeaJbatatasSJzeafJandJ—ootXJ2019VJ
_fVJ2e_gW2eab 6

121 wnvestigationJandJdevelopmentJofJmaizeJfusedJnetworkJanalysisJwithJmultiWomicsXJ2019VJ_b_VJafZWafe 11

120 opplicationJofJaJ ensitiveJandJ—eproducibleJzabelWtreeJ”roteomicJopproachJtoJsxploreJtheJ
”roteomeJofJwndividualJ‘eioticW”haseJparleyJonthersXJFrontiersvinvPlantvScienceVJ2019VJ_ZVJaga 6.2 10

(2019-2018)

21



119 rirectionsJforJresearchJandJtrainingJinJplantJomicshJpigJ–uestionsJandJpigJrataXJ2019VJaVJeZZ_aa 16

118 ”erspectiveJonJolternativeJ plicingJandJ”roteomeJqomplexityJinJ”lantsXJ2019VJ2bVJbgdWcZd 51

117 àheJarbuscularJmycorrhizalJsymbiosisJregulatesJaquaporinsJactivityJandJimprovesJrootJcellJwaterJ
permeabilityJinJmaizeJplantsJsubjectedJtoJwaterJstressXJ2019VJb2VJ22ebW22gZ 29

116 smergingJàrendsJandJàoolsJinJàransgenicJ”lantJàechnologyJforJ”hytoremediationJofJàoxicJ‘etalsJ
andJ‘etalloidsXJ2019VJdaWff 8

115 àheJ copeVJtunctionsVJandJrynamicsJofJ”osttranslationalJ”roteinJ‘odificationsXJAnnualvReviewvofv
PlantvBiologyVJ2019VJeZVJ__gW_c_ 30.7 87

114 orabidopsisJproteomeJandJtheJmassJspectralJassayJlibraryXJ2019VJdVJ2ef 24

113 qomparativeJ”roteomicJonalysisJ—evealsJyeyJ”roteinsJzinkedJtoJtheJoccumulationJofJ olubleJ
 ugarsJandJ“rganicJocidsJinJtheJ‘atureJtruitsJofJtheJWildJ peciesXJ2019VJfVJ 6

112 ”roteomicshJaJpowerfulJtoolJtoJstudyJplantJresponsesJtoJbioticJstressXJ2019VJ_cVJ_ac 50

111 tineJàuningJofJàranslationhJoJqomplexJWebJofJ‘echanismsJandJwtsJ—elevanceJtoJ”lantJtunctionalJ
uenomicsJandJpiotechnologyXJ2019VJddVJfacWfbg 5

110 zineageW pecificJsxpressionJrivergenceJinJurassesJwsJossociatedJwithJ‘aleJ—eproductionVJ
vostW”athogenJrefenseVJandJromesticationXJ2019VJ__VJ2ZeW2_g 3

109
—apidJandJreproducibleJphosphopeptideJenrichmentJbyJtandemJmetalJoxideJaffinityJ
chromatographyhJapplicationJtoJboronJdeficiencyJinducedJphosphoproteomicsXJPlantvJournalVJ2019VJ
gfVJaeZWafb

6.9 10

108 qomputationalJandJsxperimentalJàoolsJtoJ‘onitorJtheJqhangesJinJàranslationJsfficiencyJofJ”lantJ
m—’oJonJaJuenomeWWideJ calehJodvantagesVJzimitationsVJandJ olutionsXJ2018VJ2ZVJ 8

107 àheJgenomeJofJ—icinusJcommunisJencodesJaJsingleJglycolateJoxidaseJwithJdifferentJfunctionsJinJ
photosyntheticJandJheterotrophicJorgansXJ2020VJ2c2VJ_ZZ 3

106 ‘dvozaVJaJbQWphosphopantothenoylcysteineJdecarboxylaseVJisJinvolvedJinJtheJsaltJtoleranceJofJ
autotetraploidJappleXJ2020VJagVJ_begW_bg_ 0

105 àissueW pecificJ—egulationJofJ”lastidJ”roteinJwmportJviaJàransitW”eptideJ‘otifsXJ2020VJa2VJ_2ZbW_2_e 6

104 àransitJ”eptidesJtromJ”hotosynthesisW—elatedJ”roteinsJ‘ediateJwmportJofJaJ‘arkerJ”roteinJwntoJ
rifferentJ”lastidJàypesJandJWithinJrifferentJ peciesXJFrontiersvinvPlantvScienceVJ2020VJ__VJcdZeZ_ 6.2 2

103 —eshapingJofJtheJorabidopsisJthalianaJ”roteomeJzandscapeJandJqoWregulationJofJ”roteinsJinJ
revelopmentJandJwmmunityXJ2020VJ_aVJ_eZgW_ea2 11

102 àranscriptomeJandJtranslatomeJchangesJinJgerminatedJpollenJunderJheatJstressJuncoverJrolesJofJ
transporterJgenesJinvolvedJinJpollenJtubeJgrowthXJ2021VJbbVJ2_deW2_fb 13

Citation Report

22



101 ”—”foJandJ”—”fpJspliceosomeJsubunitsJactJcoordinatelyJtoJcontrolJpollenJtubeJattractionJinXJ2020VJ
_beVJ 4

100 ‘assWspectrometryWbasedJdraftJofJtheJorabidopsisJproteomeXJNatureVJ2020VJcegVJbZgWb_b 50.4 144

99  ustainableJengineeringJtechnologiesJtoJpromoteJactivitiesJofJbeneficialJmicrobiomeXJ2020VJ2a_W2ec 1

98 wmprovingJlysineJproductionJthroughJconstructionJofJanJsscherichiaJcoliJenzymeWconstrainedJmodelXJ
2020VJ__eVJacaaWacbb 11

97 —egulatoryJqontextsJinJtheJcQW—egionJofJm—’oJfromJorabidopsisJthalianaJ”lantsJandJàheirJ—oleJinJ
àranslationJsfficiencyXJ2020VJdeVJb2cWbab 2

96 qomprehensiveJunderstandingJofJ accharomycesJcerevisiaeJphenotypesJwithJwholeWcellJmodelJ
W‘_ 2ffqXJ2020VJ__eVJ_cd2W_ceb 12

95 ”roteogenomicJqharacterizationJofJtheJ”athogenicJtungusJospergillusJflavusJ—evealsJ’ovelJuenesJ
wnvolvedJinJoflatoxinJ”roductionXJ2020VJ2ZVJ_ZZZ_a 3

94 ”lantJproteomicJresearchJforJimprovementJofJfoodJcropsJunderJstresseshJaJreviewXJ2021VJ_eVJfdZWffZ 7

93 ”roteomicsJandJplantJbiologyhJcontributionsJtoJdateJandJaJlookJtowardsJtheJnextJdecadeXJ2021VJ_fVJgaW_Za 1

92 wdentificationJofJnovelJproteinWcodingJsequencesJinJsucalyptusJgrandisJplantsJbyJhighWresolutionJ
massJspectrometryXJ2021VJ_fdgVJ_bZcgb 0

91 rifferentialJ—egulationJofJtheJ—ibosomalJossociationJofJm—’oJàranscriptsJinJanJ‘utantJrefectiveJ
inJxasmonateWrependentJWoundJ—esponseXJFrontiersvinvPlantvScienceVJ2021VJ_2VJdaegcg 6.2 1

90 ”roteogenomicJinterrogationJofJcancerJcellJlineshJanJoverviewJofJtheJfieldXJ2021VJ_fVJ22_W2a2 1

89 tactorsJaffectingJtheJrapidJchangesJofJproteinJunderJshortWtermJheatJstressXJ2021VJ22VJ2da 2

88 svolutionWrrivenJVersatilityJofJ’JàerminalJocetylationJinJ”hotoautotrophsXJ2021VJ2dVJaecWag_ 14

87 ”roteomicJwdentificationJandJ‘etaWonalysisJinJ—’oW eqJdeJnovoJossembliesXJ2021VJ_ZVJ

86 sxploringJtheJdiversityJofJplantJproteomeXJ2021VJdaVJ__geW_2_Z 3

85 αnderstandingJ“micsJrrivenJ”lantJwmprovementJandJqropJromesticationhJ omeJsxamplesXJ2021VJ
_2VJdae_b_ 10

84 uenomeJsvolutionaryJrynamicsJ‘eetsJtunctionalJuenomicshJoJqaseJ toryJonJtheJwdentificationJofJ
 zq2cobbXJ2021VJ22VJ 0

(2021-2020)

23



83  ystemsJbiologyJforJcropJimprovementXJ2021VJ_bVJe2ZZgf 15

82 onJoverviewJonJmi—’oWencodedJpeptidesJinJplantJbiologyJresearchXJ2021VJ__aVJ2afcW2ag_ 7

81 αnravelingJuà_J trainJVirulenceJandJ’ewJ”roteinWqodingJuenesJwithJ”roteogenomicJonalysesXJ
2021VJ2cVJcg_WdZb 1

80 ”roteogenomicJonalysisJ”rovidesJ’ovelJwnsightJintoJuenomeJonnotationJandJ’itrogenJ‘etabolismJ
inJspXJ”qqJe_2ZXJ2021VJgVJeZZbgZ2_ 2

79 orabidopsisJthimetJoligopeptidasesJareJredoxWsensitiveJenzymesJactiveJinJtheJlocalJandJsystemicJ
plantJimmuneJresponseXJ2021VJ2gdVJ_ZZdgc 2

78 ‘etabolomicJopproachesJforJwmprovingJqropsJαnderJodverseJqonditionsXJeccWefb 2

77 àheJ”lantJ‘itochondrialJ”roteomeJqompositionJandJ tressJ—esponsehJqonservationJandJrivergenceJ
petweenJ‘onocotsJandJricotsXJ2011VJ2ZeW2ag 3

76 otha‘apJwebJtoolsJforJtheJanalysisJofJtranscriptionalJandJposttranscriptionalJregulationJofJgeneJ
expressionJinJorabidopsisJthalianaXJMethodsvinvMolecularvBiologyVJ2014VJ__cfVJ_agWcd 1.4 26

75 remocratizationJandJintegrationJofJgenomicJprofilingJtoolsXJMethodsvinvMolecularvBiologyVJ2009VJ
ccaVJaeaWga 1.4 3

74 orabidopsisJproteomicshJaJsimpleJandJstandardizableJworkflowJforJquantitativeJproteomeJ
characterizationXJMethodsvinvMolecularvBiologyVJ2014VJ_Ze2VJ2ecWff 1.4 7

73 pioinformaticsJandJ”lantJ tressJ‘anagementXJ2019VJbeWef 1

72 “micsJandJ ystemJpiologyJopproachesJinJ”lantJ tressJ—esearchXJSpringerBriefsvinvSystemsvBiologyVJ
2017VJ2_Wab 23

71 sfficientJ trategiesJforJonalysisJofJzowJobundanceJ”roteinsJinJ”lantJ”roteomicsXJ2011VJaf_WbZg 2

70 oJ—oleJforJâ��“micsâ��JàechnologiesJinJsxplorationJofJtheJ eedJ’utritionalJ–ualityXJ2012VJbeeWcZ_ 2

69 qalculatingJabsoluteJandJrelativeJproteinJabundanceJfromJmassJspectrometryWbasedJproteinJ
expressionJdataXJNaturevProtocolsVJ2008VJaVJ_bbbWc_ 18.8 44

68 àheJcompositionJandJturnoverJofJtheJorabidopsisJthalianaJfZ JcytosolicJribosomeXJBiochemicalv
JournalVJ2020VJbeeVJaZ_gWaZa2 3.8 9

67 àranscriptomeJandJtranslatomeJchangesJinJgerminatedJpollenJunderJheatJstressJuncoverJrolesJofJ
transporterJgenesJinvolvedJinJpollenJtubeJgrowthXJ 3

66 –uantitativeJproteomicJanalysisJofJauxinJsignalingJduringJseedlingJdevelopmentXJ 0

Citation Report

24



65 —efiningJtheJcompositionJofJtheJorabidopsisJthalianaJfZ JcytosolicJribosomeXJ 3

64 ”roteomicsJandJ‘etabolomicsXJ2012VJa2aWacb 2

63 ”roteomicsJrevealsJnovelJrrosophilaJseminalJfluidJproteinsJtransferredJatJmatingXJPLoSvBiologyVJ
2008VJdVJe_ef 9.7 244

62 onJosymmetricallyJpalancedJ“rganizationJofJyinasesJversusJ”hosphatasesJacrossJsukaryotesJ
reterminesJàheirJristinctJwmpactsXJPLoSvComputationalvBiologyVJ2017VJ_aVJe_ZZc22_ 5 20

61  hotWgunJproteomeJandJtranscriptomeJmappingJofJtheJjujubeJfloralJorganJandJidentificationJofJaJ
pollenWspecificJ WlocusJtWboxJgeneXJPeerJVJ2017VJcVJeacff 3.1 5

60 ”lantJproteinsJmappedXJNatureVJ 50.4

59 “nto lughJaJdynamicJvisualJfrontWendJprogramJforJontologiesXJBioinformationVJ2008VJ2VJbafWbZ 1.1 1

58 vighWàhroughputJopproachesJforJqharacterizationJandJsfficientJαseJofJ”lantJueneticJ—esourcesXJ
AdvancesvinvAgroecologyVJ2011VJ2aWag

57 pioinformaticsJasJaJàoolJforJ toneJtruitJ—esearchXJ2012VJaccWaee 1

56 qaptureJofJr2JdopamineJreceptorJsignalingJcomplexesJinJstriatalJcellsJforJmassJspectrometryJ
proteomicJanalysisXJMethodsvinvMolecularvBiologyVJ2013VJgdbVJbaWdZ 1.4

55 wmprovedJsvidenceWpasedJuenomeW caleJ‘etabolicJ‘odelsJforJ‘aizeJzeafVJsmbryoVJandJ
sndospermXJ2016VJ2ccW2fd

54 “nJtheJimpactJofJtheJpangenomeJandJannotationJdiscrepanciesJwhileJbuildingJproteinJsequenceJ
databasesJforJbacteriaJproteogenomicsXJ

53 orabidopsisJ”roteomeJandJtheJ‘assJ pectralJossayJzibraryXJ 0

52 wntegratedJ‘ultiWomicJtrameworkJofJtheJ”lantJ—esponseJtoJxasmonicJocidXJ 0

51 àheJgeneJspaceJofJsuropeanJmistletoeJRViscumJalbumSXJPlantvJournalVJ2021VJ 6.9 1

50 sstimatingJtheJnumberJofJproteinJmoleculesJinJaJplantJcellhJproteinJandJaminoJacidJhomeostasisJ
duringJdroughtXJPlantvPhysiologyVJ2021VJ_fcVJafcWbZb 6.6 8

49 ratasetWspecificJthresholdsJsignificantlyJimproveJdetectionJofJlowJtranscribedJregulatoryJgenesJinJ
polysomeJprofilingJexperimentsXJ

48 tunctionalJandJevolutionaryJanalysisJofJtheJorabidopsisJb—W‘YpJproteinJ ’o”cbJasJpartJofJtheJ
 ’o”JcomplexXJPlantvPhysiologyVJ2021VJ_fcVJ_ZZ2W_Z2Z 6.6 2

(2021-)

25



47 oJ”hosphoproteomicJonalysisJ”ipelineJforJ”eelsJofJàropicalJtruitsXJMethodsvinvMolecularvBiologyVJ
2020VJ2_agVJ_egW_gd 1.4 1

46 —eshapingJofJtheJorabidopsisJthalianaJproteomeJlandscapeJandJcoWregulationJofJproteinsJinJ
developmentJandJimmunityXJ 1

45 sstimatingJtheJnumberJofJproteinJmoleculesJinJaJplantJcellhJaJquantitativeJperspectiveJonJ
proteostasisJandJaminoJacidJhomeostasisJduringJprogressiveJdroughtJstressXJ 1

44  exualJandJopogamousJ peciesJofJWoodfernsJ howJrifferentJ”roteinJandJ”hytohormoneJ”rofilesXJ
FrontiersvinvPlantvScienceVJ2021VJ_2VJe_fga2 6.2 0

43 “micsJàechnologyJforJ”lantJ tressJ‘anagementXJ2021VJaecWb_2

42 xetueneâ��“nlineJratabaseJandJàoolkitJforJanJonalysisJofJ—egulatoryJ—egionsJorJ’ucleotideJ
qontextsJatJrifferentlyJàranslatedJ”lantsJàranscriptsXJ2020VJbVJ

41 vowJisJauxinJlinkedJwithJcellularJenergyJpathwaysJtoJpromoteJgrowthmXJNewvPhytologistVJ2022VJ 9.8 3

40 ”lantJ”roteomeJrynamicsXXJAnnualvReviewvofvPlantvBiologyVJ2022VJ 30.7 2

39  copeJofJ”roteogenomicJonalysisJforJwndianJ andalwoodJR antalumJolbumSXJCompendiumvofvPlantv
GenomesVJ2022VJfgWge 0.8

38 wnWdepthJassemblyJofJorganJandJdevelopmentJdissectedJ”icrorhizaJkurroaJproteomeJmapJusingJ
massJspectrometryXXJBMCvPlantvBiologyVJ2021VJ2_VJdZb 5.3 0

37 ‘ultipleJcaleosinsJhaveJoverlappingJfunctionsJinJoilJaccumulationJandJembryoJdevelopmentXXJ
JournalvofvExperimentalvBotanyVJ2022VJ 7 0

36 rata_ heet__XdocxXJ2019VJ

35 wmage__XpdfXJ2019VJ

34 wmage_2XpdfXJ2019VJ

33 wmage_aXpdfXJ2019VJ

32 wmage_bXpdfXJ2019VJ

31 àable__XxlsxXJ2019VJ

30 ”resentation__XpptxXJ2018VJ

Citation Report

26



29 ”resentation_2X””àXXJ2018VJ

28 ”resentation_aXpptxXJ2018VJ

27 àable__XxlsxXJ2018VJ

26 àable_2XxlsxXJ2018VJ

25 àable_aXxlsxXJ2018VJ

24 àable_bXdocxXJ2018VJ

23 àable_cXdocxXJ2018VJ

22 wmage__XàwtXJ2019VJ

21 àable__XXz XXJ2019VJ

20 àable_2XXz XXJ2019VJ

19 àable_aXXz XXJ2019VJ

18 rata heet__XpdfXJ2020VJ

17 rata heet_2XpdfXJ2020VJ

16 rata heet_aXpdfXJ2020VJ

15 wmage__XpdfXJ2020VJ

14 wmage_2XpdfXJ2020VJ

13 wmage_aXpdfXJ2020VJ

12 wmage_bXpdfXJ2020VJ

(2020-2018)

27



11 wmage_cXpdfXJ2020VJ

10 wmage_dXpdfXJ2020VJ

9 àable__XpdfXJ2020VJ

8 àable_2XpdfXJ2020VJ

7 rata_ heet__XdocxXJ2018VJ

6 ”roteomicJanalysisJofJàXJqataranseJexposedJtoJleadJR”bSJstressJrevealJnewJproteinsJwithJpotentialJ
rolesJinJ”bJtoleranceJandJdetoxificationJmechanismXJ_aVJ 0

5 àheJ haredJ”roteomeJofJtheJopomicticJternJrryopterisJaffinisJsspXJaffinisJandJwtsJ exualJ—elativeJ
rryopterisJoreadesXJ2022VJ2aVJ_bZ2e 0

4 qottonJproteomicshJrissectingJtheJstressJresponseJmechanismsJinJcottonXJ_aVJ 0

3 oJdynamicJphosphoproteomicJanalysisJprovidesJinsightJintoJtheJqbJplantJmaizeJRJZeaJmaysJzXSJ
responseJtoJnaturalJdiurnalJchangesXJ 1

2 ’ewJantiproliferativeJaWsubstitutedJoxindolesJinhibitingJsut—YVsut—W2JandJtubulinJpolymerizationXJ 0

1 oJ”roteomicsJwnsightJintoJodvancementsJinJtheJ—iceâ��‘icrobeJwnteractionXJ2023VJ_2VJ_Zeg 0

Citation Report

28


