Citation Report



11

13

15

18

ARTICLE IF CITATIONS

Structural Co-Evolution of Viruses and Cells in the Primordial World. Origins of Life and Evolution 19 50
of Biospheres, 2008, 38, 165-181. )

Virus evolution: how far does the double 12-barrel viral lineage extend?. Nature Reviews Microbiology,

2008, 6, 941-948.

Identification and functional analysis of the <i>Rz[Rz1<[i>a€kike accessory lysis genes in the

membrane&€eontaining bacteriophage PRD1. Molecular Microbiology, 2008, 68, 492-503. 2.5 36

Archaeal proviruses TKV4 and MVV extend the PRD1-adenovirus lineage to the phylum Euryarchaeota.
Virology, 2008, 375, 292-300.

Selenomethionine labeling of large biological macromolecular complexes: Probing the structure of

marine bacterial virus PM2. Journal of Structural Biology, 2008, 161, 204-210. 2.8 9

Insights into Virus Evolution and Membrane Biogenesis from the Structure of the Marine
Lipid-Containing Bacteriophage PM2. Molecular Cell, 2008, 31, 749-761.

Genetics for Pseudoalteromonas Provides Tools To Manipulate Marine Bacterial Virus PM2. Journal of 9.9 17
Bacteriology, 2008, 190, 1298-1307. :

An ssDNA virus infecting archaea: a new lineage of viruses with a membrane envelope. Molecular
Microbiology, 2009, 72, 307-319.

Does the evolution of viral polymerases reflect the origin and evolution of viruses?. Nature Reviews 98.6 39
Microbiology, 2009, 7, 250-250. )

Ocean microbial metagenomics. Deep-Sea Research Part II: Topical Studies in Oceanography, 2009, 56,
1824-1829.

The origin of viruses. Research in Microbiology, 2009, 160, 466-472. 2.1 104

Evolution, Viral. , 2009, , 370-389.

Viruses are essential agents within the roots and stem of the tree of life. Journal of Theoretical 17 161
Biology, 2010, 262, 698-710. ’

The Sulfolobus rod-shaped virus 2 encodes a prominent structural component of the unique virion
release system in Archaea. Virology, 2010, 404, 1-4.

Calcium ion-dependent entry of the membrane-containing bacteriophage PM2 into its 9.4 04
Pseudoalteromonas host. Virology, 2010, 405, 120-128. :

Two novel families of plasmids from hyperthermophilic archaea encoding new families of replication
proteins. Nucleic Acids Research, 2010, 38, 5088-5104.

Order to the Viral Universe. Journal of Virology, 2010, 84, 12476-12479. 3.4 95

Comparative Analysis of the Mosaic Genomes of Tailed Archaeal Viruses and Proviruses Suggests

Common Themes for Virion Architecture and Assembly with Tailed Viruses of Bacteria. Journal of
Molecular Biology, 2010, 397, 144-160.




21

23

25

27

29

31

33

35

38

CITATION REPORT

ARTICLE IF CITATIONS

Double-stranded DNA viruses: 20 families and only five different architectural principles for virion

assembly. Current Opinion in Virology, 2011, 1, 118-124. 5.4 7

Genomics of Bacterial and Archaeal Viruses: Dynamics within the Prokaryotic Virosphere.

Microbiology and Molecular Biology Reviews, 2011, 75, 610-635.

The archeoviruses. FEMS Microbiology Reviews, 2011, 35, 1035-1054. 8.6 150

Virion Architecture Unifies Globally Distributed Pleolipoviruses Infecting Halophilic Archaea. Journal
of Virology, 2012, 86, 5067-5079.

Temperate membrane-containinF halophilic archaeal virus SNJ1 has a circular dsDNA genome identical o4 53
to that of plasmid pHH205. Virology, 2012, 434, 233-241. )

Virus Universe: Can It Be Constructed from a Limited Number of Viral Architectures. , 2012, , 83-105.

Postcards from the Edge. Advances in Virus Research, 2012, 82, 33-62. 2.1 40

Corticoviridae. , 2012, , 179-182.

Structure Unifies the Viral Universe. Annual Review of Biochemistry, 2012, 81, 795-822. 11.1 252

Modified coat protein forms the flexible spindled€shaped virion of haloarchaeal virus <scp>H<[scp>isl.
Environmental Microbiology, 2013, 15, 1674-1686.

Fake virus particles generated by fluorescence microscopy. Trends in Microbiology, 2013, 21, 1-5. 7.7 84

Marine Viruses. , 2013, , 127-144.

Living Side by Side with a Virus: Characterization of Two Novel Plasmids from Thermococcus prieurii, a1 23
a Host for the Spindle-Shaped Virus TPV1. Applied and Environmental Microbiology, 2013, 79, 3822-3828. )

Morphotypes of virus-like particles in two hydrothermal vent fields on the East Scotia Ridge,
Antarctica. Bacteriophage, 2014, 4, e28732.

Virus World as an Evolutionary Network of Viruses and Capsidless Selfish Elements. Microbiology 6.6 200
and Molecular Biology Reviews, 2014, 78, 278-303. :

Multiple Layers of Chimerism in a Single-Stranded DNA Virus Discovered by Deep Sequencing. Genome
Biology and Evolution, 2015, 7, 993-1001.

Comparison of Lipid-Containing Bacterial and Archaeal Viruses. Advances in Virus Research, 2015, 92, 01 25
1-61. :

Introduction to Virus Origins and Their Role in Biological Evolution. , 2016, , 1-33.




40

42

44

46

48

50

52

55

57

CITATION REPORT

ARTICLE IF CITATIONS

Virus found in a boreal lake links ssDNA and dsDNA viruses. Proceedings of the National Academy of

Sciences of the United States of America, 2017, 114, 8378-8383. 71 44

Membrane vesicles in sea water: heterogeneous DNA content and implications for viral abundance

estimates. ISME Journal, 2017, 11, 394-404.

A major lineage of non-tailed dsDNA viruses as unrecognized Rillers of marine bacteria. Nature, 2018,

554,118-122. 27.8 160

Vast diversity of prokaryotic virus genomes encoding double jelly-roll major capsid proteins
uncovered by genomic and metagenomic sequence analysis. Virology Journal, 2018, 15, 67.

Viruses of archaea: Structural, functional, environmental and evolutionary genomics. Virus 9.9 175
Research, 2018, 244, 181-193. :

Biodiversity Conservation of Phages and Microbial Populations. Soil Biology, 2018, , 261-301.

Genome Sequence of PM2-Like Phage Cr39582, Induced from a Pseudoalteromonas sp. Isolated from the

Gut of Ciona robusta. Genome Announcements, 2018, 6, . 0.8 10

Multiple origins of prokaryotic and eukaryotic single-stranded DNA viruses from bacterialAand
archaeal plasmids. Nature Communications, 2019, 10, 3425.

Half a Century of Research on Membrane-Containing Bacteriophages: Bringing New Concepts to

Modern Virology. Viruses, 2019, 11, 76. 3.3 40

Introduction to virus origins and their role in biological evolution. , 2020, , 1-33.

The LUCA and its complex virome. Nature Reviews Microbiology, 2020, 18, 661-670. 28.6 74

Polyethylene Identification in Ocean Water Samples by Means of 50 keV Energy Electron Beam.
Instruments, 2020, 4, 32.

Cellular Electron Cryo-Tomography to Study Virus-Host Interactions. Annual Review of Virology, 6.7 14
2020, 7, 239-262. :

Black box of phage&€“bacterium interactions: exploring alternative phage infection strategies. Open
Biology, 2021, 11, 210188.

Microviridae Goes Temperate: Microvirus-Related Proviruses Reside in the Genomes of Bacteroidetes.

PLoS ONE, 2011, 6, e19893. 2.5 115

Cellular homologs of the double jelly-roll major capsid proteins clarify the origins of an ancient
virus Ringdom. Proceedings of the National Academy of Sciences of the United States of America, 2022,
119,.

Deploying Viruses against Phytobacteria: Potential Use of Phage Cocktails as a Multifaceted Approach

to Combat Resistant Bacterial Plant Pathogens. Viruses, 2022, 14, 171. 33 12

Three families of Asgard archaeal viruses identified in metagenome-assembled genomes. Nature

Microbiology, 2022, 7, 962-973.




CITATION REPORT

# ARTICLE IF CITATIONS

59 SOME ASPECTS OF CURRENT BACTERIOPHAGES TAXONOMY. , 2021, 13, 83-102. 0]

Varidnaviruses in the Human Gut: A Major Expansion of the Order Vinavirales. Viruses, 2022, 14, 1842.

Diverse viruses of marine archaea discovered using metagenomics. Environmental Microbiology, 2023,

62 75 367-382. 3.8 12

Staying below the Radar: Unraveling a New Family of Ubiquitous &€ceCrypticd€-Non-Tailed Temperate
Vibriophages and Implications for Their Bacterial Hosts. International Journal of Molecular Sciences,
2023, 24, 3937.

64 Marine Viruses and Their Impact on Ocean Bacterial Biomass. , 2023, , 1-27. 0

Jorvik: A membrane-containing phage that will likely found a new family within Vinavirales. IScience,

2023, 26, 108104.

66 Marine Viruses. , 2024, , 863-885. 0



